Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1 End 387 

none Score 255 

1..48, 162. .225, 307. .387 



12497 
26462 
1 

OJ990810_13. 9C23.C30.ol.tm 
1 

none 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

1..48, 2. .49, 2. .55, 159. .224, 160. .225, 161. .226, 296. .367, 
309. .374, 310. .372, 1514. .1642, 1528. .1680, 1648. .1701, 
1972. .2034, 1985. .2047, 1986. .2036 



OJ990810_13.9C23.C30 
+ 

2047- 

TBLASTX: Maize 

2047 

75 



12497 Seq. ID 

26462 Strand 
1 End 

Method 
End 
Score 

1..48, 162. .225, 328. .374, 1380. .1440, 1523. .1723, 1966. .2039 
(AL132976) flavonol synthase-like protein [Arabidopsis thaliana] 



OJ990810_13. 9C23.C30.ol.np 



6523032 



OJ990810_13.9C23.C30 
+ 

2047 
AAT/NAP 
2039 
247 



12497 Seq. ID 

26462 Strand 

1 End 
OJ990810_13. 9C23.C30.o2.gp Method 

7 90 End 

none Score 
790. .1265 



OJ990810_13.9C23.C30 
+ 

2047 
AAT/GAP 
1265 
895 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12497 
26462 
1 

OJ990810_13. 9C23.C30.o3.gp 
1592 

LIB34 33-01 6-Q6-K6-F8 



Seq. ID OJ990810_13.9C23.C30 

Strand + 

End 2047 

Method AAT/GAP 

End 2035 

Score 206 



1592. .1684, 1784. .1818, 1980. .2035 

* 3834 350/dbj | BAA34 124 | 4.0e-10 (AB01099U 3b-hydroxylase 
[Lycopersicon esculentum] 1 



12498 
26463 
295 

OJ990810_13. 9C23.C31.ol.gs 

295 

none 



Seq. ID OJ990810_13.9C23.C31 

Strand + 

End 4096 

Method GENSCAN 

End 37 60 

Score .54 



295. .605, 1150. .1165, 1509. .1583, 2321. .2364, 2573. .2915, 
3130. .3355, 3434 . .3760 



Seq. No. • 12498 

Gene No. 26463 

Start 295 

Name OJ990810_13 . 9C23 . C31 . ol . np 

Start 1142 

GI 6561963 
Exons 



Seq. ID OJ990810_13.9C23.C31 

Strand + 

End 4096 

Method AAT/NAP 

End 164 9 

Score 220 



1142. .1230, 1320. .1409, 1509. .1649 



13001 




GI Descrip. (AL132964) putative protein [Arabidopsis thaliana] 



Seq. No. 


10/10.0 

124 98 








Seq. ID 




Gene No. 


ft f A f ft 

264 63 








Strand 


+ 


Start 


o o c 

295 








End 


4 o y b 


Name 


OJ9908 10_13 


ft./-'< o ft 
. 9C23 . 


/ft ft T _ ~[ 

. C31 . ol 


.gp 


Method 




Start 


1190 










1 / bo 


GI 


ft "7 f~ 1 O ft A 

37 67 924 








Score 


ODD 


Exons 


1 i on i o ft o 

1190 . . 1230, 


-i --J 0 ft 
1320 . 


1 / Aft 

. .1409, 


1 CAft 

1509 


. .1783 




Seq. No. 


12498 








Seq. ID 


OJ990810_13.9C23.C31 


Gene No. 


O f A H O 

2 64 63 








Strand 


+ 


Start 


295 








End 


4096 


Name 


OJ990810 13 


. 9C23, 


,C31.o2 


.np 


Method 


AAT/NAP 


Start 


1634 








End 


4096 


GI 


696/112 








Score 


402 


Exons 


1 634 . .1710, 


2913. 


. .3044, 


3130 


..3355, 3434. .3710, 4066. .4096 


GI Descrip. 


(AL138652) ] 


putative protein 


[Arabidopsis thaliana] 


Seq. No. 


124 98 








Seq. ID 


OJ990810_13.9C23.C31 


Gene No. 


ft A r A 

264 64 








Strand 


+ 


Start 


A A ft 1 

4 031 








End 


4096 


Name 


y~v Tft A A ft 1 ft 1ft 

OJ990810_13 


.9C23, 


,C31.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


1134 








End 


1631 


GI 


none 








Score 


141 


Exons 


1134 . . 1229, 


1135, 


. .1233, 


1320 


..1418, 1506. .1631 


Seq. No. 


12498 








Seq. ID 


OJ990810_13.9C23.C31 


Gene No. 


264 64 








Strand 


+ 


Start 


4031 








End 


4096 


Name 


OJ990810 13 


.9C23. 


.C31.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


1147 








End 


1667 


GI 


none 








Score 


142 


Exons 


114 / . . 1233, 


1149. 


. .1232, 


1294 


..1404, 1308. .1409, 1318. .1395, 




1320. .1409, 


1493. 


. .1660, 


1497 


. .1667 




Seq. No. 


124 98 








Seq. ID 


OJ990810_13,9C23.C31 


Gene No. 


ft f A H A 

26464 








Strand 




Start 


A ft *D 1 

4031 








End 


4096 


Name 


/"ntaaaoia i o 

OJ990810 13 


.9C23. 


,C31.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


ftrrft 

2652 








End 


3017 


GI 


none 








Score 


280 


Exons 


2652. .3017, 


2786. 


. .2947 








Seq. No. 


1 O a n o 

124 98 








Seq. ID 


OJ990810_13.9C23.C31 


Gene No. 


264 64 








Strand 


+ 


Start 


4031 








End 


4096 


Name 


/-N T ft ft ft ft 1 ft 1 ft 

OJ990810 13 


.9C23. 


.C31.o3 


. ts 


Method 


TBLASTX : Soybean 


Start 


2 658 








End 


2951 


GI 


none 








Score 


201 


Exons 


2658. .2951, 


2708. 


. .2947 








Seq. No. 


12498 








Seq. ID 


OJ990810_13.9C23.C31 


Gene No. 


26464 








Strand 


+ 


Start 


4031 








End 


4096 


Name 


OJ990810 13 


.9C23. 


.C31.o4 


.ts 


Method 


TBLASTX : Soybean 


Start 


3015 








End 


3329 



13002 




GI 


none 






Score 


43 






Exons 


3015 . . 3044 , 


3111 . . 3317, 


3129. , 


3179, 3130.. 3324, 


3222. .3329 


Seq. No. 


12498 






Seq. ID 


OJ990810 


JL3.9C23 


.C31 


Gene No. 


26464 






Strand 


+ 






Start 


4031 






End 


4096 






Name 


OJ990810_13 . 


9C23.C31.ol. 


tm 


Method 


TBLASTX: 


Maize 




Start 


3125 






End 


3665 






GI 


none 






Score 


70 






Exons 


3125. . 3286, 


3133. . 3357, 


3135. . 


3356, 3' 


125. .3544, 


3432. .3611, 




3433 . . 3636, 


344.4 . . 3665 












Seq. No. 


12498 






Seq. ID 


OJ990810 


13 . 9C23 


.C31 


Gene No. 


26464 






Strand 


+ 






Start 


4031 






End 


4096 






Name 


OJ990810_13 . 


9C23 . C31 . ol . 


tw 


Method 


TBLASTX: 


Wheat 




Start 


3196 






End 


3636 






GI 


none 






Score 


101 






Exons 


3196. . 3324, 


3225 . . 3326, 


3433 . . 


3519, 3538.. 3636 






Seq. No. 


12498 






Seq. ID 


OJ990810 


_13 . 9C23 


C31 


Gene No. 


26464 






Strand 


+ 






Start 


4031 






End 


4096 






Name 


OJ990810_13. 


9C23.C31.o2. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


3424 






End 


3717 






GI 


none 






Score 


114 






Exons 


3424 . . 3528, 


3429. . 3527, 


3528 . . 


3716, 3529.. 3717 






Seq. No. 


12498 






Seq. ID 


OJ990810 


_13. 9C23 


C31 


Gene No. 


26464 






Strand 


+ 






Start 


4031 






End 


4096 






Name 


OJ990810_13. 


9C23.C31.o2. 


gp 


Method 


AAT/GAP 






Start 


4031 






End 


4096 






GI 


700756 






Score 


132 






Exons 


4031 . . 4096 














Seq. No. 


12499 






Seq. ID 


OJ990810 


_13.9C23 


C32 


Gene No. 


26465 






Strand 


+ 






Start 


64 






End 


1639 






Name 


OJ990810 13. 


9C23.C32.ol. 


gs 


Method 


GENSCAN 






Start 


64 






End 


1639 






GI 


none 






Score 


.54 






Exons 


64. .484, 1233. .1370, 1501. .1639 








Seq. No. 


12499 






Seq. ID 


OJ990810 


_13.9C23. 


C32 


Gene No. 


26466 






Strand 








Start 


11 






End 


7221 






Name 


OJ990810 13. 


9C23.C32.ol. 


np 


Method 


AAT/NAP 






Start 


11 






End 


4677 






GI 


5852181 






Score 


121 






Exons 


11. .32, 1250 


..1418, 4631 


. .4677 








GI Descrip. 


(AL117265) zhbOOll.l [Oryza sativa] 








Seq. No. 


12499 






Seq. ID 


OJ990810 


_13. 9C23. 


C32 


Gene No. 


26466 






Strand 








Start 


11 






End 


7221 






Name 


OJ990810 13. 


9C23.C32.o2. 


gs 


Method 


GENSCAN 







13003 




Start 










-n _ 

Cina 


O C C 1 
Z 3 o 1 




bl 


none 








Score 


. DO 




Exons 


4. U . . Z ±0 41 , 


O C /l Q 

z o4i y . 


. /.DDI 










Seq. No. 


12499 








Seq. ID 


OJ990810__13.9C23 


.C32 


Gene No. 


26466 








Strand 






btart 


1 i 








bnu 


/ ZZ 1 




Name . 


ujyyuoiu ij 


. ybz o . 


Ljz . Oj . 


gs 


Method 


bbNobAlN 




Start 


A A *3 Q 








hna 


©y by 




r~> t 
bl 


none 








Score 


. bb 




Exons 


4 4 jy . . oZ bo , 


C 1 c o 

d / oy . 


c a i 
. DDDl, 


b / Uo . 


. oyby 






beq. no. 


iz4 y y 








C /-» T Pi 

beq. iu 


ujyyuoiu u.ybzj 


. boZ 


Gene No . 


26466 








Strand 






Start 


11 








End 


7221 




Name 


uj y yuo iu i j 




C32.o2. 


np 


Method 


AAT/NAP 




Start 










End 


7221 




bl 


boy i i y i 








Score 


1296 




Exons 


crcc "7001 














GI Descrip. 




z /r . 


15 [Arabidopsis thaliana] 




Seq. No. 


12499 








Seq. ID 


OJ990810_13.9C23 


.C32 


Gene No. 


26466 








Strand 






otart 


1 1 
1 1 








End 


7221 




Name 


ojyyuoiu_i 3 




C32.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


C T C A 

5754 








End 


6242 




GI 


none 








Score 


43 




Exons 


c t c /i c o /i n 
D /3<1 . . 3o4U, 


C Q C "3 
JO J J . 


.6242, 


5912. 


.5950, 6004. .6240 




Seq. No. 


12499 








Seq. ID 


OJ990810_13.9C23 


C32 


Gene No. 


26466 








Strand 






btart 


1 1 








End 


7221 




Name 


ujyyuoiu ij 


. yb<£ j . 


C32 .ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


COCA 








End 


6231 




b± 


none 








Score 


47 




Exons 


coca £o 


CQC1 


.5949, 


5880. 


.6137, 6013.. 6174, 6208.. 6231 


Seq. No. 


12499 








Seq. ID 


OJ990810_13.9C23 


C32 


Gene No. 


26466 








Strand 






btart 










End 


7221 




Name 


r\ TQ QAQ1 n 1*3 

ujyyuoiu ij 


. ybzo . 


C32.o3. 


tw 


Method 


TBLASTX: Wheat 




OH i v- 4- 

btart 


£ O "3 /I 
O 41 








End 


6566 




bl 


none 








Score 


145 




Exons 


CO^/l £ C. £ £ 
DZ044 . , DDDD, 


0 Jo 1 . 


.6561 










Seq. No. 


12499 








Seq. ID 


OJ990810_13. 9C23 


C32 


Gene No. 


26466 








Strand 






btart 


1 1 








End 


7221 




Name 


n TQQHQ1 H 1 "5 

ujyyuoiu u 


. yb^o . 


C32.o2. 


ts 


Method 


TBLASTX: Soybean 




otart 


DZ 41 o 








End 


6593 




bl 


none 








Score 


184 




Exons 


6243. . 6593, 


6265. 


.6567 










Seq. No. 


12499 








Seq. ID 


OJ990810_13.9C23 


C32 


Gene No. 


26466 








Strand 






Start 


11 








End 


7221 




Name 


OJ990810 13 


.9C23. 


C32.ol. 


tc 


Method 


TBLASTX: Cress 





13004 




Start 


6588 






End 


6966 


GI 


none 






Score 


49 


Exons 


6588 . . 6695, 


6588 . 


. 6704 , 6700 . 


.6891, 6779. .6877, 6895.-6966 


Seq. No. 


12499 






Seq. ID 


OJ990810_13.9C23.C32 


Gene No . 


26466 






Strand 




Start 


11 






End 


7221 


Name 


OJ990810_13 


. 9C23 . 


C32 . o2 . tw 


Method 


TBLASTX: Wheat 


Start 


6700 






End 


7153 


GI 


none 






Score 


102 


Exons 


6700. . 6888, 


6892 . 


. 6963, 6955 . 


.7131, 6970. .7149, 6980. .7153, 




7017 . . 7133 










Seq. No. 


12499 






Seq. ID 


OJ990810_13.9C23.C32 


Gene No. 


26466 






Strand 




Start 


11 






End 


7221 


Name 


OJ990810_13 


. 9C23 . 


C32 . o3 . ts 


Method 


TBLASTX : Soybean 


Start 


7009 






End 


7149 


GI 


none 






Score 


74 


Exons 


7009. . 7131, 


7010 . 


. 7135, 7032 . 


.7136, 7033. .7149 


Seq. No. 


12500 






Seq. ID 


OJ990810_13.9C23.C33 


Gene No. 


26467 






Strand 




Start 


1 






End 


600 


Name 


OJ990810 13 


. 9C23. 


C33 . ol . np 


Method 


AAT/NAP 


Start <- 


1 






End 


600 


GI 


6691193 






Score 


200 


Exons 


1..80, 158. 


. 600 








GI Descrip. 


(AC007534 ) 


F7F22 . 


17 [Arabidopsis thaliana] 


Seq. No. 


12501 






Seq. ID 


OJ990810_13.9C23.C34 


Gene No. 


264 68 






Strand 




Start 


1 






End 


1194 


Name 


OJ990810 13 


. 9C23. 


C34 . ol . np 


Method 


AAT/NAP 


Start 


1 






End 


1194 


GI 


6630685 






Score 


1714 


Exons 


1. . 1194 










GI Descrip. 


(AP000969) 


Similar to copia-type pol polyprotein. (AF105716) 




[Oryza sativa] 








Seq. No. 


12501 






Seq. ID 


OJ990810_13.9C23.C34 


Gene No. 


26468 






Strand 




Start 


1 






End 


1194 


Name 


OJ990810 13 


. 9C23. 


C34 .ol.tm 


Method 


TBLASTX: Maize 


Start 


1 






End 


610 


GI 


none 






Score 


282 


Exons 


1..315, 2.. 


310, 315. .383, 316, 


..384, 3^ 


18. .602, 422. .610, 424. 


Seq. No. 


12501 






Seq. ID 


OJ990810_13.9C23.C34 


Gene No. 


26468 






Strand 




o l art 


1 






End 


1194 


Name 


OJ990810 13 


.9C23. 


C34 .o3.ts 


Method 


TBLASTX : Soybean 


Start 


1 






End 


413 


GI 


none 






Score 


53 


Exons 


1..186, 208 


. .315, 


212. .307, 315. .413 




Seq. No. 


12501 






Seq. ID 


OJ990810_13.9C23.C34 



13005 






Gene No. 


26468 


Strand 








Start 


1 


End 


i i n a 

1194 






Name 


ojyyuoiu 13 . 9C23 . C34 . ol . t s 


Method 


TBLASTX : Soybean 






Start 


4 31 


End 


o o r\ 

830 






GI 


none 


Score 


99 






Exons 


/I O 1 O 1 O" C A C O^A 

4 31 . . ol / , 54b.. o30 










Seq. No. 


12501 


Seq. ID 


OJ990810_13.9C23. 


C34 




Gene No. 


26468 


Strand 








Start 


1 


End 


1194 






Name 


OJ990olO 1 J . 9C23 . C 34 . oZ . tw 


Method 


TBLASTX : Wheat 






Start 


4 37 


End 


im 

/93 






GI 


none 


Score 


O 1 

91 






Exons 


/ITT £1T COQ TflO 










Seq. No. 


12501 


Seq. ID 


OJ990810_13.9C23. 


C34 




Gene No. 


26468 


Strand 








Start 


I 


hna 


I 1 o ^ 

I I y 4 






Name 


a innnoi n i o nooo /i ~ o 4- — 

OJ990olU 13 . 9C23 . C34 . o2 . tm 


Method 


TBLASTX : Maize 






Start 


n o c 
/ZD 


Lna 


I 1 tZ A 

I I o4 






GI 


none 


Score 


A A O 

4 4 o 






Exons 


/25..1159, /35..1160, o2y.. 


1164 






5 or 

hi! 


Seq. No. 


1 O C A1 

125U1 


Seq. ID 


/^■mnnoin 10 n/"< 0 0 
OjyyUolU 13.9C23. 


C34 




Gene No. 


26468 


Strand 






j! 


Start 


1 


End 


1194 




"li 

fcF 


Name 


OJ990810__13 . 9C23 . C34 . o2 . ts 


Method 


TBLASTX : Soybean 






Start 


963 


End 


1194 






GI 


5509260 


Score 


155 






Exons 


963. .1193, 964. .1194, 964.. 


114 6, 965 . . 


1192 






GI Descrip. 










a 


Seq. No. 


12501 


.Seq. ID 


OJ990810JL3.9C23. 


C34 


'~l 

S 5? 


Gene No. 


26468 


Strand 






. : 

h -A 


Start 


1 
1 


T-l_ _] 

End 


1 1 O A 

1194 




;^ 


Name 


OJ990810 13 . 9C23 . C34 . Ol . tw 


Method 


TBLASTX : Wheat 




B | 


Start 


977 


T-l 1 

End 


lino 

1192 






GI 


none 


Score - 


100 
133 




: 3j 

H S - 


Exons 


9/7. .1192, 990. .1145, 1060. 


.114 9 








Seq. No. 


i o c n o 
12 5Uz 


Seq. ID 


OJyyOolO 13.9C23. 


0 0 c 

C35 




Gene No. 


26469 


Strand 








Start 


1 


End 


937 






Name 


OJ990810 13. 9C23.C35.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


937 






GI 


3645899 


Score 


1123 






Exons 


1. .937 










GI Descrip. 


(U68408) 5 ! end not determined experimentally [Zea mays] 






beq. no. 


12502 


Seq. ID 


OJ990810_13.9C23. 


p-JC 




Gene No. 


26470 


Strand 








Start 


947 


End 


1555 






Name 


OJ990810 13.9C23.C35.o2.tm 


Method 


TBLASTX: Maize 






Start 


1 


End 


211 






GI 


none 


Score 


130 






Exons 


1. .123, 2. .211, 2. .208 









13006 




Seq. No. 


12502 




Seq. ID 


OJ990810_13.9C23.C35 


Gene No. 


26470 




Strand 




Start 


947 




End 


1555 


Name 


OJ990810 13 . 9C23 . C35 . ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


Z 




End 


526 


GI 


none 




Score 


75 


Exons 


ft ft /~ C lift ft ^~ 17 ft ^ C . 

2. .265, 173. .265, 205.. 


267, 279. .461, 301. .450, 450. .524, 




455 . .526 








Seq. No. 


12502 




Seq. ID 


ojyyuoio i3.yC23.C35 


Gene No. 


26470 




Strand 




Start 


947 




End 


1555 


Name 


OJ990810 13 . 9C23 . C35 . ol 


. tm 


Method 


TBLASTX : Maize 


Start 


214 




bna 


DO D 


GI 


none 




Score 


1 ft c 

195 


Exons 


01 y| A C r\ ft ft C A C O Oft/"* 

214. .450, 225. .458, 226 


A C **) 

. .4 53, 


ft /r ft c vi o 

3oU . .548, 


yl ft ft C /*" ft yt/ift c /" ft 

420. .560, 440. .568, 




440. .568, 566. .685, 597 


n a ft 

. . 683 






Seq. No. 


12502 




Seq. ID 


OJ990810_13 . 9C23. C35 


Gene No. 


26470 




Strand 




Start 


ft / T 

94 / 




End 


1555 


Name 


OJ990810_13 . 9C23 . C35 . o3 


. tm 


Method 


TBLASTX : Mai ze 


Start 


687 




End 


1036 


GI 


none . 




Score 


85 


Exons 


687. .824, 749. .973, 758 


. .889, 


852. .983, 


98 3.. 1036, 983.. 1033 


Seq. No. 


12502 




Seq. ID 


OJ990810 13.9C23.C35 


Gene No. 


26470 




Strand 




Start 


947 




End 


1555 


Name 


OJ990810 13 . 9C23 . C35 . o2 


.np 


Method 


AAT/NAP 


Start 


947 




End 


1555 


GI 


44 16301 




Score 


ft 0 


Exons 


947. .1120, 1535. .1555 








GI Descrip. 


(AF105716) gag protein 


[Zea mays] 




Seq. No. 


12503 




Seq. ID 


OJyyUolO 13.9C23.C36 


Gene No. 


26471 




Strand 


+ 


Start 


3238 




End 


o y / 4 


Name 


a Tnr\nn 1 ft 10 a/i a ^ /*■* o /** — o 

OJ990810_13 . 9C23 .C36 . o2 


.gs 


Method 


GENSCAN 


Start 


3238 




End 


3974 


GI 


none 




Score 


. o4 


Exons 


— ) <-\ — > O ft /" C O *)OAC ft ft "7 /I 

3238.-3658, 3805. .3974 








Seq. No. 


12503 




Seq. ID 




Gene No. 


of/no 
2 64 / Z 




Strand 




Start 


1 




End 


1471 


Name 


OJ990810__13.9C23.C36.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


1471 


GI 


3645898 




Score 


557 


Exons 


1 . .445, 509. . 1471 








ui Ucbtlip. 


\ UD04UO j -Lil J-Xdlllc atop 1 


codon; 


possibly 


a post-transposition 




mutation [Zea mays] 








Seq. No. 


12503 




Seq. ID 


OJ990810_13.9C23.C36 


Gene No. 


26472 




Strand 




Start 


1 




End 


1471 


Name 


OJ990810 13.9C23.C36.ol 


.gs 


Method 


GENSCAN 



13007 






Start 


i r\ 
1U 




■O _ _J 

Lna 


1U b J 






GI 


none 




Score 








Exons 


1U . . 1U bo 












Seq. No. 


12503 




Seq. ID 


.OJ990810_13. 9C23 


.C36 




Gene No. 


26472 




Strand 








Start 


1 




rr 1 _-v ^ 


■ 1 A "7 1 
14/1 ~ 






Name 




. ycz 3 . C Jo . ol . tm 


Me tnoa 


mnT TXOTV.M-i-i ^ ^ 

I BLAb l a : Maize 






Start 


Q A R 
O 4 D 




hno 


iz 4 y 






GI 


none 




Score 


inn 
1UU 






Exons 


o4 O. . 1Z4 y , 


yy o . . iziu 










Seq. No. 


12504 




Seq. ID 


OJ990810_13. 9C23 


.C37 




Gene No. 


26473 




Strand 


+ 






Start 


y / 




LA\0. 


CO Q 
OZ o 






Name 


ujyyuoiu 


. yLZo.co/.oi. tm 


Method 


i bLAo 1a : Maize 






Start 


z 




bna 


CO Q 

bZ o 






GI 


none 




Score 


/ J J 






Exons 


o COO /I 

Z . . bZZ , 4 . . 


CO/ / C O /i / i c 
bZ 4 , 4 . . bZ 4 , 41b 


COQ 

. . bZo 








Seq. No. 


12504 




Seq. ID 


OJ990810_13. 9C23 


.C37 




Gene No. 


26473 




Strand 


+ 






Start 


y / 




bna 


CO Q 

bZ o 




Q 


Name 


r\ ~t a d. c\ o "\ c\ i o 

ojyyuoiu lo 


. yczo . Co / . oi . tc 


Metnoa 


mnT 7\ C"T>V . i~> 

1 BLAb 1 a : Lress 




W 


Start 


45 




End 


f o c 

ozb 




i!fi 


GI 


none 




Score 


27 j 




j-j g 


Exons 


AC O 1 *7 AC 

45 . . 317 , 4 6 


. . 330, 46 . . 330, 


370 . . 6Z4 , . 


387. .bz3, 431. .ozb 






Seq. No.. 


12504 




Seq. ID 


OJ990810_13.9C23 


.C37 




Gene No. 


26473 




Strand 


+ 






Start 


97 




End 


628 




; L? 


Name 


ujyyuoiu io 


. yLZo.co / . oi . ts 


Method 


TBLASTX : Soybean 






Start 


"7 C 




bna 


628 




iS 


GI 


none 




Score 


237 




= 3 =? 


Exons 


/ o . . 34 Z , / o 


Ol / O C C OTC 

. . J14 , zob..olb, 


c o /i 
j i U . . bZ 4 , 


384. .623, 416. .628, 


: , 




4 lo . . bZ4 












Seq. No. 


12504 




Seq. ID 


OJ990810_13.9C23 


.C37 




Gene No. 


26473 




Strand 


+ 






Start 


Q "7 

y / 






628 




Q 


Name 


ATQQnQI n 1 "3 

ujyyuoiu ij 


. yczo . to / . oi . gs 


Method 


GENSCAN 






Start 


Q "7 

y / 






622 






bl 


none 




Score 


.83 






Exons 


Q"7 COO 
y / . . bZZ 












beq. No. 


i o c: n /i 
1ZOU4 




beq. id 


OJ990810_13.9C23 


.C37 




Gene No . 


Z b4 / J 




Strand 


+ 






Start 


97 




End 


628 






Name 


OJ990810 13 


. 9C23.C37.ol.gp . 


Method 


.AAT/GAP 






otart 


138 




End 


548 






GI 


LIB3433-052 


-P1-K1-H8 


Score 


768 






Exons 


138. .548 












GI Descrip. 


'2062705/gb 


IU90552IHSU90552 


9.0e-09 Human butyrophilin 


{BTF! 






mRNA, complete cds ? 










Seq. No. 


12505 




Seq. ID 


OJ990810_13.9C23 


.C38 




Gene No. 


26474 




Strand 







13008 




Start 




hna 


a n 1 


Name 


ojyyuoiu 1 J . ycz 3 . c Jo . 01 . gs 


Metnoa 


CjENSCAN 


Start 


01 n 
^ 1U 


_na 




GI 


none 


Score 


A 1 


Exons 








Seq. No. 


12506 


Seq. ID 


OJ990810_13.9C23.C40 


Gene No. 


26475 


Strand 


+ 


Start 


*3 "3 Q 




X J/ u 


Name 


oj y yub iu 1 J . ycz j . C4 u . 01 . gs 


Metnoa 




Start 


*3 *3 Q 

Jo y 


bna 


1 *3 0 
1 Jz U 


GI 


none 


Score 


. 4 


Exons 


*3*3o /lie inm i i q C loon 

jjy..4io, iuy / . . lioD, izzy. 


1 *3 0 
. 1 JzU 




Seq. No. 


12506 


Seq. ID 


OJ990810_13.9C23.C4 0 


belle INU . 


26476 


Strand 


+ 


Start 


3574 


End 


8402 


Name 


OJ990810 13. 9C23.C40.ol.gp 


Method 


AAT/GAP 


Start 


3111 


End 


8062 


GI 


2169 1.R1084 


Score 


3982 


Exons 


3111. .3279, 3562.-4627, 5862. .6031, 7324. .8062 


GI Descrip. 


'224 4 84 7/embl CAB10269. 1| 6. 


Oe-31 (Z97337) hydroxyproline-rich 



>!SV glycoprotein homolog [Arabidopsis thaliana] ' 



'is* 


Corf Ma 


12506 






Seq. ID 


OJ990810_13.9C23.C40 


t 


VJCllc LN (J • 


26476 






Strand 


+ 


i l| 




3574 






End 


8402 


Q 


Name 


OJ990810 13. 


9C23.C40.o2. 


gs 


Method 


GENSCAN 




Start 


3574 






End 


7737 


'•- i.: 


GI 


none 






Score 


.67 


"*| 


Exons 


3574. .4627, 


5862. .6031, 


7324. 


.7737 




i 


Seq. No. 


12506 






Seq. ID 


OJ990810_13.9C23.C4 0 


: ?l 


Gene No. 


26476 






Strand 


+ 




Start 


3574 






End 


8402 




Name 


OJ990810 13. 


9C23.C40.ol. 


np 


Method 


AAT/NAP 




Start 


3595 






End 


8402 




GI 


2244847 






Score 


248 


* ~ I 

: sf 


Exons 


3595. .3891, 


4006... .4627, 


5862. 


.5987, 8385. .8402 




GI Descrip. 


(Z97337) hydroxyproline- 


rich 


glycoprotein homolog [Arabidopsis 


: c: 




thaliana] 












Seq. No. 


12506 






Seq. ID 


OJ990810_13.9C23.C40 




Gene No. 


26477 






Strand 


+ 




Start 


10125 






End 


10576 




Name 


OJ990810 13. 


9C23.C40.o2. 


gp 


Method 


AAT/GAP 




Start 


10125 






End 


10576 




GI 


35076 1.R1084 




Score 


887 




Exons 


10125. .10576 










GI Descrip. 


M58 624 9/emb ICAB4 0990.il 


9.0e 


-18 (AL049640) putative pollen 






surface protein [Arabidopsis 


thaliana] ' 






Seq. No. 


12506 






Seq. ID 


OJ990810_13.9C23.C40 




Gene No. 


26478 






Strand 






Start 


10092 






End 


12299 




Name 


OJ990810 13. 


9C23.C40.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


3572 






End 


7940 



13009 



GI 

Exons 



none 

3572. 

3993. 

5855. 

7517. 

7791. 



.3949, 3573.. 3971, 3574. 

.4628, 3994.. 4629, 3997. 

.6019, 7320.. 7526, 7321. 

.7639, 7533.. 7646, 7534. 

.7859, 7859. .7894, 7911. 



Score 246 

.3972, 3783. ,3971, 3992. .4627, 

.4629, 4376. .4633, 5854. .6018, 

.7590, 7322.. 7762, 7397.. 7537, 

.7656, 7629.-7763, 7782.. 7889, 
.7940 



Seq. No. 12506 
Gene No. 26478 
Start 10092 

Name OJ990810_13 . 9C23 . C4 0 . ol . ts 

Start 3574 
GI none 
Exons 3574. 

4385. 

5855. 



,3888, 3574. 

,4633, 4385. 

,5980, 7308. 

7546. .7635, 7656. 



.3759, 4081. 

.4531, 4389. 

.7523, 7321. 
.7706 



Seq. ID OJ990810_13.9C23.C40 
Strand 

End 12299 

Method TBLASTX : Soybean 

End 7706 

Score 337 

.4347, 4083. .4319, 4375. .4629, 
.4628, 5854. .5979, 5855. .5992, 
.7539, 7321.. 7515, 7350.. 7529, 



Seq. No. 12506 
Gene No. 26478 
Start 10092 

Name OJ990810_13 . 9C23 . C4 0 . ol . tc 

Start- 3697 
GI none 

Exons 3697.. 3897, 4053.. 4322, 4054. 

4375. .4629, 4406. .4630, 5854. 
7318. .7464 



Seq. ID OJ990810_13.9C23.C40 
Strand 

End 12299 
Method TBLASTX : Cress 
End 7 4 67 

Score 191 

.4335, 4063. .4335, 4374. .4628, 
.5985, 5855. .5986, 7315. .7467, 



Seq. No. 12506 

Gene No. 26478 

Start 10092 

Name OJ990810_13 . 9C23 . C40 . ol . tw 

Start 7320 

GI none 

Exons 7320.. 7526, 7321.. 7683, 7322. 

7608. .7808, 7729. .7809, 7821. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990810 13.9C23.C40 



12299 

TBLASTX: Wheat 
7868 
161 

7741, 7322. .7738, 7576. .7791, 
7868, 7826. .7867 



Seq. No. "12506 

Gene No. 26478 

Start 10092 

Name OJ990810_13 . 9C23 . C4 0 . o2 . np 

Start 10092 

GI 4586249 

Exons 10092. .10945, 11542 .. 11597 , 
GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990810_13.9C23.C40 

12299 
AAT/NAP 
12299 
526 



12253. .12299 



(AL04 964 0) putative pollen surface protein [Arabidopsis 
thaliana] 



Seq. No. 12506 

Gene No. 26478 

Start 10092 

Name OJ9908 10_13 . 9C23 . C40 . o2 . tc 

Start 10284 

GI none 
Exons 



Seq. ID OJ990810_13.9C23.C40 
Strand 

End 12299 

Method TBLASTX : Cress 

End 10934 

Score 122 



10284. .10448, 10383 .. 1064 6, 104 47 .. 10635 , 107 94 .. 10853, 
10851. .10934 



Seq. No. 



12506 



Seq. ID OJ990810_13.9C23.C40 



13010 




Gene No. 


26478 




Strand 






Start 


* i n n q o 




End 


12299 




Name 


ojyyuoiu 1 j . 9Cz3 . C4 0 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


n a 0 0 >i 

10284 




End ~ 


10943 




GI 


none . 




Score 


489 




Exons 




. luyjo, 


10797. . 10943 




Seq. No. 


12506 




Seq. ID 


OJ990810_13. 9C23 


.C40 


Gene No. 


26478 




Strand 






Start 


luuyz 




End 


12299 




Name 


ojyyooio 13 . yc23 . C4u 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


1 a 0 0 a 
10284 




End 


10496 




GI 


none 




Score 


98 




Exons 


1UZo3 . . 1U4 yo, lUoo4 . 


1 A A A A 

. 1U4 y4 








Seq. No. 


1 0 c a 




Seq. ID 


OJ990810_13.9C23 


/"■< A A 

. C40 


Gene No. 


26478 




Strand 






Start 


10092 




End 


12299 




Name 


uj yyuwiu u. yoz 0 . b4 u 


. oz . t s 


Method 


TBLASTX: Soybean 




Start 


i a /i o o 

104 




End 


10943 




GI 


none 




Score 


125 




Exons 


1 A /I O O 1 A/" /| n 1 A /I A A 

lU4zz . . 1Uo4o, 104^9 . 


1 A A A 

. 10 64 4, 


10668. . 10835, 10669 .. 10827 , 






1 AO il C 1 A A /l "D 

10845 . . 1094 j 










Seq. No. 


1 O C A "7 

1250 / 




Seq. ID 


OJ990810_13. 9C23 


C4 1 


Gene" No . 


0 a *7 n 

z b4 / y 




Strand 


+ 




Start 


893 




End 


2073 




Name 


OJ990810_13.9C23.C41 


. o2\ gp 


Method 


AAT/GAP 




Start 






End 


1518 




GI 


2310235 




Score 


288 




Exons 


O Pi O A *D A "IOOA 1 C 1 O 

893. .930, 1380. .1518 










GI Descrip. 


5o521oz/emJD | CAB554 20 


11 A A — 

,1| 9 . 0e 


-13 (AL117265) zhb0012. 1 [Oryza 




sativa] 










Seq. No. 


1 0 c a n 

1250 / 




Seq. ID 


OJ990810_13.9C23 


C41 


Gene No. 


26479 




Strand 


+ 




Start 


893 




End 


2073 




Name 


uj yyuoiu ij. ycz j . 1 


.01. np 


Method 


AAT/NAP 




Start 


1 O O A 

1380 




End 


2073 




bl 


a c. q a 0 m 




Score 


652 




Exons 


1 TOfi O A *7 "3 

looU . . ZU / 0 










GI Descrip . . 


{ t\t 1 14 1 / 1 J X NfZ-llKe 


protein 


[Sorghum 


bicolor] 




Seq. No. 


12507 




Seq. ID 


OJ990810 13.9C23 


C41 


Gene No. 


26479 




Strand 


+ 




Start 


8 y3 




End 


2073 




Name 


ojyyuoiu 13 . yc^3 . C4 1 


. ol . gs 


Method 


GENSCAN 




Start 


1568 




End 


2045 




bl 


none 




Score 


.42 




Exons 


15 08 . . 204 5 










Seq. No. 


12507 




Seq. ID 


OJ990810_13.9C23. 


C41 


Gene No. 


26480 




Strand 






Start 


1 




End 


152 




Name 


OJ990810 13.9C23.C41 


.ol.gp 


Method 


AAT/GAP 




Start 


1 




End 


152 




GI 


60910 1.R1084 




Score 


300 





13011 




Exons 1 . . 152 

GI Descrip. 1 458624 9/emb | CAB40990 . 1 | 2.0e-21 (AL049640) putative pollen 
surface protein [Arabidopsis thaliana] 1 



Seq. No. 


1 O C A*7 

lzoO / 




Seq. ID 


OJ990810_13.9C23.C41 


Gene No. 






Strand 




Start 


I boo 




End 


2073 


Name 


ojyyuoiu io.yczo.C4i.oi 


. tw 


Method 


TBLASTX: Wheat 


Start 


1 /r o c 

Idoo 




End " 


2073 


GI 


none 




Score 


99 


Exons ' 


1685.. 1837, 1820.. 2071, 


1821. 


.2063, 1828.. 2070, 1831.. 2073, 




looz . . zU / 1 








beq. NO. 


IzoU / 




Seq. ID 


OJ990810_13.9C23.C41 


Gene No. 


o a A Q 1 
z t>4 o 1 




Strand 




Start 


Iboo 




End 


2073 


Name 


(jjyyuoiu u . ycz j . C4 l . oi 


. ts 


Method 


TBLASTX : Soybean 


Start 


loDO 




End 


2071 




none 




Score 


216 


Exons 


1853. .2071, 1861. .2067 








Seq. No. 


IzbUo 




Seq. ID 


OJ990810_13.9C23.C42 


j aB { Gene No. 


2 64 82 




Strand 


+ 


i a \ Start 


8 6 




End 


357 


in: 

Name 


OJ990810 13 . 9C23 . C42 . ol 


.gp 


Method 


AAT/GAP 


:=!I Start 


8 6 




End 


357 




2310235 




Score 


386 


Uf Exons 


8 6.. 357 








Ly GI Descrip. 


ooozioz / erriD | lad o d 4 z u . 1 1 


9.0e- 


13 (AL117265) zhb0012.1 [Oryza 




sativa] 








:s : s 

: i : 

beq. No. 


izouy 




Seq. ID 


OJ990810_13.9C23.C43 


Gene No. 


z o4 o J 




Strand 




■S3? Start 


/ 4 




End 


3149 


Name 


ojyyuoiu u.yczo.c4j.oi 


.gp 


Method 


AAT/GAP 


j.j, otart 


"7 A 




End 


3149 


j b t GI 


J4 z 1 . KlUo 4 




Score 


5036 


II; Exons 


H A C OA *7HO *7 O 1 TO 

/4..DZ4, /UZ../Z1, IDI, 


.3149 






]~ f CjI Descrip. 


40 / 4 4 u 0 / go | AADz 4 U 4 z . 1 | 


0.0e+00 (AF121139) RIM2 protein [Or] 




sativa] ? 








Seq. No. 


12509 




Seq. ID 


OJ990810_13.9C23.C43 


Gene No . 


0 C A Q *3 
Z o4 O J 




Strand 




Start 


/ 4 




End 


3149 


Name 


a Tfinnoi n 1*3 nr^o o o ^ *3 ~ i 

ojyyuoiu i j . ycz j . 04 j . oi 


. tw 


Method 


TBLASTX : Wheat 


Start 


n n o 
90 J 




End 


2182 


GI 


none 




Score 


52 


Exons 


903.. 995, 904.. 969, 984 


. .1064 


, 1077. .1217, 1078. .1218, 




1165. .1260, 1197. .1256, 


1263. 


.1304, 1263. .1307, 1268. .1309, 




1302. .1589, 1318. .1461, 


1506. 


.1718, 1507. .1854, 1561. .1818, 




1736. .1819, 1764. .1823, 


1822. 


.1974, 1825. .2181, 1826. .2182 


Seq. No. 


12509 




Seq. ID 


OJ990810_13.9C23.C43 


Gene No. 


26483 




Strand 




Start 


74 




End 


3149 


Name 


OJ990810 13.9C23.C43.ol 


.np 


Method 


AAT/NAP 


Start 


1387 




End 


3149 



13012 




GI 


a o a o o o a 
o /4 Z 1 Z 9 








Score 


264 3 


Exons 


loo / . . 314 y 












GI Descrip. 


[Pit 1Z 1 i3y ) 


RIM2 


protein 


[Oryza sativa] 




Seq. No. 


12509 








Seq. ID 


OJ990810_13.9C23.C43 


Gene No. 


26483 








Strand 




Start 


"7 A 

/ 4 








End 


3149 


Name 


OJ990810 13 


AO O O 

. 9C23 


o A O — . T 

. C4 3 . 01 


.tc 


Method 


TBLASTX: Cress 


Start 


1 C A C 








End 


1894 


GI 


none 








Score 


229 


Exons 


1 Duo . . LoZ 3 / 


IjU / 


1 Q C a 
. . loo4 , 


1825, 


.1890, 1826.. 1894 


Seq. No. 


12509 








Seq. ID 


OJ990810_13.9C23.C43 


Gene No. 


26483 








Strand 




Start 


1 4 








End 


3149 


Name 


ojyyooio 13 


A/"* O O 


. C43 . ol 


. tm 


Method 


TBLASTX: Maize 


Start 


i o o c 

1825 








End 


2139 


GI 


none 








Score 


63 


Exons 


i o o c once 
LoZ D . . ^UOD , 


1 o o c 


O 1 O A 

. . z i3y , 


TOCO 

1853 . 


.2128 




Seq. No. 


1 or Aft 

12509 








Seq. ID 


OJ990810_13.9C23.C43 


Gene No. 


26483 








Strand 




Start 


74 








End 


3149 


Name 


ojyyooio 13 


AO A O 


. C4 3 . o3 


.tw 


Method 


TBLASTX: Wheat 


Start 


2191 








End 


2593 


GI . 


none 








Score 


73 


Exons 


2191 . .2268, 


2192 


. . 2272, 


2195 . 


.2269, 2302.. 2544, 2342.. 2524, 




2492 . .2593, 


2530 


. .2592 








Seq. No. 


12509 








Seq. ID 


OJ990810_13.9C23.C43 


Gene No. 


26483 








Strand 




Start 


/ 4 








End 


3149 


Name 


ojyyooio 13 


AO A O 


o a o — 1 

. C43 . ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


O £T O /T 








End 


2868 


GI 


none 








Score 


214 


Exons 


2o2o . . 2ooo 












Seq. No. 


12509 








Seq. ID 


OJ990810JL3 . 9C23 .C4 3 


Gene No. 


26483 








Strand 




o tart 


1 4 








End 


3149 


Name 


/"\ T A A A O 1 A 1 O 

ojyyuoiu 13 


A/"* O O 

. 9C23 


. C43 . OZ 


.tm 


Method 


TBLASTX: Maize 


Start 


O C A O 

^ by o 








End 


3134 


bl 


none 








Score 


52 


Exons 


OCAO OOAO 

2 o9o . . Zo 92 , 


O A A O 


O A O O 

. . 302 / , 


O A A O 


.3028, 3018.. 3125, 3018.. 3134 


Seq. No. 


1 O C A A 








Seq. ID 


OJ990810_13.9C23.C43 


Gene No. 


26483 








Strand 




Start 


74 








End 


3149 


Name 


/"\TAAAOTA i o 

ojyyoaio 13 


A/"" O O 

. 9C23 


. C43 . o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


O *7 O O 

Z 1 32 








End 


3135 


GI 


none 








Score 


151 


Exons 


2732. .2938, 


2737 


. .2940, 


2737. 


.2961, 2939.. 3016, 2941.. 3027, 




2942. .3028, 


3018 


. .3038, 


3021. 


.3125, 3042. .3134, 3046. .3135 


Seq. No. 


12510 








Seq. ID 


OJ990520_03.9C23.C1 


Gene No. 


26484 








Strand 




Start 


40 








End 


525 



13013 




Name 


nTQQn^on fi"5 Qr , 9'5 pi /^i rto 
ujyyuozu u o . j .ui .01 . gs 


fuf +*- r-\ 






Start 


4 u 


i^na 


D Z D 




Gl 


none 


Score 






Exons 


fi u . . oz o 








beq. no. 


IZOl 1 


c orr t n 




P9 


Gene No. . 


26485" 


Strand 


+ ~~ 




Start 


1 


End 


1554 




Name 


OJ990520 03.9C23.C2.ol.np 


Method 


AAT/NAP 




btart 


1 


End 


1464 






4432824 


Score 


154 




Exons 


1..25, 1157. .1464 










(AC006593) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


12511 


Seq. ID 


OJ990520_03.9C23. 


C2 


Gene No. 


26485 


Strand 


+ 




ol art 


1 


End 


1554 




Name 


OJ990520 03.9C23.C2.ol.gs 


Method 


GENSCAN 




btart 


69 


End 


283 




r* t 


none 


Score 


.93 




TP \J C* 


69. .283 








Seq. No. 


12511 


Seq. ID 


OJ990520_03.9C23. 


C2 


Gene No*. 


26485 


Strand 


+ 




otart 


1 


End 


1554 




Name 


OJ990520 03. 9C23 . C2 . o2 . gs 


Method 


GENSCAN 




Start 


1288 


End 


1554 






none 


Score 


.78 




Exons 


1288. .1554 








beq. no. 


12511 


Seq. ID 


OJ990520_03.9C23. 


P9 


ocUc 1NO . 


26486 


Strand 






Start 


1 


End 


351 




Name 


OJ990520 03.9C23.C2.ol.gp 


Method 


AAT/GAP 






1 


End 


351 






65969 1.R1084 


Score 


651 




Exons 


1. .351 








Lii uescrip . 


I 5852170/emb|AL117265.1|OST17804 1 . Oe- 


149 Oryza sativa 






indica (GLA4 ) genomic DNA, 


chromosome 4 


, BAC clone :t 17804 • 


Cart 

oeq. in o . 


12512 


Seq. ID 


OJ990520_03.9C23. 


C3 


Gene No. 


26487 


Strand 


+ 




Start 


3813 


End 


7863 




Name 


OJ990520 03.9C23.C3.o4.np 


Method 


AAT/NAP 






3813 


End 


7863 






4680183 


Score 


122 




Exons 


3813. .3850, 7774. .7863 








bi uescrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 




oeq . no . 


12512 


Seq. ID 


OJ990520_03. 9C23. 


C3 




26488 


Strand 






Start 


852 


End 


1601 




Name 


OJ990520 03.9C23.C3.ol.np 


Method 


AAT/NAP 




Start 


632 


End 


1601 




GI 


5734716 


Score 


252 




Exons 


632.. 739, 1071.. 1255, 1340 


..1411, 1505 


. . 1601 




GI Descrip. 


(AC008075) Simialr to gb|AF049928 PGP224 protein from Petunia 



13014 




hybrida. [Arabidopsis thaliana] 



Seq. No. 


12512 








Seq. ID 




_03 . 9Cz 3 


. C J 


Gene No. 


26488 








Strand 








Start 


852 








End 


n ^ ai 

loOl 






Name 


OJ990520 03. 


9C23 


.C3.ol. 


gs 


Method 


GENSCAN 






Start 


852 










loo y 






GI 


none 








Score 


. 93 






Exons 


852. .922, 1046.. 


1255, 1340.. 


1411, 1505 


. .1559 






Seq. No. 


12512 








Seq. ID 


/~\ t a a a c o a 


A *3 aoo o 


. Co 


Gene No. 


26489 








Strand 








Start 


2907 








End 


o o o r 

3836 






Name 


OJ990520 03. 


9C23 


.C3.o2. 


gs 


Method 


GENSCAN 






Start 


2907 








End 


OOOO 






GI 


none 








Score 


1 






Exons 


2907. .3145, 


3623 


. .3836 












Seq. No. 


12512 








Seq. ID 


OJ990520 


_03. 9C23, 


.C3 


Gene No. 


26489 








Strand 








Start 


2907 








End 


3836 






Name 


OJ990520 03. 


9C23 


,C3.o2. 


np 


Method 


AAT/NAP 






Start 


2943 








End 


3821 






GI 


3395754 








Score 


181 






Exons 


2943. .3145, 


3623 


. .3651, 


3685 


. ..3821 








GI Descrip. 


(U76296) plantacyanin [Spinacia oleracea] 






Seq. No. 


12512 








Seq. ID 


OJ990520 


_03.9C23, 


.C3 


Gene No. 


26490 








Strand 








Start 


6479 








End 


9007 






Name 


OJ990520 03. 


9C23 


.C3.ol. 


tm 


Method 


TBLASTX: 


Maize 




Start 


1027 








End 


8838 






GI 


none 








Score 


127 






Exons 


1027. .1206, 


1044 


. .1238, 


1098 


..1235, 1341. .1409, 


1342. .1395, 




1488. .1556, 


8692 


. .8838 












Seq. No. 


12512 








Seq. ID 


OJ990520 


_03.9C23. 


.C3 


Gene No. 


26490 








Strand 








Start 


6479 








End 


9007 






Name 


OJ990520 03. 


9C23 


.C3.ol. 


tc 


Method 


TBLASTX: 


Cress 




Start 


1044 








End 


1554 






GI 


none 








Score 


81 






Exons 


1044. .1229, 


1063 


. .1224, 


1305 


. .1409, 1342. .1395, 


1503. . 1553, 




1516. .1554 
















Seq. No. 


12512 








Seq. ID 


OJ990520 


_03. 9C23. 


.C3 


Gene No. 


26490 








Strand 








Start 


6479 








End 


9007 






Name 


OJ990520 03. 


9C23 


.C3.ol. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


1044 








End 


1550 






GI 


none 








Score 


79 






Exons 


1044. .1229, 


1045 


. .1215, 


1341 


. .1409, 1342. .1395, 


1488. . 1550 


Seq. No. 


12512 








Seq. ID 


OJ990520 


_03. 9C23. 


,C3 


Gene No. 


26490 








Strand 








Start 


6479 








End 


9007 






Name 


OJ990520 03. 


9C23 


,C3.ol. 


tw 


Method 


TBLASTX: 


Wheat 





13015 




Start 


1U / J 


End 


1547 


GI 


none 


Score 


117 


Exons 


i i ooq im/i i o o o. imc 

lu/j. . i^zj/ iu/4..izzy / 1U/0. 


.1215, 1098.. 1226, 1305.. 1409, 




lolz..lJyo, 1j4d. . 1411/ lOUJ. 


.1547 




Seq. No. 


12olz 


Seq. ID 


OJ990520_03,9C23.C3 


Gene No. 


26490 


Strand 




Start 


6479 


End 


9007 


Name 


OJ990520 03.9C23.C3.o3.np 


Method 


AAT/NAP 




5680 


End 


7741 


GI 


6721561 


Score 


124 


Exons 


5680. .5704, 7642. .7741 






GI Descrip. 


(AP001073) EST AU082058 (C12976) corresponds to a region of th< 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 




gi| 681508 6| dbj | BAA90372.il (AP001081) 


EST AU082058 (C12976) 




corresponds to a region of the predicted gene.; hypothetical 




protein [Oryza sativa] 






Seq. No. 


12512 


Seq. ID 


OJ99052 0_03 . 9C23 . C3 


Gene No. 


26490 


Strand 




Start 


6479 


End 


9007 


Name 


OJ990520 03.9C23.C3.o3.gs 


Method 


GENSCAN 


Start 


6479 


End 


9007 


'■is? GI 


none 


Score 


. 41 


Exons 


6479. .6684, 8645. .9007 






u\ 

;=ji Seq. No. 


12512 


Seq. ID 


/*\TAAACOA A A/"t A O i~~y "i 

OJ990520_03 . 9C23 . C3 


V.l Gene No. 


26490 ' 


Strand 




|»| Start 


6479 


End 


O A r\ T 

9007 


Name 


OJ990520 03.9C23.C3.ol.gp 


Method 


AAT/GAP 


:-j s j Start 


7034 


End 


7146 


ry GI 


uC-osflcyp088bl2bl 


Score 


168 


' Exons 


7034. .7146 






'I a . GI Descrip. 


•5257255/dbj | AP000364 . 1 | AP000364 3.0e- 


■36 Oryza sativa genomic 


: ; t 


DNA, chromosome 8, clone : P002 6F07 1 




U: Seq. No. 


12513 


Seq. ID 


OJ990520_03.9C23.C4 


i -j Gene No. 


* 26491 


Strand 


+ 


Start 


288 


"End 


587 


Name 


OJ990520 03. 9C23 . C4 . ol . gs 


Method 


GENSCAN 


Start 


288 


End 


587 


GI 


none 


Score 


.63 


Exons 


288. .358, 469. .587 






beq. No. 


12514 


Seq. ID 


OJ990520_03.9C23.C5 


Gene No . 


26492 


Strand 


+ 


Start 


1 


End 


3061 


Name 


OJ990520 03.9C23.C5.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


3061 


GI 


6466937 


Score 


2096 


Exons 


1. .3061 






GI Descrip. 


(AC011621) putative retroelement pol polyprotein [Arabidopsis 




thaliana] 






Seq. No. 


12514 


Seq. ID 


OJ990520_03.9C23.C5 


Gene No. 


26492 


Strand 




Start 


1 


End 


3061 



13016 



Name 

Start 

GI 

Exons 



OJ990520_03 . 9C23 . C5 . o5 . tm Method 

95 End 

none Score 
95. .388, 173. .388 



TBLASTX: Maize 

388 

246 



Seq. No. 12514 Seq. ID 

Gene No. 264 92 Strand 

Start 1 End 

Name OJ990520_03 . 9C23 . C5 . o2 . tw Method 

Start 635 End 

GI none Score 

Exons 635.. 1117, 781.. 1074 



OJ990520_03. 9C23.C5 
+ 

3061 

TBLASTX: Wheat 

1117 

359 



Seq. No. 12514 Seq. ID 

Gene No. 264 92 Strand 

Start 1 End 

Name OJ990520_03 . 9C23 . C5 . o4 . ts Method 

Start 671 End 

GI none Score 

Exons 671. . 985 



OJ990520_03.9C23.C5 
+ 

3061 

TBLASTX : Soybean 

985 

198 



Seq. No. 12514 Seq. ID 

Gene No. 26492 Strand 

Start 1 End 

Name OJ990520_03 . 9C23 . C5 . o3 . tm Method 

Start 698 End 

GI none Score 

Exons 698. .1171, 700. .1161, 749. .1168 



OJ990520_03. 9C23.C5 
+ 

3061 

TBLASTX: Maize 

1171 

594 



Seq. No. 12514 Seq. ID 

Gene No. 26492 Strand 

Start 1 End 

Name OJ990520_03 . 9C23 . C5 . o2 . ts Method 

Start 1082 End 

GI none Score 

Exons 1082.. 1441 



OJ990520_03. 9C23.C5 
+ 

3061 

TBLASTX: Soybean 

1441 

312 



Seq. u ,No, 12514 Seq. ID 

Gene' No. ' 26492 ' Strand 

Start 1 End 

Name OJ990520_03 . 9C23 . C5 . o4 . tw Method 

Start 1166 End 

GI none Score 

Exons 1166.. 1567, 1198.. 1533 



OJ990520_03. 9C23.C5 
+ 

3061 

TBLASTX: Wheat 

1567 

328 



Seq. No. 12514 

Gene No. 2 64 92 

Start 1 

Name OJ990520_03 . 9C23 . C5 . o4 . tm 

Start 1172 

GI none 

Exons 1172.. 1396, 1174.. 1389, 2875. 



Seq. ID OJ990520_03.9C23.C5 

Strand + 

End 3061 

Method TBLASTX: Maize ' 

End 2934 

Score 260 
.2934 



Seq. No. 12514 Seq. ID 

Gene No. 2 64 92 Strand 

Start 1 End 

Name OJ990520 03 . 9C23 . C5 . o2 . tm Method 



OJ990520_03.9C23.C5 
+ 

3061 

TBLASTX: Maize 



13017 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



1400 
none 

1400. .1891, 

12514 
26492 
1 

OJ990520_03. 

1475 

none 

1475. .1720, 

12514 
26492 
1 

OJ990520_03. 

1889 

none 

1889. .2308, 

12514 
26492 
1 

OJ990520_03. 

1913 

none 

1913. .2140, 

12514 
26492 
1 

OJ990520_03. 

2141 

none 

2141. .2776, 

12514 
'26492 

OJ990520_03. 

2177 

none 

2177. .2548, 

12514 
26492 
1 

OJ990520__03. 
2396 . 
none 

2396. .2788, 

12515 
26493 
312 

OJ990520_03. 
312 



1402.. 1887, 1532. 

9C23.C5.o3.ts 
1477.. 1617, 1532. 

9C23.C5.ol.tw 



End 1912 
Score 618 
.1912 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.1672 

Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990520_03.9C23.C5 
+ 

3061 

TBLASTX: Soybean 

1720 

209 



OJ990520_03.9C23.C5 
+ 

3061 

TBLASTX: Wheat 

2308 

363 



2017. .2151, 2033. .2281, 2188. .2307 



9C23.C5.o6.tm 
2008. .2139 

9C23.C5.ol.tm 
2143.. 2775, 2372, 

9C23.C5.ol.ts 
2200. .2544 

9C23.C5.o3.tw 
2488. .2775, 2840. 

9C23.C6.ol.gp 



Seq. ID OJ990520_03. 9C23.C5 

Strand + 

End 3061 

Method TBLASTX : Mai ze 

End 2140 

Score 193 



Seq. ID OJ990520_03.9C23.C5 

Strand + 

End 3061 

Method TBLASTX : Mai ze 

End 2776 

Score 788 
.2776 

Seq. ID OJ990520_03.9C23.C5 

Strand + 

End 3061 

Method TBLASTX : Soybean 

End 2548 

Score 338 



Seq. ID OJ990520_03.9C23.C5 

Strand + 

End 3061 

Method TBLASTX : Wheat 

End 2 980 

Score 294 
.2980 

Seq. ID OJ990520_03.9C23.C6 

Strand + 

End 4 98 

Method AAT/GAP 

End 4 98 



13018 



GI 


65969 1.R1084 




Score 


Exons 


312. .498 






GI Descrip. 


T 5852170/emb|AL1172 65.1 


IOST17804 l.Oe- 




indica (GLA4 ) genomic DNA, chromosome 4 


Seq. No. 


12515 




Seq. ID 


Gene No. 


26494 




Strand 




50 




End 


Name 


OJ990520 03.9C23.C6.ol. 


gs 


Method 


Start 


50 




End 




none 




Score 


Exons 


50. .226, 799. .1332, 1460. .1747, 1820.. 


beq. No. 


12515 




Seq. ID 


Gene No. 


26494 




Strand 


Start 


50 




End 


Naine 


OJ990520 03.9C23.C6.ol. 


tm 


Method 


btart 


478 




End 


bl 


none 




Score 


Exons 


47ft RQ1 AQA ^^(1 ^PO 


. .702, 


796. .912 




1445. .1732, 1459. .1689, 


1463. 


.1738 


Seq. No. 


12515 




Seq. ID 


Gene No. 


26494 




Strand 


btarc 


50 




End 


Name 


OJ990520 03.9C23.C6.o2. 


ts 


Method 


Start 


481 




End 


GI 


none 




Score 


Exons 


481. .591, 482. .568, 592 


. .702, 


796. .930 


beq. No. 


12515 




Seq. ID 


Gene No. 


26494 




Strand 


Start 


50 




End 


Name 


OJ990520 03.9C23.C6.ol. 


np 


Method 


b tart 


863 




End 


bi 


oyo / / u / 




Score 


Exons 


863. .1332, 1460. .1754, 


2364 . . 


2449 


GI Descrip. 


(AC021640) hypothetical 


protein [Arabi< 


Seq. No. 


12515 




Seq. ID 


Gene No. 


26494 




Strand 




50 




End 


Name 


OJ990520 03.9C23.C6.ol. 


ts 


Method 


btart 


1018 




End 


bi 


none 




Score 


Exons 


1018. .1269, 1148. .1270, 


1454. 


.1729, 141 


Seq. No. 


12515 




Seq. ID 


Gene No. 


26494 




Strand 


oT.art 


50 




End 


Name 


OJ990520 03.9C23.C6.ol. 


tc 


Method 


Start 


1445 




End 


GI 


none 




Score 


Exons 


1445. .1732, 1451. .1729 






Seq. No. 


12516 




Seq. ID 


Gene No. 


26495 




Strand 



271 



2449 
GEN SCAN 
2192 
.79 



2449 

TBLASTX: Maize 

1738 

67 



2449 
TBLA2 
930 
76 



2449 
AAT/NAP 
2449 
568 



2449 
TBLAE 
1732 
80 



2449 

TBLASTX: Cress 

1732 

64 



13019 




Start 


1 


End 


132 


Name 


OJ990520 03.9C23.C8.ol.gp 


Method 


AAT/GAP 


start 


1 


End 




bl 


2427387 


Score 


ZU j 


Exons 


1. .132 






GI Descrip. 


5852170/emb|AL117265.1 IOST17804 3.0e-94 


Oryza sativa 




indica ( GLA4 ) genomic DNA, 


chromosome 4 , 


oAt clone :ti/oU4 


Seq. No. 


i OKI c 


beq. id 


OJ990520_03. 9C23.C8 


Gene No. 




Strand 




b tar t 




tna 


1 o D 


Name 


OJ990520 03.9C23.C8.ol.gs 


Method 


(atlNbCAIN 


b tart 


104 . 


End 




bl 


none 


Score 


. OZ 


Exons 


104 . . 185 






beq . no . 


12517 


Seq. ID 


ujyyu jzu uo.yuzo.uy 


O d 1 C IN ^ . 


26497 


Strand 




Start 


1 


End 


481 


Name 


OJ990520 03. 9C23 . C9 . ol . np 


Method 


AAT/NAP 


Start 


1 


End 


481 


GI 


6069646 


Score 


161 


Exons 


1. .481 






GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 



[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 


12517 




Seq. ID 


OJ990520JD3. 9C23 


.C9 


Gene No. 


26497 




Strand 






Start 


1 




End 


481 




Name 


OJ990520 03.9C23.C9.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


21 




End 


4 65 




GI 


none 




Score 


61 




Exons 


21. .461, 39. .272, 178.. 


465 








Seq. No. 


12517 




Seq. ID 


OJ990520JD3.9C23 


.C9 


Gene No. 


26497 




Strand 






Start 


1 




End 


481 




Name 


OJ990520 03.9C23.C9.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


63 




End 


471 




GI 


none 




Score 


72 




Exons 


63. .137, 114. .275, 132. 


.287, 


288. .464, 


289. .471 




Seq. No. 


12518 




Seq. ID 


OJ990520_03. 9C23 


.CIO 


Gene No. 


26498 




Strand 






Start 


1 




End 


492 




Name 


OJ990520 03.9C23.C10.ol 


.np 


Method 


AAT/-NAP 




Start 


1 




End 


4 92 




GI 


6907089 




Score 


832 




Exons 


1. .492 










GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


12519 




Seq. ID 


OJ990520_03.9C23 


.C13 


Gene No. 


26499 




Strand 


+ 




Start 


96 




End 


502 





13020 




Name 


ojyyuozu uo.ycz3.cio, 


. ol 


.gs 


Method 


GEN SCAN 




Start 


y o 






End 


c n o 




GI 


none 






Score 


A O 




Exons 


y o . . ouz 












Seq. No. 


12520 






Seq, ID 


. OJ990520_03.9C23 


.C14 


Gene No. 


26500 






Strand 






btart 


Q A "5 






tjilQ 


1 ACQ 




Name 


ujyyuozu uj.yczo.ci4, 


. ol , 


.gs 


Method 


V M o 7\ M 




Start 


843 






End 


TOCO 

lUoy 




GI 


none 






Score 


Q A 

. y4 




Exons 


o /i o i n c n 

84 3 . . lUoy 












Seq. No. 


i o c o n 






beq. iu 


ujyyuozu uo.yczj, 




Gene No. 


26501 






Strand 






Start 


787 






End 


1065 




Name 


OJ990520 03.9C23.C14, 


.ol, 


.np 


Method 


AAT/NAP 




Start 


787 






End 


1065 




GI 


4432824 






Score 


152 




Exons 


787. .1065 












GI Descrip. 


(AC006593) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


12521 






Seq. ID 


OJ990520J33.9C23, 


.C15 


Gene No. 


26502 






Strand 






Start 


233 






End 


1478 




Name 


OJ990520 03.9C23.C15. 


.ol. 


.gs 


Method 


GEN SCAN 




Start 


233 






End 


1410 




GI 


none 






Score 


.8 




Exons 


233. .778, 1057. .1410 












Seq. No. 


12521 






Seq. ID 


OJ990520_03.9C23, 


pi r 


Gene No. 


26502 






Strand 






Start 


233 






End 


1478 




Name 


OJ990520 03.9C23.C15. 


.ol. 


.np 


Method 


AAT/NAP 




Start 


239 






End 


1478 




GI 


4432824 






Score 


855 




Exons 


239. . 1478 












GI Descrip. 


(AC006593) hypothetical 


protein -[Arabidopsis thaliana] 




Seq. No. 


12521 






Seq. ID 


OJ990520_03.9C23, 


.C15 


Gene No. 


26502 






Strand 






btart 


233 






End 


1478 




Name 


OJ990520 03.9C23.C15, 


.o2, 


.ts 


Method 


TBLASTX: Soybean 




otart 


422 






End 


760 




GI 


none 






Score 


130 




Exons 


422. .688, 425. .760 












Seq. No. 


12521 






Seq. ID 


OJ990520_03. 9C23. 


.C15 


Gene No. - 


26502 






Strand 






otart 


233 






End 


1478 




Name 


OJ990520 03.9C23.C15, 


■ Ol. 


,tc 


Method 


TBLASTX: Cress 




Start 


425 






End 


694 




GI 


none 






Score 


64 




Exons 


425. .694, 461. .637 












Seq. No. 


12521 






Seq. ID 


OJ990520_03.9C23. 


.C15 


Gene No. 


26502 






Strand 







13021 



Start 233 

Name OJ990520_03 . 9C23 .C15.ol.ts 

Start 1204 

GI none 

Exons .1204. .1416, 1205. .1276, 1325. 

Seq. No. 12522 

Gene No. 26503 

Start 3529 

Name OJ990520_03 . 9C23 . C16 . ol . gs 

Start 3529 

GI none 
Exons 



End 

Method 
End 
Score 
.1402 



1478 

TBLASTX: Soybean 

1416 

69 



Seq. ID OJ990520_03.9C23.C16 

Strand + 

End 9648 

Method GENSCAN 

End 9585 

Score .5 



3529.-3675, 3746.-3795, 4867. .4979, 5005. .5133, 6655. .7094, 
7158. .8201, 8369.-9585 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12522 
26503 
3529 

OJ990520_03. 9C23 . C16 . o2 . np 

6625 

6498441 



Seq. ID OJ990520_03.9C23.C16 

Strand + 

End 9648 

Method AAT/NAP 

End 9648 

Score 3274 



6625. .7094, 7158. .7531, 7715. .7851, 8026. .8303, 8495.-8938, 
9110. .9648 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene .; Similar to Sorghum bicolor Gypsy-Ty3 ■ type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 


12522 






Seq. ID 


OJ990520_03. 9C23. 


C16 


Gene No. 


26504 






Strand 






Start 


5056 






End 


9648 




Name 


OJ990520 03 


.9C23 


. C16 . ol . np 


Method 


AAT/NAP 




Start 


5056 






End 


9648 




GI 


5042454 






Score 


363 




Exons 


5056. .5109, 


5344 


..5516, 6195. 


.6390, 8735. .8876, 9489.-9648 


GI Descrip. 


(AC007789) ; 


putative polyprote 


in [Oryza 


sativa] 




Seq. No. 


12522 






Seq. ID 


OJ990520_03.9C23. 


C16 


Gene No. 


26504 






Strand 






Start 


5056 






End 


9648 




Name 


OJ990520 03 


. 9C23 


.C16.o4 .tw 


Method 


TBLASTX: Wheat 




Start 


6606 






End 


6974 




GI 


none 






Score 


345 




Exons 


6606. .6974, 


6710 


. .6970 








Seq. No. 


12522 






Seq. ID 


OJ990520_03. 9C23. 


C16 


Gene No. 


26504 






Strand 






Start 


5056 






End 


9648 




Name 


OJ990520 03 


. 9C23 


.C16.ol.tw 


Method 


TBLASTX: Wheat 




Start 


7166 






End 


7628 




GI 


none 






Score 


587 




Exons 


7166. .7621, 


7167 


. .7628 








Seq. No. 


12522 






Seq. ID 


OJ990520_03.9C23. 


C16 


Gene No. 


26504 






Strand 






Start 


5056 






End 


9648 




Name 


OJ990520 03 


. 9C23 


.C16.o3.ts 


Method 


TBLASTX : Soybean 




Start 


7206 






End 


7571 





13022 




GI 


none 








Score 


ITT 
11 / 




Exons 


/2Uo . . /4 30 , 


/4 3 / 


. . /5 / 1 










Seq. No. 


12522 








Seq. ID 


OJ990520_03. 9C23 


.C16 


Gene No. 


26504 








Strand 






Start 


C f\ Q. £Z 
5056 








End 


ci a a o 
y 64 8 




Name 


ojyyoo20 03. 


9C23 


. C16 . ol 


. tm 


Method 


TBLASTX : Mai ze 




Start 


n o c 

7296 








End 


i a c o 

7652 




GI 


none 








Score 


392 




Exons 


/296 . . / 652 , 


/331 


. . 7642, 


1 O A "7 

7347 . 


1 c c o 

. 7 652 






Seq. No. 


12522 








Seq. ID 


OJ990520_03.9C23 


■ C16 


Gene No. 


26504 








Strand 






Start 


OUOO 








hna 


Q d A Q 

y 64 o 




Name 




9C23 


. C16 . o2 


. tm 


Method 


TBLASTX : Max ze 




Start 


i r i n 

7 6/9 








End 


o n /~ o 

8063 




GI 


none 








Score 


o c o 
358 




Exons 


/b/y. .804 4, 


/ 68 0 


. .8063 










Seq. No. 


12522 








Seq. ID 


OJ990520_03.9C23 


.C16 


Gene No. 


26504 








Strand 






Start 










Lnd 


Q C A o 

y 64 o 




Name 


ojyyobzu 03. 


9C23 


. C16 . ol 


. tw 


Method 


TBLASTX : Wheat 




Start 


7736 








End 


9614 




GI 


none 








Score 


4 96 




Exons 


/ /3b . . 8161 , 


T T O 1 


O 1 C /" 

. . 8156, 


9531 . 


. 9614 






Seq. No. 


12522 








Seq. ID 


OJ990520_03.9C23 


.C16 


Gene No. 


26504 








Strand 






Start 


5056 








End 


9648 




Name 


OJ990520 03. 


9C23 


. C16 . ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


7815 








End 


818 6 




GI 


none 








Score 


279 




Exons 


/bib . . blob, 


T O O O 

/ 8 32 


. . / 9 Id 










Seq. No. 


1 o c o o 

12522 








Seq. ID 


OJ990520_03.9C23 


.C16 


Gene No. 


26504 








Strand 






Start 


5056 








End 


9648 




Name 


/~\ ~rn nn c o n no 

oj y 90520 03 . 


9Cz3 


. CI 6 . 03 


tw 


Method 


TBLASTX: Wheat 




Start 


O / OD 








End 


9244 




GI 


none 








Score 


234 




Exons 


otoc o n o /i 
8/86. . y034 , 


o o i n 
8810 


C\ C\ O A 

. . y034 , 


O O 1 c 

88 / 5 . 


.9048, 9095. .9244, 9104. .9241, 




y iud . . yz43 














Seq. No. 


12522 








Seq. ID 


OJ990520_03. 9C23 


.C16 


Gene No. 


26504 








Strand 






Start 


5056 








End 


9648 




M — — — 

Name 


ujyyuozu U3. 


ycz3 


.C16.o2 


ts 


Method 


TBLASTX: Soybean 




Start 


o n o o 

8933 








End 


9499 




GI 


56667 95 








Score 


68 




F, x o n 


8933 9031 


9107 


. .9244, 


9299. 


.9499 






GI Descrip. 


4206306 2.0e 


-10 


(AF049110) prpol [Zea 


mays] 




Seq. No. 


12523 








Seq. ID 


OJ990520_03.9C23 


C17 


Gene No. 


26505 








Strand 


+ 




Start 


1 








End 


1655 




Name 


OJ990520 03. 


9C23 


.C17.ol. 


np 


Method 


AAT/NAP 





13023 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 
Score 



1652 
2533 



6498441 
1..1277, 1371. .1652 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



12523 
26505 
1 

OJ990520_03 . 9C23 . C17 . ol . gs 
76 

none 

76. .713, 954. .1655 

12523 
26506 
2301 

OJ990520_03. 9C23 . C17 . o3 . tw 
8 

none 

8. .193, 78. .329, 418. .471 

12523 
26506 
2301 

OJ990520_03.9C23.C17.ol.tm 
531 
none 

531. .845, 566. .832 

12523 
26506 
2301 

OJ990520_03. 9C23 . C17 . ol . tw 
659 
none 

659. .715, 660. .1040, 663. .914, 761. .1009 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990520_03.9C23.C17 
+ 

1655 
GEN SCAN 
1655 
.46 



OJ990520_03.9C23.C17 
2725 

TBLASTX: Wheat 
471 
175 



OJ990520_03.9C23.C17 
2725 

TBLASTX: Maize 
845 
360 



Seq. ID OJ990520_03.9C23.C17 
Strand 
End 

Method 
End 
Score 



2725 

TBLASTX: Wheat 
1040 
360 



12523 ■ Seq. ID 

26506 * Strand 

2301 End 
OJ990520_03 . 9C23 . C17 . o2 . tw Method 

1041 End 

none Score 

1041. .1331, 1046. .1324, 1518. .1643 

12523 Seq. ID 

26506 Strand 

2301 End 
OJ990520 JD3 . 9C23 . C17 . o2 . gs Method 

2301 End 

none Score 
2301.. 2633 



OJ990520_03.9C23.C17 
2725 

TBLASTX: Wheat 

1643 

266 



OJ990520_03.9C23.C17 

2725 
GENSCAN 
2633 
1 



Seq. No. 
Gene No. 



12523 
26506 



Seq. ID 
Strand 



OJ990520 03.9C23.C17 



13024 




Start 


2301 




End 


2725 








Name 


OJ990520 03. 9C23.C17.o2. 


np 


Method 


AAT/NAP 








Start 


2304 




End 


2725 








GI 


5803259 




Score 


565 








Exons 


2304 . . 2725 














GI Descrip. 


(AP000399) hypothetical 


protein [Oryza 


. sativa] 








Seq. No. 


12524 




Seq. ID 


OJ990520 


_03. 


9C23 


.C18 


Gene No. 


26507 




Strand 


+ 








Start 


596 




End 


884 








Name 


OJ990520_03. 9C23.C18.ol. 


gs 


Method 


GENSCAN 








Start 


596 




End 


884 








GI 


none 




Score 


. 46 








Exons 


596 . .884 














Seq. No. 


12525 




Seq. ID 


OJ990520 


_03. 


9C23 


.C19 


Gene No. 


26508 




Strand 


+ 








Start 


58 




End 


632 








Name 


OJ990520 03. 9C23.C19.ol. 


QS 


Method 


GENSCAN 








Start 


58 




End 


632 








GI 


none 




Score 


. 48 








Exons 


58 . . 632 














Seq. No. 


12525 




Seq. ID 


OJ990520 


03. 


9C23 


.C19 


Gene No. 


26509 




Strand 










Start 


1223 




End 


1401 








Name 


OJ990520_03. 9C23.C19.o2. 


gs 


Method 


GENSCAN 








Start 


1223 




End 


1401 








GI 


none 




Score 


.79 








Exons 


1223 . . 1401 














Seq. No. 


12526 




Seq. ID 


OJ990520 


_03. 


9C23 


.C20 


Gene No. 


26510 




Strand 


+ 








Start 


1284 




End 


1669 








Name 


OJ990520_03. 9C23.C20.ol. 


gp 


Method 


AAT/GAP 








Start 


1284 




End 


1669 








GI 


uC-osf Icyp033a04bl 




Score 


645 








Exons 


1284 . . 1669 














GI Descrip. 


1 6016845/dbj | AP000570. 1 | 


AP000570 3.0e- 


59 Oryza 


sativa genomic 




DNA, chromosome 1, clone 


:P0711E10 f 










Seq. . No. 


12526 




Seq. ID 


OJ990520 


_03. 


9C23 


C20 


Gene No. 


26511 




Strand 










Start 


1 




End 


3341 








Name 


OJ990520 03. 9C23.C20.ol. 


np 


Method 


AAT/NAP 








Start 


1 




End 


3341 








GI 


5852180 




Score 


725 








Exons 


1..361, 413. .529, 1518.. 


1565, 


3258. .3341 








GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 










Seq. No. 


12526 




Seq. ID 


OJ990520 


_03. 


9C23, 


C20 


Gene No. 


26511 




Strand 










Start 


1 




End 


3341 








Name 


OJ990520 03. 9C23.C20.ol. 


gs 


Method 


GENSCAN 








Start 


55 




End 


852 








GI 


none 




Score 


.5 








Exons 


55. .361, 413. .529, 686.. 


852 













13025 





Seq. No. 


12526 


Seq. ID 


OJ990520_03.9C23.C20 




Gene No . . 


26511 


Strand 






Of 5 v*4- 


1 


End 


^41 




Name 


OJ990520 03.9C23.C20.o2.np 


Method 


AAT /NAP 






201 


End 








5803259 


Score 








201. ,354, 2374.':3158, 3258.. 


.3341 






bi uescnp. 


(AP000399) hypothetical protein [Oryza 


o a L. J_ v a. J 




Seq. No. 


12526 


Seq. ID 


OJ990520_03.9C23.C20 




bene ino . 


26511 


Strand 






OUdil 


1 


End 


^41 




Name 


OJ990520 03.9C23.C20.o2.gs 


Method 






o tar l. 


2355 


End 


j j ji 






none 


Score 


. 8 




T* 1 v /~\ T"k o 


2355.-2546, 2603.. 3158, 325£ 


i. .3331 






Seq. No. 


12527 


Seq. ID 


OJ990520_03.9C23.C21 




bene inu . 


26512 


Strand 






OLai L 


366 


End 


4 4 7 




Name 


OJ990520 03. 9C23 . C21 . ol . gs 


Method . 


bHiLNobriLN 


r *\ 


o Lai L 


366 


End 


4 4 7 


: J3? 


bl 


none 


Score 


7 4 


\*fi 


Exons 


366. .447 






;3 J : 


oeq . ino . 


12527 


Seq. ID 


OJ990520_03.9C23.C21 


r 

! ; s? 




26513 


Strand 




I ; S 


Start 


180 


End 


751 ' 




Name 


OJ990520 03. 9C23 . C21 . ol . np 


Method 


AAT/NAP 




o t.ar t. 


180 


End 


751 


ru 


bl 


6063554 


Score 


90 




Exons 


180. .351, 727, .751 






>3= . 

; s 
J- 


b± uescirip. 


(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98 611 (E04 64 


-l 




correspond to a region of the predicted gene.; hypothetical 






protein [Oryza sativa] 






St. 


Can \s\r\ 

o e q • ln u . 


12527 


Seq. ID 


OJ990520_03.9C23.C21 


,1 a; 

L_! 


Gene No. 


26513 


Strand 






Start 


180 


End 


751 




Name 


OJ990520 03. 9C23 . C21 . ol . gp 


Method 


AAT/GAP 




oizari- 


419 


End 


751 




b± 


2427387 


Score 


496 




Exons 


419. .751 








oi uescnp. 


5852170/emb|AL1172 65. 1 IOST17804 3. 0e-94 


; Oryza sativa 






indica (GLA4 ) genomic DNA, chromosome 4, 


BAC clone:tl7804 




Seq. No. 


12528 


Seq. ID 


OJ990520_03.9C23.C22 




Gene No. 


26514 


Strand 


+ 




Start 


1 


End 


942 




Name 


OJ990520 03. 9C23 . C22 . ol . np 


Method 


AAT/NAP 




Start 


1 


End 


776 




GI 


3810596 


Score 


459 




Exons 


1. .776 







GI Descrip. (AC005398) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



13026 



Seq. No. 12528 

Gene No. 26514 

Start 1 

Name OJ990520_03 . 9C23 . C22 . o2 . tm 

Start 1 

GI none 

Exons 1..129, 2. .127, 3. .140, 3. .137 



Seq. ID OJ990520_03.9C23.C22 

Strand + 

End 942 

Method TBLASTX : Maize 

End 14 0 

Score 64 



Seq. No. 12528 

Gene No. 26514 

Start 1 

Name OJ990520_03 . 9C23 . C22 . o2 . tw 

Start 27 

GI none 

Exons 27.. 227, 29.. 196 



Seq. ID OJ990520_03.9C23.C22 

Strand + 

End 942 

Method TBLASTX : Wheat 

End 227 

Score 213 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12528 
26514 
1 

OJ990520_03. 9C23.C22.ol. tm 

141 

none 



Seq. ID OJ990520_03.9C23.C22 

Strand + 

End 94 2 

Method TBLASTX : Maize 

End 942 

Score 91 



141. .200, 219. .854, 234. .539, 667. .762, 675. .794, 855. .935, 
861. .935, 919.. 942 



Seq. No. 12528 

Gene No.' 26514 

Start 1 

Name OJ990520_03 . 9C23 . C22 . ol . tw 

Start 243 

GI none 

Exons 243.. 593, 276.. 536, 278.. 544 



Seq. ID OJ990520_03.9C23.C22 

Strand + 

End 942 

Method TBLASTX : Wheat 

End 593 

Score 344 



Seq. No. 12529 

Gene No. 26515 

Start 815 

Name OJ990520_03 . 9C23 . C23 . ol . gs 

Start 815... 

GI none 

Exons 815. .1213, 12 66. .1310 



Seq. ID OJ990520_03.9C23.C23 

Strand + 

End 1310 

Method GENSCAN 

End 1310 

Score .81 



Seq. No. 12530 

Gene No. 26516 

Start 1 

Name OJ990520_03 . 9C23 . C26 . o2 . np 

Start 1 

GI 5852175 

Exons 1..21, 5846. .5902, 6474... 6567, 7194. .7226 
GI Descrip. (AL117265) zhbOOOS.l [Oryza sativa] 



Seq. ID OJ990520_03.9C23.C26 

Strand + 

End 7226 

Method AAT/NAP 

End 7226 

Score 101 



Seq. No. 12530 

Gene No. 26516 

Start 1 

Name OJ990520J33 . 9C23 . C2 6 . ol . gs 

Start 231 

GI none 
Exons 



Seq. ID OJ990520_03.9C23.C26 

Strand + 

End 7226 

Method GENSCAN 

End 3508 

Score .76 



231. .382, 841. .971, 1915. .2050, 2113. .2305, 2831. .3193, 



13027 



3326. .3508 



Seq. No. 12530 Seq. ID 

Gene No. 26516 Strand 

Start 1 End 

Name OJ990520_03 . 9C23 . C2 6 . ol . gp Method 

Start 5365 End 

GI 101153_1.R1084 Score 

Exons 5365.. 5402, 5851.. 6101 

GI Descrip. * 5852170/emb I AL117265 . 1 | OST17804 1.0e-115 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAC clone : t 17804 1 



OJ990520_03.9C23.C26 
+ 

7226 
AAT/GAP 
6101 
390 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12530 Seq. ID 

26517 Strand 
4942 End 
OJ990520_03 . 9C23 . C26 . ol . np Method 
4934 End 
5852179 Score 
4934. .5161, 5236. .5451, 6440. .6460 
(AL117265) zhb0009.1 [Oryza sativa] 

12530 Seq. ID 

26517 Strand 

4 942 End 
OJ990520_03. 9C23 . C2 6 . o2 . gs Method 

4942 End 

none Score 

4942. .5202, 5213. .5496, 7368. .7473 



12531 
26518 
1 

OJ990520_03. 9C23 . C27 . ol . np 
1 

4206306 

1. .3681, 4008. .4105 
(AF049110) prpol [Zea mays] 

12531 
26518 
1 

OJ990520_03 . 9C23 . C27 . o4 . tm 

163 

none 

163. .405 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990520_03.9C23.C26 

7473 
AAT/NAP 
6460 
404 



OJ990520_03.9C23.C26 

7473 
GENSCAN 
7473 
. 99 



OJ990520_03.9C23.C27 

4105 
AAT/NAP 
4105 
2948 



OJ990520_03.9C23.C27 
4105 

TBLASTX: Maize 

405 

203 



Seq. No. 12531 Seq. ID 

Gene No. 26518 Strand 

Start 1 End- 

Name OJ990520_03 . 9C23 . C27 . 06 . tw Method 

Start 172 End 

GI none Score 

Exons 172.. 303, 331.. 450 



OJ990520_03.9C23.C27 
4105 

TBLASTX: Wheat 

450 

102 



Seq. No. 
Gene No. 
Start 



12531 
26518 
1 



Seq. ID 

Strand 

End 



OJ990520 03.9C23.C27 



4105 



13028 



Name 

Start 

GI 

Exons 



OJ990520_03. 9C23 . C27 . o3 . ts Method 

421 End 

none Score 
421. .534, 519. .647, 654. .797 



TBLASTX: Soybean 

797 

97 



Seq. No. 12531 Seq. ID 

Gene No. 26518 Strand 

Start 1 End 

Name OJ990520_03 . 9C23 . C27 . o5 . tm Method 

Start 436 End 

GI none Score 
Exons 



OJ990520_03.9C23.C27 
4105 

TBLASTX: Maize 

608 

103 



436. .528, 437. .535, 523. .606, 528. .608 



Seq. No. 12531 - Seq. ID 

Gene No. 26518 Strand 

Start 1 End 

Name OJ990520J33 . 9C23 . C27 . o4 . tw Method 

Start 570 End 

GI none Score 

Exons 570.. 959, 579.. 710 



OJ990520_03.9C23.C27 
4105 

TBLASTX: Wheat 

959 

58 



Seq. No. 12531 Seq. ID 

Gene No. 26518 Strand 

Q Start 1 End 

Q Name OJ990520_03 . 9C23 . C27 . o3 . tm Method 

vf\ Start 609 End 

•;»!] GI none . Score 

; 3 i! Exons 609.. 1067, 748.. 960, 792.. 1004 



OJ990520_03.9C23.C27 
4105 

TBLASTX: Maize 

1067 

92 



Seq. No. 12531 Seq. ID 

Gene No. 26518 Strand 

Start 1 End 

Name OJ990520_03 . 9C23 . C27 . o3 . tw Method 

Start 1269 End 

GI none Score 

Exons 1269.. 1700, 1270.. 1560, 1588.. 1701 



OJ990520_03.9C23.C27 
4105 

TBLASTX: Wheat 

1701 

132 



Seq. No. 12531 Seq. ID 

Gene No. 26518 Strand- 

Start 1 End 

Name OJ990520_03 . 9C23 . C27 . o2 . ts Method 

Start 1332 End 

GI none Score 

Exons 1332.. 1712, 1345.. 1563 



OJ990520_03.9C23.C27 
4105 

TBLASTX : Soybean 

1712 

75 



Seq. No. 12531 Seq. ID 

Gene No. 26518 Strand 

Start 1 End 

Name OJ990520_03.9C23.C27.o-l.ts Method" 

Start 1968 ' End 

GI none Score 

Exons 1968.. 2351, 2194.. 2301 



OJ990520_03.9C23.C27 
4105 

TBLASTX: Soybean 

2351 

90 



Seq. No. 12531 Seq. ID 

Gene No. 26518 Strand 

Start 1 End 

Name OJ990520 03 . 9C23 . C27 . o2 . tw Method 



OJ990520_03.9C23.C27 
4105 

TBLASTX: Wheat 



13029 



Start 
GI 

Exons 



1977 End 2396 

none Score 56 

1977. .2396, 1995. .2162, 2083. .2343, 2184. .2396 



Seq. No. 12531 Seq. ID 

Gene No. 26518 Strand 

Start 1 End 

Name OJ990520_03 . 9C23 . C27 . o2 . tm Method 

Start 2070 End 

GI none Score 

Exons 2070.. 2453, 2083.. 2430 



OJ990520_03.9C23.C27 
4105 

TBLASTX: Maize 

2453 

194 



Seq. No. 12531 Seq. ID 

Gene No. 26518 Strand 

Start 1 End 

Name OJ990520_03 . 9C23 . C27 . ol . tm Method 

Start 2481 End 

GI none Score 

Exons 2481.. 2837, 2482.. 2772 



OJ990520_03.9C23.C27 
4105 

TBLASTX: Maize 

2837 

239 



Seq. No. 12531 Seq. ID 

Gene No. 26518 Strand 

Start 1 End 

Name OJ990520_03 . 9C23 . C27 . ol . tw Method 

Start 2511 End 

GI none Score 

Exons 2511.. 2966, 2512.. 2940 



OJ990520_03 . 9C23 . C27 
4105 

TBLASTX: Wheat 

2966 

234 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12531 Seq. ID OJ990520_03.9C23.C27 

26518 Strand 

1 End 4105 

OJ990520_03 . 9C23 . C27 . ol . gp Method AAT/GAP 

3165 End 3434 

uC-osflM202098c02bl Score 462 

3165. .3434 

'4378066/gb|AAD19359.1| 2.0e-13 (AF098806) polyprotein [Sorghum 
bicolor] >gi_4 680208_gb_AAD27571. 1_AF114 17 1_12 (AF114171) 
polyprotein [Sorghum bicolor] 1 



12531 Seq. ID 

26518 Strand 

1 End 
OJ990520J33. 9C23 . C27 . o5 . tw Method 

3171 End 

none Score 

3171.. 3392, 3172.. 3393, 3399.. 3530 



OJ990520_03.9C23.C27 
4105 

TBLASTX: Wheat 

3530 

91 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12532 Seq. ID 

26519 Strand 

553 End 
OJ990520_03 . 9C23 . C28 . ol . gs Method 

553 End 

none Score 

553. .604, 1045. .1226, 1261. .1419 



OJ990520_03 . 9C23 . C28 

1419 
GEN SCAN 
1419 
.83 



Seq. No. 
Gene No. 



12532 
26520 



Seq. ID 
Strand 



OJ990520 03.9C23.C28 



13030 





1 


End 


4976 


Name 


OJ990520 03.9C23.C28.o2.np 


Method 


AAT/NAP 


Start 


1 


End 


4976 


GI 


4378066 


Score 


238 


Exons 


1..72, 3367.. 3800, 4512.. 4976 




GI Descrip. 


(AF098806) polyprotein [Sorghum bicplor] 




gi| 4 680208 | gb | AAD2757 1 . 1 IAF114171 12 


(AF1141/1) polyprotein 




[Sorghum bicolor] 






Seq. No. 




oeq. lu 


OJyyUbzU Uo.9Cz3.C28 


Gene No. 




Strand 




Start 


1 


End 


4 y / D 


Name 


OJ990520_03.9C23.C28.ol.np 


Method 


AAT/NAP 


Start 


y y o 


End 


2473 




C O C O 1 Tfl 

dodz i / y 


Score 


454 


Exons 


y4o..llol, Izdd. . 14pj, 2453. 


.2473 




ui uescnp . 


(ALU /zoo) znDUUUy.l [Oryza 


sativa] 




Seq. No. 


1 O C *3 O 


Seq. ID 


OJ990520_03.9C23.C28 


Gene No. 


26520 


Strand 




o tar z 


1 


End 


4976 


Name 


OJ990520 03.9C23.C28.o2.gs 


Method 


GENSCAN 


Start 


1874 


End 


4941 




none 


Score 


. 44 


: s * Exons 


1874,. .1980, 2453.. 2577, 2781 


..2883, 3375. .4074, 4291. .4941 


f!f| 

Seq. No. 


12532 


Seq. ID 


OJ990520_03.9C23.C28 


! ^ Gene No . 


2 6520 


Strand 




□ Start 


1 


End 


4976 


h { Name 


OJ990520 03.9C23.C28.o2.gp 


Method 


AAT/GAP 




3089 


End 


3367 




oloUo o.KlUo4 


Score 


346 


: K? Exons 


30o9 . . 33d / 






; " GI Descrip. 


1402920/emb | CAA66965 | 2.0e- 


20 (X98321) peroxidase [Arabidopsis 


\~~\ 

■ " B? 

. i 


tnaiiana J 






tr 

y. Seq. No. 




Seq. ID 


OJ990520_03.9C23.C28 


' B fc Gene No . 


26520 


Strand ■ 






1 


End 


4976 


•'a- Name 


OJ990520 03.9C23.C28.ol.tw 


Method 


TBLASTX: Wheat 


yj btart 


3439 


End 


3729 




none 


Score 


188 


Exons 


3439. .3729 






oeq . no . 


12533 


Seq. ID 


OJ990520_03.9C23.C29 




26521 


Strand 


+ 


Start 


27 


End 


2885 


Name 


OJ990520 03.9C23.C29.ol.np 


Method 


AAT/NAP 


otart 


. 27 


End 


2885 




5668598 


Score 


45 


Exons 


27. .154, 557. .690, 2098. .2138, 2675. .2885 


GI Descrip. 


(AF106062) Wiskott-Aldrich syndrome protein interacting protein 




[Homo sapiens] 






Seq. No. 


12533 


Seq. ID 


OJ990520_03.9C23.C29 


Gene No. 


26522 


Strand 




Start 


2139 


End 


2975 



13031 




Name 




Method 


C TT NT C r* 7\ K1 

bhN oLAW 


Start 




17 TN 

bna 


z y / o 


GI 


none 


Score 




Exons 


zuy . .zoib/ ^d^o. . ^ y / o 






beq . no . 


1Z DJj 


beq . l u 


ujyyuozu uj . yLZj.t/y . 


bene lno. 




Strand 




Start - 


3049 


End 


3235 


Name 


OJ990520 03.9C23.C29.o2.gp 


Method 


AAT/GAP 




3049 


End 


3235 


bl 


24989 1.R1084 


Score 


272 


Exons 


3049. .3235 






GI Descrip. 


, 5042437/gb|AC007789. 1 IAC0077 


89 2.0e-13 Oryza sativa BAC T49B20 




genomic sequence, complete sequence* 




beq. no. 


12534 


Seq. ID 


OJ990520_03.9C23.C30 


bene lno . 


26524 


Strand 


+ 


Start 


1635 


End 


2458 


Name 


OJ990520 03.9C23.C30.ol.gp 


Method 


AAT/GAP • 


b car t 


1635 


End 


2242 


bl 


29287 1.R1084 


Score 


805 


Exons 


1635. . 1707, 1812. .2242 






GI Descrip. 


, 1084427/pir | IS54832 3.0e-28 


gipl protein - garden petunia 




>gi_825524_emb_CAA60677_ (X87225) gipl 


[Petunia x hybrida] 1 


Seq. No. 


12534 


Seq. ID 


OJ990520_03.9C23.C30 


Gene No. 


26524 . 


Strand 


+ 


Start 


1635 


End 


2458 


Name 


OJ990520 03. 9C23 . C30 . ol . gs 


Method 


GENSCAN 


Start 


1636 


End 


2072 


GI 


none 


Score 


.99 


Exons 


1636. .1707, 1812. .2072 






beq. no. 


12534 


Seq. ID 


OJ990520_03.9C23.C30 


bene lno . 


26524 


Strand 


+ 


Start 


1635 


End 


2458 


Name 


OJ990520 03. 9C23 . C30 . o2 . gp 


Method 


AAT/GAP 


Of a yf 

b car r 


1681 ' 


End 


230*2" 


bl 


29287 1.R1084 


Score 


806 


Exons 


1681. .1707, 1812. '.2302 






GI Descrip. 


, 1084427/pir||S54832 3.0e-28 


gipl protein - garden petunia 




>gi_825524_emb_CAA60677_ (X87225) gipl 


[Petunia x hybrida] 1 


beq. no. 


12534 


Seq. ID 


OJ990520_03.9C23.C30 


bene lno . 


26524 


Strand 


+ 


Start 


1635 


End 


2458 


Name 


OJ990520 03. 9C23 . C30 . ol . np 


Method 


AAT/NAP 


bt art 


1734 


End 


2069 


bl 


1084427 


Score 


312 


Exons 


1734 . .2069 " 






GI Descrio 


gipl protein - garden petunia 


gi 1825524 | emb | CAA60677 | (X87225) 




gipl [Petunia x hybrida] 






Seq. No. 


12534 


Seq. ID 


OJ990520_03.9C23.C30 


Gene No. 


26524 


Strand 


+ 


Start 


1635 


End 


2458 


Name 


OJ990520 03.9C23.C30.o3.gp 


Method 


AAT/GAP 



13032 




Start 


o i c n 

2169 








End 


A A C O 

2458 


GI 


O 1 C O C O O 

3762588 








Score 


c o r 

536 


Exons 


2169 . .2458 












Seq. No. 


12534 








Seq. ID 


r\ tooac oa ao npoo ooa 

OJyyU52U 03.yC2o.C3U 


Gene No. 


26525 








Strand 




Start 


186 








End 


4583 


Name 


OJ990520 03 


. 9C23 


.C30.o2 . 


np 


Method 


AAT/NAP 


Start 


186 








End 


4583 


GI 


4539386 








Score 


159 


Exons 


186. .290, 1816.. 


1918, 3019.. 


3406, 3449, 


. .3603, 4436. .4583 


GI Descrip. 


(AL035526) 


ext ens in-like 


; protein [Arabidopsis thaliana] 


Seq. No. 


1 O C O A 

12 5 








Seq. ID 


OJ990520__03.9C23.C30 


Gene No. 


o a c o c 

2 6525 








Strand 




Start 


18 6 








End 


4583 


Name 


ATfiflACOrt AO 

OJyy0520 03 


. 9C23 


.C30.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1 O O C 

1875 








End 


2072 


GI 


none 








Score 


372 


Exons 


1875. .2072, 


1877 


. .1987, 


2039 


. .2071 




Seq. No. 


12534 








Seq. ID 


OJ990520_03.9C23.C30 


Gene No. 


2 6525 








Strand 




Start 


186 








End 


4583 . 


Name 


OJ990520__03 


. 9C23 


.C30.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


1875 








End 


2075 


GI 


none 








Score 


336 


Exons 


1875. .2075, 


1877 


. .1987, 


1923 


..1991, 2039.. 2068 


Seq. No. 


12534 








Seq. ID 


OJ990520_03.9C23.C30 


Gene No. 


O £T C O C 

2 6525 








Strand 




Start 


18 6 








End 


4583 


Name 


ojyyuo^u Do 


. 9C23 


.C30.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1 O O 1 

1881 








End 


2072 


GI 


none 








Score 


311 


Exons 


1881. .2072, 


1883 


. .1987, 


1891 


..1968, 1923.. 1991, 2039.. 2068 


Seq. No. 


12534 








Seq. ID 


OJ990520_03.9C23.C30 


Gene No. • 


2 6525 








Strand 




Start 


186 








End 


4583 


Name 


OJ990520 03 


. 9C23 


.C30.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1881 








End 


2072 


GI 


none 








Score 


177 


Exons 


1881. .2072 












Seq. No. 


12534 








Seq. ID 


OJ990520_03.9C23.C30 


Gene No. 


26525 








Strand 




Start 


186 








End 


4583 


Name 


OJ990520 03 


. 9C23 


.C30.o2. 


gs 


Method 


GENSCAN 


Start 


2330 








End 


3537 


GI 


none 








Score 


.62 


Exons 


2330. .2352, 


2564 


. .2717, 


3015 


..3162, 3352.. 3537 


Seq. No. 


12535 








Seq. ID 


OJ990520_03.9C23.C31 


Gene No. 


26526 








Strand 


+ 


Start 


391 








End 


1165 


Name 


OJ990520 03 


.9C23 


.C31.ol. 


gs 


Method 


GENSCAN 



13033 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



391 
none 

391. .524, 1076. .1159 



End 
Score 



1159 
.46 



12535 Seq. ID 

26526 Strand 
391 ' End 

OJ990520_03. 9C23 . C31 . ol . np Method 
8 91 End 
81286 Score 
891. .1165 

extensin - Volvox carteri (fragment) gi | 21992 | emb | CAA4 6283 
(X65165) extensin [Volvox carteri] 



OJ990520_03.9C23.C31 
+ 

1165 
AAT/NAP 
1165 
69 



OJ990520_03.9C23.C34 
+ 

137 

AAT/NAP 

137 

170 



12536 Seq. ID 

26527 Strand 
1 End 
OJ990520_03.9C23.C34 .ol.np Method 
1 End 
6063554 Score 
1. .137 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E0464 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 

I.9C23.C35 



Seq. No. 






Seq. ID 


ojy yuoz U 


Gene No. 


26528 




Strand 


+ 


Start 


1 




End 


304 


Name 


OJ990520 03 


. 9C23.C35.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


304 


GI 


5042454 




Score 


77 


Exons 


1..45, 236. 


.304 






GI Descrip. 


(AC007789) 


putative polyprotein [Oryza 


sativa] 


Seq. No. 


12537 




Seq. ID 


OJ990520 


Gene No. 


26529 




Strand 




Start 


1 




End 


2819 


Name 


OJ990520 03 


.9C23.C35.o2.np 


Method 


AAT/NAP 


Start 


1 




End 


2819 


GI 


5042454 




Score 


2212 


Exons 


1..18, 949. 


.2363, 2419. .2521, 


2766. .28 


19 


GI Descrip. 


(AC007789) 


putative polyprotein [Oryza 


sativa] 


Seq. No. 


12537 




Seq. ID 


OJ990520 


Gene No. 


26529 




Strand 




Start 


1 




End 


2819 


Name 


OJ990520 03 


. 9C23.C35.ol.gs 


Method 


GENSCAN 


Start 


601 




End 


2548 


GI 


■none 




Score 


.49 


Exons 


601. .1016, 


1037. .2363, 2419.. 


2548 




Seq. No. 


12537 




Seq. ID 


OJ990520 


Gene No. 


26529 




Strand 




Start 


1 




End 


2819 


Name 


OJ990520 03 


. 9C23.C35.ol.tw 


Method 


TBLASTX : 1 


Start 


1299 




End 


1691 


GI 


none 




Score 


87 



13034 






Exons 


i^yy..iooo, io/o..io7z, 


icon 

1539 


. .1637, 1540. .1632, 


1644. .1691 




Seq. No. 


12537 




Seq. ID 


OJ990520 


_03.9C23 


.C35 




Gene No. 


26529 




Strand 


- 








Start 


l 




End 


2819 








Name 


ujyyuozu uo . yc^io . Coo . oi 


. tm. 


Method 


TBLASTX : 1 


Maize 






Start 


14 U 1 




End 


1649 








GI 


none 




Score 


106 








Exons 


14U1..1049, 14U^..lo4/ 














Seq. No. 


Izo J / 




Seq. ID 




uj . yoz o 






Gene No. 


26529 




Strand 










Start 


1 




End 


2819 








Name 


OJ990520 03.9C23.C35.o3 


.np 


Method 


AAT/NAP 








Start 


2579 




End 


2819 








GI 


5042454 




Score 


71 








Exons 


2579. .2647, 2782. .2819 














GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 








Seq. No. 


12538 




Seq. ID 


OJ990520 


_03.9C23 


.C36 




Gene No. 


26530 




Strand 










Start 


1 




End 


292 








Name 


OJ990520 03.9C23.C36.ol, 


.np 


Method 


AAT/NAP 








Start 


1 




End 


292 








GI 


6721547 




Score 


86 






I s f! 


Exons 


1..112, 208. .292 












fM 


GI Descrip. 


(AP001073) Similar to Oryza 


sativa gene for Pib 


. (AB013448) 


r "j 


Seq. No. 


12538 




Seq. ID 


OJ990520 


J)3.9C23 


.C36 


U! 


Gene No. 


26531 




Strand 










Start 


1241 




End 


1681 






ni 


Name 


OJ990520 03.9C23.C36.ol, 


.gs 


Method 


GENSCAN 








Start 


1241 




End 


1681 






is 


GI 


none 




Score 


.96 






j a "i 

'i J 


Exons 


- 1241. .1681 












■i 


Seq. No. 


12539 




Seq. ID 


OJ990520 


_03.9C23 


.C37 


Si 


Gene No. 


26532 




Strand 


+ 






"zst 

Q 


Start 


1 




End 


343 








Name 


OJ990520 03. 9C23.C37.ol. 


.np 


Method 


AAT/NAP 








Start 


1 




End 


343 








GI 


6539570 




Score 


178 








Exons 


1..122, 273. .343 














GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


12539 




Seq. ID 


OJ990520_ 


_03.9C23, 


.C37 




Gene No. 


26532 




Strand 


+ 








Start 


1 




End 


343 








Name 


OJ990520 03. 9C23.C37.ol, 


.gs 


Method 


GENSCAN 








Start 


78 




End 


252 








(IT 


none 




Score 


.69 








Exons 


78. .130, 174. .252 














Seq. No. 


12540 




Seq. ID 


OJ990520_ 


_03.9C23, 


.C38 




Gene No. 


26533 




Strand 


+ 








Start 


431 




End 


3766 








Name 


OJ990520 03. 9C23.C38.ol. 


,gs 


Method 


GENSCAN 







13035 



Start 
GI 

Exons 



431 End 3766 

none Score .78 

431. .480, 758. .905, 1099. .1249, 1626. .1714, 1776. .2000, 



2088. .2174, 2278.-2337, 2558, 
3275.. 3532, 3620.. 3766 



.2635, 2696. .2807, 2905. .3176, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12540 Seq. ID 

26533 Strand 
431 End 
OJ990520JD3 . 9C23 . C38 . ol . np Method 
1862 End 
422029 Score 
1862. .2034, 2258.-2337, 2558 
3275. .3532, 3620. .3763 

transcription factor OBF3.2, ocs element-binding - maize 
gi I 297018 | emb | CAA4 8904 | (X69152) ocs-element binding factor 
[Zea mays] 



OJ990520_03.9C23.C38 
+" 

3766 
AAT/NAP 
3763 
886 



.2635, 2750.. 2807, 2905.. 3176, 



3.2 



12540 
26534 
4025 

OJ990520_03 . 9C23 . C38 . ol . tc 

2284 

none 



Seq. ID OJ990520_03.9C23.C38 
Strand 

End 6514 

Method TBLASTX: Cress 

End 3762 

Score 8 6 



2284. .2346, 2558. .2635, 2903. .2968, 2904. .3182, 3065. .3181, 
3269. .3412, 3347. .3532, 3466. .3534, 3620. .3715, 3682. .3762 



Seq. No. 12540 
Gene No. 26534 
Start 4025 

Name OJ990520_03 . 9C23 . C38 . ol . tm 

Start 2284 
GI none 

Exons 2284.. 2346, 2554.. 2640, 2558. 

3071. .3181, 3269. .3412, 3347. 
3617. .3691, 3618. .3671, 3620. 



OJ990520 03.9C23.C38 



Seq. ID 
Strand 
End 

Method 
End 
Score 86 

.2635, 2903. .2968, 2904 
.3532, 3466.. 3534, 3472 
.3712, 3682.. 3762 



6514 

TBLASTX: Maize 
3762 



,3185, 
,3558, 



Seq. No. 12540 

Gene No. 26534 

Start 4025 

Name OJ990520_03 . 9C23 . C38 . ol . tw 

Start 2290 

GI none 

Exons 2290.. 2346, 
3071. .3154 



Seq. ID' 

Strand 

End 

Method 

End 

Score 



OJ990520_03.9C23.C38 
6514 

TBLASTX: Wheat 

3155 

65 



2557. .2640, 2558. .2635, 2903. .2968, 2904. .3155, 



Seq. No. 12540 

Gene No. 26534 

Start 4025 

Name OJ990520_03 . 9C23 . C38 . ol . ts 

Start 2903 

GI none 

Exons 2903.. 2968, 2904.. 3182, 3071, 
3458..3532, 3472.-3528, 3617. 



OJ990520_03.9C23.C38 
6514 

TBLASTX: Soybean 
3762 
326 

3266.. 3325, 3269.. 3412, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3181, 

.3712, 3620.. 3715, 3682.-3762 



Seq. No. 
Gene No. 



12540 
26534 



Seq. ID 
Strand 



OJ990520 03.9C23.C38 



13036 



Start 
Name 
Start 
GI 

Exons 



4025 End 

OJ990520_03. 9C23.C38 .o2 . tw Method 

3269 End • 

none Score 
3269. .3412 



6514 

TBLASTX: Wheat 

3412 

184 



Seq. No. 12540 

Gene No. .26534 

Start 4025 

Name OJ990520_03 . 9C23 . C38 . o2 . gs 

Start 4025 

GI none 

Exons 4025. .4325, 4516.. 4574, 4728. 



Seq. ID 
. Strand 
End 

Method 
End 
Score 
.4876, 6427. .6514 



OJ990520_03.9C23.C38 

6514 
GENSCAN 
6514 
.58 



Seq. No. 


12540 






Seq. ID 


OJ99052! 


Gene No. 


26534 






Strand 




Start 


4025 






End 


6514 


Name 


OJ990520 03. 


9C23 


.C38.o2.np 


Method 


AAT/NAP 


Start 


4254 






End 


5136 


GI 


2462134 






Score 


251 


Exons 


4254. .5136 










GI Descrip. 


(Y13368) reverse 


transcriptase [Beta 


vulgaris] 


Seq. No. 


- 12540 






Seq. ID 


OJ99052 


Gene No. 


26534 






Strand 




Start 


4025 






End 


6514 


Name 


OJ990520 03. 


9C23 


.C38.o2.tm 


Method 


TBLASTX 


Start 


4311 






End 


4739 


GI 


none 






Score 


155 


Exons 


4311. .4358, 


4383 


..4739, 4429.. 


4713 





03. 9C23.C38 



03. 9C23.C38 



Seq. No. 


12541 


Seq. ID 


OJ990520_03.9C23.C39 


Gene No. 


26535 


Strand 




Start 


111 


End 


544 


Name 


OJ990520 03.9C23.C39.ol.gs 


Method 


GENSCAN 


Start 


111 


End 


544 


GI 


none 


Score 


.88 


Exons 


111. .250, 300. .544 






Seq. No. 


12542 


Seq. ID 


OJ990520_03.9C23.C40 


Gene No. 


26536 


Strand 


+ 


Start 


1 


End 


452 


Name 


OJ990520 03.9C23.C40.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


452 


GI 


6539553 


Score 


374 


Exons 


1. .452 






GI Descrip. 


(AP000836) Similar to Oryza 


australiensis retrotransposon RIRE1 



(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 ( (AP000837) 
Similar to Oryza australiensis retrotransposon* RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 12542 Seq. ID OJ990520_03.9C23.C40 

Gene No. 26536 Strand + 

Start 1 End 452 

Name OJ990520_03 . 9C23 . C4 0 . ol . tm Method TBLASTX : Maize 

Start 51 End 249 

GI none Score 228 



13037 



Exons 



51. .233, 58. .249, 67. .243, 78. .248 



Seq. No. 12542 Seq. ID 

Gene No. 26536 Strand 

Start 1 End 

Name OJ990520_03 . 9C23 . C40 . ol . gs Method 

Start m 73 End 

GI ■ none Score 

Exons 73. . 216 



OJ990520_03.9C23.C40 
+ 

452 

GEN SCAN 

216 

.84 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12543 
26537 
1 

OJ990520__03.9C23.C41. 
1 

5852179 
1. .180 

(AL117265) zhb0009.1 

12543 
26537 
1 

OJ990520_03.9C23.C41. 
12 

none 
12. .207 



Seq. ID 

Strand 

End 

ol .np Method 
End 
Score 

[Oryza sativa] 

Seq. ID 

Strand 

End 

ol.gs Method 
End 
Score 



OJ990520_03.9C23.C41 
207 

AAT/NAP 

180 

93 



OJ990520_03.9C23.C41 
207 

GENSCAN 

207 

.69 



Seq. No. 12544 Seq. ID 

Gene No. 26538 Strand 

Start 450 End 

Name OJ990520_03 . 9C23 . C4 4 . ol . gs Method 

Start 450 End 

GI none Score 

Exons 450.. 522 



OJ990520_03.9C23.C44 
+ 

522 

GENSCAN 

522 

.41 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name ■ 
Start 
GI 

Exons 



OJ990520_03. 
+ 

696" 

AAT/NAP 

696 

873 



12545 Seq. ID OJ990520_03 . 9C23 . C4 5 

26539 Strand 
126 End 
OJ990520_03. 9C23 . C45 . ol . np Method 
126 End 
1196998 Score 
126. .696 

(J01829) unknown protein [Transposon TnlO] 

gi I 5103202 | dbj IBAA78838.il (AP000342) transposase of TnlO 

[Plasmid R100] gi | 5706382 | dbj | BAA83097 . 1 | (AB026428) transposase 

[Methylomonas aminof aciens] gi | 5738092 | gb | AAD50250 . 1 | AF162223_9 

(AF162223) ISlO-right transposase [Shigella flexneri] 

gi | 6721110 | gb | AAF267 64.1 |AC007396_13 (AC007396) T4012.21 

[Arabidopsis thaliana] 



12546 Seq. ID 

26540 Strand 

1 End 
OJ990520_03. 9C23 . C4 6 . ol . np Method 

1 End 

5803259 Score 
1..252, 561. .631 



OJ990520_03.9C23.C46 
631 

AAT/NAP 

631 

268 



13038 








(AP000399) hypothetical protein [Oryza 


sat i va ] 




Seq. No. 


12546 


Seq. ID 


OJ990520_03.9C23.C46 




Gene No. 


26540 


Strand 






C4- a -r f 


1 


End 






Name 


OJ990520 03. 9C23 . C4 6 . ol . gs 


Method 


\j I-i In O V^r>lN 






70 


End 


Rft ft 
JOO 




r* t 


none 


Score 


7 




cjXono 


70. .179, 358. .588 








Seq. No. 


12547 


Seq. ID 


OJ990520_03.9C23.C47 




Gene No. 


26541 


Strand 


+ 




OLoI L 


199 


End 


3227 




Name 


OJ990520 03.9C23.C47.ol.gs 


Method 


GENSCAN 




OLdl L 


199 


End 


3141 






none 


Score 


.42 




ejXuiio 


199. .441, 657. .780, 823. .2522, 2742. .3141 




Seq. No. 


12547 


Seq. ID 


OJ990520_03.9C23.C47 




Gene No. 


26541 


Strand 


+ 




OLdl L 


199 


End 


3227 




Name 


OJ990520 03. 9C23 . C47 . o2 . tw 


Method 


TBLASTX: Wheat 




OLdLL 


664 


End 


1053 


Q 




none 


Score 


327 




TP r> 

HiXons 


664. .1050, 667. .1053, 681.. 


1052 




i: ; : 


Q ^ /-r 

oeq. in o . 


12547 


Seq. ID 


OJ990520_03.9C23.C47 


;==: 
' 5 J 


bene lno . 


26541 


Strand 


+ 




Q+- a r-f- 
oLdl L 


199 


End 


3227 




LM dine 


OJ990520 03.9C23.C47.ol.np 


Method 


AAT/NAP 


'sal 


Start 


673 


End 


3227 


: sr 


GI 


6539553 


Score 


4212 




IT 1 \r r~t o 


673. .3227 






I* 3 | 




(AP000836) Similar to Oryza 


australiensis retrotransposon RIRE1 


i 




(D85597) [Oryza sativa] gi | 


6539590 |dbj | BAA88206.il (AP000837) 


{3SI 




Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 


"ill 




[Oryza sativa] 






!"t 

•8 3 7 


Seq. No. 


12547 


Seq. ID 


OJ990520 03.9C23.C47 


.131 

; : 
»s? 


Gene No. 


26541 


Strand 


+ 






199 


End 


3227 




Name 


OJ990520 03.9C23.C47.o2.tm 


Method 


TBLASTX: Maize 




u Lai L 


802 


End 


1115 






none 


Score 


342 




HjAUIIo 


802. .1110, 820. .1110, 825.. 


1115 






Seq. No. 


12547 


Seq. ID 


OJ990520 03.9C23.C47 




Gene No. 


26541 


Strand 


+ 




O u a. X. L 


199 


End 


3227 




Name 


OJ990520 03.9C23.C47.ol.tm 


Method 


TBLASTX: Maize 




Q -f- -a v-+- 

otart 


1611 


End 


1933 




GI 


none 


Score 


305 




Exons 


1611. .1931, 1627. .1932, 1638. .1931, 1772. .1933 




Seq. No. 


12547 


Seq. ID 


OJ990520_03.9C23.C47 




Gene No. 


26541 


Strand 


+ 




Start 


199 


End 


3227 



13039 



Name 

Start 

GI 

Exons 



OJ990520_03. 9C23 . C47 . o2 . ts Method 

1960 End 

none Score 
1960. .2109, 2098. .2346 



TBLASTX: Soybean 

2346 

80 





Seq. No. 


lZ34 / 








oeq. id 


ujyyuozu iM.yczo.u4/ 




Gene No . 


Z 034 1 








otrana 


+ 




Start 


i y y 








bna 


TOOT 

Jzz / 




Name 


OJ990520 03. 


9C23. 


C47.o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


2065 








End 


2403 




Ul 


none 








Score 


9 "7 £ 
Z / O 




Exons 


z u DO . ■ Z 4 U j / 


z ± y / . 


. Z JO Z 










beq. jno . 


Iz D 4 / 








beq. jld 


uj yyuozu uj.yuzo.U4/ 




Gene No. 


Z OD4 1 








Strand 






start 


1 QQ 

i y y 










*3 O O *7 
JZZ / 




Name 


OJ990520 03. 


9C23. 


C47.o3 


.tm 


Method 


TBLASTX: Maize 




Start 


2134 








End 


2568 




GI 


none 








Score 


289 




Exons 


z 1J4 . . ZD bo , 


z J4 y . 


. z4 y o 










Seq. No. 


lzo4 / 








Seq. ID 


OJ990520_03.9C23.C47 




Gene No. 


OCC /I 1 

z bo4 1 








Strand 


+ * 




Start 


i y y 








End 


3227 


-\ 
;a: 


Name 


ojyyuozu uj. 


ycz j . 


C4 / . Ol 


. ts 


Method 


TBLASTX : Soybean 


i : ; 


Start 


2356 








End 


2754 


> ; s 


GI 


none 








Score 


188 




Exons 


z Jo o . .zooll, 


z Jb4 . 


. zo J4 / 


Z J / 1 . 


.2565, 2581.. 2754, 2589.. 2627 




Seq. No. 


lzo4 / 








Seq. ID 


OJ990520_03.9C23.C47 


'\ 


Gene No. 


Z 034 1 








Strand 


+ 


U 


btart 


i y y 








End 


3227 




Name 


uj yyuozu u J . 


yuz j . 


U4 / . Ol 


. tw 


Method 


TBLASTX: Wheat 


r -\ 


Start 


z 4 U4 








End 


3159 


=. : 


GI 


none 








Score 


597 


A 


Exons 


2404. .2853, 


2412. 


.2891, 


2414. 


.2884, 2911.. 3159, 2912.. 3142, 


31 




2920. .3159 












J 


Seq. No. 


12548 








Seq. ID 


OJ990520_03. 9C23.C4 8 


= s 


Gene No. 


26542 








Strand 


+ 


"| 


Start 


1 








End 


1282 




Name 


OJ990520 03. 


9C23. 


C48.ol 


.np 


Method 


AAT/NAP 




Start 


1 








End 


1282 




GI 


6539553 








Score 


2010 




Exons 


1. .1282 













GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 12548 Seq. ID 

Gene No. 26543 Strand 

Start 3247 End 

Name OJ990520_03 . 9C23 . C4 8 . o2 . ts Method 

Start 3 End 

GI none Score 

Exons 3.. 302, 55.. 240, 63.. 296 



OJ990520_03. 9C23.C4 8 
+ 

8476 

TBLASTX: Soybean 

302 

229 



13040 





Seq. No. 


12548 






Seq. ID 


OJ990520_03. 9C23 


.C48 




Gene No. 


zbo43 






Strand 


+ 






Start 


3z4 / 






End 


8 47 6 






Name 


OJyyOozU U3.9C23.C48 


.o2 


. tw 


Method 


TBLASTX : Wheat 






Start 








End 


4 67 






GI * 


none 






Score 


zzl 






Exons 


J. .zoo, b9..z4z, ZOZ 


..467, 326. .457 








Seq. No. 


12548 






O /-> /-r T Pi 

beq. iu 


OJ990520_03.9C23 


.C48 




Gene No. 








Strand 


+ 






Start 


3z4 / 






End 


84 /b 






Name 


ojyyuozu U3.ycz3.C48 


.o2, 


. tm 


Method 


TBLASTX : Maize 






Start 


y 






End 


Job 






GI 


none 






Score 


o c o 

zoy 






Exons 


y . .job, o / . . 239 














Seq. No. 


12548 






beq. ID 


OJ990520JD3.9C23 


.C48 




Gene No . 


ZOD4 3 






Strand 


+ 






Start 


3z4 7 






End 


847 6 






Name 


OJ9905Z0 03.9C23.C48 


.ol, 


.ts 


Method 


TBLASTX : Soybean 






Start 


318 






End 


C f o 

668 






GI 


none 






Score 


TAT 

30 / 






Exons 


318 . . 566, 320 . . 664 , 


321, 


. .665, 


615. .668 








Seq. No. 


12548 






Seq. ID 


OJ990520_03.9C23 


.C48 


Hi 


Gene No. 


26543 






Strand 


t 






Start 


3247 






End 


847 6 






Name 


OJ990520_03 . 9C23 .C4 8 


.ol. 


,tm 


Method 


TBLASTX: Maize 




!: ~! 


Start 


4 83 






End 


815 






GI 


none 






Score 


280 




; ! i 

i ar 


Exons 


A O *D O 1 C >IOO TOO 

483. .815, 483. .782, 


491, 


. .814 










Seq. No. 


12548 






Seq. ID 


OJ990520_03. 9C23 


.C48 




Gene No. 


26543 






Strand 


+ 




\{ 


Start 


3247 






End 


84 7 6 




t I 


Name 


OJ990520 03.9C23.C48 


'.ol. 


.tw 


Method 


TBLASTX : Wheat 




U 


Start 


671 






End 


114 6 






bl 


none 






Score 


yy 






Exons 


671.. 739, 672.. 746, 


672, 


, .752, 


761. . 102 


1 , / bl . . 1U3U, / bz 


. . 1U31 , 


£3 




1031. .1144, 1031. .1111, 


1033. . 


1146 








Seq. No. 


12548 






Seq. ID 


OJ990520_03.9C23 


.C48 




bene No. 


26543 






Strand 


+ 






Start 


3247 






End 


8476 






Name 


OJ990520 03.9C23.C48 


.o3. 


.ts 


Method 


TBLASTX: Soybean 






Start 


678 






End 


1010 






GI 


none 






Score 


90 






Exons 


678... 791, 704. .784, 


810. 


, . 1010, 


810. .998 






Seq. No. 


12548 






Seq. ID 


OJ990520JD3. 9C23 


.C48 




Gene No. 


26543 






Strand 


+ 






Start 


3247 






End 


8476 






Name 


OJ990520 03.9C23.C48 


.o2. 


.np 


Method 


AAT/NAP 






Start 


3247 






End 


8476 






GI 


5042463 






Score 


107 






Exons 


3247. .3268, 5105. .5321, 


5988. . 


6134, 6187. .6307, 8456. .8- 


476 



13041 




GI Descrip. 


(AC007789) unknown protein [Oryza sativa] 








Seq. No. 


12548 Seq. ID 


OJ990520 


_03 


9C23 


.C48 


Gene No. 


26543 Strand 


+ 








Start 


3247 End 


8476 








Name 


OJ990520 03. 9C23.C48 .o3. tm Method 


TBLASTX: 


Maize 




Start 


7074 r End 


7415 








GI 


none Score 


■ 58 








Exons 


7074. .7253, 7078. .7218, 7251. .7397, 7251. .7415 








Seq. No. 


12549 Seq. ID 


OJ990520 


_03. 


9C23 


C50 


bene inu . 


26544 Strand 










Start 


1 End 


682 








Name 


OJ990520 03. 9C23 . C50 . ol . np Method 


AAT/NAP 








Start 


1 End 


682 








GI 


584862 Score 


230 








Exons 


1..109, 148. .261, 341. .682 










GI Descrip. 


CYTOCHROME P4 50 71A3 (CYPLXXIA3) (P-4 


50EG3) 









gi|480397|pir| IS36807 cytochrome P450 71A3 - eggplant (fragment) 





gi|408142| emb | CAA5 03131 


(X70982) P450 


hydroxylase [Solanum 




melongena] 








Seq. No. 


12549 




Seq. ID 


OJ990520_03.9C23.C50 


Gene No. 


26544 




Strand 




Start 


1 




End 


682 


Name 


OJ990520 03 . 9C23 . C50 . ol 


. gs 


Method 


GENSCAN 


Start 


160 




End 


588 


GI 


none 




Score 


.79 


Exons 


160 . .261, 381 . . 588 








Seq. No. 


12550 




Seq. ID 


OJ990520_03 . 9C23 . C51 


Gene No . 


26545 




Strand 


+ 


Start 


3182 




End 


11809 


Name 


OJ990520 03. 9C23.C51.o2 


.gs 


Method 


GENSCAN 


Start 


3182 




End 


11809 


GI 


none 




Score 


.65 


Exons 


3182.. 3345, 5164.. 5305, 


5688. 


.5874, 6328.. 6599, 6639.. 6809, 




6979.. 7359, 8833.. 8881, 


8934. 


.9023, 10108. .10132, 10796. .10 




11410. .11809 








Seq. No. 


12550 




Seq. ID 


OJ990520_03 . 9C23 . C51 


Gene No. 


26545 




Strand 


+ 


Start 


3182 




End 


11809 


Name 


OJ990520 03.9C23.C51.o2 


.np 


Method 


AAT/NAP 


Start 


5159 




End 


8711 


GI 


6016718 




Score 


474 


Exons 


5159.. 5305, 5688.. 5874, 


6328. 


.6643, 8 


670. .8711 


GI Descrip. 


(AC009325) hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


12550 




Seq. ID 


OJ990520_03.9C23.C51 


Gene No. 


26545 




Strand 


+ 


Start 


3182 




End 


11809 


Name 


OJ990520 03.9C23.C51.o3 


.np 


Method 


AAT/NAP 


Start 


7532 




End 


10378 


GI 


1169170 




Score 


251 


Exons 


7532.. 7769, 7946.. 7982, 


8695. 


.8890, 10348. .10378 


GI Descrip. 


APOCYTOCHROME F PRECURSOR gi | 1363527 | pir | | S58564 



13042 



plastoquinol--plastocyanin reductase (EC 1.10.99.1). cytochrome f 
- maize chloroplast gi | 902234 | emb | CAA60298 | (X86563) cytochrome 
f [Zea mays] 



Seq. No. 12550 Seq. ID 

Gene No. 26546 Strand • 

Start 14300 End 

Name OJ990520_03 . 9C23 . C51 . o3 . gs Method 

Start 14300 End 

GI none Score 

Exdns 14300. . 14485 



OJ990520_03.9C23.C51 
+ 

14485 
GENSCAN 
14485 
.61 



Seq. No. 12550 Seq. ID OJ990520_03.9C23.C51 

Gene No. 26547 Strand 

Start 1 End 950 

Name OJ990520_03 . 9C23 . C51 . ol . np Method AAT/NAP 

Start 1 End 899 

GI 584862 Score 424 

Exons 1..899 

GI Descrip. CYTOCHROME P450 71A3 (CYPLXXIA3) (P-450EG3) 

gi|480397 |pir| IS36807 cytochrome P450 71A3 - eggplant (fragment) 
gi|408142|emb|CAA50313| (X70982) P450 hydroxylase [Solanum 
melongena] 



Seq. No. 12550 Seq. ID 

Gene No. 26547 Strand 

Start 1 End 

Name OJ990520_03 . 9C23 . C51.ol.gs Method 

Start 8 End 

GI none Score 

Exons 8. .267, 317 . . 950 



OJ990520_03.9C23.C51 
950 

GENSCAN 

950 

.74 



Seq. No. 12550 

Gene No. 26548 

Start 12186 

Name OJ990520_03 . 9C23 . C51 . o3 . tm 

Start 5161 

GI none 

Exons 5161.. 5307, 5162 .. 5314 / 5165 . 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990520_03.9C23.C51 
12348 

TBLASTX: Maize 

5729 

109 



5308, 5687. .5728, 5688.-5729 



Seq. No. 12550 Seq. ID 

Gene No. 26548 Strand 

Start .12186 End 

Name OJ990520JD3 . 9C23 . C51 . o3 . ts Method 

Start 5691 End 

GI none Score 

Exons 5691.. 5876, 5702.. 5875 



OJ990520_03.9C23.C51 
12348 

TBLASTX : Soybean 

5876 

230 



Seq. No. 12550 

Gene No. 26548 

Start 12186 

Name OJ990520_03 . 9C23 . C51 . ol . tc 

Start 6320 

GI none 

Exons 6320.. 6475, 6327.. 6461, 6515. 
6761. . 6829 



OJ990520_03.9C23.C51 
12348 

TBLASTX: Cress 

6829 

182 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6622, 6516. .6641, 6534. .6641, 



13043 




Seq. No. 


12550 








Seq. ID 


OJ990520_03.9C23.C51 


Gene No. 


26548 








Strand 




Start 










End 


12348 


Name 


ujyyuozu Uj 


. yozo 


. Col . oz 


. t s 


Method 


TBLASTX : Soybean 


Start 










End 


6572 


GI 


none 








Score 


288 


Exons 


Djjj . . DO / 1 , 


a q t c 
boob 


. . bOby, 


DjjD . 


.6572, 6424. .6570 - 


Seq. No. 


1 O C c r\ 
IZOOU 








Seq. ID 


OJ990520_03.9C23.C51 


Gene No. 


26548 








Strand 




Start 


12186 








End 


12348 


Name 


UJyyUOZU Uj 


QPO "D 


toi . 01 


. tm 


Method 


TBLASTX: Maize 


C 1 4- ~ -v- 4- 

otart 


DO / 4 








End 


6646 


p t 
GI 


none 








Score 


41 


Exons 


DO/4. . b4 1 O , 


bo / 4 


/Tyl "3-3 

. b4 jj , 


£. "5*7 C. 

bo / 0 . 


.6425, 6399. .6644, 6404. .6622, 




D4ZU . . 0044, 


b4 Z O 


. bb4 b 








beq. no. 


IZ DOU 








Seq. ID 


OJ990520_03.9C23.C51 


Gene No . 


Z DO 4 0 








Strand 




Start 


12186 








End 


12348 


Name 


OJ990520_03 


. 9C23 


C51.o4 


tm 


Method 


TBLASTX: Maize 


btart 


/ 1 / / 








End 


' 7570 


P T 

GI 


none 








Score 


53 


Exons 


"71*7"7 TOAiC 
/I / / . . /ZUO, 


/ loZ 


. / Z 14 , 


/Z1Z . 


.7274, 7212. .7280, 7217. .7276, 




■ Toon Toe's 
/ ZoU . . / ObO, 


/Zo 1 


. too/, 


/ZoZ . 


.7359, 7283. .7360, 7439. .7570, 




• /4 4 U . . / o4 / 












Seq. No. 


12550 








Seq. ID 


OJ990520_03.9C23.C51 


Gene No. 


26548 








Strand 




Start 


IZ lo b 








End 


12348 


Name 


ujyyuozu uo 


. yozo 


PCI — T 

L01 . Ol 


t S 


Method 


TBLASTX : Soybean 


bt art 


Q £ Q A 

o by 4 








End 


8893 


p t 
GI 


none 








Score 


290 


Exons 


Q £ Q /I QQQQ 

o by4 . .oooo, 


0 byo 


QQQQ 

. 00 0 y , 


0 by b . 


.8893 




Seq. No. 


12550 








Seq. ID 


OJ990520_03.9C23.C51 


Gene No. 


26548 


- 






Strand 




ot art 


IZ lo b 








End 


12348 


Name 


ujyyuozu uo 


. yczo 


LjI . OZ 


•i-'p 
tc 


Method 


TBLASTX: Cress 


ot art 


o b y4 








End 


8889 


C T 

bl 


none 








Score 


290 


Exons 


QCQyl QQQQ 

o by4 . .oooo, 


0 b y 0 


. 0 0 0 y 








Seq. No. 


12550 








Seq. ID 


OJ990520_03.9C23.C51 


Gene No. 


26548 








Strand 




btart 


1 O 1 Q £ 

IZ lo b 








End 


12348 


Name 


ujyyuozu uo 


. yuzo 


Col . OZ . 


tm 


Method 


TBLASTX: Maize 


bt art 


o / iy 








End 


8888 


C T 
(jl 


none 








Score 


255 


Exons 


Q-71Q QQQC: 

o/iy. .ooob, 


q n 0 *5 

O /ZO . 


QOQ7 

. 0 00 / / 


QH 0 A 

0 / z 4 ■. 


.8888 




Seq. No. 


12550 








Seq. ID 


OJ990520_03.9C23.C51 


Gene No. 


26548 








Strand 




Start 


12186 








End 


12348 


Name 


OJ990520 03 


. 9C23. 


C51.o4 . 


np 


Method 


AAT/NAP 


Start 


12186 








End 


12348 


GI 


5042462 








Score 


121 



13044 



Exons 12186. .12278, 12307.. 12348 

GI Descrip. (AC007789) putative negatively light-regulated protein [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990520 03.9C23.C53 



12551 Seq. ID 

26549 Strand 

1 End 64 3 

OJ990520JD3 . 9C23 . C53 . ol . np Method AAT/NAP 

1 End 64 3 

4680179 Score 818 
1. .643 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



12551 Seq. ID 

2654 9 Strand 

1 End 
OJ990520_03. 9C23 . C53 . ol . gs Method 

63 End 

none Score 
63. .139, 368.-575 



OJ990520_03.9C23.C53 
643 

GENSCAN 
575 



Seq. No. 12551 Seq. ID 

Gene No. 26549 Strand 

Start 1 * End 

Name OJ990520_03 . 9C23 . C53 . ol . tw Method 

Start >v . 102 End 

GI ' none Score 

Exons 102.. 527, 105 4 10/ 109 .. 525 

Seq. No. 12551 Seq. ID 

Gene No. 26549 Strand 

Start 1 End 

Name OJ990520_03 . 9C23 . C53 . ol . tm Method 

Start 108 End 

GI none Score 

Exons 108. .455, 109. .141, 187. .450 



OJ990520_03.9C23.C53 
643 

TBLASTX: Wheat 

527 

200 



OJ990520_03.9C23.C53 
643 

TBLASTX: Maize 

455 

40 



Seq. No. 12551 Seq. ID 

Gene No. 26549 Strand 

Start 1 End 

Name OJ990520_03 . 9C23 . C53 . ol . ts Method 

Start 273 End 

GI none Score 

Exons 273.. 521, 292.. 336, 391.. 495 



OJ990520_03.9C23.C53 
643 

TBLASTX : Soybean 

521 

38 



Seq. No. 12551 Seq. ID 

Gene No. 26549 Strand 

Start 1 End 

Name OJ990520_03 . 9C23 . C53 . o2 . tm Method 

Start 4 62 End 

GI none Score 

Exons 462. . 641 



OJ990520_03.9C23.C53 
643 

TBLASTX: Maize 

641 

210 



Seq. No. 12551 Seq. ID 

Gene No. 2 654 9 Strand 

Start 1 End 

Name OJ990520 03 . 9C23 . C53 . o2 . tw Method 



OJ990520_03.9C23.C53 
643 

TBLASTX: Wheat 



13045 



Start 
GI 

Exons 



528 
none 

528. .641, 529. 



End 
Score 



642 



642 
94 



Seq. No. 12552 Seq. ID 

Gene No. 26550 Strand 

Start " 402 End 

Name OJ990730_05 . 9C17 . C2 . ol . np Method 

Start 402 End 

GI 6721547 Score 

Exons 402.. 486 

GI Descrip. (AP001073) Similar to Oryza sativa gene for Pib. (AB013448) 



OJ990730_05.9C17.C2 
+ 

486 

AAT/NAP 

486 

86 



Seq. No. 12553 Seq. ID 

Gene No. 26551 Strand 

Start 54 End 

Name OJ990730_05 . 9C17 . C6 . ol . gs Method 

Start 54 End 

GI none Score 

Exons 54.. 119 



OJ990730_05. 9C17.C6 
+ 

119 

GENSCAN 

119 

.6 



Seq. No. 12554 Seq. ID 

Gene No. 26552 Strand 

Start 63 End 

Name OJ990730_05 . 9C17 . C8 . ol . gs Method 

Start 63 End 

GI none Score 

Exons 63.. 120, 158.. 334 



OJ990730_05.9C17.C8 
334 

GENSCAN 

334 

.72 



;* "s 



Seq. No. 

Gene No.. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12555 
26553 
10486 

OJ990730_05 . 9C17 . C9 . o4 . np 
10486 
3261518 
10486. .10628, 
(AL021841) PE 



Seq. ID 
Strand 
End 

Method 
End 
Score 

19297. .19958, 20384.. 20616 
PGRS [Mycobacterium tuberculosis] 



OJ990730_05. 9C17, 
+ 

20616 
AAT/NAP 
20616 
192 



C9 



12555 Seq. ID 

26553 Strand 

10486 End 

OJ990730_05. 9C17 . C9 . o2 . gs Method 

14573 End 

none Score 

14 573. .14 671, 15170. .1524 4 



OJ990730_05. 9C17.C9 
+ 

20616 
GENSCAN 
15244 
.69 



Seq. No. 12555 

Gene No. 26554 

Start 82 

Name OJ990730_05 . 9C17 . C9 . ol . np 

Start 82 

GI 6907086 

Exons 82.. 266, 393.. 608, 834.. 1079, 1137.. 1893 
GI Descrip. (AP001129) hypothetical protein [Oryza sativa] 



Seq. ID OJ990730_05. 9C17.C9 
Strand 

End 12435 

Method AAT/NAP 

End 1893 

Score 1299 



Seq. No. 
Gene No. 



12555 
26554 



Seq. ID 
Strand 



OJ990730 05.9C17.C9 



13046 



Start 


82 


End 


12435 


Name 


OJyyu/JU uo . yci / . cy . oi . gs 


Method 


GENSCAN 


Start 


1154 


End 


12435 


GI 


none 


Score 


.47 


Exons 


1154. .1600, 3458. .3624, 399/. 


.4224, 5772. .6383, 6495. .6589, 




rivio^" r\/~OT mo^~ r\onc i i o f \ o 

9426.. 9631, 9/26. .9895, 112U8 


. . 11364, 


11915. .12019, 12265. .12- 


Seq. No. 


12555 


Seq. ID 


OJ990730_05.9C17.C9 


Gene No . 


26554 


Strand 




Start 


82 


End 


12435 


Name 


OJ990730 05.9C17.C9.ol.gp 


Method 


AAT/GAP 


Start 


1976 


End 


2167 


GI 


5667165 


Score 


356 


Exons 


1976. .2167 






GI Descrip. 


5670155/gblAFl 61269. 1 IAF161269 4 .Oe-8 6 


Oryza sativa subsp. 




japonica BAC clone 34K24, complete sequence 


Seq. No. 


12555 


Seq. ID 


OJ990730_05.9C17.C9 


Gene No. 


26554 


Strand 




Start 


82 


End 


12435 


Name 


OJ990730 05.9C17.C9.o2.np 


Method 


AAT/NAP 


Start 


5794 


End 


9893 


GI 


O O A O A O "D 

28424 93 


Score 


876 


Exons 


5794.. 6383, 9430.. 9622, 9726. 


.9893 




GI Descrip. 


(AL021749) predicted protein 


[Arabidopsis thaliana] 


Seq. No. 


12555 


Seq. ID 


OJ990730_05.9C17.C9 


Gene No. ■ 


26554 


Strand 




Start 


82 


End 


12435 


Name 


OJ990730_05. 9C17 .C9.o2.gp 


Method 


AAT/GAP 


Start 


6318 


End 


9947 


GI 


45084 1.R1084 


Score 


877 


Exons 


6318. .6389, 9437. .9631, 9726. 


.9947 




GI Descrip. 


'2842493/emb|CAA16890.1| 7 . Oe 


-18 (AL021749) predicted protein 




[Arabidopsis thaliana] 1 






Seq. No. 


12555 


Seq. ID 


OJ990730_05.9C17-.C9 


Gene No . 


26554 


Strand 




Start 


82 


End 


12435 


Name 


OJ990730 05. 9C17 . C9 . o3 . gp 


Method 


AAT/GAP 


Start 


10533 


End 


11097 


GI 


72424 1.R1084 


Score 


75 


Exons 


10533. .10589, 11073.. 11097 






GI Descrip. 


'2842493/emb|CAA16890.1| 8 . Oe 


-32 (AL021749) predicted protein 




[Arabidopsis thaliana] 1 






Seq. No. 


12555 


Seq. ID 


OJ990730_05.9C17.C9 


Gene No. 


26555 


Strand 




Start 


18226 


End 


20493 


Name 


OJ990730 05.9C17.C9.ol.tm 


Method 


TBLASTX: Maize 


Start 


6037 


End 


6262 


GI 


none 


Score 


274 


Exons 


6037. .6246, 6038. . 6262 






Seq. No. 


12555 


Seq. ID 


OJ990730_05.9C17.C9 


Gene No. 


26555 


Strand 




Start 


18226 


End 


20493 



13047 




Name 


uj yyu/ou uo . 


yci / 


. cy .01. 


ts 


Metnou 


itsii/ibi x : boyoean 


Start 


bU4 u 










£"3 &A 


GI 


none 








Score 


*3 9 Ci 
OZ U 


Exons 


bU 4 U . . DjDJ/ 


DUjU 


. . bob4 








Seq. No. 










Seq. ID 


OJ990730_05.9C17.C9 


Gene No. 


26555 




- 




Strand 




Start 


18226 








End 


20493 


Name 


uj y y u / ju uo. 


ybi / 


. by . 00 . 


cC 


Method 


TBLASTX: Cress 


Start 


bu / u 








End 


6399 


GI 


none 








Score 


93 


Exons 


OU / U . . DlOO, 


rail 

bU / X 


. . DlOO, 


bZ4 1 


..6312, 6248.. 6292, 6280.. 6399, 




bZo 1 . . DjO 0 












Seq. No. 


12555 








Seq. ID 


OJ990730_05.9C17.C9 


Gene No. 


26555 








Strand 




b car c 










End 


20493 


Name 


uu y y U / jU UO . 


ybi / 


r*Q i-^O 

. by . oz . 


L S 


Method 


TBLASTX: Soybean 


b car c 










End 


9893 


bi. 


none 








Score 


175 


Exons 




y 4 z y 


Q£i 4 
. . y 0 ± 4 , 


y / uz 


..9764, 9837.. 9893 


Seq. No. 


12555 








Seq. ID 


OJ990730_05. 9C17 .C9 


Gene No. 


26555 








Strand 




Start 


loZZ b 








End 


20493 


Name 


ojyyu / ju Uo . 


yCl / 


. cy . oz . 


tc 


Method 


TBLASTX: Cress 


Start 










End 


9893 


GI 


none 








Score 


117 


Exons 


y h o y . . y oz o , 


y4 y 1 


Q C*\ Q 

. . y b±y , 


y / uz 


..97-79, 9745.. 9768, 9852.. 9893 


Seq. No. 


1 o c c c 








Seq. ID 


OJ990730_05. 9C17 .C9 


Gene No. 


26555 








Strand 




Start 


18226 








End 


20493 


Name 


r\ TQQm nc 

uj y y u / ou u d . 


yb± / 


r-Q ^ O 

. by . oz . 


cm 


Method 


TBLASTX: Maize 


b tar c 


yooo 








End 


9898 


bl 


none 








Score 


101 


Exons 


"jjd . . yojfi , 


y 0 / b 


. . y b jo / 


y / z 1 


..9768, 9723.. 9788, 9724.. 9777, 




qo 07 QpQ C 

y 0 0 / . . y 0 y b , 


y a «* fi 


QOQ7 

. . y 0 y / , 


y 0 DO 


. .9898 




Seq. No. 


12555 








Seq. ID 


OJ990730_05.9C17.C9 


Gene No. 


26555 








Strand 




ocar c 










End 


20493 


Name 


uj y yu / ou uo . 


9C17 


.C9.o3. 


gs 


Method 


GEN SCAN 


b car t 


loZZ b 








End 


20493 


bl 


none 








Score 


.48 


Exons 


loZZ b . . 10Z j4 


, 18448. .18788, 


18819. . 19900, 20325.. 20493 












Seq. ID 


OJ990730_05.9C17.C9 


Gene No. 


26555 








Strand 




Start 


18226 








End 


20493 


Name 


OJ990730 05. 


9C17 


.C9.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


18520 








End 


19260 


GI 


none 








Score 


76 


Exons 


18520. .18690 


, 18712. . 18942, 


18712. .19020, 18736. .19089, 



18844. .19260, 18998 .. 19075, 18998 .. 19258, 19012 .. 1911 6, 
19051. .19257, 19123. .19230 



13048 






Seq. No. 


12555 


Seq. ID 


OJ990730 


_05 . 9C17 


. C9 




Gene No. 


O tl c c c 

26555 


Strand 










Start 


1822 6 


End 


20493 








Name 


OJ990730 05 . 9C17 . C9 . ol . tc 


Method 


TBLASTX : " 


Cress 






Start 


18581 


End 


19278 








GI 


none 


Score 


81 








Exons 


looo l . . l 8 628 , lo / 12 .. 19059, 


18712. .18996, 18790 


1 O O O "7 

. .18987, 








18802 .. 19152, 18857 .. 19054 , 


18893/. 18943, 18896 


. . 19057, 








18896 .. 19171, 18898 .. 19095, 


18907. .19257, 18973 


. . 19194 , 








19004 .. 1924 0, 19010 .. 19264 , 


19012. .19278, 19078 


. . 19257, 








19111. . 19185 












Seq. No. 


12555 


Seq. ID 


OJ990730 


_05 . 9C17 


.C9 




Gene No. 


26555 


Strand 










Start 


18226 


End 


20493 








Name 


OJ990730 05 . 9C17 . C9 . o3 . tm 


Method 


TBLASTX:! 


Maize 






Start 


i o *7 a n 

18709 


End 


19260 








GI 


none 


Score 


100 








Exons 


i o i r» o. i n o c *7 *i o *7 n. o. "to.io.-i 

lo /U9 . . 1925 / , 18709 19197 , 


18712. .19254, 18799 


. .19260, 








*iooo"7 i o o c o *i o o o o i o o c /i 

18827 19258 , 18898. .19254 












Seq. No. 


12556 


Seq. ID 


/~v TA AATOA 

OJ990730_ 


_05.9C17 


.C10 




Gene No. 


26556 


■Strand 


+ 






Q 


Start 


O O "7 

287 


End 


709 








Name 


OJ9907 30_05 . 9C17 . C10 . ol . gs 


Method 


GENSCAN 








Start 


287 ' 


End 


7 09' 






fi! 


GI 


none 


Score 


.48 






!"j 


Exons 


O O *7 *"> Ci O r A A "7 A O 

287 . . 380, 528 . . 709 










LLi 


Seq. No. 


12556 


Seq. ID 


OJ990730_ 


_05.9C17 


.C10 


sr 


Gene No. 


26557 


Strand 


+ 






; 3 f H 

! L? 


Start 


o o n o 

3372 


End 


5345 








Name 


/"\7"000*7'!>0 O IT O "1 "7 /"i 1 O _o 

OJ990730 05 . 9C17 . C10 . o2 . gs 


Method 


GENSCAN 






□ 


Start 


O O T o 

3372 


End 


5345 








GI 


none 


Score 


.79 






'3*1* 


Exons 


-5 o *7 o ~} /t o c /i o o o c i c *7 c o o >i 

33/2. .3495, 4990. .5157, 5224 


. .5345 








W 


Seq. No. 


12557 ' 


Seq. ID 


OJ990730_ 


_05.9C17 


.C12 




Gene No. 


26558 


Strand 


+ 








Start 


6 / 


End 


1219 








Name 


OJ990730 05 . 9C17 . C12 . ol . gs 


Method 


GENSCAN 








Start 


67 


End 


1219 








GI 


none 


Score 


.46 








Exons 


/"■ —> "*} "T "7 "I 1 "7 1 O 1 O 

67. .357, 1176. .1219 












Seq. No. 


1 0 c c 0 

12558 


Seq. ID 


OJ990730_ 


_05 . 9C17 


.C13 




Gene No. 


26559 


Strand 


-f 








Start 


5187 


End 


8821 








Name 


OJ990730 05.9C17.C13.o2.np 


Method 


AAT/NAP 








Start 


5187 


End 


8821 








GI 


6006359 


Score 


72 








Exons 


5187.. 5209, 6964. .7073, 8620 


..8674, 8776. .8821 








GI Descrip. 


(AP000559) hypothetical protein [Oryza 


sativa] 








Seq. No. 


12558 


Seq. ID 


OJ990730_ 


_05.9C17 


.C13 




Gene No. 


26560 


Strand 


+ 








Start 


16287 


End 


17426 







13049 






Ma mo 


OJ990730 05 9C17 C13 as 




OJ_il.NO Vw'/i.-V 






O LclX. l_ 


16287 ~~ 


End 


17287 






CI 


none 


Score 


. 4 1 






DAUil 


16287 16925 17009 17287 










Q £_/"T Ma 


12558 


Seq. ID 


OJ990730 


05 9C17 C13 




UCllC INU • 


26560 


Strand 


+ 






Start 


16287 


End 


17426 






Name 


OJ990730 05.9C17.C13.o3.np 


Method 


AAT/NAP 






Start 


16296 


End 


17426 






GI 


130582 


Score 


553 






__1 ^_ Vh/ llu 


16296. .17426 












RETROVIRUS-RELATED POL POLYPROTEIN FROM TRANSPOSON TNT 1-94 






[CONTAINS: PROTEASE ; REVERSE 


TRANSCRIPTASE ; ENDONUCLEASE] 






gi I 100342 | pir | | S04273 hypothetical protein - common tobacco 






gi| 20045 | emb | CAA32025 | (X13777) ORF [Nicotiana 


LaJJaCllin J 




Seq . No . 


12558 


Seq. ID 


OJ990730 


os qpi 7 rn 




Gene No. 


26561 


Strand 








Start 


229 


End 


7320 






Name 


OJ990730 -05.9C17.C13.ol.np 


Method 


AAT/NAP 






O Lai L 


229 


End 


7320 






CI 


6063557 


Score 


337 




•tsr 


W von q 


229. .312, 3505. .3690, 3939. .4132, 7296 


. .7320 




X'. 




(AP000615) similar to dJ522J7 


.2 (Z98885) [Oryza 


sativa] 




Seq. No. 


12558 


Seq; ID 


OJ990730 


OS QPI 7 PI ^ 


!::! 


Gene No. 


26561 


Strand 








Start 


229 


End 


7320 






Name - 


OJ990730 05.9C17.C13.o2.gs 


Method 


GENSCAN 




. 


OLal L 


5535 


End 


6032 




ry 


GI 


none 


Score 


.7 




•s 


R vnn ^ 

J—J *k V^J 1 1 1 o 


5535. . 6032 








i. _s 


O \3 VJ ■ V,/ ■ 


12558 


Seq. ID 


OJ990730 


os qpi 7 rn 


'i J 


(2c_t-iP Mrj 


26562 


Strand 






i ,* 
js=: 


Start 


14516 


End 


16041 




s °. 


Name 


OJ990730 05.9C17.C13.ol.tm 


Method 


TBLASTX : ] 


Maize 


't sr 


Start 


1349 


End 


4415 




U 


GI 


none 


Score 


37 






Exons 


1349.. 1381, 1453.. 1515, 1475. 


.1516, 1594. .1641, 


1595. .1642, 






1647. .1757, 1670. .1777, 1675. 


.1761, 2672. .2728, 


2677. .2721, 






2760. .2831, 2761. .2832, 2822. 


.2872, 28 


33. .2871, 


2858. .2896, 






4130. .4153, 4131. .4151, 4176. 


.4208, 4176.. 4205, 


4177. .4206, 






4208. .4231, 4209. .4232, 4324. 


.4386, 4324 . .4386, 


4332. .4394, 






4391. .4414, 4392. .4415 










Seq. No. 


12558 


Seq. ID 


OJ990730 


_05.9C17.C13 




Gene No. 


26562 


Strand 








Start 


14516 


End 


16041 






Name 


OJ990730 05.9C17.C13.o4 . gs 


Method 


GENSCAN 






Start 


14516 


End 


16041 






GI 


none 


Score 


.47 






Exons 


14516. .14568, 14 613 15148 , 15166 .. 15342 , 15683 


. .16041 




Seq. No. 


12559 


Seq. ID 


OJ990730 


_05.9C17.C15 




Gene No. 


26563 


Strand 







13050 





Start 


1 


End 


1909 






Name 


f),TQQ07^0 OS On 7 PI R ol nn 


Method 


AAT/NAP 






C 4- -j 
Oldi L 


1 ~~ 


End 


1909 






PT 


fi7?1 R47 

U / _ X J *i / 


Score 


96 






lit IO 


i an ifti? iqdq 

X. . O W , lUl£ • • X .7 U .7 










uX Ucooi • 


^rttUUXU/jy O XlllX XctX LvJ \JL y &a. 


sativa gene for Pib 


( ARCH ^4 A ft \ 




Con Kir 1 ! 
Oc(^. LN (J . 


1 9 R SQ 


Seq. ID 


OJ990730 


rid" qpn 7 pi t: 
. _7^i / .UiJ 




Gene No. 


26564 


Strand 








Start 


5008 


End 


8127 








D,TQQn7^n OR QP1 7 P1 R n? rr<? 


Method 


GENSCAN 






Otcll L 


R DDR ~~ 


End 


8127 








none 


Score 


.47 






Exons 


RODft R971 R71 R7ft4 fiOQfi 


. .6237, 6683. .6717, 


7 1 ft ^ 7 
iIOj. ■ / OU _ , 






7fi^1 77ft1 ftOfl^ R197 
/ DjI • . / /OX, OUUj . . OIZ / 










C orr Kfo 


X _ -J D U 


Seq. ID 


n.TQQn7 ^n 


n R QP1 7 PI fi 
U J . x / • u x o 






26565 


Strand 


-j_ 






Start 


6399 


End 


U O \J U 






Name 


OJ990730 05.9C17.C16.ol.gp 


Method 








Cfarf 
OlOi I 


6399 


End 


6800 






ul 


uC-osflM202097dl0bl 


Score 


79 




i ss s 

•3 3? 


Exons 


6399. .6432, 6734. .6800 








i. "i 

s 2." 


vjX Uc&Llip. 


' 4062935/dbj | AB0034 95 . 1 | AB0034 95 3.0e- 


14 Oryza , 


SdClvd X Ox 


i!f! 




dihydrof lavonol 4 -reductase, 


complete 


cds 1 




ry 


Seq. No. 


12560 


Seq. ID 


OJ990730 


_05.9C17.C16 




Gene No. 


26566 


Strand 






; ;i 

•K IT 


•jLcII L 


3915 


End 


10167 




a? 


Name 


OJ990730 05.9C17.C16.o2.gs 


Method 


GENSCAN 




fU 


C +- a 
Olait 


3915 


End 


10167 






PT 
oX 


none 


Score 


.78 




,3 s; 
=;=f 


Pvnn c? 

£jAU11o 


3915.. 4013, 5620.. 5642, 10155.. 10167 






" i(3 


Can Nf o 


12561 


Seq. ID 


OJ990730_ 


n R QP1 7 Pi 7 


t j 


P o T\ o Mo 


26567 


Strand 


+ 






Start 


202 


End 


6494 




f a i 


Name 


OJ990730 05.9C17.C17.ol.gs, 


Method • 


GENSCAN 








202 


End 


6494 






PT 


none 


Score 


.77 






P 1 von q 


202. .486, 585. .641, 744. .929 


, 1019.. 1103, 1699. 


1 7ft Q 






1866.. 2030, 3054.. 3222, 3973 


. .4132, 4219. .4308, 


4 ft R9 RHft 7 






5868. .6494 










Con Mo 


12561 


Seq. ID 


OJ990730_ 


D R QP1 7 PI 7 
Uj. / . vi / 




Gene No. 


26567 


Strand 


+ 






Start . 


202 


End 


6494 






in dltlt- 


OJ990730 05.9C17.C17.ol.gp 


Method 


AAT/GAP 








806 


End 


1932 






PT 


569467 


Score 


625 






Exons 


806. .929, 1019. .1103, 1699.. 


1788, 1864 


. . 1932 






GI Descrip. 


3228517 1.0e-43 (AF007788) ETTIN [Arabidopsis thaliana] 




Seq. No. 


12561 


Seq. ID 


OJ990730 


_05.9C17.C17 




Gene No. 


26567 


Strand 


+ 






Start 


202 


End 


6494 






Name 


OJ990730 05.9C17.C17.o2.gp 


Method 


AAT/GAP 





13051 



Start 3982 End 4530 

GI 2428540 Score 902 

Exons 3982.. 4132, 4219.. 4530 

GI Descrip. 2245390 1.0e-09 (U89296) auxin response transcription factor 3; 
ARF3 [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12561 Seq. ID 

26567 Strand 

202 End 

OJ990730_05 . 9C17 . C17 . o3 . gp Method 

4863 End 

59443_1.R1084 - ' Score 
4863. .5087, 5158. .5607 

'2245390 1.0e-09 (U89296) auxin response transcription factor 3; 
ARF3 [Arabidopsis thaliana] 1 



OJ990730_05.9C17.C17 
+ 

6494 
AAT/GAP 
5607 
1270 





o e q . IN O . 


1 


Seq. ID 


OJ990730_ 










6UJUO 


. Strand 


+ 








Start 


10698 


End 


13016 








Name 


OJ990730 05.9C17.C17.ol.np 


Method 


AAT/NAP 








Start 


10683 


End 


13013 








GI 


479356 


Score 


1595 






□ 


Exons 


10683. .13013 












GI Descrip. 


protein kinase PK1 (EC 2.7. 


1.-), receptor-like - 


maize 




m 

•a 1 ■ 


Seq. No. 


12561 


Seq. ID 


OJ990730_ 


05.9C17, 


.C17 


Ftl 


Gene No. 


26568 


Strand 


+ 








Start 


10698 


End 


13016 






: . i 


Name 


OJ990730 05,9C17.C17.o3.gs 


Method 


GENSCAN 








Start 


10698 


End 


13016 






n 1 


GI 


none 


Score 


. 99 








Exons 


10698. .13016 










a 


Seq. No. 


12561 


Seq. ID 


OJ990730_ 


05.9C17. 


.C17 


'"■■■A 


Gene No. 


26569 


Strand 


+ 








Start 


17019 


End 


23094 








Name 


OJ990730 05.9C17.C17.o5.gs 


Method 


GENSCAN 








Start 


17019 


End 


23094 






n 

•s s: 


GI 


none 


Score 


.59 








Exons 


17019. .17189, 20799. .21247, 


21390. .21616, 21656. 


.23094 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12561 
26570 
24018 

OJ990730_05.9C17.C17.o2.np 

23996 

6175155 



Seq. ID OJ990730_05.9C17.C17 

Strand + 

End 32201 

Method AAT/NAP 

End 32201 

Score 566 



23996. .24299, 29688 .. 30036, 30661.. 32201 

(AC010796) putative protein kinase [Arabidopsis thaliana] 



Seq. No. 12561 Seq. ID 

Gene No. 26570 Strand 

Start 24018 End 

Name OJ990730_05 . 9C17 . C17 . 06 . gs Method 

Start 24018 End 

GI none Score 

Exons 24018. .24237, 25467.. 25483 



OJ990730_05.9C17.C17 
+ 

32201 
GENSCAN 
25483 
.45 



13052 



Seq. No. 12561 Seq. ID 

Gene No. 26570 Strand 

Start 24018 End 

Name OJ990730_05 . 9C17 . C17 . o5 . gp Method 

Start 30942 End 

GI none Score 

Exons 30942. .31163 



OJ990730_05.9C17.C17 
+ 

32201 
AAT/GAP 
31163 
436 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12561 Seq. ID OJ990730_05.9C17.C17 

26571 Strand + 

37947 End 39669 

OJ990730_05. 9C17 .C17.o3.np Method AAT/NAP 

37947 End 39669 

5922619 Score 115 

37947. .38056, 39558.. 39669 

(AP0004 92) hypothetical protein [Oryza sativa] 

gi I 6016852 | dbj IBAA85195.il (AP000570) hypothetical protein 

[Oryza sativa] 



12561 Seq. ID 

26572 Strand 
40447 End 
OJ990730JD5 . 9C17 . C17 . o9 . gs Method 
40447 End 
none Score 
40447. .40484, 40750, 
43567. .44068, 44783. 
46720. .46837, 47405. 
48324. .49429, 49493. 



,40925, 43082. 

.44907, 45850. 

.47874, 48017. 
,49756 



OJ990730_05.9C17.C17 
+ 

50024 
GENSCAN 
49756 
.46 

43129, 43441, 
46116, 46191, 
48071, 48147. 



,43530, 
,46432, 
,48281, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

' Exons 
GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12561 Seq. ID 

26572 Strand 

40447 End 

OJ990730_05.9C17.C17.o4 ,np Method 

4 7 57.0 End 

6498441 Score 



OJ990730_05.9C17.C17 
+ 

50024 
AAT/NAP 
50024 
2679 



47570. .48635, 48966 .. 49429, 49493. .50024 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



12561 
26573 
14507 

OJ990730_05. 9C17 . C17 . o2 . tc 

295 

none 



Seq. ID OJ990730_05.9C17.C17 
Strand 

End 43629 

Method TBLASTX: Cress 

End 4520 

Score 154 



295. .402, 297. .404, 451. .486, 579. .641, 804. .929, 827. .919, 
1018. .1104, 1019. .1105, 1689. .1790, 1697. .1789, 1852. .2031, 
3037. .3174, 3088. .3171, 3282. .3317, 3315. .3350, 3973. .4059, 
4212. .4286, 4217. .4282, 4470. .4520 



Seq. No. 12561 Seq. ID 

Gene No. 26573 Strand 

Start 14507 End 

Name OJ990730 05 . 9C17 . C17 . o4 . tm Method 



OJ990730_05.9C17.C17 
43629 

TBLASTX: Maize 



13053 



O -t- -j -.4- 


366 








End 


1106 




P T 


none 








Score 


69 




Exons 


366. .404, 367. .408, 450. 


4 fl R 

.400, 


451. .486 


, 579.-644, 584. .643, 




806. .919, 807. .929, 898. 


.you, 


975. .1103, 1018.. 


1104 iniQ iins 

11U4/ 1U1? . . 11UJ/ 




1020. .1106 














o e CJ . LN u . 


12561 








Seq. ID 


O.TQQ07 ^0 

WU Z? _? \J / JU 


fl S Qfl 7 CM 


Gene No. 


26573 








Strand 






Start 


14507 








End 


A ^69 Q 




Name 


OJ990730 05 


. 9C17. 


C17.o2. 


ts 


Method 


1 D XjriO X A • 


ouyjjcaii 




840 








End 


1 1 OR 
IXUJ 




p t 


4306688 








Score 


148 




TT 1 \r * r^i o 


840. .929, 842. .910, 1019. .1105, 1030.. 


1104 




oX UcbCI ip • 
















C d KT/"\ 

oeq, lno . 










Seq. ID 


OJ990730 


n S QP1 7 PI 7 


bene ino * 


26573 








Strand 






O Lai L 


14507 








End 


43629 




Name 




QP1 7 


PI 7 n1 
LI / . OX , 


urn 


Method 


TBLASTX : 


Maize 




i do y 








End 


5229 




PT 


none 








Score 


114 




Exons 


1 /"QQ 1 "7 Q ft 

x oo y . . x / y u , 


x by / . 


1 *7 Q Q 

. x / o y , 


1 o 0 & . 


.2031, 1868. .1957, 


107 c; 90^^ 

XO / J. . lUJJ; 




x y xo . .^u^o, 


x y / y . 


. ZUjJ; 


"5 n c, i 

jU 0 X . 


.3125, 3052. .3174, 


jUj j . . jl / 1/ 




^97 ^ ^ *5 c; n 


JZ / 4 . 


"3 "5 1 
. JJJ1/ 


"3 Q £ "3 

o y Dj . 


.4133, 3973. .4134, 


OQ77 41/1/1 
Oy / / . .4X44, 




o y y y . . 4 x ou , 




/I c o c 


/I 9 1 £ 
h Z X D . 


.4533, 4218. .4535, 


4 99D 

4ZZU. .40DX, 






/ R "3 £ 
4 0 O 0 . 


/I £9 <^ 
. h Dz 0 , 


40/0. 


.4774, 4684. .4770, 


40DX. .OUXU, 




4 y x u . # ju^U/ 


4 Q9 n 
4 y z u . 


. jUIJ/ 


4 Q9 Q 
4 y Z 0 . 


.5041, 5012. .5089, 


5013. .5099, 




ju x / . . d u y 4 , 


m R7 
jio / . 


O O Q 
. OZZo , 


CI CO 

0 XO O . 


.5229, 5158. .5229 




Seq. No. 


12561 








Seq. ID 


OJ990730 


fl R QpT 7 PI 7 

uo . yux / . L/X / 


Gene No. 


ZD J / J 








Strand 








X 4 O U r 








End 


43629 




Name 


n.TQQn7^n or 

UU -3?U / JU Uj 


QP1 7 


C17.o3. 


ts 


Method 


TBLASTX: 




Q+- >-+- 


x o o y 








End 


3192 




PT 


none 








Score 


135 






1 £fl Q i too 
x oo y . . x / y u , 


1 £Q7 
x o y / . 


.1789, 


1864 . 


.2073, 3052. .3192, 


"3106 ?1 Q9 

OXUD. • O X 3Z 


O C q . IN O • 


12561 








Seq. ID 


OJ990730 


fl ^ QP1 7' PI 7 




26573 








Strand 








14507 








End 


43629 




Nanie 


OJ990730 05 


. 9C17. 


C17.o3. 


tw 


Method 


TBLASTX: 




Start 


3044 








End 


43629 




GI 


none 








Score 


192 




Exons 


3044. .3175, 


3052. 


.3177, 


3052. 


.3177, 3273.. 3350, 


0^/4.. ooox, 




3274. .3351, 


3957. 


.4115, 


3959. 


.4114, 3973. .4131, 


^QQQ dim 




4199. .4402, 


4213. 


.4290, 


4216. 


.4407, 4221. .4403, 


404Z. .44U / , 




4385. .4444, 


4389. 


.4445, 


4444 . 


.4491, 4445. .4492, 


4445 4492 




4446. .4493, 


43582 


. .43629' 








O C \J . LN • 


12561 








Seq. ID 


OJ990730 


_05.9C17.C17 


Gene No. 


26573 








Strand 






Start 


14507 








End 


43629 




Name 


OJ990730 05 


. 9C17. 


C17.o6. 


tm 


Method 


TBLASTX: 


Maize 


Start 


7385 








End 


7535 




GI 


none 








Score 


117 




Exons 


7385. .7534, 


7392. 


.7535 











13054 



Seq. No. 12561 
.Gene No. 26573 
Start 14507 

Name OJ990730_05 . 9C17 . C17 . o4 . ts 

Start 10752 
GI none 
Exons 10752. 

20811. 

29779, 



.10913, 10760, 
.20966, 20961, 
.29901 



.10909, 
.21146, 



Seq. ID 
Strand 
End 

Method 
End 
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:: i a 

; i : 


Gene No. 


26586 








Strand 






; ;? 

.c =*. 


C -t- -i v- +- 

btart 


DO Z 1 








End 


9951 




i.-i 


Name 


uu yyu/ou u x 


QP 1 7 


PI 

. LI . O / . 


tm 


Method 


TBLASTX: Maize 




1 . : 


btart 


4 bUo 








End 


4795 




= s= § 


P T 


none 








Score 


256 




m 


Exons 


/l £H ? 4 7 Q4 
4 DUO . .4 / y 4 , 


4 £n 4 

4 DU 4 


4 7 Q R 
. . 4 / y D 












Seq. No. 


12569 








Seq. ID 


OJ990730_01.9C17 


p 1 
. Li 




Gene No. 


26586 








Strand 


















End 


9951 






Name 


Pi TQQm "^n m 


QP1 7 

. yui / 


PI r-s ^ 

. L,X . Oj . 


LW 


Method 


TBLASTX: Wheat 






OLalL 


4 0 1 u 








End 


5041 








none 








Score 


102 




CIS 


Exons f 


4 £1 fi 4771 
401U. .4 / 1 L t 


4 7 Q A 
4 / O 4 


R fl A 1 
. . O U 4 X 












Seq. No. 


12569 








Seq. ID 


OJ990730_01.9C17 


PI 
. LX 




Gene No. 


26586 








Strand 








C -j- -j +- 


£R 9 1 








End 


9951 






Name 


uj y y u / ou u i 


QP1 7 

. yui / 


PI 

. . OX . 


cm 


Method 


TBLASTX: Maize 






OLdit 


/I 7 Q £ 

4 / y o 








End 


5483 






PT 


none 








Score 


883 






Exons 


4 7 Q £ R/i cp 
4 / y O . .0400/ 


/l 7 Q R 
4 / y O 


. .04 / Z , 


^ "3 Q 


.5463, 5361.. 5483 






Seq . No . 


1 9 S 

-L jL. w> U -7 








Seq. ID 


OJ990730JD1.9C17 


.CI 




Gene No. 


26586 








Strand 








Start 


6821 








End 


9951 






Name 


OJ990730 01 


. 9C17 


.Cl.o2. 


ts 


Method 


TBLASTX : Soybean 






Start 


4805 








End 


5491 






GI 


none 








Score 


294 






Exons 


4805. .5188, 


4810 


. .5181, 


5221. 


.5397, 5228.. 5491 





13061 






Seq. No. 


12569 


Seq. ID 


OJ990730_01.9C17.C1 




Gene No. 


26586 


Strand 






o tar u 




End 


9951 




Name 


nTQQm^n ni qpi7 pi ri^ -t-^ 


Method 


TBLASTX: Cress 




otart 


/I QQ C ~ 


End 


5443 




p t 


none 


Score 


54 




Exons 


4Qpc ^nd"7 Sfi7ft MQQ ^916 


.5443, 5224. .5391 




Corf 

o e q * no. 


IlJD!? 


Seq. ID 


OJ990730_01.9C17.C1 




Gene No. 


26586 


Strand 






Start 


6821 


End 


.7 .7 J J. 




Name 


OJ990730 01.9C17.Cl.o4.np 


Method 


AAT/NAP 






6821 


End 


9951 




P T 


6721516 


Score 


250 




Exons 


6821.. 7056, 9555.. 9813, 9930. 


. 9951 








(AP001072) hypothetical protein [Oryza 


sativa] 




Seq. No. 


12570 


Seq. ID 


OJ990730_01.9C17.C2 




Gene No. 


26587 


Strand 






Of a V-+- 
OLait 


117 


End 


541 




Name 


OJ990730 01.9C17.C2.ol.gs 


Method 


GENSCAN 






117 


End 


541 




P T 
ul 


none 


Score 


.85 


e 

si! 




117. .275, 356. .541 






. s j 

J f 


beq . no . 


12571 


Seq. ID 


OJ990730_01.9C17?C3 




bene no . 


26588 


Strand 




1! 


o Lai L 


1 


End 


604 




Name 


OJ990730 01.9C17.C3.ol.gp . 


Method 


AAT/GAP 




Start 


1 


End 


107 




P T 


5701669 


Score 


198 


XT' Tr /-N T~\ O 


1. .107 








bi uescrip . 


5441880/dbj IBAA82378.il 5.0e- 


75 (AP000367) EST C28952 (C62945 ) 






corresponds to a region of the predicted gene.; Similar to ma. 


\l\ 

'J 




transposon MuDR mudrA protein 


. (AC003981) [Oryza sativa] 


: ?s 


Port NT/~\ 

o e q . in o . 


12571 


Seq. ID 


OJ990730_01.9C17.C3 


s jj 


p^n^ Mo 

uCHC INW. 


26588 


Strand 




: tj? 

i ?; 


Start " 


1 


End 


604 


t a; 


Name 


OJ990730 01.9C17.C3.ol.np 


Method 


AAT/NAP 


' "I 

1 sf 


Start 


1 


End 


604 




PT 


5441880 


Score 


1047 




Exons 


1. .604 








u± uescr JLp . 


(AP000367) EST C28952 (C62945 ) 


corresponds to a region of the 






predicted gene.; Similar to maize transposon MuDR mudrA prote 






(AC003981) [Oryza sativa] 








Seq. No. 


12571 


Seq. ID 


OJ990730_01.9C17.C3 




Gene No. 


26588 


Strand 








1 


End 


604 




Name 


OJ990730 01.9C17.C3.ol.gs 


Method 


GENSCAN 




Start 


256 


End 


600 




GI 


none 


Score 


.96 




Exons 


256. . 600 








Seq. No. 


12572 


Seq. ID 


OJ990730_01.9C17.C4 




Gene No. 


26589 


Strand 





13062 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 

Method 
End 
Score 



563 

AAT/NAP 
563 
257 



OJ990730_01.9C17.C4.ol.np 
1 

6815062 
1..226, 312. .563 

(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence ;mudr A like protein (AC004561) [Oryza 
sativa] 



12572 Seq. ID 

26589 Strand 

1 End 

OJ9907 30_01 . 9C17 .C4 ,ol. tm Method 

23 End 

none Score 

23. .232, 42. .188, 477. .557 



OJ990730_01.9C17.C4 
563 

TBLASTX: Maize 

557 

83 





Seq. No. 


12572 






Seq. ID 


OJ990730 01. 


9C17 .C4 




Gene No. 


26589 






Strand 








Start 


1 






End 


563 






Name 


OJ990730 01. 


.9C17.C4.ol. 


gs 


Method 


GENSCAN 






Start 


228 






End 


428 






GI 


none 






Score 


.42 




q 


Exons 


228. .428 












'■*',} 


Se'q. No. 


12573 






Seq. ID 


OJ990730_01. 


9C17.C5 


rii 


Gene No. 


26590 • 






Strand 








Start 


493 






End 


687 






Name 


OJ990730 01, 


.9C17.C5.ol. 


gs 


Method 


GENSCAN 




•shr 


Start 


493 






End 


687 




ill 


GI 


none 






Score 


.54 






Exons 


493. .687 












ii 


Seq. No. 


12573 






Seq. ID 


OJ990730_01. 


9C17.C5 


□ 


Gene No. 


26591 






Strand 








Start 


4175 






End 


5678 






Name 


OJ990730 01, 


.9C17.C5.ol. 


np 


Method 


AAT/NAP 




Start 


4175 






End 


5678 






GI 


2160690 






Score 


99 




Q 


Exons 


4175. .4200, 


5495. .5678 












GI Descrip. 


(U73526) B' 


regulatory 


subunit of PP2A 


[Arabidopsis 


thaliana] 



Seq. No. 12574 
Gene No. 26592 
Start 1 

Name OJ990730_01 . 9C17 . C6 . ol . gp 
Start 1 
*GI 21474_1.R1084 

Exons -1..142 

GI Descrip. '3894159 2.0e-10 (AC005312) 
thaliana] 1 



Seq. ID OJ990730_01.9C17.C6 

Strand + 

End 142 

Method AAT/GAP 

End 142 

Score 248 

hypothetical protein [Arabidopsis 



Seq. No. 12574 Seq. ID OJ990730_01 . 9C17 . C6 

Gene No. 26593 Strand 

Start 206 End 453 

Name OJ990730_01 . 9C17 . C6 . ol . np Method AAT/NAP 

Start 206 End 453 



13063 



GI 862343 Score 114 

Exons 206.. 453 

GI Descrip. (L10908) Gcapl gene product [Mus musculus] 

gi 1 1092097 |prf | | 2022314A granule cell marker protein [Mus 
musculus] gi | 1092098 Iprf | | 2022315A granule cell marker protein 
[Mus musculus] 



Seq. No. 12574 

Gene No. 26594 

Start 500 

Name OJ990730_01 . 9C17 . C6 . ol . gs 

Start 500 

GI none 
Exons 



Seq. ID " OJ990730_01 . 9C17 . C6 
Strand 

End 2706 
Method GENSCAN 
End 2706 
Score .91 



500. .685, 958. .1030, 1115. .1225, 1322. .1495, 1605. .2062, 
2083. .2289, 2291. .2433, 2559. .2706 



Seq. No. 


12574 


Seq. ID 


OJ990730_01. 9C17. 


C6 


Gene No. 


26594 


Strand 






Start 


500 


End 


2706 




Name 


OJ990730 01.9C17.C6.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1156 


End 


1678 




GI 


none 


Score 


61 




Exons 


1156. .1227, 1327.. 1509, 1598. 


.1678 






Seq. No. 


12574 


Seq. ID 


OJ990730_01. 9C17. 


C6 


Gene No. 


26594 


Strand 






Start 


500 


End 


2706 




Name 


OJ990730 01.9C17.C6.o3.gp 


Method 


AAT/GAP 




Start 


1705 


End 


2182 




GI 


uC-osflcypl7 6f lObl 


Score 


821 




Exons 


1705. .2182 








GI Descrip. 


1 6041757/gb|AC011806. 1 IAC0118 


06 0.0e+00 Genomic Sequence 


For 



Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 1 



Seq. No. 12575 Seq. ID 

Gene No. 26595 Strand 

Start 1 End 

Name OJ990730JD1 . 9C17 . C7 . ol . np Method 

Start 1 End 

GI 4680204 Score 

Exons 1..1361 

GI Descrip. (AF114171) hypothetical protein [Sorghum bicolor] 



OJ990730_01.9C17.C7 

1361 
AAT/NAP 
1361 
712 



Seq. No. 12575 Seq. ID 

Gene No. 26595 Strand 

Start 1 End 

Name OJ990730_01 . 9C17 . C7 . ol . gs Method 

Start 4 6 End 

GI none Score 

Exons 46.. 686, 854.. 1346 



OJ990730_01.9C17.C7 

1361 
GENSCAN 
•1346 
.47 



Seq. No. 12575 Seq. ID 

Gene No. 26595 Strand 

Start 1 End 

Name OJ990730_01 . 9C17 . C7 . ol . tw Method 

Start 316 End 



OJ990730_01.9C17.C7 
1361 

TBLASTX: Wheat 
717 



13064 





GI 


none 


Score 


84 




Exons 


O 1 /"" A n /" A A C\ /""I/™ Ant '"I 1 T 

316. .486, 449. .616, 481. .717, 


568 . . 717 






Seq. No.. 


1257 6 


Seq. ID 


OJ990730 01.9C17.C8 




Gene No. 


26596 


Strand 


+ 




Start . 


636 


End 


1053 




Name 


OJ990730 01.9C17.C8.o3.gp 


Method 


AAT/GAP 




Start 


636 


End 






GI 


LIB34 31-028-P1-N1-A10 


Score 


fl O A 

820 




Exons 


636. .1053 








GI Descrip. 


, 4680203/gb|AAD27566.1|AF114171 7 3.0e- 


-33 (AF114171) TNP2-like 






protein [Sorghum bicolor] ' 








Seq. No. 


12576 


Seq. ID 


OJ990730_01. 9C17.C8 




Gene No. 


26597 


Strand 


+ 




Start 


6332 


End 


9878 




Name 


OJ990730 01.9C17.C8.o2.np 


Method 


AAT/NAP 




Start 


6332 


End 


9851 




GI 


3549681 


Score 


545 




Exons 


6332. .6413, 7614. .7839, 7904.. 


,8004, 8116. .8308, 8420. .8581, 






8677. .8758, 9147. .9503, 9681.. 


, 9851 






GI Descrip. 


(AL031394) male sterility 2-like protein [Arabidopsis thaliana] 




Seq. No. 


12576 


Seq. ID 


OJ990730_01.9C17.C8 




Gene No. 


26597 


Strand 


+ 




Start 


6332 


End 


9878 


m 


Name 


OJ990730 01.9C17.C8.o3.gs ■ 


Method 


GENSCAN 




Start 


7170 


End 


9878 


! . i 


GI 


none 


Score 


.59 


'■ if 
•sfsr 


Exons 


7170. .7384, 7693. .7839, 7868.. 


8004, 8092. .8268, 8736. .8758, 


:a ; : 




9147. .9413, 9498. .9622, 9710.. 


9878 




: : : 
: b? 

!1 


Seq. No. 


12576 


Seq. ID 


OJ990730_01.9C17.C8 


r s i 


Gene No . 


26597 


Strand 


+ 




Start 


6332 


End 


9878 


M 


Name 


OJ990730 01.9C17.C8.o8.gp 


Method 


AAT/GAP 


i. j. 


Start 


7636 


End 


7982 




GI 


uC-osflM202062hllbl 


Score 


528 




Exons 


7636. .7839, 7904. .7982 








GI Descrip. 


'2632129/emb|CAA1088 9| 9.0e-32 


! (AJ222589) poly (ADP-ribose ) 


1. - : 




polymerase [Zea mays] 1 








Seq. No. 


12576 


Seq. ID 


OJ990730_01. 9C17.C8 




Gene No. 


26598 


Strand 


+ 




Start 


17478 


End 


20192 




Name 


OJ990730 01.9C17.C8.o4.np 


Method 


AAT/NAP 




Start 


17478 


End 


20192 




GI 


6907089 


Score 


3602 




Exons 


17478. .18738, 18841.. 20192 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


12576 


Seq. ID 


OJ990730_01.9C17.C8 




Gene No. 


26598 


Strand 


+ 




Start 


17478 


End 


20192 




Name 


OJ990730 01.9C17.C8.o5.gs 


Method 


GENSCAN 




Start 


17478 


End 


20142 




GI 


none 


Score 


.9 



13065 



Exons 



17478. .18738, 18788. .20142 



Seq. No. 12576 

Gene No. 26599 

Start 1 

Name OJ990730_01 . 9C17 . C8 . 06 . gp 

Start 1 

GI 342_1.R1084 

Exons 1..384, 462.. 483, 628.. 3999 

GI Descrip. ' 4574406/gb I AAD24042 . 1 | 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. ID OJ990730_01.9C17.C8 
Strand 

4452 
AAT/GAP 
3999 
6435 



End 

Method 

End 

Score 



Seq. No. 12576 Seq. ID OJ990730_01 . 9C17 . C8 

Gene No. 26599 Strand 

Start 1 End 4452 

Name OJ990730_01 . 9C17 . C8 . ol . gp Method AAT/GAP 

Start 1 End 3860 

GI 342_1.R1084 Score 6251 

Exons 1..384, 462.. 483, 628.. 3860 

GI Descrip. ' 4574406/gb IAAD24042 . 1 | 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 

Seq. No. 12576 Seq. ID OJ990730_01 . 9C17 . C8 

Gene No. 26599 Strand 

Start 1 End 4452 

Name OJ990730_01 . 9C17 . C8 . o2 . gp Method AAT/GAP 

Start 1 ' End 38 64 

GI 342_1.R1084 Score 6255 

Exons 1..384, 462.-483, 628.. 3864 

GI Descrip. 1 4574406/gb IAAD24042 . 1 | 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12576 Seq. ID 

26599 Strand 

1 End 

OJ990730_01 . 9C17 . C8 . ol . np Method 

693 End 

4680203 Score 



OJ990730_01. 9C17.C8 

4452 
AAT/NAP 
4003 
3290 



693. .1670, 1947. .2176, 2330. .4003 

(AF114171) TNP2-like protein [Sorghum bicolor] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990730 01.9C17.C8 



12576 
26599 
1 

OJ990730_01.9C17.C8.o7.gp 
3864 
2310235 
3864. .4003, 4415. .4452 

5852182/emb|CAB55420.1| 9.0e-13 (AL117265) zhb0012.1 [Oryza 
sativa] 



4452 
AAT/GAP 
4452 
301 



Seq. No. 12576 Seq. ID 

Gene No. 26600 Strand 

Start 4811 End 

Name OJ990730_01 . 9C17 . C8 . o2 . gs Method 

Start 4811 End 

GI none Score 



OJ990730_01.9C17.C8 

6195 
GENSCAN 
6195 
.55 



13066 



Exons 



4811. .5129, 5428. .5794, 6129. .6195 



Seq. No. 12576 Seq. ID 

Gene No. 26601 Strand 

Start 11680 End 

Name OJ990730_01 . 9C17 . C8 . ol . tw Method 

Start 747 End 

GI none Score . 
Exons 



OJ990730_01. 9C17.C8 
20192 

TBLASTX: Wheat 

2064 

131 



747. .839, 828. .908, 921. .1061, 922. .1062, 1009. .1104, 
1041. .1100, 1107. .1148, 1107. .1151, 1108. .1155, 1146. 
1161. .1478, 1162. .2064, 1339. .2064 



2063, 





OC4» lNVJ • 


1 P576 

X C~ *J / Vj 








Seq. ID 


OJ990730_01. 9C17.C8 




UCllC LN(J • 


? 6601 








Strand 






Q-f- = rf 


11680 








End 


20192 




IN CtltlC 




Qn 7 


• ^ o • vJ x • 




Method 


TBLASTX: Cress 






X O -? 








End 


1780 




GI 


none 








Score 


79 




Exons 


1329. .1478, 


1329 


. .1772, 


1333. 


.1776, 1339. .1776, 1598. .1780 




OCvJ. INL> . 


1 ?S7 








Seq. ID 


OJ990730_01.9C17.C8 






?6fim 








Strand 






Cf = r -f- 










End 


20192 


a 


IN 




Qri 7 


• K*rO ■ z. . 


LIU 


Method 


TBLASTX: Maize 




oLalL 


1 707 ~ 
x / u f 








End 


2021- 




GI 


none 








* Score 


71 


m 


Exons 


1707. .1937, 


1707 


. .2021, 


1735. 


.2010 ' 




□ 


O C ^ • IMU • 


1 7 S7 








Seq. ID 


OJ990730_01.9C17.C8 




UC11C Vi\J t 


U \J VJ X 








Strand 




i. s ; 


Start 


11680 








End 


20192 


i hi 


Name 


OJ990730 01 


. 9C17 


. C8 . o4 . 


t w 


Method 


TBLASTX: Wheat 




Start 


?f)fi7 ~~ 

VJ U / 








End 


2474 


r\ 


GI 


none 








Score 


46 




Exons 


2067. .2102, 


2087 


. .2149, 


2094. 


.2150, 2183. .2401, 2223. .2405 


I;;; 




2411 2473 


2424 


. .2474 








!. = i 




1 ? S7 








Seq. ID 


OJ990730_01.9C17.C8 


□ 




£. \J V U X 








Strand 




□ 


Start 


11680 








End 


20192 




Name 


OJ990730 01 


.9C17 


.C8.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


2507 








End 


2749 




GI 


none 








Score 


216 




Exons 


2507. .2749 














Seq. No. 


12576 








Seq. ID 


OJ990730_01.9C17.C8 




Gene No. 


26601 








Strand 






Start 


11680 . 








End 


20192 




Name 


OJ990730 01 


.9C17 


.C8.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


2579 








End 


3037 




GI 


none 








Score 


91 




Exons 


2579. .2773, 


2784 


. .3017, 


2789. 


.3037, 2792.. 3025 




Seq. No. 


12576 








Seq. ID 


OJ990730_01.9C17.C8 




Gene No. 


26601 








Strand 






Start 


11680 








End 


20192 




Name 


OJ990730 01 


.9C17 


.C8.o2. 


tw 


Method 


TBLASTX: Wheat 



13067 




Start 


2613 








End 


3082 


GI 


none 








Score 


173 


Exons 


2613. .2819, 


2613 


. .2822, 


2618. 


.2821, 2( 


518. .2842, 2822. .2920, 




2823. .2915, 


2924 


. .3028, 


2928. 


.3017, 3029.. 3082, 3030. .3074 


Seq. No. 


12576 








Seq. ID 


OJ9907 30_01 . 9C17 ,C8 


Gene No. 


26601 








Strand 




Start 


11680 








End 


20192 


Name 


OJ990730 01. 


,9C17 


.C8.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


2870 








End 


3218 


GI 


none 








Score _ 


88 


Exons 


2870. .3211, 


2889 


. .3026, 


3066. 


.3218 




Seq. No. 


12576 








Seq. ID 


OJ990730JD1. 9C17.C8 


Gene No. 


26601 








Strand 




Start 


11680 








End 


20192 


Name 


OJ990730 01. 


9C17 


.C8.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


2951 








End 


3380 


GI 


none 








Score 


117 


Exons 


2951. .3247, 


2969 


. .3193, 


3297. 


.3380, 3305.. 3379 


Seq. No. 


12576 








Seq. ID 


OJ990730_01. 9C17.C8 


Gene No. 


26601 








Strand 




Start 


11680 








End 


20192 


Name 


OJ990730 01. 


9C17 


.C8 .o3. 


tw 


Method 


TBLASTX : Wheat 


Start 


3301 








End 


3652 


GI 


none 








Score 


187 


Exons 


3301. .3552, 


3311 


. .3562, 


3312. 


.3554, 3545. .3652 


Seq. No. 


- 12576 








Seq. ID 


OJ990730_01. 9C17.C8 


Gene No. 


26601 








Strand 




Start 


11680 








End 


20192 


Name 


OJ990730 01. 


9C17 


.C8.o4. 


ts 


Method 


TBLASTX : Soybean 


Start 


7604 








End 


8003 


GI 


none 








Score 


127 


Exons 


7604. .7840, 


7669 


. .7857, 


7901. 


.8002, 7902.. 8003 


Seq. No. 


12576 








Seq. ID 


OJ990730_01.9C17.C8 


Gene No'. 


26601 








Strand 




Start 


11680 








End 


20192 


Name 


OJ990730 01. 


9C17 


.C8.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


7853 








End 


9836 


GI 


none 








Score 


90 


Exons 


7853. . 8002, 


7884 


. .8003, 


8114 . 


.8161, 8115. .8159, 8412. .8576, 




8420. .8581, 


8429 


. .8599, 


8675. 


.8761, 9147. .9215, 9219. .9341, 




9687. .9836 












Seq. No. 


12576 








Seq. ID 


OJ990730_01. 9C17.C8 


Gene No. 


26601 








Strand 




Start 


11680 








End 


20192 


Name 


OJ990730 01. 


9C17 


.C8 ,o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


8378 








End 


9845 


GI 


none 








Score 


202 


Exons 


8378. .8581, 


8412 


. .8588, 


9159. . 


.9413, 9786. .9845 


Seq. No. 


12576 








Seq. ID 


OJ990730_01.9C17.C8 


Gene No. 


26601 








Strand 





13068 



Start 
Name 
Start 
GI 

Exons 



11680 

OJ990730JU . 9C17 . C8 . o4 . gs 
11680 
none 
11680. 
14804. 
16354 . 



,11795, 12045. . 12306, 
,14867, 15166. . 15277, 
,16493 



End 

Method 

End 

Score 



20192 
GEN SCAN 
16493 
. 6 



12743. .12817, 13265'. . 13358 , 
15694. .15855, 16231 .. 1 6273, 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



12576 
26601 
11680 

OJ990730_01. 9C17 .C8.o3.np 

15811 

5042454 



Seq. ID OJ990730_01 . 9C17 .C8 
Strand 

End 20192 

Method AAT/NAP 

End 20192 

Score 214 



15811. .15865, 16231. .16403, 17095 .. 17177 , 1784 3 .. 17 914 , 
18471. .18639, 19000 .. 19173, 20161. .20192 



GI Descrip. (AC007789) putative polyprotein [Oryza sativa] 



Seq. No. 12577 Seq. ID 

Gene No. 26602 Strand 

Start 13 End 

Name OJ990730_01 . 9C17 . C9 . ol . gs Method 

Start 13 End 

GI none Score 

Exons 13.. 459 



OJ990730_01.9C17.C9 
+ 

459 

GENSCAN 

459 

1 



Seq. No. 12577 Seq. ID 

Gene No. 26603 Strand 

Start 697 End 

Name OJ990730_01 . 9C17 . C9 . o2 . gs Method 

Start 697 End 

GI none Score 
Exons 



OJ990730_01.9C17.C9 

7321 
GENSCAN 
7321 
.4 



697. .839, 1092. .4154, 4283. .4625, 4689. .5417, 5425. .5634, 
5675. .5795, 5813. .5987, 6254. .6345, 6472. .7119, 7160. .7228, 
7260. .7321 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12577 
26603 
697 

OJ990730_01. 9C17.C9.ol.np 
1094 
6498441 

1094. .1374, 1468. .2865, 3037, 
4689. .5152, 5484. .6547 
(AP000815) EST C72786 (E2258 ) 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990730_01.9C17.C9 

7321 
AAT/NAP 
6547 
7029 * 



.3760, 3935. .4069, 4252. .4625, 
corresponds to a region of the 



Seq.- No. 12577 

Gene No. 26603 

Start 697 

Name OJ990730JD1 . 9C17 . C9 . 06 . tw 

Start 1103 

GI none 

Exons 1103. .1174, 1107. .1175, 1198. 

1421. .1699, 1507. .1704 



OJ9-90730_01.9C17.C9 
7321 

TBLASTX: Wheat 

1704 

53 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1227, 1202. .1228, 1420. .1704, 



13069 






Seq. No. 


12577 








Seq. ID 


OJ990730_01.9C17 


.C9 




Gene No. 


26603 








Strand 








Start 


697 








End 


7321 






Name 


OJ990730 01 


. 9C17 


.C9 . o4 . 


tw 


Method 


TBLASTX: Wheat 






Start 


1705 








End 


2086 






GI 


none 








Score 


216 






Exons 


1705. .2085, 


1736 


. .2086 












Seq. No. 


12577 








Seq. ID 


OJ990730_01.9C17 


;c9 




Gene No. 


26603 








Strand 








Start 


697 








End 


7321 






Name 


OJ990730 01 


. 9C17 


,C9.o3. 


tm 


Method 


TBLASTX : Maize 






Start 


1861 ~ 








End 


2223 






GI 


none 








Score 


80 






Exons 


1861. .1908, 


1880 


. .2014, 


1891. 


.2103, 1900. .2223, 1913. .2206 




Seq. No. 


12577 








Seq. ID 


OJ990730JD1.9C17 


.C9 




Gene No. 


26603 








Strand 








Start 


697 








End 


7321 






Name 


OJ990730 01 


. 9C17 


.C9.o8. 


tw 


Method 


TBLASTX: Wheat 






Start 


2416 








End 


2728 






GI 


none 








Score 


64 




'3 5? 


Exons 


2416. . 2724, 


2552 


. .'2728 










. *l 

'is? 


Seq. No. 


12577 








Seq. ID 


OJ990730_01.9C17 


.C9 


iifl 


Gene No. 


26603 








Strand 






M 


Start 


697 








End 


7321 




=; 


Name 


OJ990730 01 


.9C17 


.C9.o2. 


ts 


Method 


TBLASTX : Soybean 




■?s! 
[if 


Start 


2476 








End 


3042 






GI 


5666795 








Score 


68 




. =fc 


Exons 


2476. .2715, 


2731 


. .2868, 


2944 . 


.3042 






Hi 


GI Descrip. 


4206306 2.0e-10 


(AF049110) prpol [Zea 


mays] 




□ 


Seq. No. 


12577 








Seq. ID 


OJ990730_01.9C17 


.C9 




Gene No. 


26603 








Strand 








Start 


697 








End 


7321 






Name 


OJ990730 01 


. 9C17 


,C9.o5. 


tw 


Method 


TBLASTX: Wheat 






Start- 


2731 








End 


3189 




'== ? 


GI 


none 








Score 


146 






Exons 


2731. .2880, 


2914' 


. .3165, 


2924. 


.3100, 2935.. 3189 






Seq. No. 


12577 








Seq. ID 


OJ990730_01.9C17 


.C9 




Gene No. 


26603 








Strand 








Start 


697 








End 


7321 






Name 


OJ990730 01 


.9C17 


.C9.ol. 


ts 


Method 


TBLASTX : Soybean 






Start 


3598 








End 


3969 






GI 


none 








Score 


94 






Exons 


3598. .3969, 


3809 


. .3952 












Seq. No. 


12577 








Seq. ID 


OJ990730_01.9C17 


.C9 




Gene No. 


26603 








Strand 








Start 


697 








End 


7321 






Name 


OJ990730 01 


. 9C17 


.C9.o2. 


tw 


Method 


TBLASTX: Wheat 






Start 


3623 








End 


4048 






GI 


none 








Score 


320 






Exons 


3623. .4048, 


3625 


. .4047 











13070 




Seq. No. 


12577 








Seq. ID 


OJ990730_01.9C17.C9 


Gene No. 


26603 








Strand 






697 

\J Z? f 








FnH 


7321 


Name 


OJ990730 01 


. 9C17 


PQ nl 






i o Lino ± /\ • l id x £* c 


OLdl L 


3721 ~ 








End 


4105 




nunc 










221 


IT von Q 


3721 4104 


3740 


4105 








Seq. No. 


12577 








Seq. ID 


OJ990730JD1. 9C17.C9 


Gene No. 


26603 








Strand 




OLaL L 


697 

\J Z/ 1 








End 


7321 


Name 


O.7QQ07^0 01 


QP1 7 

• ZS\-r X / 


PQ n? 


LIU 


Method 


TBLASTX: Maize 


O U a. J. L, 


4 132 _ 








End 


4487 


(J X 


none 








Score 


42 




4 13? 417 6 


4142 


. .4180, 


4181. 


.4366, 4182. .4487, 4183. .4452 


Seq. No. 


12577 








Seq. ID 


OJ990730_01. 9C17.C9 


Gene No. 


26603 








Strand 




u LaL L 


697 








End 


7321 


Mam pi 


OJ990730 01 

WU Z/ ZJ \J 1 ~J\J \J -L 


. 9C17 


. C9 . ol . 


t w 


Method 


TBLASTX: Wheat 


0-1-0 r 4- 


4 1 60 _ 








End 


4618 


PT 


none 








Score 


223 




4160 4345 


4161 


4 616 


4 1 67 . 


.4616, 4168. .4617, 4397. .4618 


Seq. No. 


12577 








Seq. ID 


OJ990730_01. 9C17.C9 


Gene No. 


26603 " 








Strand 




OLqI l 


6Q7 








End 


7321 


Name 


r)TQQD7^0 01 


qpi 7 


PQ 




Method 


TBLASTX: Soybean 


O Lai L 


4 919 _ 








End 


4577 


r: t 


none 








Score 


117 




4 9 1 7 4^4 6 


4 ^S^ 

T J J J 


4 S7 7 








Seq. No. 


12577 








Seq. ID 


OJ990730_01.9C17.C9 


Gene No. 


26603 








Strand 




Cf avf 

u Lai L. 


vJ Z/ ( 








End 


7321 


Ham o 


O,TQQ07^0 01 
z7 z?\j / o\j ux 


QPI 7 


PQ n3 




Method 


TBLASTX: Wheat 


Cfn r f 
O.Lal l_ 


4 7R9 ~ 








End 


5268 




i 1U11C 








Score 


169 


F.xon 


4782 5267. 


4786 


5073, 


5131 . 


.5268 




Seq. No. 


12577 








Seq. ID 


OJ990730_01. 9C17.C9 


Gene No. 


26603 








Strand 




Start 


697 








End 


7321 




OJ990730 01 

UU ^ / JU VJX 


QPI 7 


PQ nl 


tw 


Method 


TBLASTX: Wheat 




6007 _ 

U \J \J / 








End 


6344 


GI 


none 








Score 


76 




6007 6231 

\J\J \J / ■ • Uc. J 1 / 


6041 


6229, 


6043 . 


.6270, 6246.-6344, 6247.. 6327 


Seq. No. 


12578 








Seq. ID 


OJ990730_01. 9C17.C10 


Gene No. 


26604 








Strand 


+ 


Start 


1 








End 


795 


Name 


OJ990730 01 


. 9C17 


.ClO.ol 


.np 


Method 


AAT/NAP 


Start 


1 








End 


355 


GI 


5922623 








Score 


57 


Exons 


1..93, 281. 


.355 











GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 

gi I 6016856 I dbj IBAA85199.il (AP000570) hypothetical protein 



13071 




[Oryza sativa] 





12578 






Seq. ID 


OJ990730 01 


9C17 


. C10 




26604 






Qt rand 


+ 








1 






End 








v* chug 


OJ990730 01.9C17 


.ClO.ol 




Mpf hod 


HF.N^PAN 






OLal L 


152 






End 


795 








none 






Score 


6 






T? yon ^ 


152. .292, 407. .515, 701 


795 










Seq. No. 


12578 






Seq. ID 


OJ990730_01. 


9C17 


.C10 


Rpnp Mo 


26605 






Strand 








Start 


1681 






End 


3499 






Nams 


OJ990730 01.9C17 


.C10.o2 


.np 


Method 


AAT /NAP 






Start 


1681 






End 


3486 






GI 


6721512 






Score 


141 








1681.. 1729, 3209 


. .3343, 


3371. 


.3486 








GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


.sativa] 






Seq. No. 


12578 






Seq. ID 


OJ990730 01 


9C17 


. C10 




26605 






Strand 








O Lai L 


1681 






End 


_/ *i Z> Z> 






Name 


OJ990730 01.9C17 


.C10.o2 


.gs 


Method 


ftFN^PAN 








3070 






End 








U J. 


none 






Score 


. 77 






T* 1 von q 


3070.. 3219, 3371 


. .3499 












Seq. No. 


12579 






Seq. ID 


OJ990730_01. 


9C17, 


.Cll 


(!pnp Nn 


26606 






Strand 


+ 






C+- a r 4- 


456 






End 


3870 






Ln dlLLt; 


OJ990730 01.9C17 


.Cll.ol 


.np 


Method 


AAT /NAP 






O u d J- L. 


456 






End 


3583 






GI 


4680203 






Score 


1543 






F 1 von 


456. .2175, 2332. 


.2559, 


2836. . 


3583 








GI Descrip. 


(AF114171) TNP2- 


like protein 


[Sorghum bicolor] 






Qpn No 

i-f G * IN W • 


12579 






Seq. ID 


OJ990730_01. 


9C17 


. Cll 


ft!^n^ No 


26606 






Strand 


+ 






Start 


456 






End 


3870 






Name 


OJ990730 01.9C17 


.Cll.ol 


.gs 


Method 


GENSCAN 






Start 


840 






End 


3870 






GI 


none 






Score 


.5 






Exons 


840. .1542, 1681. 


.2109, , 


2168. . 


3161, 3216. .3870 






Sea No 


12579 






Seq. ID 


OJ990730JD1. 


9C17, 


. Cll 




26606 






Strand 


+ 






Start 


456 






End 


3870 






Name 


OJ990730 01.9C17 


.Cll.ol 


,ts 


Method 


TBLASTX : Soybean 




9r art- 

O Lai L 


963 






End 


1235 






GI 


none 






Score 


290 






Exons 


963. .1235, 1001. 


.1210 












Seq. No. 


12579 






Seq. ID 


OJ990730_01. 


9C17, 


.Cll 


Gene No. 


26606 






Strand 


+ 






Start 


456 






End 


3870 






Name 


OJ990730 01.9C17 


.Cll.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


972 






End 


1403 







13072 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

972.. 1235, 1001, 



,1210, 1299. 



Score 198 
.1403, 1305. .1397 



12579 
26606 
456 

OJ990730_01 . 9C17 . Cll . o2 . tc 

1290 

none 

1290. .1637, 1391. .1441, 1475, 

12579 
26606 
456 

OJ990730_01. 9C17.Cll.o2.ts 

1316 

none 

1316. .1555, 1317. .1556 



Seq. ID 

Strand 
• End 

Method 

End 

Score 
.1582 

Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990730_01.9C17.C11 
+ 

3870 • 

TBLASTX: Cress 
1637 ■ 
266 



OJ990730_01.9C17.C11 
+ 

3870 

TBLASTX: Soybean 

1556 

216 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12579 Seq. ID 

26606 Strand 

456 End 
OJ990730_01 . 9C17 . Cll . o2 . tm Method 

i400 End 

none Score 

1400. .1606, 1410. .1616, 1410. .1616, 1429. .1617 



OJ990730_01.9C17.C11 
+ 

3870 

TBLASTX: Maize 
1617 
260 



1257 9 
26606 
456 

OJ990730_01 . 9C17 . Cll . o2 . tw 

1410 

none 

1410. .1724, 1432. .1725, 1439. 



12579 
26606 
456 

OJ990730JU. 9C17, 

2425 

none 

2425. .2493, 2493, 



Cll. ol. tin 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.1708 

Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990730_01.9C17.C11 
+ 

3870 

TBLASTX: Wheat 

1725 

290 



OJ990730_01.9C17.C11 
+ 

3870 

TBLASTX: Maize 

2808 

56 



.2723, 2494. .2808, 2502. .2807 



12579 
26606 
456 

OJ990730_01.9C17, 

2449 

none 

2449. .3162, 2499. 
3184. .3384, 3225. 
3483. .3533 



Cll.ol.tw 



.2633, 2680. 
.3356, 3361. 



Seq. ID OJ990730_01.9C17.C11 

Strand + 

End 3870 

Method TBLASTX : Wheat 

End 3582 

Score 520 

.2850, 2682. .2981, 3021. .3137, 
.3450, 3381. .3452, 3481. .3582, 



Seq. No. 12579 

Gene No. 26606 

Start 456 

Name OJ990730 01.9C17. 



Cll.ol.tc 



Seq. ID OJ990730_01.9C17.C11 

Strand + 

End 3870 

Method TBLASTX: Cress 



13073 




Start 


2740 








End 


3162 






GI 


none 








Score 


290 






Exons 


2740. .3162, 


2748 . 


.2981, 


3021 . 


. 3137 








Seq. No. 


12579 . 








Seq. ID 


OJ990730 


_01.9C17 


.Cll 


Gene No. 


26606 








Strand 


+ 






Start 


4 56 v 








End 


3870 






Name 


OJ990730 01. 


9C17 . 


Cll.o3, 


; tni 


Method 


TBLASTX : 


Mai ze 




Start 


3058 " 








End 


3350 






GI 


none 








Score 


160 






Exons 


3058. .3234, 


3075. 


. 3233, 


3240. 


.3350, 3241. .3348 






Seq. No. 


12580 








Seq. ID 


OJ990730 


_01. 9C17 


.C12 


Gene No. 


26607 








Strand 








Start 


1641 








End 


2561 






Name 


OJ990730 01. 


9C17 . 


C12 . ol , 


. as 


Method 


GENSCAN 






Start 


1641 ~ 








End 


2561 






GI 


none 








Score 


.46 






Exons 


1641. . 1748, 


2105. 


.2176, 


2436. 


.2561 








Seq. No. 


12581 








Seq. ID 


OJ990730 


01 . 9C17 


.C13 


Gene No. 


26608 








Strand 


+ 






Start 


97 








End 


2642 






Name 


OJ990730 01. 


9C17 . 


C13.ol, 


> as 


Method 


GENSCAN 






Start 


97 








End 


2642 






GI 


none 








Score 


.69 






Exons 


97 . . 235, 541 


. . 914 


, 969. ■ 


, 1347, 


1390.. 1485, 1591. 


. 1828, 






1914 . . 2024 , 


2115 . 


.2144, 


2272 . 


.2362, 244 


:8. .2642 






Seq. No. 


12581 








Seq. ID 


OJ990730 


01. 9C17 


.C13 


Gene No. 


26608 








Strand 


+ 






Start 


97 








End 


2642 






Name 


OJ990730 01. 


9C17. 


C13.ol. 


■ gp 


Method 


AAT/GAP 






Start 


1184 








End 


1729 






GI 


LIB3431-004- 


Pl-Kl 


-F8 




Score 


818 






Exons 


1184. .1498, 


1577. 


.1729 













GI Descrip. ' 30804 39/emb | CAA18756 . 1 | 2.0e-14 (AL022605) putative protein 



[Arabidopsis thaliana] 1 



Seq. No. 


12581 








Seq. ID 


OJ990730_ 


_01, 


. 9C17 


.C13 


Gene No. 


26609 








Strand 


+ 








Start 


5629 








End 


6647 








Name 


OJ990730 01, 


. 9C17 


,C13.o3, 


.gs 


Method 


GENSCAN 








Start 


5629 








End 


6647 








GI 


none 








Score 


.77 








Exons 


5629. .5643, 


5735 


. .5806, 


6540. 


.6647 










Seq. No. 


12581 








Seq. ID 


OJ990730_ 


_01. 


. 9C17 


.C13 


Gene No. 


26610 








Strand 


+ 








Start 


7531 








End 


9243 








Name 


OJ990730 01. 


.9C17 


.C13.o4. 


.gs 


Method 


GENSCAN 








Start 


7531 








End 


9243 








GI 


none 








Score 


.55 








Exons 


7531. .7652, 


7731 


. .7843, 


9221. 


.9243 










Seq. No. 


12581 








Seq. ID 


OJ990730_ 


_01. 


, 9C17 


.C13 


Gene No. 


26611 








Strand 











13074 



Start 1 End 13158 

Name OJ990730_01 . 9C17 . C13 . ol . np Method AAT/NAP 

Start 1 End 13158 

GI 5091617 Score 527 

Exons 1..29, 3434.. 4336, 13136.. 13158 

GI Descrip. (AC007454) Contains similarity to gi 1479356 protein kinase PKl 
• from Zea mays,, is a member of the PF| 00954 S-locus glycoprotein 
family and contains a PF 100069 Eukaryotic protein kinase domain. 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12581 Seq. ID 

26611 Strand 

1 End 

OJ990730_01. 9C17.C13.ol.tc Method 

3464 End 

none Score 



OJ990730_01.9C17.C13 
13158 

TBLASTX: Cress 

3783 

91 



3464. .3604, 3466. .3615, 3625. .3783, 3626. .3775 



Seq. No. 12581 

Gene No. 26611 

Start 1 

Name OJ990730JD1 . 9C17 . C13 . o2 . tw 

Start 3466 

GI none 

Exons 3466.. 3765, 3494.. 3601, 3632. 



Seq. ID OJ990730_01.9C17.C13 
Strand 
End 

Method 
End 
Score 
.3766 



13158 

TBLASTX: Wheat 

3766 

69 



Seq. No. 12581 

Gene No. 26611 

Start 1 

Name OJ990730_01 . 9C17 . C13 . ol . tm 

Start 3489 

GI none 

Exons 3489.-3548, 3490.. 3627, 3491. 

3625.-3735, 3626.. 3736 



Seq. ID OJ990730_01.9C17.C13 
Strand 

End 13158 

Method TBLASTX: Maize 

End 3736 

Score 72 

.3634, 3491. .3634, 3619. .3705, 



Seq. No. 12581 

Gene No. 26611 Strand 

Start 1 End 

Name OJ990730_01 . 9C17 . C13 . ol . ts Method 

Start 3491 End 

GI none Score 

Exons 3491.. 3583, 3493.. 3783, 3650.. 3781 



Seq. ID OJ990730__01.9C17.C13 



13158 

TBLASTX : Soybean 

3783 

99 



Seq. No. 12581 Seq. ID OJ990730_01.9C17.C13 

Gene No. 26611 Strand 

Start 1 End 13158 

Name OJ990730_01 . 9C17 . C13 . o2 . np Method AAT/NAP 

Start 11156 End 11760 

GI 6539553 Score 814 

Exons 11156. .11760 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 I dbj | BAA88206 . 1 1 (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 
Gene No. 



12581 
26611 



Seq. ID 
Strand 



OJ990730 01.9C17.C13 



13075 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990730_01. 9C17.C13.ol.tw 

11284 ■ 

none 



End 

Method 

End 

Score 



13158 

TBLASTX: Wheat 

11757 

120 



11284. .11667, 11288. .11395, 11315 .. 11668, 11317 .. 11667, 
11483. . 11668, 11683. .11757, 11683. .11757 



12581 
26611 
1 

OJ990730_01. 9C17.C13.o3.np 
11891 
5852175 

11891. . 11924, 12565. .12630, 13120. .13158 
(AL117265) zhb0005.1 [Oryza sativa] 



Seq. ID OJ990730_01.9C17.C13 



Strand 
End 

Method 

End 

Score 



13158 
AAT/NAP 
13158 
58 



12582 Seq. ID 

26612 Strand 
902 End 
OJ990730_01 . 9C17 . C15 . ol . gs Method 
902 End 
none Score 
902. .947, 1415. .1500 

12582 

26613 Strand. 
1441 End 
OJ990730_01 . 9C17 . C15 . o2 . np Method 
1441 End 
6721516 Score 



OJ990730_01.9C17.C15 
+ 

1500 
GENSCAN 
1500 
.49 



Seq. ID OJ990730_01.9C17.C15 
+ 

4595 
AAT/NAP 
4595 
591 



1441. .1473, 3164. .3404, 3819. .4131, 4392. .4595 
(AP001072) hypothetical protein [Oryza sativa] 



12582 
26614 
10025' 

OJ990730_01. 9C17 .C15.o4 ,gs 

10025' 

none 



Seq. ID OJ990730_01.9C17.C15 

Strand + 

End 16006 

Method GENSCAN 

End 16006 

Score .8 



10025. . 10075, 10693. . 10914, 10922 11077, 12167 12395 , 
12566. . 12681, 13010 13099, 1384 6 13910, 14 006 14 167 , 
15693. . 15777, 15899. .16006 



Seq. No. 12582 Seq. ID 

Gene No. 26615 Strand 

Start 1830 End 

Name OJ990730_01 . 9C17 . C15 . o2 . gs Method 

Start 1830 End 

GI none Score 

Exons 1830. .2423 



OJ990730_01.9C17.C15 

2423 
GENSCAN 
2423 
.93 



Seq. No. 12582 Seq. ID 

Gene No. 26615 Strand 

Start 1830 End 

Name OJ990730JD1 . 9C17 . C15 . ol . np Method 

Start 1848 End 

GI 4490739 Score 



OJ990730_01.9C17.C15 

2423 
AAT/NAP 
2423 
364 



1307 6 




17" V O T"l c 


1 R4R 904 9 


2070 


. .2423 








T Pio c y i to 
ol UcoOiip. 


f at n "3 ^7 n r ^ 


putative protein 


r ^ v ^ 0 t r\ f~\Y~\ 0 

l rtx aUlUUpb 


nc f ha 1 1 ana 1 
Xo U I la X X al lei J 


Seq. No. 


12582 








Seq. ID 


OJ990730_01.9C17.C15 


Gene No. 


26616 








Strand 




o Lai u 


5217 








End 


20544 


Name 


vU i JU ux 


.9C17 


.C15.o2 


.ts 








91 HQ ~~ 










9496 

*i D 




n on » 










1 67 

X u / 


IT von q 


91 DQ 9^4 S 




9^4 


9 ^R9 


9496 




Seq. No. 


12582 








Seq. ID 


OJ990730_01 . 9C17 . C15 


Gene No. 


26616 








Strand 




O l_ CI X c 


5217 








End 


2054 4 


Name 




. 9C17 


.C15.o3 


. tm 


Lit. LilUU 


TRT.A^TX • i 7f> 

X O XiiiO J. /\ • 1 JCL X C 




9 1 1 s ~~ 

X X <J 








FnH 


9 4 4 R 


ox 


none 








Score 


44 8 


I* 1 von q 


iLll J • > ^4 J J / 


2119 


. .2427, 


2299 


94 4 R 






1 9SR9 








Seq. ID 




Gene No. 


26616 








Strand 




Start 


5217 








End 


20544 


IN CAiUtJ 


OJ990730 01 


.9C17 


.C15.o3 


.np 


Method 


AAT/NAP 


O L.O.XL 


5217 








End 


20544 


TT 
OX 


1091678 








Score 


1945 


Exons 


5217. .5328, 


6579 


. .8597, 


20229. .20544 




CZ. T o r* v n t^v 
ol UcbClip . 


activator-like transposable 


element [Pennisetum glaucum] 


o e q . in o . 


12582 








Seq. ID 


OJ990730_01.9C17.C15 


Gene No. 


26616 








Strand 




Start 


5217 








End 


20544 


Name 


OJ990730 01 


. 9C17 


.C15.o3 


.gs 


Method 


GENSCAN 


OLai L 


6303 








End 


9030 


(IT 

o x 


none 








Score 


.42 


i_j i"v i i o 


6303. . 6353, 


6452 


. . 6525, 


6613 


..7013, 7434. .7671, 7874. .8395, 




8453. .8590, 


8910 


. .9030 








Seq. No. 


12582 








Seq. ID 


OJ990730_01.9C17.C15 


Gene No. 


26616 








Strand 






5217 








End 


20544 


In dillt. 


OJ990730 01 


. 9C17 


.C15.o6 


ts 


Method 


TBLASTX: Soybean 


C-J-a -r-t- 

O L.dX U 


6596 








End 


6829 


O X 


none 








Score 


83 




6596. .6829, 


6633 


. .6770 








JCl^ • IN Vj . 


12582 








Seq. ID 


OJ990730_01.9C17.C15 




26616 








Strand 




Start 


5217 








End 


20544 


Name 


OJ990-7-30 01 


.9C17 


.CIS.ol 


tm 


Method 


TBLASTX: Maize 


Start 


6612 








End 


8084 


rj 
ox 


none 








Score 


200 


Exons 


6612. . 6893, 


6614 


> .6907, 


6618 


..6890, 7001. .7246, 7019. .7246, 




7238. .7738, 


7266 


.7739, 


7287 


..7739, 7573. .7740, 7758. .7796, 




7777. .8025, 


7784 


.8023, 


7785 


..8024, 8025. .8084 


Seq. No. 


12582 








Seq. ID 


OJ990730_01.9C17.C15 


Gene No. 


26616 








Strand 





13077 




C +- -3 yf 


5217 




End 


20544 




Narue 


OJ990730 01.9C17.C15. 


o4 . ts 


Method 


TBLASTX: Soybean 




Q t- a r*t- 


7004 




End 


7426 




KD ± 


none 




Score 


51 






7004. .7255, 7121. .7219, 7238.-7426, 7259. .7405 




Seq. No. 


12582 




Seq. ID 


OJ990730_01.9C17 


.C15 


Gene No. 


. 26616 




Strand 


- 




o Lai i_ 


5217 




End 


20544 




Name 


OJ990730 01.9C17.C15. 


ol . tw 


M^> "h h oH 






Of a v-f 
OLdL L 


7439 




End 


7717 




ot 

w -L 


none 




Score 


199 




ljAUI Jo 


7439. .7717 










Seq. No. 


12582 




Seq. ID 


OJ990730_01.9C17 


.C15 


Gene No. 


26616 




Strand 


- 




J Lai L 


5217 




End 


20544 




Mam d 


OJ990730 01.9C17.C15. 


o5 . ts 


Method 






Of = r f 


7821 




End 


8219 




O -L 


none 




Score 


101 




R von <5 


7821. .8216, 7830. .8219 








Seq. No. 


12582 




Seq. ID 


OJ990730_01.9C17 


.CIS 


Gene No. 


26616 




Strand 


- 




Of a v-f 


5217 




End 


20544 




Name 


OJ990730 01.9C17.C15. 


o5 . tm 


Method 


TBLASTX : Maize 




Of a r-f- 


8085 




"End - 


8288 




la J. 


none 




Score 


171 




T v on c 
111 AUI lo 


8085. .8288, 8095. .8268, 8100. .8282 






Qfirr Mo 


12582 




Seq. ID 


OJ990730_01. 9C17 






26616 




Strand 






Of arf 


5217 




End 


20544 




Name 


OJ990730 01.9C17.C15. 


o2. tc 


Method 


TBLASTX: Cress 




Start 


12397 




End 


16021 




GI 


none 




Score 


94 






12397. .12465, 12398. . 


12469, 


12565. .1261 


34, 12986. .13099, 






13010. . 13102, 13849. . 


13914, 


14000. . 14107, 14 000. .1-4-17 9, 






14004. .14165, 14583. . 


14687, 


14606. . 14686, 1477 1 .. 14851 , 






14773. .14847, 15578. . 


15664, 


15896. .16021, 158 98. .16005 




Qfsrt Mo 


12582 




Seq. ID 


OJ990730_01. 9C17 


PI S 


f!I (3 -pi o Mo 


26616 




Strand 






Of avf 
O LCll U 


5217 




End 


20544 




LN ClilLC 


OJ990730 01.9C17.C15. 


o3 . ts 


Method 


TBLASTX : Soybean 




Start 


12398 




End 


16008 




GI 


none 




Score 


83 




uAVJl 1 0 


12398. .12469, 12403.. 


12465, 


12565. . 12684, 13010 .. 13102, 






13027. .13101, 13849.. 


13911, 


14004 . . 14165, 14012. .14188, 






14606. .14686, 14607. . 


14687, 


14771.. 14 851, 14773.. 14841, 






15578. .15661, 15589.. 


15627, 


15726. .15779, 15739. .15777, 






15896. .16006, 15896.. 


16000, 


15898. .16008 




Seq. No. 


12582 




Seq. ID 


OJ990730_01.9C17 


. CIS 


Gene No. 


26616 




Strand 






Start 


5217 




End 


20544 




Name 


OJ990730 01.9C17.C15. 


o4 . tm 


Method 


TBLASTX :Maize 





13078 





1 9401 

X 1 \J X 






End 


14214 




C T 
KJJ- 


nnno 






Score 


118 








194 69 1 9 4 0^ 


1 9 4 R 


12565. .12684, 12621 


1 9 fift 9 






i ?099 i n 


1 ^OQQ 


13821. .13904, 13844 


1 "3994 




1 ^ft 4 9 


1 "391 1 • 1 4000 


1 4 1 7 9 


14004 141 


65 14005 


14914 


Seq. No. 


12582 






c prf Tn 
oc^i x u 


OJ9907 30 


_01. 9C17 


Gene No. 


26616 






O L. X Clll<*J. 






O L aX U 


x / 






End 


2054 4 




Name 


H TQQ07 


^o oi Qri 7 pi r 


. o j . gs 


Mpt" hoH 


GENSCAN 




Q -4- -2 r-f- 

OLaXl 


1 7 1 9 R 

X / X .7 D 






End 


20434 




p t 


none 






Score 


. 68 




IT 1 v An o 


1 7 1 9R 

X / X J -J ■ 


1 7ft 99 1 7 909 


1 ft R4 9 

■ X O J *i .7 / 


20376 204 


34 




Seq. No. 


12582 






Seq. ID 


OJ9907 30 


_01. 9C17 


Gene No. 


26616 






Strand 






olal L 


R9 1 7 






End 


20544 




Name 


n.TQQD 7 


"30 01 9P1 7 PI R 

JU UX. X f • V/IJ 




Method 


TBLASTX: 


^ r~ O Q Q 

^x c o o 


Of 3 


1 791 Q 

X / ^ X .3 






End 


17459 




GI 


none 






Score 


101 




Exons 


17219. 


.17314, 17348. 


.17458, 


17349. .174 


59 




Seq. No. 


12582 






Seq. ID 


OJ990730 


_01. 9C17 


Gene No. 


26616 






Strand 






Start 


5217 






End 


20544 





Name 

Start 

GI 

Exons 



OJ990730_01.9C17.C15.ol.ts 

17348 
none 
17348. 



Method TBLASTX : Soybean 



End 
Score 



17941 
119 



,17401, 17417. .17551, 17442 17585, 17642. .17941 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17551, 
18118, 



12582 
26616 
5217 

OJ990730_01.9C17.C15.o2.tm 

17348 

none 

17348. .17401, 17417 
17802. .17900, 17954 

12582 
26616 
5217 

OJ990730_01.9C17.C15.ol.tc 

17699 

none 

17 699. .1804 0, 17802 .. 17 906, 

12583 
26617 
1476 

OJ990730_01. 9C17 .C16.ol.gs 

1476 

none 

1476. .2108 



Seq. ID OJ990730_01.9C17.C15 
Strand 

End 20544 

Method TBLASTX : Mai ze 

End 18118 

Score 113 
174 42. .17552, 17 642. .17 950, 
17964. .18056 

Seq. ID OJ9907 30_01.9C17.C15 
Strand 

End 20544 

Method TBLASTX : Cress 

End 18148 

Score 95 
18059. .18148 

Seq. ID OJ9907 30_01. 9C17 .CI 6 

Strand + 

End 5085 

Method GENSCAN 

End 2108 

Score . 68 



Seq. No. 
Gene No. 



12583 
26617 



Seq. ID OJ990730_01.9C17.C16 
Strand + 



1307 



9 



Start 
Name 
Start 
GI 

Exons 



1476 End 5085 

OJ990730_01-9C17.C16.ol.gp Method AAT/GAP 

1498 End 1768 

702093 Score 530 
1498. . 1768 



Seq. No. 12583 
Gene No. 26617 
Start 1476 

Name OJ990730_01 . 9C17 . C16 . ol . np 

Start 1747 
GI 3776564 

Exons 1747.. 2035, 2720.. 2829, 4186. 

4897. .5085 

GI Descrip. (AC005388) Similar to hypothetical protein T1D16.16 gi 13075397 
from A. thaliana BAC gb|AC004484. [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990730_01.9C17.C16 
+ 

5085 
AAT/NAP 
5085 
519 



,4375, 4505. .4566, 4720. .4822, 



Seq. No. 12583 

Gene No. 26617 

Start 1476 

Name OJ990730_01 . 9C17 . C16 . ol . tm 

Start 1774 

GI none 

Exons 1774. .1851, 1816. .1857, 1902. 

2718. .2831, 2720. .2830, 4175. 

. 4195. .4392, 4195. .4395, 4501. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1958, 1903 
.4375, 4187 
.4551 



OJ990730_01.9C17.C16 
+ 

5085 

TBLASTX: Maize 
4551 
113 

1956, 2710. .2829, 
4357, 4191. .4391, 



Seq. No. 12583 

Gene No. 26617 

Start 1476 

Name OJ9907 30_01 . 9C17 . CI 6 . o2 . tm 

Start 4713 

GI none 

Exons 4713.. 4823, 4718.. 4822, 4719. 

4881. .4949, 4896. .4949 



Seq. ID OJ990730_01.9C17.C16 

Strand + 

End 5085 

Method TBLASTX: Maize 

End 4 94 9 

Score 96 

.4823, 4720. .4824, 4721. .4825, 



Seq. No. 12584 Seq. ID 

Gene No. 26618 Strand 

Start 16 End 

Name OJ990730_01 . 9C17 . C17 . ol . gs Method 

Start 16 End 

GI none Score 

Exons 16. . 139 



OJ990730_01.9C17.C17 
139 

GENSCAN 

139 

.79 



Seq. No. 12585 Seq. ID OJ990730_01.9C17.C19 

Gene No. 26619 Strand 

Start 3524 End 

Name OJ990730_0 1 . 9C17 . CI 9 . ol . np Method 

Start 3524 End 

GI 5922631 Score 

Exons 3524.. 3648, 3907. .4142, 

5534. .6460, 7068. .9596 
GI Descrip. (AP000492) ESTs C26347 (C1214 5 ) , AU078074 (C1214 5 ) correspond to a 

region of the predicted gene.; similar to prpol; Zea mays 

retrotransposon Cinful-1. (AF049110) [Oryza sativa] 

gi I 6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) , AU078074 (C12145) correspond to a region of the 



OJ990730_ 
+ 

9632 
AAT/NAP 
9596 
6693 

4401. .4610, 4644. .5213, 5256. .5407, 



13080 



predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 12585 

Gene No. 26619 
Start . . 3524 

Name OJ990730_01 . 9C17 . C19 . o3 . gs 

Start 3524 

GI none 
Exons 



Seq. ID OJ990730_01.9C17.C19 



Strand 
End 

Method 

End 

Score 



+ 

9632 
GENSCAN 
9632 
.62 



3524. .4131, 4133. .4232, 4373. .4922, 5081. .6087, 6625..6822, 
6920.. 7597, 7811.. 7994, 8035.. 8375, 8820.. 8961, 9055.. 9632 



Seq. No. 12585 Seq. ID OJ990730_01.9C17.C19 

Gene No. 26620 Strand + 

Start 11794 End 15306 

Name OJ990730_01 . 9C17 . C19 . o3 . np Method AAT/NAP 

Start 11794 End 13032 

GI 6691716 Score 1444 

Exons 11794. .12678, 12876.. 13032 

GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 

gil 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] 

Seq. ID OJ990730_01.9C17.C19 

Strand + 

End 15306 

Method GENSCAN 

End 15306 

Score .48 



Seq. ID OJ990730_01.9C17.C19 

Strand + 

End 28151 

Method AAT/NAP 

End 28018 

Score 3534 
19443. .19629, 20637 .. 20802, 
22222. .22380, 23069 .. 23129, 
24771. .25008, 25102 .. 25214 , 
26323. .26514, 2 664 9 .. 26757 , 
27700. .27882, 27974. .28018 
polymerase [Zea mays] 

Seq. ID OJ990730_01.9C17.C19 

Strand + 

End 28151 

Method GENSCAN 

^End 21176 

*Score .74 



Seq. ID OJ990730_01.9C17.C19 

Strand + 

End 28151 

Method AAT/GAP 

End 20733 



Seq. No. 


12585 






26620 




Start 


11794 




Name 


OJ990730 01 . 9C17 . CI 9 


. o5 . gs 


Start 


12406 _ 




GI 


none 




Exons 


12406. .12678, 12735. 


.13073, 


Seq. No. 


12585 




Gene No. 


26621 




Start 


17704 




Name 


OJ990730 01.9C17.C19 


. o4 . np 


Start 


17704 




GI 


3928871 




Exons 


17704. .17847, 19269. 


.19317, 




20887. .21183, 21913. 


.22108, 




23662. .23725, 23857. 


.24114, 




25305. .25381, 25468. 


.25631, 




27116. .27198, 27292. 


.27429, 


GI Descrip. 


(AF093627) poly(ADP)- 


-ribose 


Seq. No. 


12585 




Gene No. 


26621 




Start 


17704 




Name 


OJ990730 01.9C17.C19 


. o7 . gs 


Start 


17704 




GI 


none 




Exons 


17704. .17847, 19269. 


. 19295, 


Seq. No. 


12585 




Gene No. 


26621 




Start 


17704 




Name 


OJ990730 01.9C17.C19 


. ol .gp 


Start 


20019 





13081 




GI 


4107140 




Score 


1208 




Exons 


20019. .20733 










Seq. No. 


12585 




Seq. ID 


OJ990730_01. 9C17 


.C19 


Gene No . 


26621 




Strand 


+ 




Start 


17704 




End 


28151 




Name 


OJ990730 01.9C17.C19. 


08 . gs 


Method 


GEN SCAN 




Start 


21978 




End 


28021 




GI 


none 




Score 


.61 




Exons 


21978. .22108, 22326. . 


22380, 


24787. .25008, 25060 .. 25214 , 






25305. .25381, 25468. . 


25631, 


26323. .26518, 26571 .. 26612, 






27401. .27429, 27700. . 


27882, 


27974. .28021 




Seq. No. 


12585 




Seq. ID 


OJ990730_01.9C17 


.C19 


Gene No . 


26621 




Strand 


+ 




Start 


17704 




End 


28151 




Name 


OJ990730 01 . 9C17 . CI 9 . 


o2.gp 


Method 


AAT/GAP 




Start 


27700 




End 


28151 




GI 


3107055 




Score 


644 




Exons 


27700. .27882, 27974 . . 


28151 








GI Descrip. 


• 2632129/emb|CAA10889| 


9. Oe- 


32 (AJ222589) poly {ADP-ribose ) 




polymerase [Zea mays] 










Seq. No. 


12585 




Seq. ID 


OJ990730_01.9C17 


.C19 


Gene No. 


26622 




Strand ■ 


+ 




Start 


31263 




End 


33094 




Name 


OJ990730 01 . 9C17 . CI 9. 


ol 0 . gs 


Method 


GENSCAN 




Start 


31263 ~~ 




End 


33094 




GI 


none 




Score 


.87 




Exons 


31263. .31384, 32574. . 


32707, 


32973. .33094 




Seq. No. 


12585 




Seq. ID 


OJ990730_01. 9C17 


.C19 


Gene No. 


26623 




Strand 


+ 




Start 


33445 




End 


34235 




Name 


OJ990730 01.9C17.C19. 


oil. gs 


Method 


GENSCAN 




Start 


33445 ~~ 




End 


34235 




GI 


none 




Score 


.74 




Exons 


33445. .33514, 33729. . 


33774, 


33827. .34235 




Seq. No. 


12585 




Seq. ID 


OJ990730_01. 9C17 


.C19 


Gene No. 


26624 




Strand 


+ 




Start 


44956 




End 


46362 




Name 


OJ990730 01.9C17.C19. 


ol 4 . gs 


Method 


GENSCAN 




Start 


44956 




End 


46362 




GI 


none 




Score 


.64 




Exons 


44956. . 46362 










Seq. No. 


12585 




Seq. ID 


OJ990730_01. 9C17 


.C19 


Gene No. 


26624 




Strand - 


+ 




Start 


44956 . 




End 


46362 




Name 


OJ990730 01.9C17.C19. 


06 . np 


Method 


AAT/NAP 




Start 


44962 




End 


46350 




GI 


2809253 




Score 


279 




Exons 


44962. .45832, 45898.. 


46350 









GI Descrip. (AC002560) F21B7.22 [Arabidopsis thaliana] 

Seq. No. 12585 Seq. ID OJ990730_01.9C17.C19 



13082 



Gene No. 


26624 


Strand 


+ 






Start 


44956 


End 


4 6362 






Name 


OJ990730 01 9C17 C19 o4 cm 


Mp1" hr>H 


AAT/GAP 






O Lai L. 


45062 ~~ 


End 


45350 






GI 


none 


Score 


562 








45062 . . 45350 










Seq. No. 


12585 


Seq. ID 


OJ990730JD1. 


9C17. 


C19 


Gene No. 


26625 


Strand 








Start 


773 


End 


2268 






Name 


OJ990730 01 9C17 C19 o2 as 


Mp1~ h oH 


\J L-l IN O V^lilN 






Start 


773 ~~ 


End 


2268 






GI 


none 


Score 


. 4 6 








773 781 1345 1599. 1717 


1775, 1986 


2139 2221 


.2268 


Sea No 


12585 


Seq. ID 


OJ990730_01. 


9C17. 


C19 


Cpnp No 


26626 


Strand 








Start 


9973 


End 


14010 






Name 


OJ990730 01.9C17.C19.o2.np 


Method 


AAT/NAP 






Start 


9973 


End 


14010 






GI 


6691716 


Score 


1084 






Pvnn o 

J — t L I O 


9973. .10421, 10484. .10599, 


10750. .10850, 10925. .11112, 






11190. .11365, 11442. .11642, 


13990. .14010 








(AP000492) hypothetical protein [Oryza 


sativa] 








gi | 6691717 | db j | BAA8 9397.il 


(AP000570) 


hypothetical 


protein 




[Oryza sativa] 










Seq. No. 


12585 


Seq. ID 


OJ990730_01. 


9C17. 


C19 


Gene No. 


26627 


Strand 








Start 


15932 


End 


16605 






Name 


OJ990730 01.9C17.C19.o6.gs 


Method 


GENSCAN 






Start 


15932 


End 


16605 






GI 


none 


Score 


. 63 






Exons 


15932. .16141, 16213. .16605 










Seq. No. 


12585 


Seq. ID 


OJ990730_01. 


9C17. 


C19 


Gene No. 


26628 


Strand 








Start 


28837 


End " 


29781 






Name 


OJ990730 01.9C17.C19.o9.gs 


Method 


GENSCAN 






Start 


28837 


End 


29694 






GI 


none 


Score 


.45 






Exon s 


28837. .29694 










Sea No 


12585 


Seq. ID 


OJ990730_01. 


9C17. 


C19 


Gpnp No 


26628 


Strand 








Start 


28837 


End 


29781 






Name 


OJ990730 01.9C17.C19.o3.gp 


Method 


AAT/GAP 






Start 


28849 


End 


29781 






GI 


.. 10616 1.R1084 


Score 


1837 








28849. .29781 










GI Descrip. 


, 5042435/gb|AAD38274.1|AC006193 30 3.0e-84 (AC006193) Unknown 




protein [Arabidopsis thaliana] ' 








Seq. No. 


12585 


Seq. ID 


OJ990730_01. 


9C17. 


C19 


Gene No. 


26628 


Strand 








Start 


28837 


End 


29781 






Name 


OJ990730 01.9C17.C19.o5.np 


Method 


AAT/NAP 







13083 




Start 28900 End 29688 

GI 5042435 Score 864 

Exons 28900.. 29688 

GI Descrip. (AC006193) Unknown protein [Arabidopsis thaliana] 



o C ^ • \J • 


12585 






Seq. ID 


OJ990730_01. 9C17 


PI Q 


o rt o Mo 


26629 






Strand" 






Start 


37197 






End 


41132 




Name 


OJ990730 01. 


9C17 


.C19.ol2.gs 


Method 


GENSCAN 




Start 


37197 






End 


41132 




GI 


none 






Score 


.58 




F. von *5 


37197. .37297, 39037 .. 39200, 


39858. .40217, 40378 .. 40665 , 






407 90. .4 0935, 4 0965. .41132 








kj C V_J * LN W * 


12585 






Seq. ID 


OJ990730JD1.9C17 


. C19 


^prifi Mo 


26630 






Strand 






Start 


42057 






End 


43317 




Name 


OJ990730 01 


9C17 


.C19.ol3.gs 


Method 


GENSCAN 




Start 


42057 






End 


43317 




(IT 


none 






Score 


.73 




TT von q 


42057. .4213C 


1, 42569.-42649, 


43023. .43157, 43275. .43317 




O (-J . LM U . 


12585 






Seq. ID 


OJ990730_01.9C17 


PI Q 




26631 






Strand 








49257 






End 


49363 




Name 


OJ990730 01 


qpi 7 


Method- 


TBLASTX: Wheat 




Start 


•4790 






End 


5160 




(IT 


none 






Score 


201 




IT vrm q 

CjAUi 1 O 


. 4790. .5071, 


5047, 


. .5160 








O C ^ . LNU • 


12585 






Seq. ID 


OJ990730_01. 9C17 


PI 9 


vjj cue txv^. 


26631 






Strand 






Start 


49257 






End 


49363 




Name 


OJ990730 01 


9C17, 


.C19.o6.tw 


Method 


TBLASTX: Wheat 




Start 


5800 






End 


6257 ' 




GI 


none 






Score 


142 




TT y 0 n 0 


5800. .5976, 


6021, 


..6257, 6025 


. .6255 






Spa Mo 


12585 






Seq. ID 


OJ990730_01.9C17 


.C19 


Gene Mo 


26631 






Strand 






Start 


49257 






End 


49363 




Name 


OJ990730 01. 


9C17, 


.C19.o2.tw 


Method 


TBLASTX: Wheat 




Start 


6477 






End 


6934 




GI 


none 






Score 


421 




Li AUi 1 0 


6477. .6854, 


6478, 


..6861, 6595 


..6864, 6668.. 6865, 6860.. 6934 


Seq. No. 


12585 






Seq. ID 


OJ990730_01.9C17 


.C19 


Gene No. 


26631 






Strand 






Start 


49257 






End 


49363 




Name 


OJ990730 01. 


9C17. 


.C19.o6. tm 


Method 


TBLASTX: Maize 




Start 


6607 






End 


6964 




GI 


none 






Score 


249 




Exons 


6607. .6858, 


6648. 


,.6863, 6680 


..6862, 6859.. 6954, 6863.. 6964 


Seq. No. 


12585 






Seq. ID 


OJ990730_01. 9C17 


.C19 


Gene No. 


26631 






Strand 






Start 


49257 






End 


49363 





13084 




Name 


n.TQQ0770 m 


QP1 7 


PI Q r\A 

• Liy . 04 . 


f m 


Puff /-s 4— W /**\ 


i Dixrt.o i a . Lxiai ze 




Of -i 


O Z7 Z7 Z 








PnH 


7 77 R 




P T 


none 








Score 


77 4 
O / 4 




TT 1 *r /-\ y\ o 


f:qqo 777R 


7 070 


7 77 4 
. . / O / 4 










Seq. No. 


12585 








Seq. ID 


OJ990730_01.9C17 


.C19 


Gene No. 


26631 








Strand 






Of 3 vf 


4 Q9 S7 








PnH 


4 Q7 67 




Name 




QP1 7 

. ybi / 


PI Q r»1 

•biy. oi . 


LW 


Ma f fi /~\ /~1 


TUT ZX QTY • WKcia +- 

i Dij/io iA . wneau 




Cf ^ vf 


7 n 4 ft 

/ U 4 0 








PnH 


7 4 7 7 

/ 4 / O 




P T 


none 








S core 


A 7 R 
ft / 0 




Exons 


704ft 7 4 7 7 
/ U 4 O . . / ft / Of 


7 04 Q 

/ U 4 5 


7 4 6ft 
. . / 4 DO 










Seq. No. 


12585 








Seq. ID 


OJ990730_01.9C17 


.C19 


Gene No. 


26631 








Strand 






Of a y~f 


4 Q9 R7 








PnH 


4 Q7 67 




Name 


Pi TQ Q07 70 0 1 


QP1 7 
. jLI / 


PI Q rt7 


L. 5 


ftyl ^ f V-i /—i /-I 


fpDT 7\ QTY « QAuKoan 

i oii/i.o i a . ooyoean 






70 Q7 _ 

/ U :? / 










7 R 9 ft 




pr 
ol 


none 








Score 


70 Q 




Exons 


70 Q7 7 R9 ft 


714 4 
/ 1 4 4 


7 4 Q7 










Seq. No. 


12585 








Seq. ID 


OJ990730_01.9C17 


.C19 


Gene No. 


26631 








Strand 






Qf 3 yf 


ylQOCT 
4 ;7Z 0 / 








Hina 


A Q 7 £ 7 




Name 


Pi TQ 007 "50 n 1 


QP1 7 


PI Q /->7 


LW 


Method 


rp-QT 7\ OTV • 1a7Hi=i 3 4- 

1 riiiAo 1 a : wnea z 




Cf >-f 


7 /l 7 ft 
/ 4 / O 








T-r-kH 

Hina 


7 7 t; Q 




P T 
bl 


none 








Score 






Exons 


7 4 7ft 7 7 R Q 


1 4 o f 


. . / o / y , 


/ o y / . 


.//DO 






Seq. No. 


12585 








Seq. ID 


OJ990730_01.9C17 


.C19 


Gene No. 


26631 








Strand 






Of -a r-f 


4 Q9 R7 










4 Q7 67 




Name 


Pi TQ Q07 70 0 1 
UU yy\J f OU U 1 . 


QP1 7 


pi Q ^ / 
. 1*, 1 . 04 . 


f 0 

L5 


Fjennoa 


1 0L1.H.0 1 a . ooyDean 




Cf a r-f 


77 £7 ~~ 








PnH 


ft 1 4 1 

0 14 1 




PT 


none 








Score 


7 ft 
/ 0 




Exons 


7 ft R ft 


7ft Qft 
/ O :7o 


70 7 9 


R01 Q 


ft 1 4 1 






Seq. No. 


12585 








Seq. ID 


OJ990730_01. 9C17 


.C19 


Gene No. 


26631 








Strand 






Of a r f 
O Lai L 


4 Q9 S7 








End 


49363 




Name 


PiTQQ0770 01 
\Ju yy\J f Ul. 


QP1 7 


PI Q rsR 
. LIj . OO . 


LW 


Method 


TBLASTX: Wheat 




Of a r-f 


77 £7 
/ / DO 








End 


8188 




PT 


none 








Score 


222 




Exons 


7767 7QQ0 


77 6ft 

/ / DO 


7 Qft 0 
■ * / .7 O U f 


7 Qft 6 


.8186, 7994. .8188 




Seq. No. 


12585 








Seq. ID 


OJ990730_01. 9C17 


.C19 


Gene No. 


26631 








Strand 






C f -a T-f 
o Lai L 


/ QO R7 








End 


49363 




Name 


Pi TQ Q07 70 01 
Uu y?U / jU Ul. 


QP1 7 

. yui / 


PI Q r\l (1 
.Li? . Ol U 


1 f t.r 
' . LW 


Method 


TBLASTX: Wheat 




Of a vf 
OLdIL 


ft 909 

o z u z 








End 


8501 




P T 


none 








Score 


123 




Exons 


8202. .8336, 


8205 


. .8345, 


8212. 


.8349, 8403. .8501 




Seq. No. 


12585 








Seq. ID 


OJ990730_01. 9C17 


.C19 


Gene No. 


26631 








Strand 






Start 


49257 








End 


49363 




Name 


OJ990730 01. 


9C17 


.C19.o2. 


tm 


Method 


TBLASTX: Maize 





13085 



Start 8499 

GI none 

Exons 8499.. 8822, 8519.. 8809, 8814. 

Seq. No. 12585 

Gene No. 26631 

Start 49257 

Name OJ990730_01 . 9C17 . C19 . o4 . tw 

Start 8504 

GI none 

Exons 8504.. 8815, 8505.. 8891, 8706. 

Seq. No. 12585 

Gene No. 26631 

Start 49257 

Name OJ990730_01 . 9C17 . CI 9 . o3 . tw 

Start 9006 

GI none 

Exons 9006.. 9497, 9026.. 9094, 9161. 

Seq. No. 12585 

Gene No. 26631 

Start 49257 

Name OJ990730_01 . 9C17 . CI 9 . 08 . tm 

Start " 9327 

GI none 

Exons 9327.. 9500, 9425.. 9499, 9479. 

Seq. No. 12585 

Gene No. 26631 

Start 49257 

Name OJ990730_01 . 9C17 . C19 . o9 . tw 

Start 11887 

GI none 

Exons 11887. .12204 



End 
Score 
.8861 



8861 
414 



Seq. ID OJ990730_01.9C17.C19 
Strand 

End ' 49363 
Method TBLASTX : Wheat 
End 8893 
Score 390 
.8891, 8846. .8893 

Seq. ID OJ990730_01.9C17.C19 
Strand 

End 49363 

Method TBLASTX : Wheat 

End 9602 

Score 374 
.9268, 9483.. 9602 

Seq. ID OJ990730_01.9C17.C19 
Strand 

End 49363 
Method - TBLASTX: Maize 
End 9581 
Score 161 
.9580, 9480. .9581 

Seq. ID OJ990730_01.9C17.C19 
Strand 

End 49363 

Method TBLASTX : Wheat 

End 12204 

Score 212 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12585 

26631 

49257 

OJ9907 

17730 

none 

17730. 

19564 . 

21869. 

22192. 

23954 . 

24772. 

25302. 

25568. 

26478. 

27115. 

27702. 

27973. 



30 01.9C17.C19.ol.tc 



, 17846, 
, 19641, 
,21961, 
,22263, 
,24112, 
,25008, 
,25382, 
,25633, 
,26525, 
,27198, 
,27884, 
28005 



17734. 
20658. 
21913. 
22213, 
23980. 
25101. 
25458. 
26320. 
26640. 
27291. 
27703. 



. 17850, 
.20813, 
.22089, 
.22272, 
.24114, 
.25235, 
.25568, 
.26511, 
,26759, 
,27440, 
,27888, 



Seq. I 
Strand 
End 

Method 

End 

Score 

19277. .1 

20675 

21914 

23855 

23981 

25102 

'25460 

26320 

26649 

27292 

27703 



D OJ990730 01.9C17.C19 



49363 
TBLASTX: 
28021 
87 

9318, 19441 
0812, 21039 
2108, 21989 
3962, 23855 
4118, 24750 
5215, 25252 
5501, 25530 
6499, 26321 
6765, 27114 
7426, 27698 
7888, 27971 



Cress 



. .19509, 
. .21140, 
. .22108, 
. .23947, 
. .25010, 
. .25383, 
. .25634, 
. .26500, 
. .27197, 
. .27883, 
. .28021, 



Seq. No. 
Gene No. 



12585 
26631 



Seq. ID OJ990730_01.9C17.C19 
Strand 



13086 



Start 
Name 
Start 
GI 

Exons 



49257 

OJ9907 30_01 . 9C17.C19.o3. tm 

21045 

none 

21045. .21146, 21045 
21118. .21201, 21134 
21913. .22107, 21914 
23854. .23988, 23854 



End 

Method 

End 

Score 



49363 

TBLASTX: Maize 

23989 

138 



21140, 21046. .21141, 21047 .. 21157 , 

21202, 21143. .21202, 21906 .. 22 103, 

22108, 22204. .22371, 222 13 .. 22374', 

23988, 2385S..23989 



Seq. No. 12585 Seq. ID 

Gene No. 26631 Strand 

Start 49257 ' End 

Name OJ990730_01 . 9C17 . C19 . ol . tm Method 

Start 24750 End 

GI none Score 

Exons 24750. .25004, 24760 .. 25017 , 24770. 

25101. .25235, 25102 .. 25215, 25252. 

25306. .25389, 25458 .. 25631 , 25465. 

25467. .25631, 25471 .. 25659, 26314. 

26324. .26458 



OJ990730 01.9C17.C19 



49363 

TBLASTX: Maize 
26458 
360 

25018, 24772. .25008, 
25383, 25284. .25382, 



,25623, 25466. 
,26454, 26314. 



,25633, 
,26457, 



Seq. No. 12585 Seq. ID 

Gene No. 26631 Strand 

Start 49257 End 

Name OJ990730_01 . 9C17. C19 . o2 . ts Method 

Start 24775 End 

GI none Score 
Exons 



OJ990730_01.9C17.C19 
49363 

TBLASTX: Soybean 

25622 

301 



24775. .24966, 24789 .. 24 965, 24 958 25008 , 24 972 .. 25010, 

25101. .25235, 25102 .. 25215, 25261 .. 25383, 25284 .. 25382 , 

25306. .25389, 25458 .. 25568 , 254 66 25501 , 25512 .. 25619, 
25536.. 25622 



Seq. No. 12585 
Gene No. 26631 
Start 49257 

Name OJ990730_01 . 9C17 . C19 . o5 . tm 

Start 27177 
GI none 
Exons 27177. 

27343. 

27971. 



.27203, 27297. 
.27429, '27699. 
,28015 



27338, 
27884, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

27327 

27700 



OJ990730 01.9C17.C19 



49363 

TBLASTX: Maize 
28030 
85 

27440, 27342. .27428, 
27888, 27971. .28030, 



Seq. No. 12585 

Gene No. 26631 

Start 49257 

Name OJ990730_01 . 9C17 . C19 . ol . ts 

Start 29071 

GI none 

Exons 29071. .29181, 29072 .. 29194 , 
29396. .29605 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990730_01.9C17.C19 
49363 

TBLASTX: Soybean 

29637 

95 



29188. .29637, 29189 .. 29311 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



12585 

26631 

49257 

OJ990730 

29407 

none 



01.9C17.C19.o7.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990730_01.9C17.C19 
49363 

TBLASTX: Maize 

29683 

260 



13087 



Exons 



29407. .29628, 29408.. 29683 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12585 Seq. ID OJ990730_01.9C17.C19 

26631 Strand 

49257 End 49363 

OJ990730_01 . 9C17 . CI 9 . o7 . np Method AAT/NAP 

49257 End 49363 

3776564 Score 107 

49257. .49363 

(AC005388) Similar to hypothetical protein T1D16.16 gi 13075397 
from A. thaliana BAC gb|AC004484. [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12586 
26632 
20 

OJ990730_01. 9C17 .C20.ol.gs 
20 

none 



Seq. ID OJ990730_01.9C17.C20 



Strand 
End 

Method 

End 

Score 



2763 
GENSCAN 
1487 
.58 



20. .257, 649. .821, 1082. .1180, 1257. .1487 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12586 
26632 
20 

OJ990730_01 . 9C17 . C20 . ol . np 
649 

6815062 

649.. 869, 948.. 1013, 



OJ990730 01.9C17.C20 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1082. .1180, 1257. 
1941. .2600, 2709. .2763 

(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 
sativa] 



2763 
AAT/NAP 
2763 
838 

.1593, 1644.. 1863, 



Seq. No. 12586 Seq. ID 

Gene No. 26632 Strand 

Start 20 End 

Name OJ990730_01 . 9C17 . C20 . ol . tm Method 

Start 1257 End 

GI none Score 
Exons 



OJ990730_01.9C17.C20 
2763 

TBLASTX: Maize . 

2222 

71 



1257. .1442, 1480. .1566, 1643. .1759, 1644. .1742, 1741. .1851, 
1946. .1972, 2083. .2193, 2085. .2222, 2085. .2219, 2096. .2221 



Seq. No. 12586 

Gene No. 26632 

Start 20 

Name OJ990730_01 . 9C17 . C20 . o2 . tm 

Start 2224 

GI none 
Exons 



Seq. ID OJ990730_01.9C17.C20 
Strand 
End 

Method 
End 
Score 



2763 

TBLASTX: Maize 

2586 

76 



2224. .2421, 2234. .2341, 2452. .2586, 2462. .2536 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12587 Seq. ID 

26633 Strand 

1 End 

OJ990730_01 . 9C17 . C21 . ol . np Method 

1 End 

6815062 Score 



OJ990730_01.9C17.C21 
+ 

654 

AAT/NAP 

654 

79 



1..37, 113. .211, 279.-332, 439.-654 

(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 



13088 



F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 
sativa] 



O C V[ * IN • 


12587 




Seq. ID 


OJ9907 30 01 


9C1 7 P?1 




26633 




Strand 


+ 




Of- a rt" 
O La J. L 


1 




End 


654 




Name 


OJ990730 01 9C17 C21 ol 




Met" h nd 


VJ i_) kJ VliLM 




Start 


283 _ 




End 


654 






none 




Score 


. 74 




Exons 


283 . . 654 










Seq. No. 


12588 




Seq. ID 


OJ990730_01 


9C17.C22 


fjpne No 


26634 




Strand 


+ 




Start 


154 9 




End 


1800 




Name 


OJ990730 01 9C17 C22 ol 


an 


Met hod 


AAT/GAP 




Start 


154 9 _ 




End 


1800 




GI 


61605 3 R1084 




Score 


362 




J_J -I J- O 


1549 ~ 1800 










GI Descrip. 


' 14 02 920/emb | CAA66965 | 


2 . Oe- 


20 (X98321) 


peroxidase 


[Arabidopsis 




thaliana] ' 










Seq. No. 


12588 




Seq. ID 


OJ990730_01. 


9C17.C22 


Gene No. 


26635 




Strand 


+ 




Start 


2320 




End 


8071 




Name 


OJ990730 01. 9C17.C22.o2 


.np 


Method 


AAT/NAP 




Start 


2320 . . 




End 


8071 




GI 


6063554 




Score 


172 




Exons 


2320. .2355, 5834. .6109, 


6377 


..6578, 7221. .7251, 7-892. .8071 



Q GI Descrip. (AP000615) ESTs AU075609 (C6334 4 ) , C7 18 50 (E04 64 ) , C98 611 (E04 64 ) 
Lf correspond to a region of the predicted gene.; hypothetical 

i*\ protein [Oryza sativa] 



U * Seq. No. 


12588 




Seq. ID 


OJ990730_01.9C17.C22 


Z mi Gene No. 


26635 




Strand 


+ 


71 Start 


2320 




End 


8071 


Sj Name 


OJ990730 01.9C17.C22.o2 


.gs 


Method 


GENSCAN 


Start 


3515 




End 


6733 




none 




Score 


.7 ■ 


;■: Exons 


3515.. 3667, 3898.. 4038/ 


5981,. . 


6028, 6159. .6214, 6328. .6733 


is! Seq. No. 


12588 




Seq. ID 


OJ990730_01.9C17.C22 


Gene No. 


26636 




Strand 




Start 


333 




End 


1483 


Name 


OJ990730 01. 9C17.C22.ol 


.gs 


Method 


GENSCAN 


Start 


333 




End 


1483 


GI 


none 




Score 


. 77 


Exons 


333. .514, 590. .666, 893 


.1367, 


1445. . 14 


83 


Seq. No. 


12588 




Seq. ID 


OJ990730_01 . 9C17 .C22 


Gene No. 


26637 




Strand 




Start 


2172 




End 


4389 


Name 


OJ990730 01.9C17.C22.ol 


np 


Method 


AAT/NAP 


Start 


2172 




End 


4389 


GI 


6063554 




Score 


186 


Exons 


2172. .2198, 2250. .2414, 


3617. . 


3870, 4149. .4389 


GI Descrip. 


(AP000615) ESTs AU075609 (C6334 4 ) , C7 1850 


{E0464) ,C98611 (E0464 



correspond to a region of the predicted gene.; hypothetical 



13089 



protein [Oryza sativa] 

Seq. No. 12588 Seq. ID 

Gene No. 26637 Strand 

Start 2172 End 

Name OJ990730_01 . 9C17 . C22 . o3 . gp Method 

Start 4026 End 

GI '3061198 Score 

Exons 4026.. 4372 



OJ990730_01.9C17.C22 

4389 
AAT/GAP 
4372 
661 



Seq. No. 12588 Seq. ID 

Gene No. 26638 Strand 

Start 7203 End 

Name OJ990730_01 . 9C17 . C22 . o4 . gp Method 

Start 7203 End 

GI 101153_1.R1084 Score 

Exons 7203.. 7451 . ' 

GI Descrip. 1 5852170/emb | AL1172 65 . 1 | OST17804 1 . Oe- 
indica (GLA4 ) genomic DNA, chromosome 4 



OJ990730_01.9C17.C22 

7451 
AAT/GAP 
7451 
350 

115 Oryza sativa 
, BAC clone:tl7804 ' 



Seq. No. 

Gene No. ■ 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12588 Seq. ID OJ990730_01.9C17.C22 

26639 Strand 

11322 End 13756 

OJ990730_01.9C17.C22.o3.np Method AAT/NAP 

11322 End 13756 

4378066 Score 1725 

11322. .13756 

(AF098806) polyprotein [Sorghum bicolor] 

gi|4680208|gb|AAD27571.1|AF114171_12 (AF114171) polyprotein 
[Sorghum bicolor] 



Seq. No. 12588 

Gene No. 26639 ' 

Start 11322 

Name OJ990730_01 . 9C17 . C22 . o3 . tw 

Start 11610 

GI none 
Exons 



Seq. ID OJ990730_01.9C17.C22 
Strand 
End 

Method 
End 
Score 



13756 

TBLASTX: Wheat 

11909 

58 



11610. .11699, .11631. .11762, 11635 .. 11763 , 11790. .11909 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12588 
26639 
11322 

OJ990730_01.9C17.C22.o3.tm 

11628 

none 



Seq. ID OJ990730_01.9C17.C22 
Strand 

End 13756 

Method TBLASTX : Maize 

End 11864 

Score 7 6 



11628. .11864, 11656. .11733, 11761. .11856 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



12588 
26639 
11322 

OJ990730_01.9C17.C22.o4 . tm 

11896 

none 



Seq. ID OJ990730_01.9C17.C22 

Strand - 

End 13756 

Method TBLASTX: Maize 

End 12087 

Score 111 



11896. .1194 3, 11938. . 12087, > 1194 3. .1208 6 



12588 
26639 



Seq. ID OJ990730_01.9C17.C22 
Strand 



13090 



Start 
Name 
Start 
GI 

Exons 



11322 End 

OJ990730_01 . 9C17 . C22 . o4 . tw Method 

12015 End 

none Score 
12015. . 12071, 12123.. 12374 



13756 

TBLASTX: Wheat 

12374 

171 



Seq. No. 12588 

Gene No. 26639 

Start 11322 

Name OJ990730_01 . 9C17 . C22 . o2 . tm 

Start 12135 

GI none 

Exons 12135. . 12482, 12136.. 12384 



Seq. ID OJ990730_01.9C17.C22 
Strand 

End ■ 13756 

Method TBLASTX: Maize 

End 12482 

Score 142 



Seq. No. 12588 

Gene No. 26639 

Start 11322 

Name OJ990730_01 . 9C17 . C22 . o2 . tw 

Start 12678 

GI none 

Exons ' 12678. .13004, 12739 12882, 



Seq. ID OJ990730_01.9C17.C22 
Strand 

End 13756 

Method TBLASTX : Wheat 

End 13089 

Score 41 
13003. .1308 9, 13004. .13087 



Seq. No. 12588 

Gene No. 26639 

Start 11322 

Name OJ9907 30_01 . 9C17 . C22 . ol . tw 

Start 13363 

GI none 

Exons 13363. .13446, 134 60 .. 13735, 



Seq. ID OJ990730_01.9C17.C22 
Strand 

End 13756 

Method TBLASTX : Wheat 

End 13735 

" Score 162 
13473. .13733 



Seq. No. 12588 

Gene No. 26639 

Start 11322 

Name OJ990730_01 . 9C17 . C22 . ol . ts 

Start 13415 

GI none 

Exons 13415. .13708, 13566.. 13703 



Seq. ID OJ990730_01.9C17.C22 
Strand 

End 13756 

Method TBLASTX : Soybean 

End 13708 

Score 91 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



12588 
26639 
11322 

OJ990730_01.9C17.C22.ol.tm 

13460 

none 

13460. . 13741, 13468. .13749, 

12589 
26640 
1 

OJ990730_01.9C17.C23.ol.np 
1 

4206306 
1. .1065 

(AF049110) prpol [Zea mays] 

12589 
26640 



Seq. ID OJ990730_01.9C17.C22 
Strand 

End 13756 

Method TBLASTX : Maize 

End 13749 

Score 69 
134 69. .13576, 134 73. .13733 

Seq. ID OJ990730_01.9C17.C23 
Strand 

End 1429 

Method AAT/NAP 

End 1065 

Score 516 



Seq. ID OJ990730_01.9C17.C23 
Strand 



13091 




OLai u 


1 




1429 

X *i Zf 


Name 


(^7990730 01 9P1 7 nl rrc: 


Lit; LilUU 


O Xj LN O V^rtlN 




44 _ 


FnH 


X *i £- Zf 


(IT 

ox 


none 


^OO T*£* 


• DO 


F von ^ 


44 205 1163 1237 1325 


.1429 




Seq. No. 


12590 


Seq. ID 


OJ990730_03.9C10.C2 


Gene No. 


26641 


Strand 




O Lai l— 


180 ■ 


End 


379 


Name 


0.1990730 03 9P1 0 C? ol rrc; 


Mo +- h oH 


\3 £j Vi O V^rtiN 




180 ~~ 


End 


379 




none 


Qpnrp 


79 

* 1 Zf 


LiAUiliJ 


180 . .379 






Qoo No 


12591 


Q prT TO 
OC^« X u 


OJ990730 0^ 9C10 C3 


Gene No. 


26642 


Strand 




Start 


453 


End 


2688 


Name 


OJ990730 03.9C10.C3.ol.np 


Method 


AAT /NAP 


Start 


418 


End 


701 


GI 


4680339 


Score 


105 


F 1 von ^ 


418. .701 






Dp c;rrin 

\»_J _L L*/ O V^r J- -L. ■ 


(AF128457) hypothetical protein [Oryza 




Seq. No. 


12591 


Seq. ID 


OJ990730_03. 9C10.C3 


Gene No. 


26642 


Strand 




Cf-arf 
OLClI L 


453 


End ' 


6DOO 


Name 


OJ990730 03.9C10.C3.ol.gs 


Method 






453 


End 




PT 
OX 


none 


Score 


A Q 




453. .2089, 2316. .2688 






Qorr Kin 


12592 


Seq. ID 


o.TQQn7^n 9n n cm 


ficsnp No 


26643 


Strand 


+ 


Start 


1189 


End 


1570 


Name 


OJ990730 03.9C10.C4.ol.gp 


Method 


AAT /GAP 


Start 


1189 


End 


1570 


ox 


uC-osflcyp033a04bl 


Score 




Hi ^S. \J L 1 o 


1189. .1570 






\J -L J— ' ^ OUl -1- ■ 


? 6016845/dbj | AP000570 . 1 | AP000570 3 . Oe- 


S Q Orw73 Q3 , | _ i Tra non om i C" 1 
•j Zf vi y £.ci jaLiva yc;iivjuix^ 




DNA, chromosome 1, clone : P07 11E10 1 




Seq. No. 


12592 


Seq. ID 


OJ990730_03. 9C10.C4 


Gene No. 


26644 


Strand 


+ 


Start 


1478 


End 


2415 


Name 


OJ990730 03.9C10.C4.ol.gs 


Method 


\J Hi LM O \_»rt.LN 


O U d X L. 


1478 


End 


£.41 J 


GI 


none 


Score 


77 


F. von q 


1478. .1522, 2281. .2415 






Seq. No. 


12592 


Seq. ID 


OJ990730_03. 9C10.C4 


Gene No. 


26645 


Strand 


+ 


Start 


3914 


End 


7534 


Name 


OJ990730 03.9C10.C4 .o2.gs 


Method 


GENSCAN 


Start 


3914 


End 


7534 


GI 


none 


Score 


.51 


Exons 


3914... 3981, 5024. .5157, 51E 


10.. 5.392, 7461. .7534 



13092 




Oc(j> IN (J . 


12592 




Seq. ID 




CA 


Gene No. 


26646 




Strand 






Start 


1122 




End 


6171 




Name 


OJ990730 03.9C10.C4 


.ol . np 


Method 


AAT /MAP 




Q+- a -rf- 
D L,ax L 


1122 




End 


\J X / X 




bl 


4680186 




Score 


^74 




IT v /^n q 
IjaUII O 


1122. .1322, 2161. .2214, 6148 


. .6171 






c t -np cr'r - ) n 

Ul i- • 


fAFl 11709) unknown 


[Oryza sativa subsp, 


"i riH i p3 1 




O fc; q • LN ^ . 


12592 




Seq. ID 


OJ990730JD3. 9C10 


CA 


Gene No. 


26647 




Strand 






Start 


10624 




End 


15537 




Name 


OJ990730 03.9C10.C4 


. o2 . tm 


Method 


TBLASTX: Maize 




Of- a T f 


10574 




End 


10963 




\J X 


none 




Score 


226 






10574 10609 10616 


. .10843, 


10618. .10839, 10898. .10963, 






10900 1096? 












12592 




Seq. ID 


OJ990730_03.9C10 


CA 


Gene No. 


£- \J \J 1 / 




Strand 






Start 


10624 




End 


15537 




Name 


OJ990730 03.9C10.C4 


. o3 . gs 


Method 


GEN SCAN 




uldl L 


10624 




End 


14003 




Ul 






Score 


.46 




P vnn c? 

£jAU110 


1 06?4 1 1 7 118^ 


. .11925, 


12070. .13152, 13441. .13561, 






1^7 6? i 4 00^ 

1 J / • •XIUVj'J 










Seq. No. 


1. *J Z> C 




Seq. ID 


OJ990730_03. 9C10 


,C4 


Gene No. 


\3 \J 1 / 




.Strand 






O L. CI X U 


10624 




End 


15537 




Name 


OJ990730 03.9C10.C4 


. o2 . ts 


Method 


TBLASTX : Soybean 






10720 




End 


11308 






none 




Score 


63 






10720 10836 10942 


. .11304, 


11027. .1114 6, 11201. .11308 






12592 




Seq. ID 


OJ990730_03.9C10 


CA 


Genp No 


26647 




Strand . 






Start 


10624 




End 


15537 




Name 


OJ990730 03.9C10.C4 


. o2.np 


Method 


AAT /NAP 




Start 


10795 




End 


15462 






6815097 
*j \j a. *j \j _/ ' 




Score 


3367 






10795 11560. 11702 


. .13365, 


13480. .14096, 14601. .15462 




OX L/C o J— X X L>> . 


(AP001081) Similar 


to putative copia polyprotein (AC006248 




rOru7a q ;^ +" i tr^ 1 
LuiyLd o d i Lvu] 










Seq. No. 


12592 




Seq. ID 


OJ990730_03.9C10 


,C4 


Gene No. 


26647 




Strand 






O L. OX U 


10624 




End 


15537 




Name 


OJ9-90730 03.9C10.C4 


.o2.tw 


Method 


TBLASTX: Wheat 




O L. d X L 


10948 




End • 


11196 




VjJ X 


none 




Score 


77 




Exons 


10948. .11196, 10970 


. . 11161 








Seq. No. 


12592 




Seq. ID 


OJ990730_03.9C10 


.C4 


Gene No. 


26647 




Strand 






Start 


10624 




End 


15537 




Name 


OJ990730 03.9C10.C4 


. ol.tm 


Method 


TBLASTX: Maize 





13093 






10963 




End 


11286 


rij 
\j±. 


none 




Score 


76 


£j AUl ID 


10963 11154 10963 


11286 


10964. .11275 


Seq. No. 


12592 




Seq. ID 


OJ990730_03.9C10 


Gene No. 


26647 




Strand 


— 




10624 




End 


15537 


Name 


OJ990730 03 9P1 0 P4 


• o3 . tm 


Method 


TBLASTX: Maize 




11638 _ 




End 


12072 




none 




Score 


124 


|?YAn Q 
D AUl 1 0 


11638 11808 11848 


12072 






Seq . No . 


12592 




Seq. ID 


OJ990730_03.9C10 


flpnp Kfn 

Vw, 1 1 LN w . 


26647 




Strand 




Start 


10624 




End 


15537 


Name 


OJ990730 03.9C10.C4 


.ol.ts 


Method 


TBLASTX: Soybean 


Start 


11729 




End 


12174 




5509260 

»J %J \J Z? C* \J \J 




Score 


80 




11729 11809 11737 

X X / .7 * • X X \J \J .J f X X / J f 


11808, 


11836. .11922, 11968. .12171, 




11989 12174 

j. a. z? \j z? * • x x / *± 








GI De^crio 

\J ^ L-/ *w J_ -L. k*/ ■ 










Seq. No. 


12592 




Seq. ID 


OJ990730_03.9C10 


Gene No. 


26647 




Strand 




u Lai L 


10624 




End 


15537 


Name 






Method 


TBLASTX: Wheat 


C-t- a >-f- 

jLdi i 


117 4^ _ 




End 


12093 


CT 

KJ X 


n on o 




Score 


81 


Hi AUl lO 


1174^ 11808 11842 

X X / *3 J . . X X (J (J , X X <J T 


12093, 


11968. .12087 


Seq. No. 


12592 




Seq. ID 


OJ990730_03.9C10 


Gene No. 


26647 




Strand 




Start 


10624 




End 


15537 


LNC11LLC 


0,79007^0 Qri n r4 

-7 ^ VJ / —> VJ U _) • _7v^ X (J • ^ *± 


o 4 n q 


Method 


GENSCAN 




14 4 6? _ 




End 


15537 


GI 


none 




Score 


.74 


j_j \«v 


14463 15011 15067 


15537 






Seq. No. 


12592 




Seq. ID- 


OJ990730_03.9C10 


Gene No. 


26647 




Strand 




Start 


10624 




End 


15537 


Name 


OJ990730 03 9C10 C4 


. ol . tc 


Method 


TBLASTX: Cress 


Start 


15124 _ 




End 


15444 


GI 


none 




Score 


190 


F,vnn<5 

DAUllO 


15194 1544 4 








Seer No 


12593 




Seq. ID 


OJ990730_03.9C10 


Gene No. 


26648 




Strand 


+ 


Start, 


1 




End 


10446 


Name 


OJ990730 03 9C10 C5 


. o2 . np 


Method 


AAT/NAP 




1 — 

X 




End 


10446 


GI 


4680186 




Score 


220 


Exons 


1. .32, 10224. .10446 








GI Descrip. 


(AF111709) unknown 


[Oryza sativa subsp, 


. indica] 


Seq. No. 


12593 




Seq. ID 


OJ990730_03.9C10 


Gene No. 


26648 




Strand 


+ 



13094 






C +- -J y~f- 

Otal L 


1 






1 OA A 

X \J H H D 






N3ITIS 


OJ990730 03 


.9C10.C5.ol.gs 


Mot" Vi r\r^ 








oldlL 


294 


Hi 11 (J. 


fi R ^ 








none 






Q4 






Exons 


294. .493, 498. .760, 810. .883 












12593 




Seq. ID 


OJ990730, 






Gene No. 


26648 




Strand 


+ 






Start 


1 




End 


10446 






Name 


OJ990730 03 


. 9C10.C5.ol.np 


Method 


AAT/NAP 






C4- -a r-4- 


3414 




End 


6736 








6721512 




Score 


77 






Cj A. L/ 1 1 0 


3414. .3485, 


3835.. 3974, 5009. 


.5120, 5148. .5223, 


67 1 7 67^6 




P.T Ho Qfri n 


(AP001072) 


hypothetical protein [Oryza 


sat i va ] 






Seq. No. 


12593 




Seq. ID 


Pj.TQQ07 ^0 


_03.9C10.C5 




Gene No. 


26648 




Strand 


+ 






JLal U 


1 




EiL LvJL 


1 04 4 fi 






Name 


OJ990730 03 


. 9C10.C5.ol.gp 


Method 


AAT/GAP 








4838 




End 


4889 






0 J. 


3759960 




Score 








Hi 1 0 


4838. .4889 










a 


Seq. No. 


12593 




Seq. ID 


O.TQQ07 ^0 


_03.9C10.C5 




Gene No. 


26648 




Strand 


-j- 




q 

U\ 


c-t- a -r-f- 
utal U 


1 




End 


1 n 4 4 

X U *1 1 u 






Name 


o.tqqo730 


QP1 D PR r>? rr<5 


Method 


GENS CAN 




: !:? 




6478 




End 


6782 




:==> 
I' 1 


PT 
OX 


none 




Score 


.65 








6478. .6514, 


6574 . . 6782 








!: = : 


Seq. No. 


12593 




Seq. ID 


OJ990730_ 


_03. 9C10.C5 


: sr 


Gene No. 


26649 




Strand 








0 Lai L- 


3427 




End 


5500 






Name 


OJ990730 03 


. 9C10.C5.o2.gs 


Method 


GENSCAN 








3427 




End 


5500 








none 




Score 


.77 




: : 


Ej A Vjl 1 0 


3427. .3596, 


3733.. 3830, 5202. 


.5500 










12593 




Seq. ID 


OJ990730_ 


0^ QP1 0 PR 


□ 


Gene No. 


26650 




Strand 








Start 


7080 




End 


16163 








OJ990730 03 


.9C10.C5.o4.gs 


Method 


GENSCAN 






O Ldi L 


7080 




End 


11300 






PT 
O ± 


none 




Score 


.58 






Hi A. ^llO 


7080. .7265, 


7343.. 7435, 7518. 


.7596, 7682.. 7792, 


7940. .8125, 






8456. .8558, 


8784.. 8918, 10639 


. .10709, 


10801. . 11300 




Sea No 


12593 




Seq. ID 


OJ990730_ 


_03. 9C10.C5 




Gene No. 


26650 




Strand 








Start 


7080 




End 


16163 






Name 


OJ990730 03 


. 9C10.C5.o3.np 


Method 


AAT/NAP 






Start 


8556 




End 


11125 






GI 


4680204 




Score 


72 






Exons 


8556. .8599, 


10778. .11125 









GI Descrip. (AF114171) hypothetical protein [Sorghum bicolor] 



13095 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990730_03.9C10.C5 

16163 
AAT/NAP 
16163 
76 



Seq. No. 12593 
Gene No. 26650 
Start 7080 

Name OJ990730_03 . 9C10 . C5 . o4 . np 

Start 9039 
GI 729704 

Exons 9039.. 9176, 14380 .. 14448, 

16056. .16163 

GI Descrip. DNA-BINDING PROTEIN HEXBP (HEXAMER-BINDING PROTEIN) 

gi| 1078700 Ipir | IA47156 hexamer-binding protein HEXBP - 
Leishmania major gi 1159342 (M94390) HEXBP DNA binding protein 
[Leishmania major] 



14 4 75. .14 557, 1554 9. .15623, 



Seq. No. 12593 Seq. ID OJ990730_03 . 9C10 . C5 

Gene No. 26650 Strand 

Start 7080 End 16163 

Name OJ990730_03 . 9C10 . C5 . o2 . gp Method AAT/GAP 

Start 9992 End 10375 

GI uC-osflcyp033a04bl Score • 669 

Exons 9992.. 10375 

GI Descrip. ' 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 11E10 1 



Seq. No. 12594 Seq. ID 

Gene No. 26651 Strand 

Start 240 End 

Name OJ990730_03 . 9C10 . C6 . ol . gs Method 

Start 240 End 

GI none Score 

Exons 240.. 373, 404.. 500, 1054.. 1239 



OJ990730_03.9C10.C6 
+ 

1239 
GENSCAN 
1239 
.91 



Seq. No. 12594 

Gene No. 26652 

Start 3313 

Name OJ990730_03 . 9C10 . C6 . ol . np 

Start 3237 

GI 5922620 

Exons 3237.. 3287, 3325.. 3447, 3975. 

4766. .4849," 6218. .6347 

GI Descrip. 



Seq. ID OJ990730_03. 9C10.C6 

Strand , + 

End 6347 

Method AAT/NAP 

End 6347 

Score 687 

.4012, 4344. .4506, 4554. .4729, 



(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


12594 








Seq. ID 


OJ990730 


Gene No. 


26652 








Strand 


+ 


Start 


3313 








End 


6347 


Name 


OJ990730 03 


-9C10. 


.C6.o2. 


gs 


Method 


GENSCAN 


Start 


3313 








End 


4667 


GI 


none 








Score 


.58 


Exons 


3313. .3426, 


4306. 


. .4591, 


4624 . 


.4667 




Seq. No. 


12594 








Seq. ID 


OJ990730 


Gene No. 


26653 








Strand 




Start 


5602 








End 


9241 


Name 


OJ990730 03 


.9C10, 


,C6.o3. 


gs 


Method 


GENSCAN 



13096 




btart 


R £0 9 






End 


9241 




bl 


none 






Score 


.54 




Exons 


c: £09 R £1 R 
DoU<£ . . DDI J, 


5750.. 5865, 6318. 


.6403, 7128. .7190, 7275. .7520 




ft 1 SI ft ^90 


8476.. 8623, 9239. 


. 9241 






beq . iNO . 


izo y fi 






Seq. ID 


OJ990730_03.9C10. 


C6 


Gene No. 


26654 






Strand 






Start 


9988 






End 


13270 . 




Name 




9C10.C6.ol.tw 




Method 


TBLASTX: Wheat 




o tart 


y ft ^5U 






End 


10632 




T 

bl 


none 






Score 


64 




Exons 




9499.. 9600, 9506. 


.9598, 9616.. 9720, 9617.. 9721 




Q7HQ QQ C/1 


9725.. 9898, 9877. 


.10632, 


10103. . 10387 




beq . jno . 


1 9 R Q 4 
1 c. D 2 4 






Seq. ID 


OJ990730_03.9C10. 


bo 


bene jno. 








Strand 






Start 


9988 






End 


13270 




Name 


OJ990730 03. 


9C10.C6.o2.np 




Method 


AAT/NAP 




b tar l 


• 9499 






End 


13270 




r t 

bl 


4680203 






Score 


1387 




Exons 


9499. .10242, 


10519. .10746, 


10906. .11010, 11080. .12487, 






13175. .13270 












bi uescrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 




Seq. No. 


12594 






Seq. ID 


OJ990730_03.9C10. 


Lb 


Gene No. 


26654 






Strand 






btsrt 


9988 






End 


13270 




Name 


OJ990730 03. 


9C10.C6.o3.tm 




Method 


TBLASTX: Maize 




b tar t 


9730 






End 


10023 




bl 


none 






Score 


152 




Exons 


9730. .9849, 


9853. .10023 










Seq. No. 


12594 






Seq. ID 


OJ990730_03.9C10. 


bo 


Gene No. 


26654 






Strand 






otart 


9988 






End 


13270 




Name 


OJ990730 03. 


9C10.C6.ol.tc 




Method 


TBLASTX: Cress 






9919 






End 


10341 






none 






Score 


110 




LAUi lb 


9919. .10341, 


10103. .10333 










beq . vio . 


12594 






Seq. ID 


OJ990730_03. 9C10. 


C6 


Gene No. 


26654 






Strand 






Start 


9988 






End 


13270 




Name 


OJ990730 03. 


9C10.C6.o4.gs 




Method 


GENSCAN 




otart 


9988 






End 


12551 




r* t 

bl 


none 






Score 


.64 




Exons 


9988. .11129, 


11309. .11498, 


11622. .11958, 12132. .12222, 






12295. .12551 














12594 






Seq. ID 


OJ990730_03.9C10. 


C6 


Gene No. 


26654 






Strand 






Start 


9988 






End 


13270 




Name 


OJ990730 03. 


9C10.C6.ol.tm 




Method 


TBLASTX: Maize 




Start 


10273 






End 


10588 




GI 


none 






Score 


272 




Exons 


10273. .10587 


, 10277.. 10588 











13097 




Seq. No. 


12594 






Seq. ID 


OJ990730_03.9C10 


.C6 


Gene No. 


26654 






Strand 






Start 


9988 






End 


13270 




Name 


OJ990730 03.9C10.C6. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


11319 






End 


11669 




GI 


none 






Score 


95 




Exons 


11319. 


.11420, 11427. 


.11669, 


11428. . 11667 




Seq. No. 


12594 






Seq. ID 


OJ990730_03.9C10 


.C6 


Gene No. 


26654 






Strand 






Start 


9988 






End 


13270 




Name 


OJ990730 03.9C10.C6. 


o2 . tw 


Method 


TBLASTX: Wheat 




Start 


11427 






End 


11726 




GI 


none 






Score 


158 




Exons 


11427. 


.11726, 11428. 


.11715, 


11454. .11720 




Seq. No. 


12594 






Seq. ID 


OJ990730_03.9C10 


.C6 


Gene No. 


26654 






Strand 






Start 


9988 






End 


13270 




Name 


OJ990730 03.9C10.C6. 


o2.tc 


Method 


TBLASTX: Cress 




Start 


11514 






End 


11867 




GI 


none 






Score 


240 




Exons 


11514. 


.11867 










Seq. No. 


12594 






Seq. ID 


OJ990730_03. 9C10 


.C6 


Gene No. 


. 26654 






Strand 






Start 


9988 






End 


13270 




Name 


OJ990730 03.9C10.C6. 


ol . ts 


Method 


TBLASTX : Soybean 




Start 


11595 






End 


12021 




GI 


none 






Score 


116 




Exons 


11595. 


.11834, 11613. 


. 11834, 


11904. .12020, 11920. .12021 




Seq. No. 


12594 






Seq. ID 


OJ990730_03. 9C10 


.C6 


Gene No. 


26654 






Strand 






Start 


9988 






End 


13270 




Name 


OJ990730 03.9C10.C6. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


11729 






End 


12119 




GI 


none 






Score 


73 




Exons 


11729. 


.11830, 11730. 


. 11849, 


11736. .11855, 11884. .12054, 






11899. 


.12033, 11904. 


.12119 ' 








Seq. No. 


12595 






Seq. ID 


OJ990730_03. 9C10 


.C7 


Gene No . 


26655 






Strand 


+ 




Start 


1850 






End 


10074 




Name 


OJ990730 03.9C10.C7. 


ol . gs 


Method 


GENSCAN 




Start 


1850 






End 


10074 




GI 


none 






Score 


.43 




Exons 


1850. 


2121, 5213.. 5328, 5870 


..5950, 6301. .6389, 7067. .8 


585 




8591. 


8794, 8850. .8910, 9161 


..9247, 9528. .9610, 9703. .9773 




9883. 


10074 










Seq. No. 


12595 






Seq. ID 


OJ990730_03. 9C10 


.C7 


Gene No. 


26656 






Strand 


+ 




Start 


12848 






End 


13110 




Name 


OJ990730 03.9C10.C7. 


o2 . gp 


Method 


AAT/GAP 




Start 


12848 






End 


13110 




GI 


28898 


2.R1084 




Score 


344 





13098 



Exons 12848. .12954, 12976.. 13110 

GI Descrip. 1 504 2 4 37 /gb | AC007 78 9 . 1 1 AC007789 1.0e-69 Oryza sativa BAC T49B20 
genomic sequence, complete sequence' 



Seq. No. 12595 Seq. ID OJ990730JD3 . 9C10 . C7 

Gene No. 26657 Strand 

Start 5923 End 6060 

Name OJ990730_03 . 9C10 . C7 . ol . gp Method AAT/GAP 

Start 5923 End 6060 

GI 21474_1.R1084 Score 203 

Exons 5923.. 6060 

GI Descrip. '3894159 2.0e-10 (AC005312) hypothetical protein [Arabidopsis 
thaliana] ' 



Seq. No. 12595 Seq. ID 

Gene No. 26658 Strand 

Start 10448 End 

Name OJ990730_03 . 9C10 . C7 . o2 . gs Method 

Start 10448 End 

GI none Score 

Exons 10448. .10759 



OJ990730_03. 9C10.C7 

10759 
GENS CAN 
10759 
.84 



beq. jno . 


12595 


Seq. ID 


OJ990730_03.9C10 


u / 


Gene No . 


26659 


Strand 






Start 


17512 


End 


'20409 




Name 


OJ990730 03.9C10.C7.ol.np 


Method 


AAT/NAP 




Of -i -v~ •(- 

bear z 


17512 


End 


20408 




t 

^1 


6016874 


Score 


2133 




Exons 


17512. .17745, 18239 .. 18578 , 


18690. .18869, 19263 .. 19422 , 






19813. .20045, 20110 .. 20247 , 


20330.. 20408 




GI Descrip. 


(AP000570) ESTs C19143 (E10020) , D2507 6 (R3116 ) correspond 


to 




region of the predicted gene 


. ; Similar 


to putative AC 9 






transposase. (P03010) [Oryza 


sativa] 






Seq. No. 


12595 


Seq. ID 


OJ990730_03.9C10 


C7 


Gene No. 


26659 


Strand 






Start 


17512 


End 


20409 




Name 


OJ990730 03.9C10.C7.o4.gs 


Method 


GENSCAN 




Start 


18235 


End 


20409 




GI 


none 


Score 


.48 




Exons 


18235. .18869, 19263 19422 , 


19813. .200' 


55, 20110.. 20409 




Seq. No. 


12595 


Seq. ID 


OJ990730__03.9C10 


C7 


Gene No. 


26659 


Strand 






Start 


17512 


End 


20409 




Name 


OJ990730 03. 9C10 . C7 . o2 . tm 


Method 


TBLASTX: Maize 




Start 


18301 


End 


18544 




GI 


none 


Score 


97 




Exons 


18301. . 18534, 18386.. 18544 








Seq. No. 


12595 


Seq. ID 


OJ990730_03. 9C10 


C7 


Gene No. 


26659 


Strand 






Start 


17512 


End 


20409 




Name 


OJ990730 03.9C10.C7.o4.tm 


Method 


TBLASTX: Maize 




Start 


18620 


End 


19002 




GI 


none 


Score 


137 




Exons 


18620. .18 991, 18721. .19002 









13099 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12595 
26659 
17512 

OJ990730JD3. 9C10 . C7 . o3 . tm 

19207 

none 



Seq. ID OJ990730_03.9C10.C7 
Strand 
End 

Method 
End 
Score 



20409 

TBLASTX: Maize 

19521 

108 



19207. .19434, 19208 19426, 19447. .19521 



Seq. ID OJ990730_03.9C10.C7 
Strand 

End 20409 

Method AAT/GAP 

End 19720 

Score 966 



12595 
26659 
17512 

OJ990730_03. 9C10 . C7 . o3 . gp 
19212 

uC-osflcypll0c07bl 
19212. .19720 

1 4 680178 /gb I AF111709 . 1 1 AF111709 5.0e-81 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes' 



OJ990730 03.9C10.C7 



Seq. No. 12595 Seq. ID 

Gene No. 26659 Strand 

Start 17512 End 

Name OJ990730_03 . 9C10 . C7 . ol . tm Method 

Start 19615 End 

GI none' Score 

Exons .19615. .19653, 19648 .. 19704 , 1974 1 .. 19989, 19781 .. 19990, 
19975. .20061 



20409 

TBLASTX: Maize 

20061 

110 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12596 . 

26660 

2508 

OJ990730_03.9C10.C8.ol.gs 

2508 

none 

2508. .2694, 3157. .3205, 3582, 
4345.-4477, 5102. .5173, 5264, 

12596 
26661 
10759 

OJ9907 30_03. 9C10.C8 .o3.gs 

10759 

none 

10759. .10783, 10841. .11151, 
13984. .14301 



Seq. ID OJ990730_03.9C10.C8 

Strand + 

End 5917 

Method GENS CAN 

End 5917 

Score . 64 

.3826, 4019. .4085, 4170. .4209, 
,5344, 5774. .5917 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990730_03. 
+ 

14301 
GENSCAN 
14301 
.82 



9C10.C8 



11879. . 11960, 12163. . 12293, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



12596 Seq. ID 

26662 Strand 

6978 End 

OJ990730_03 . 9C10 . C8 . o2 . gs Method 

6978 End 

none Score 

6978. .7169, 7234. .7673, 8296. .10447 



12596 
26662 



Seq. ID 
Strand 



OJ990730_03. 9C10.C8 

10447 
GENSCAN 
10447 
.58 



OJ990730 03.9C10.C8 



13100 




Start 


6978 


End 


10447 




Name 


OJ990730 03.9C10.C8.ol.np 


Method 


AAT/NAP 




Of -i yf 


8180 


End 


8465 






4680339 


Score 


86 




Exons 


8180. .8465 










(AF128457) hypothetical protein [Oryza 


sativa subsp. indica 


Seq. No. 


12596 


Seq. ID 


OJ990730_03. 9C10. 


C8 


Gene No. 


2 6663 


Strand 






OLaiL 


15743 


End 


17732 




Name 


OJ990730 03.9C10.C8.o4.gs 


Method 


GENSCAN 






15743 


End 


17732 






none 


Score 


.6 






15743. .16018, 17241. .17422 


, 17553. .17732 




Oct] . IN (J . 


12596 


Seq. ID 


OJ990730_03.9C10. 


C8 




26663 


Strand 






Start 


15743 


End 


17732 




Name 


OJ990730 03.9C10.C8.o2.np 


Method 


AAT/NAP 






15758 


End 


17384 






2191172 


Score 


116 




Exons 


15758. .15841, 15887.. 16018 


, 17324. .17384 




c* t r\ /~\ o v* i 
o± uesciip . 


(AF007270) contains similarity to GATA- 


-type zinc fingers 




(PS : PS0034 4 ) [Arabidopsis 


thaliana] 






Seq. No. 


12596 


Seq. ID 


OJ990730_03. 9C10. 


no 


Gene No. 


26663 


Strand 






Of a 


15743 


End 


17732 




Name 


OJ990730 03.9C10.C8.ol.gp 


Method 


AAT/GAP 






15779 


End 


17653 




r* t 


. 2431491 


Score 


690 




LXOIlb 


1577 9. .16018, 17324. .17422 


, 17553. .17653 




O c3 q . IN O . 


12597 


Seq. ID 


OJ990730_03.9C10. 


C9 


Gene No. 


26664 


Strand 






Start 


164 


End 


6613 




Name 


OJ990730 03.9C10.C9.ol.gs 


Method 


GENSCAN 




JLdl L 


164 


End 


6524 




r-T 


none 


Score 


.51 




Exons 


164. .315, 956. .1006, 2504. 


.2657, 3994., 


.4414, 4828. .4959, 






6064. .6168, 6446. .6524 








JCtJ. INU . 


12597 


Seq. ID 


OJ990730_03.9C10. 


C9 


Gene No. 


26664 


Strand 






Start 


164 


End 


6613 




Name 


OJ990730 03.9C10.C9.ol.np 


Method 


AAT/NAP 




Cf a r f 


4058 


End 


6613 




PT 


6682927 


Score 


642 




Exons 


4058. .4430, 4528. .4655, 4828. .4959, 6446. .6613 




f^l T P\£a o v "i r~\ 

uesc-Lip . 


(AB024311) importin alpha 


lb [Oryza sativa] 




Seq. No. 


12597 


Seq. ID 


OJ990730_03.9C10. 


C9 


Gene No. 


26664 


Strand 






Start 


164 


End 


6613 




Name 


OJ990730 03.9C10.C9.ol.tc 


Method 


TBLASTX: Cress 




Start 


4112 


End 


6524 




GI 


none 


Score 


82 





13101 



Exons 


A 1 1 O 

4 1 LZ . 


. 4 z y i , 


A 1 C C 

4 lOO . 


a o c a 
. 4 Z bo , 


4^ yy . 


.4432, 


4299. .4430, 


A a O A A c c o 
4 dZ 4 . .4 OOZ , 




4546. 


.4659, 


A C A Q 

4 04 o . 


. 4 bib, 


4obU . 


.4652, 


4828. .4929, 


A Q O Q A Q1Q 

4 oZo . .4 y JO , 




4838. 


.4939, 


b 4 4 b . 


/-coo 
. OOZO, 


b4 oU . 


.6524, 


6465. .6524 




Seq. No. 


12597 










Seq. 


ID OJ990730 


u j . yciu . cy 


Gene No . 


26664 










Strand 




Start 


164 










End 


6613 




Name 


OJ990730 03 


. 9C10. 


C9.ol. 


ts 


Method TBLASTX: 


Soybean 


Start 


4151 










End 


6523 




GI 


none 










Score 


129 




Exons 


4151. 


.4297, 


4 lDl . 


/torn 

. 4 z y 1 , 


4 lOO . 


.4319, 


4159. .4293, 


4^yo. .4444, 




4299. 


.4427, 


4 dZ 4 . 


/i a c c 
. 4 bOO , 


404 b . 


.4656, 


4547. .4657, 


4 04 o . .4b/U, 




4811. 


.4942, 


4 ozo . 


. 4 y O b, 


/I o o c 
4 o Z b . 


.4897, 


4828. .4956, 


b4 4 o . . bozo, 




6444 . 


.6521 














Seq. No. 


12597 










Seq. 


ID OJ990730 


uj . yuxu . uy 


_ _ _ XT _ 

Gene No . 


26664 










Strand 




Start 


164 










End 


6613 




Name 


OJ990730 03 


.9C10. 


C9.ol. 


tw 


Method TBLASTX: 


Wheat 


Start 


4151 










End 


4921 




{-> T 

GI 


none 










Score 


103 




Exons 


4151. 


.4270, 


yl 1 C a 

4 lo4 . 


. 4 Zo o , 


4zyj . 


.4430, 


4295. .4432, 


A CO A / /* c C 

4 oz4 . . 4 boo , 




4546. 


.4656, 


a a A Q 

4 04 o . 


/t c o o 
. 4 bzo , 


A C *7 "1 
40 / 1 . 


.4675, 


4826. .4912, 


4 oZo . . 4 y ZD , 




4838. 


.4921, 


A O A a 

4 o 4 b . 


. 4 y 14 










Seq. No. 


12597 










Seq. 


ID OJ990730 


o o . y u i u - c 9 


Gene No. 


26664 










Strand 




b tart: 


164 










End 


6613 




Name 


OJ990730 03 


. 9C10. 


C9.ol. 


tm 


Method TBLASTX: 


Maize 


Start 


4154 










End 


6523 




GI 


none 










Score 


232 




Exons 


4154 . 


.4432, 


4155. 


.4430, 


4351. 


.4431, 


4524 . .4655, 


4543. .4656, 




4820. 


.4939, 


4825. 


.4929, 


4826. 


.4912, 


4827. .4940, 


4828. .4941, 




4828. 


.4941, 


4828. 


.4914, 


6446. 


.6523, 


6450. . 6521, 


6451. . 6522 



Seq. No. 


12598 


Seq. ID 


OJ990730_03. 9C10.C10 


Gene No. 


26665 


Strand 




Start 


71 


End 


1795 


Name 


OJ990730 


03. 9C10.C10.ol.np Method ' 


AAT/NAP 


Start 


71 


End 


1795 


GI 


2950210 


Score 


217 


Exons 


71. .217, 


438. .529, 1774. .1795 




GI Descrip. 


(Y14615) 


Importin alpha-like protein 


[Arabidopsis thaliana] 


Seq. No. 


12598 


Seq. ID 


OJ990730_03. 9C10.C10 


Gene No. 


26665 


Strand 




Start 


71 


End 


1795 


Name 


OJ990730 


03. 9C10.C10.ol. tc Method 


TBLASTX: Cress 


Start 


72 


End 


530 


GI 


none 


Score 


150 


Exons 


72. .224, 


83. .220, 84. .230, 116. .214, 


127. .231, 408. .530, 




442. .522 






Seq. No. 


12598 


Seq. ID 


OJ990730_03.9C10.C10 


Gene No. 


26665 


Strand 




Start 


71 


End 


1795 


Name 


OJ990730 


03. 9C10.C10.ol.ts Method 


TBLASTX : Soybean 



13102 




Start 


H O 
/ Z 




End 


C O Ct 

boU 




GI 


none 




Score 


ICO 

loo 




Exons 


/Z..Z0I, 00..ZZU, oo. 


O 1 A 

. Zl 4 , 


OA OC1 QC 

04 . . zoi, yo . 


01 ji a r\Q con 
. z 14 , 4 Do . . DoU , 


4 4 0 . 


Seq. ■ No. 


12598 




Seq. ID 


OJ990730_03.9C10 


.C10 


Gene No. 


.26665 




Strand 






Start 


/ 1 




End 


1795 ■ 




Name 


ojy y u / oo • uo. yciu . ciu . 


ol . tm 


Method 


TBLASTX: Maize 




Start 


o o 




End 


530 




GI 


none 




Score 


156 




Exons 


o o oon o o 01/ Q/i 
OO.-ZZU, OO..Z14, o4. 


. ZOO, 


95. .214, 120. .233, 408. .530, 


A A O 

4 4 Z 


Seq. No. 


12599 




Seq. ID 


OJ990730_03.9C10 


. CI 1 


Gene No. 


26666 




Strand 


+ 




Start 


951 




End 


1210 




Name 


OJ990730 03.9C10.C11. 


ol.gp 


Method 


AAT/GAP 




Start 


951 




End 


1210 




GI 


LIB34 31-010-P1-N1-F11 


Score 


449 




Exons 


951. .1210 










GI Descrip. 


'287403/dbj | D10838 | RICSBE1 


1.0e-lll Rice gene for starch 




branching enzyme 1 










Seq. No. 


12600 




Seq. ID 


OJ990730_03. 9C10 


. C12 


Gene No. 


26667 




Strand 


+ 




Start 


6397 




End 


6597 




Name 


OJ990730_03. 9C10 . C12 . 


o3. gs 


Method 


GENS CAN 




Start 


6397 




End 


6597 




GI 


none 




Score 


.87 




Exons 


6397. . 6597 










Seq. No. 


12600 




Seq. ID 


OJ990730_03. 9C10 


. C12 


Gene No. 


26668 




Strand 


+ 




Start 


15377 




End 


16427 




Name 


OJ990730 03.9C10.C12. 


06 . gs 


Method 


GENS CAN 




Start 


15377 




End 


16427 




GI 


none 




Score 


.88 




Exons 


15377. .15519, 16073.. 


16427 








Seq. No. 


12600 




Seq. ID 


OJ990730_03.9C10 


.C12 


Gene No. 


26669 




Strand 






Start 


1808 




End 


3985 




Name 


OJ990730 03.9C10.C12. 


o2 . gs 


Method 


GENSCAN 




Start 


1808 




End 


3985 






none 




Score 


.65 




Exons 


1808. .3985 










Seq. No. 


12600 




Seq. ID 


OJ990730__03.9C10 


.C12 


Gene No. 


26670 




Strand 






Start 


10744 - 




End 


15189 




Name 


OJ990730 03.9C10.C12. 


o5 . gs 


Method 


GENSCAN 




Start 


10744 




End * ' 


15096 




GI 


none 




Score 


.57 




Exons 


10744. .10888, 11081.. 


11226, 


11706. .11823, 12016. .12409, 






12533. .13250, 13267.. 


14014, 


14747. .15096 




Seq. No. 


12600 




Seq. ID 


OJ990730_03.9C10 


.C12 


Gene No. 


26670 




Strand 







13103 



Start 10744 End 15189 

Name OJ990730_03 . 9C10 . C12 . ol . np Method AAT/NAP 

Start 12015 End 15189 

GI 6539553 Score 4384 

Exons 12015. . 14076, 14102.. 15189 

GI Descrip. (AP000836) Similar to Oryza australTensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (R85597) 
[Oryza sativa] 



Seq. No. 


12600 




Seq. ID 


OJ990730_03.9C10 


.C12 


ppnp No 


26671 




Strand 






Start 


16845 




End 


21474 






OJ990730 03 9P10 CI 2 


. o2 . tw 


Method 


TBLASTX: Wheat 




O LCtl L 


12151 ~~ 




End 


12627 




PIT 

\J X 


none 




Score 


333 






191 SI 1 2 S37 1 21 ft 9 


• X C. J O \J , 


12546. . 12626, 12552 12626, 






12556. .12627 












12600 




Seq. ID 


OJ990730_03.9C10 


PI 7 




*c u u / X 




Strand 






Of a -rf- 


1 fift 4 S 

X U O t J 




End 


21474 




IN CL1LIG 


OJ990730 03 9P1 0 PI 2 


OS t" <? 


Method 


TBLASTX: Soybean 




Cf a r f 
O L. Cl X L. 


12279 _ 




End 


12620 






l iui it: 




Score 


74 




Exons 


12279. .12488, 12358. 


.12480, 


12501. .12620, 12514.. 12594 




O C U * 1 If \J • 


12600 




Seq. ID 


OJ990730_03.9C10 


. C12 




26671 




Strand 






Start 


16845 




End 


21474 




Name 


OJ990730 03 9P1 0 PI 2 


. o4 tm 


Method 


TBLASTX: Maize 




Start 


12483 ~ 




End 


12815 




GI 


none 




Score 


187 




Exons 


12483. .12815, 12484. 


.12807, 


12498. .12E 


115 




Sea No 


12600 




Seq. ID 


OJ990730J33.9C10 


. C12 


fipnp No 

VJ w 1 1 LIU • 


26671 




Strand 






Start 


16845 




End 


21474 




Name 


* OJ990730 03 9C10 C12 


. o2 . ts 


Method 


TBLASTX: Soybean 




Start 


12633 _ 




End 


12978 




GI 


none 




Score 


100 




Exons 


12633. .12977, 12778. 


.12978 








Seq. No. 


12600 




Seq. ID 


OJ990730_03.9C10 


.C12 


Gene No. 


26671 




Strand 






Start 


16845 




End 


21474 




Name 


OJ990730 03.9C10.C12 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


12831 




End 


13377 




GI 


none 




Score 


149 




Exons 


12831. .13037, 13032. 


.13214', 


13201. .13377 




Seq. No. 


12600 




Seq. ID 


OJ990730_03.9C10 


.C12 


Gene No. 


26671 




Strand 






Start 


16845 




End 


21474 




Name 


OJ990730 03.9C10.C12 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


12843 




End 


13199 




GI 


none 




Score 


233 





13104 



u 



Exons 


1 284 3 13199 










Can Mn 


12600 




Seq. ID 


OJ990730_03.9C10 


. C12 


Gene No. 


26671 




Strand 






Start 


16845 




End 


21474 




LN diUC 


OJ990730 03 9C10 C12 


. o3 . ts 


Method 


TBLASTX : Soybean 




OLdi L 


13107 "~ 

X -J X \J 1 




End 


13500 




ox 


5752663 




Score 


65 




Exons 


1^107 1^914 n9m 


i 3500 


13334. .13420 
















Seq. No. 


12600 




Seq. ID 


OJ990730_03. 9C10 


.C12 


Gene No. 


26671 




Strand 






O Lai L 


16845 




End 


21474 




Name 


OJ9907 30 0 3 9C10 CT2 


. o2 . tc 


Method 


TBLASTX: Cress 




O Ldl u 


1^158 ~ 




End 


13419 






none 




Score 


83 




P YOn Q 


13158 13214 13201 


. 13419, 


13247. .13417 




Seq. No. 


12600 




Seq. ID 


OJ990730_03.9C10 


.C12 


Gene No. 


26671 




Strand 








16845 




End 


21474 




Name 




06 +" m 


Method 


TBLASTX: Maize 




Cfa r f 


13901 ~" 




End 


13507 




\j± 


none 




Score 


46 




LAUIlO 


1 3901 1 3506 13911 

1 JZ.U 1 . • lJJUO^ XO^XX. i 


1 39 94 


13328. .13507 




DcC|. LN U . 


X Z. U U KJ 




Seq. ID 


OJ990730_03. 9C10 


m 9 


Gene No. 


26671 




Strand 






Start 


16845 




End 


21474 




Name 


O.T990730 03 9P1 0 PI 9 


■ o 1 . t w 


Method 


TBLASTX: Wheat 




o Lai i_ 


1 34 39 ~~ 




End 


14200 






none 




Score 


214 




P von Q 


1 "34 39 1 37 59 1 34 39 


1 37 59 


13750. .14106, 13751. .14110, 






14096 1 4900 140Q7 


i X *i X ^ jI. / 


14110. . 14193 




Ocirr No 


X Z. U \J \J 




Seq. ID 


OJ990730_03. 9C10 


n 2 


Gene No. 


26671 




Strand 






Start 


16845 




End 


21474 




Name 


OJ990730 03 9C10 C12 


n4 t" 


Method 


TBLASTX : Soybean 




iJLdi L 


i 309 s ~~ 

x jot J 




End 


14248 






n on ^ 

iiUllC 




Score 


38 




P von q 


1 382 5 1 3998 1 3959 


1 3990 


13999. .14100, 14014. .14088, 






1 4 094 1424 0 1 4096 


. 1424 8 








Seq. No. 


12600 




Seq. ID 


OJ990730_03. 9C10 


.C12 


Gene No. 


26671 




Strand 






Start 


1684 5 




End 


21474 




Name 


O.T990730 03 9C1 0 CI 2 


O 5 *t~TTl 


Method 


TBLASTX: Maize 




O Lai U 


1 389 5 ~~ 




End 


14344 




\D I 


none 




Score 


68 




Exons 


13825. .13992, 14011. . 


. 14100, 


14105. . 1434 


4, 14106. .14261 




Seq. No. 


12600 




Seq. ID 


OJ990730_03.9C10 


.C12 


Gene No. 


26671 




Strand 






Start 


16845 




End 


21474 




Name 


OJ990730 03.9C10.C12. 


. o5 . tw 


Method 


TBLASTX: Wheat 





13105 




O L- d J- *- 


14201 






FnH 


1 4 ^QS 




GI 


none 






Score 


18 9 




Rvnns 


14201 


.14395, 14201. 


. 14392 








Seq. No. 


12600 






Seq. ID 


OJ990730_03.9C10 


.C12 


Gene No. " 


26671 






Strand 






Start 


16845 






End 


21474 




LNC111LC 


OJ990730 03.9C10.C12 




HC L11UU 


J. o i_i.fi o x. e\ . ouy ucctii 




cf a rt 

u Lai l 


14258 








14 644 






none 








fi? 




Exons 

JL_J *v \w/ I 1 ij 


14258 


.14506, 14489. 


. 14 644 








Seq. No. 


12600 






Seq. ID 


OJ990730_03.9C10 


.C12 


Gene No. 


26671 






Strand 






Start 


16845 






End 


21474 




Name 


OJ990730 03.9C10.C12 


o3 . tm 


Mpf hnH 


TRT.A^TX • Ma i 7P 




Start 


14747 






End 


15060 




GI 


none 






Score 


27 9 




Pvnn q 

J—J 1 4 


14747. 


.15052, 14749. 


. 15060 








Seq. No. 


12600 






Seq. ID 


OJ990730_03.9C10 


.C12 


Gene No. 


26671 






Strand 






Start 


16845 






End 


21474 




Name 


OJ990730 03.9C10.C12 




Method 


TBLASTX: Wheat 




Start 


14808 






End 


15195 




(IT 


none 






Score 


246 






14808. 


.14960, 14809. 


■ J_ *J -L _7 -J f 


14810. .15184 




O C . LN (J • 


12600 






Seq. ID 


OJ990730_03.9C10 




Gene No. 


26671 






Strand 






Start 


16845 






End 


21474 




Name 


OJ990730 03.9C10.C12 


o7 . gs 


Method 


GENSCAN 




Start 


16845 






End 


21474 




GI 


none 






Score 


.78 




R von ^ 

J—J A. \h/ 1 1 


16845. 


.16910, 16976. 


. 17377 , 


17388. .18913, 19459 .. 19560, 






21405. 


.21474 










Sea No 


12600 






Seq. ID 


OJ990730__03.9C10 




Gene No. 


26671 






Strand 






Start 


16845 






End 


21474 




Name 


OJ990730 03.9C10.C12 


. o2 . np 


Method 


AAT/NAP 




Start 


16937 






End 


19341 




GI 


6598797 




Score 


1479 




Fi x o n 


16937. 


.18440, 18567. 


.18858, 


19276. .19341 




GI Descrip. 


{AF024 


504) putative 


acyl-CoA synthetase [Arabidopsis thaliar 


Sea No 


12600 






Seq. ID 


OJ990730_03. 9C10. 


C12 


flpnp Isjn 


26671 






Strand 






Start 


" 16845 






End 


214 74 




Name 


OJ990730 03.9C10.C12 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


16946 






End 


18057 




GI 


none 






Score 


39 




Exons 


16946. 


.17023, 16950. 


.17006, 


17024. .17095, 17037 .. 17096, 






17126. 


.17185, 17127. 


.17189, 


17186. .17674, 17187. .17330, 






17388. 


.17675, 17742. 


.18050, 


17743. . 18057 




Seq. No. 


12600 






Seq. ID 


OJ990730_03.9C10. 


C12 



13106 




Gene No. 


26671 




Strand 






Start 


16845 




End 


21474 




Name 




a 9 -hm 


Method 


TBLASTX: Maize 




OLal U 


1 6Q4 6 _ 
x u *i u 




End 


17500 




P T 


none 




Score 


191 




XT' v /-vr"* o 
LXOllo 


16Q46 17D9*3 17094 


1 7 OQR 


17064. .17333, 17126. .17350, 






17916 17^44 17?4fi 

X/*l.XU..X/_J*i*i, 1 / J*i O i 


i 7 son 


17385. .17489 




Seq. No. 


12600 ■ 




Seq. ID 


OJ990730_03. 9C10 


.C12 


Gene No. 


26671 




Strand 






Q+- a r f- 


1 6ft 4 R 




End 


21474 




Name 


oTQQrmn qpi n pi9 


A 7 +■ c 


Method 


TBLASTX : Soybean 






X O 4 0 




End 


17197 




PT 
laX 


none 




Score 


97 




Exons 


16Q46 17096 17019 


1 7 OP Q 
. x / u o y , 


17126. .17194, 17129. .17197 




C o /t Ma 

o e q . ln o . 


i 96nn 

1ZOUU 




Seq. ID 


OJ990730_03.9C10 


PI 9 

• LIZ 




9 6 67 1 

ZOO / 1 




Strand 






Start 


16845 




End 


21474 




Name 


OJ990730 03.9C10.C12, 


.ol.ts 


Method 


TBLASTX : Soybean 




O Lai c 


1 71 Qfi 
x / x y o 




End 


18798 




PT 
ox 


none 




Score 


102 




Exons 


1 71 Qft 17674 171QQ 


. X / jjU/ 


17385. .17675, 17742 .. 18095, 






177R9 1 R079 1 7ft9Q 


1 ft 0 Q9 


1818 6. .18440, 18198. .18440, 






1 Q9QC 1 Q/l / 1 1 Q^TC 
X o Z O 0 . . X 0 ft ft X , X 0 0 / 0 . , 


1 ft 7 ft R 

. X O /DO, 


18 684. .18791, 18709. .187 98 


- 


beq . iNO . 


1 z ouu 




Seq. ID 


OJ990730_03. 9C10 


PI 9 

. tlz 


Gene No. 


26671 




Strand 






Start 


16845 




End 


21474 




Name 


OJ990730 03.9C10.C12, 


.ol.gp 


Method 


AAT/GAP 




OtalL 


17223 




End 


17703 




P T 
oX 


58532 1.R1084 




Score 


826 




Hi A<JI lo 


17223. .17703 










PT Hocpti r\ 
oX UcoLIip. 


f 2213590 7.0e-14 (AC000348) 


T7N9.10 [Arabidopsis thaliana] 1 


Seq. No. 


12600 




Seq. ID 


OJ990730_03. 9C10 


-C12 


Gene No. 


26671 




Strand 






Of- -3 -v-4- 


16845 




End 


21474 




Name 


OJ990730 03.9C10.C12. 


>o6. tw 


Method 


TBLASTX: Wheat 




O Lai L. 


17465 




End 


17674 




PT 
kjX 


none 




Score 


100 




Exons 


17465. .17674, 17466., 


.17633 








o e q . ln o . 


12600 ' 




Seq. ID 


OJ990730_03.9C10 


.C12 


Gene No. 


26671 




Strand 






Start 


16845 




End 


21474 




Name 


OJ990730 03.9C10.C12. 


. ol . tm 


Method 


TBLASTX: Maize 




o Lai L. 


17567 




End 


18761 




PT 


none 




Score 


88 




Exons 


17567. .17674, 17568.. 


,17675, 


17742. .18092, 17755. .18093, 






18237. .18440, 18286.. 


,18441, 


18684 . . 18761 




Seq. No. 


12600 




Seq. ID 


OJ990730_03.9C10 


.C12 


Gene No. 


26671 




Strand 






Start 


16845 




End 


21474 




Name 


OJ990730 03.9C10.C12. 


o2 . gp 


Method 


AAT/GAP 




Start 


18215 




End 


18692 





13107 



GI 


2309781 


Score 


604 




Exons 


18215. .18440, 18567. .18692 








GI Descrip. 


4 926866/gb|AAD3294 6.1 |AC007509_1 1 . Oe- 


10 (AC007509) putativ< 




amp-binding protein [Arabidopsis thaliana] 




Seq. No. 


12601 


Seq. ID 


OJ990730_03.9C10 


. C13 


Gene No. 


26672 


Strand 


+ 




Start 


1792 


End 


1991 




Name 


OJ990730 03.9C10.C13.ol.np 


Method 


AAT/NAP 




Start 


1792 


End 


1991 




GI 


6498436 


Score 


59 




Exons 


1792. . 1991 








GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 




Seq. No. 


12601 


Seq. ID 


OJ990730_03.9C10 


. C13 


Gene No. 


26673 


Strand 


+ 




Start 


4683 


End 


5263 




VT -i-rvi n 

Name 


OJ990730 03.9C10.C13.ol.gp 


Method 


AAT/GAP 




Start 


4683 


End 


5263 




GI 


5038972 


Score 


867 




Exons 


4683..4869, 4988. .5263 








Seq. No. 


12602 


Seq. ID 


OJ990730_03.9C10 


.C14 


Gene No. 


26674 


Strand 


_ 




Start 


483 


End 


2687 




Name 


OJ990730 03.9C10.C14.o2.tm 


Method 


1 TBLASTX : Maize 




Start , 


439 


End 


852 ■ 




GI 


none 


Score 


147 




Exons 


439. .501, 510. .590, 591. .827, 


592. .807 


, 637. .852 




Seq. No. 


12602 


Seq. ID 


OJ990730_03.9C10 


. C14 


Gene No. 


26674 


Strand 


- 




Start 


483 


End 


2687 




Name 


OJ990730 03.9C10.C14.ol.gs 


Method 


GENSCAN 




Start 


483 


End 


2311 




GI 


none 


Score 


.67 




Exons 


483. .828, 1601. .1734, 2057. .2311 






Seq. No. 


12602 


Seq. ID 


OJ990730__03.9C10 


C14 


Gene No. 


26674 


Strand 


- 




Start 


483 


End 


2687 




Name 


OJ990730 03.9C10.C14.ol.tw 


Method 


TBLASTX: Wheat 




Pi- _ 

btart 


636 


End 


1001 




GI 


none 


Score 


76 




Exons 


636. .1001, 649. .753, 865. .966 








Seq. No. 


12602 


Seq. ID 


OJ990730_03.9C10 


C14 


Gene No. 


26674 


Strand 






Start 


483 


End 


2687 




Name 


OJ990730 03.9C10.C14.o2.ts 


Method 


TBLASTX: Soybean 




Start 


636 


End 


962 




GI 


none 


Score 


77 




Exons 


636. .806, 649. .744, 795. .962, 


796. .897 






Seq. No. 


12602 


Seq. ID 


OJ990730_03.9C10, 


C14 


Gene No. 


26674 


Strand 






Start 


483 


End 


2687 





13108 




Name 


OJ990730 03. 


9C10. 


X14.ol 


. tc 


Method 


TBLASTX: Cress 




1 fiQft 

1D"0 








End 


2317 


bl 


none 








Score 


61 


Exons 


IfTQQ 1 DTI 


1 7H1 
1 / U 1 . 


1 Q 7 1 
. .10/1, 


1 / Zj , 


.1872, 1857. .1958, 1871. .1945, 




1 07c 1QC.fi 
lO/O, . 1 jjO/ 


1 Q7Q 


909 R 


90 R 7 


.2152, 2058. .2312, 2132. .2317, 




9910 9^11 

Z^iU . , Z Oil 












beq • wo . 


1 9 £09 








Seq. ID 


OJ990730_03.9C10.C14 


Gene No. 


26674 








Strand 




Start 


483 








End 


2687 


Naine 




iJC 1 U . 


PI A /^1 
. L» 1 H .Ol 


+- c 
. LS 


Method 


TBLASTX: Soybean 


btart 


1 / U 1 








End 


2312 


P T 


none 








Score 


60 


Exons 


17 01 1 ft £ ^ 
1 / ul . . IOOj, 


1 707 
1 / U / . 


1 7CI 


1 ft 1 9 


.1958, 1846. .1956, 1871. .1957, 




OAR7 9^11 

Z.KJD / ■ . Z Oil; 


907 "3 


9^19 


907 £ 


.2312 




OcC[. IN O . 


1 9 £09 








Seq. ID 


OJ990730_03.9C10.C14 


Gene No. 


26674 








Strand 




Start 


483 








End 


2687 


Name 


OJ990730 03. 


9C10. 


,C14.o2 


.np 


Method 


AAT/NAP 




1701 








End 


2687 


p t 


1514643 








Score 


577 


Exons 


1701. .1958, 


2057. 


.2687 








iai uescrip. 


(Z70524) PDR5-like ABC 


transporter [Spirodela polyrrhiza] 


oeq. NO. 


12602 








Seq. ID 


OJ990730_03.9C10.C14 


Gene No. 


26674 








Strand 




Start 


483 








End 


2687 


Name 


OJ990730 03. 


9C10. 


C14.ol 


.tm 


Method 


TBLASTX: Maize 


otar u 


1717 








End 


2312 


P T 


none 








Score 


150 


XT' y*\ 

Lxons 


1717. .I860, 


1717. 


. 1848, 


1893. 


.1958, 1894. .1959, 1896. .1958, 




2057. .2155, 


2058. 


.2312, 


2070. 


.2297, 2210.. 2311 


oeq. NO, 


12602 








Seq. ID 


OJ990730_03.9C10.C14 


Gene No. 


26674 








Strand 




Start 


483 








End 


2687 


Name 


OJ990730 03. 


9C10. 


C14.o2 


.tw 


Method 


TBLASTX: Wheat 


Cf 3 -V--I- 


1863 








End 


2305 


pi 


none 








Score 


72 


Exons 


1863. .1952, 


1872. 


.1955, 


2054. 


.2152, 2124. .2273, 2144. .2281, 




2210. .2305 












Seq. No. 


12603 








Seq. ID 


OJ990730_03.9C10.C15 


Gene No. 


26675 








Strand 






562 








End 


627 


Name 


OJ990730 03. 


9C10. 


CIS.ol 


.gs 


Method 


GENSCAN 


Cf a r-4- 


562 








End 


627 


P T 
bl 


none 








Score 


.59 


M* V f~\ T~\ C 


562. . 627 












Seq. No. 


12604 








Seq. ID 


OJ990730_03.9C10.C16 


Gene No. 


26676 








Strand 




Start 


292 








End 


422 


Name 


OJ990730 03. 


9C10. 


CI6.0I 


.gs 


Method 


GENSCAN 


Start 


292 








End 


422 


GI 


none 








Score 


.77 



13109 






292 . .422 








Seq. No. 


12605 




Seq. ID 


OJ990730_03.9C10.C17 


Gene No. 


26677 




Strand 


+ 


O Lai L ^ 


676 




End 


891 


v* dine 


OJ990730 03 9C10 


C17 ol as 


Mpt - hi nH 






676 ~~ 




End 


8 91 




none 




S core 


. 84 


Exons 


U / U ■ • O -7 X 










12606 

x ^. v \j \j 




Seq. ID 


OJ990730 03 9C10 C18 


Gene No . 


26678 




Strand 




Start 


1 




End 


754 


Name 


Q.J990730 03.9C10. 


C18.ol.gp 


Method 


AAT/GAP 


Start 


1 




End 


245 


GI 


58532 1.R1084 




Score 


417 


Exons 


1. .245 








GI Descrip. 


'2213590 7.0e-14 


(AC000348) 


T7N9.10 [Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990730_03.9C10.C18 

Strand 

End 754 

Method AAT/NAP 

End 754 

Score 727 



12606 
26678 
1 

OJ990730_03. 9C10 . C18 . ol . np 
1 

6598797 - 
1..754 

(AF024504) putative acyl-CoA synthetase [Arabidopsis thaliana] 



12606 
26678 
1 

OJ9907 30_03. 9C10.C18 .ol.ts 
1 

none 



Seq. ID OJ990730_03.9C10.C18 

Strand 

End 754 

Method TBLASTX : Soybean 

End 645 

Score 150 



1..216, 8. .217, 283. .645, 293. .613, 436. .618 



Seq. No. 


12606 




Seq. ID 


OJ990730_03. 9C10 


.C18 


Gene No. 


26678 




Strand 






Start 


1 ■■■."* 




End 


754 




Name 


OJ990730 03.9C10.C18. 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


1 




End 


598 




GI 


none 




Score 


127 




Exons 


1..216, 2. .217, 271.. 


.591, 272 


. .598 






Seq. No. 


12606 




Seq. ID 


OJ990730_03.9C10 


.C18 


Gene No. 


26678 




Strand 






Start 


1 




End 


754 




Name 


OJ990730 03.9C10.C18, 


, ol . tw 


Method 


TBLASTX: Wheat 




Start 


7 




End 


216 




GI 


none 




Score 


100 




Exons 


7. .216, 8. .175 











Seq. No. 12606 Seq. ID 

Gene No. 26678 Strand 

Start 1 End 

Name OJ990730_03 . 9C10 . C18 . ol . gs Method 

Start 19 End 



OJ990730_03.9C10.C18 
754 

GENS CAN 
600 



13110 






pt 


none 


Score 


A ^ 






Exons 


± _? • • DUU 










Seq. No. 


12606 


Seq. ID 


OJ990730_03.9C10 


.C18 




Gene No. 


26678 


Strand 








OLaiL 


1 




7 ^ A 
/ D ft 






Name 


*JU;?:7U/DU UO . jy^± U . ^1 0 . oi » tin 




i dj_iHo i a . ixiai ze 






otari 


i n q 




fi *3 zl 

O J H 






pt 


none 


Score 


fi fi 
O O 






Exons 


1 HQ 91fi 1 1 n 91 "7 9fi^ fi^4 


971 fi 








Seq. No. 


12606 


Seq. ID 


OJ990730_03.9C10 


.C18 




Gene No. 


26678 


Strand 










X 


tiulU 


/ D ft 






Name 


nTQQn7"3n qpi n pi r n9 -t-ur 




1 £>.uho ia. wneat 






Of 2 ■y--|- 


419 _ 




^ fi 9 






PT 
bl 


none 


Score 


1 "39 






Exons 


419 ^R9 416 Rfin 










Seq. No. 


12607 


Seq. ID 


OJ990730JD2.9C10, 


.C2 




Gene No. 


26679 


Strand 








otail 


1 9 Q 




1 QR 






Name 


PlTQQm^n H9 QPI n P9 r\~\ rxc 


Method 


P T? M O P 7\ "NT 






otart 


1 on 




1 QC 

± y d 




: 




none 


Score 


fi Q 




;ri 


Exons 


1 9 Q 1 QC 

y. .i yo 










Seq. No. 


12608 


Seq. ID 


OJ990730_02.9C10, 


.C3 




Gene No. 


26680 


Strand 


+ 








Z D U ± 


T7 1 i-i jr-J 


z / 0 y 




:sl 


Name 


nTQQimn no qpi n p^ /-> i 
ujyyu / ju . yui u . u o . oi . gp 


Method 


7\ 7\ rn / CJ\J-\ 

AA1 / LrAr 




i 5 


Q +- -j y~4- 

OLall. 


9 1; n i 




z / 0 y 






P T 


r n ^ am ^ 

jUjjU / D 


Score 


DDI 






Exons 


9^01 97 fi Q 








"*.\ 


Con Mn 

oeq. no. 


1Z QUO 


Seq. ID 


OJ990730JD2. 9C10. 


.C3 


21 


Gene No. 


26681 


Strand 


+ 




s j 


Start 


4145 


End 


7293 






Name 


o.TGQrnm 09 qpi n n rsO rr<5 


Method 


GENSCAN 




_i 


O Co. IT L 


4 1 4 R 


End 


7293 




=; 
= ? 


o J. 


none 


Score 


.8 






Exons 


4 1 4 S /II fil 49^fi 4^7^ m 97 


.5746, 5938. .6081, 6149. .6292, 






fi^QQ fi4R7 fiR9R 79Q^ 










oeq . iNo . 


1 9 fiHfl 
lz DUO 


Seq. ID 


OJ990730_02.9C10. 


,C3 




P<=> n p> KIo 


26681 


Strand 


+ 






Start 


4145 


End 


7293 






Name 


OJ990730 02. 9C10 . C3 . o2 . np 


Method 


AAT/NAP 






Start 


5680 


End - 


7290 






GI 


6721561 


Score 


1020 






Exons 


5680. .5715, 6116. .6328, 6399.. 


.6457, 6528.. 7290 






GI Descrip. 


(AP001073) EST AU082058 (C1297 6) corresponds to a region 


of 1 






predicted gene.; hypothetical 


protein 


[Oryza sativa] 





gi| 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



13111 




Q £s/t Ma 

oeq > iNu . 


X £. \J \J O 


JCt] . x u 


O.TQQD7 ^0 


n9 qpi n 


p? 


Gene No. 


26682 


Strand 


+ 






Start 


7231 


End 


12394 






Name 


OJ990730 02.9C10.C3.o4.np 


Method 


AAT /NAP 






C f- -5 y+- 

otai L 


7231 


End 


1 9^Q4 






pt 


6721512 


Score 








Exons 


7231.. 7269, 12095.-12394.- 










O T Hd 0 y n 
oX L-'tSoOXX^J. 


(AP001072) hypothetical protein [Oryza 


oaf -j 17 3 1 






Seq. No. 


12608 


Seq. ' ID 


OJ990730_ 


02.9C10 


.C3 


Gene No. 


26683 


Strand 


+ 






0 Lai u 


^ JOJD 


End 


94 4 9^ 






Name 


OJ990730 02. 9C10 . C3 . o5 . gs 


Method 


PFN^PAN 








23656 


End 


94 49^ 






\j x 


none 


Score 


7 9 






F 1 von ^ 


23656. .23695, 24221. .24423 










Qon Mo 


12608 


Seq. ID 


OJ990730_ 


09 qpi n 


p^ 


belle LnU . 


26684 


Strand 


+ 






Start 


24713 


End ■ 


30979 






Name 


nTQQm^n 09 qpi n o£ rrc: 


Method 


GENSCAN 








24713 


End 


30757 






rir 
0 X 


none 


Score 


.89 






U 1 V /"\ T~l 0 


24713. .24808, 25.147 25789, 


25890, .26392, 26903. 


97 099 






28263. .28373, 28844 28869, 


29113. .291 


80, 29501. 


9Qfi1 4 

• c* _? D X 4 , 






29710. .29891, 30043 .. 30111, 


30411. .30566, 30737. 


Tf|7 S7 




C c> /-t "Kl a 

oeq. in 0 . 


12608 


Seq. ID 


OJ990730_ 


Pl9 QPI fl 


p^ 


Gene No. 


26684 


Strand 


+ 






Start 




End 


30979 






Name 


OJ990730 02.9C10.C3.o5.gp 


Method 


AAT /GAP 






OLdl L 


26932 


End 


29617 






r-T 
ox 


none 


Score 


927 








26932. .27022, 27473 .. 27538 , 


28263. .28373, 28767. 


9fi R 4 ^ 






29113. .29180, 29501. .29617 












12608 


Seq. ID 


OJ990730_ 


fi9 QPI n 


P^ 


Gene No. 


26684 


Strand 


+ 






Start 


24713 


End 


30979 






Name 


OJ990730 02.9C10.C3.o6.gp 


Method 


AAT /GAP 






O Lai L 


29765 


End 


30979 






PT 


LIB34 34-010-P1-K1-F8 


Score 


985 








29765. .29891, 30043. .30111, 


30411. .30566, 30775. 


.30979 




PT nocrri n 
ox ucoOliy . 


'2781363 2.0e-20 (AC003113) 


F2401.19 [Arabidopsis thaliana] 1 


C^rr Mo 


12608 


Seq. ID 


OJ990730_ 


02.9C10 


.C3 


n ^ Mo 


26685 


Strand 








Start 


1 


End 


3315 






Name 


■ OJ990730 02.9C10.C3.ol.np 


Method 


AAT /NAP 






Start 


1 


End 


3315 






\J X 


6453908 


Score 


848 






Exons 


1..187, 334. .436, 531. .601, 


730. .784, 


961. .1064, 


1149. . 


1271, 




2190.. 2282, 2353. .2603, 310 


4. .3315 








GI Descrip. 


(AC011663) putative ABC transporter [Arabidopsis 


thaliana] 


Seq. No. 


12608 


Seq. ID 


OJ990730_ 


02.9C10 


.C3 


Gene No. 


26685 


Strand 









,13112 




Start 


± 


fcjna 


JJ1J 


Name 


n TQormn c\o on n ,-.1 
ujyyu / ou u<£ . yui u . lj . oi . gs 


Method 


bhNbbAN 


Start 


t n 




OH Q A 


bl 


none 


Score 


c 
. D 


Exons 


Ton one i 1 yiQ i on i^qq 


1 A A O 


on Q A 


beq. no. 


1 z ou o 


Seq. ID 


. OJ990730_02. 9C10.C3 


Gene No. 


26686 


Strand 




Start 


7228 


End 


13813 


Name 


OJ990730 02.9C10.C3.o3.np 


Method 


AAT/NAP 


Start 


7228 


End 


13813 


CjI 


4680183 


Score 


1194 


Exons 


7228. .7331, 8446. .8837, 8925 


..8966, 9432. .10850, 13765. .13813 


GI Descrip . 


(AF111709) gag-pol protein [Oryza sativa subsp. indica] 


beq. no. 


12608 


Seq. ID 


OJ990730__02. 9C10.C3 


Gene No. 


26686 


Strand 




Start 


7228 


End 


13813 


Name 


OJ990730 02.9C10.C3.o3.gs 


Method 


GENSCAN 


b rare 


7633 


End 


12192 


bl 


none 


Score 


.45 


Exons 


7633.. 7955, 8035.. 8080, 8179 


..8994, 9028. .9675, 9694. .10279, 




10340. .10532, 10653. .11415, 


11569. .12192 


Seq. No. 


12608 


• Seq. ID 


OJ990730 02.9C10.C3 


Gene No. 


26687 


Strand 


- 


Start 


14626 


End 


36849 


Name 


OJ990730 02. 9C10 . C3 . ol . ts 


Method 


TBLASTX: Soybean 


Start 


1 


End 


786 




none 


Score 


162 


Exons 


1..99, 2. .187, 6. .188, 6. .188, 8. .190, 


328. .438, 332. .439, 




533. .607, 533. .607, 724. .786 


, 727. .786 




beq. no. 


12608 


Seq. ID 


OJ990730_02.9C10.C3 


Gene No. 


26687 


Strand 




Start 


14626 


End 


36849 


Name 


OJ990730 02. 9C10..C3.o4 .tm 


Method 


TBLASTX: Maize 


otart 


1 


• End 


436 


C T 
bl 


none 


Score 


266 


TP i^r r*\ 

£jXons 


1..99, 2. .187, 6. .188, 325.. 


405, 328.. 


435, 332. .433, 332. .436 




333. .434 






beq . no . 


12608 


Seq. ID 


OJ990730_02.9C10.C3 


Gene No. 


26687 


Strand 




Start 


14626 


End 


36849 


Name 


OJ990730 02. 9C10 . C3 . o5 . tm 


Method 


. TBLASTX: Maize 


otart 


527 


End 


1242 


C T 

bi 


none 


Score 


121 


Exons 


527. .607, 530. .634, 724. ,795, 728. .781 


, 730. .786, 959. .1072, 




960. .1073, 961. .1077, 1123.. 


1242, 1147 


. .1233, 1149. .1241 


Seq. No. 


12608 


Seq. ID 


OJ990730_02.9C10.C3 


Gene No. 


26687 


Strand 




Start 


14626 


End 


36849 


Name 


OJ990730 02. 9C10 . C3 . ol . tc 


Method 


TBLASTX: Cress 


Start 


533 


End 


2440 


GI 


none 


Score 


91 



13113 



Exons 



533. .607, 724. .795, 953. .1078, 955. .1068, 963. .1082, 1149. .1271, 
1159. .1272, 1398. .1442, 1543. .1596, 2101. .2220, 2163. .2219, 
2169. .2282, 2224. .2283, 2356. .2439, 2360. .2440 



Seq. No. 12608 

Gene No. 26687 

Start 14626 

Name OJ990730_02 . 9C10 . C3 . o2 . ts. 

Start 958 

GI none 
Exons 



Seq. ID OJ990730_02.9C10.C3 
Strand 

End 36849 

Method TBLASTX : Soybean 

End 1274 

Score 63 



958. .1077, 960. .1067, 1149. .1274, 1150. .1272, 1206. .1274 



Seq. No. 12608 

Gene No. 26687 

Start 14626 

Name OJ9907 30_02 . 9C10 . C3 . ol . tw 

Start 5460 

GI none 
Exons 



Seq. ID OJ990730_02.9C10.C3 
Strand 

End 36849 

Method TBLASTX : Wheat 

End 8986 

Score 350 



5460. .5561, 8530. .8985, 8531. .8986 



Seq. No. 12608 

Gene No. 26687 

Start 14626 

Name OJ990730_02 . 9C10 . C3 . o2 . tw 

Start 6978 

GI none 
Exons . 



Seq. ID OJ990730_02.9C10.C3 
Strand 

36849 

TBLASTX: Wheat 
9633 
157 



End 

Method 
End 
Score 

6978. .6995, 7013. .7099, 9178. .9414, 9188. .9412, 9451. .9633, 
9452. .9625 



U! 


Seq. No. 


12608 








Seq. ID 


OJ990730_02.9C10 


.C3 




Gene No. 


26687 








Strand 








Start 


14626 








End 


36849 




j'U 


Name 


OJ990730 02 


. 9C10 


.C3.o3. 


tw 


Method 


TBLASTX: Wheat 






Start 


8017 








End 


8415 






GI 


none 








Score 


173 




'"'•J. 


Exons 


8017. .8415, 


8105 


. .8305, 


8116. 


.8415 








Seq. No. 


12608 








Seq. ID 


OJ990730_02.9C10 


.C3 


q 


Gene No. 


26687 








Strand 






in 


Start 


14626 








End 


36849 




i 


Name 


OJ990730 02 


. 9C10 


.C3.o3. 


tm 


Method 


TBLASTX: Maize 






Start 


8107 








End 


8472 






GI 


none 








Score 


96 






Exons 


8107. .8472, 


8108 


. .8305 












Seq. No. 


12608 








Seq. ID 


OJ990730_02.9C10 


.C3 




Gene No. 


26687 








Strand 








Start 


14626 








End 


36849 






Name 


OJ990730 02 


. 9C10 


.C3.o3. 


ts 


Method 


TBLASTX : Soybean 






Start 


8203 








End 


8439 






GI 


none 








Score 


69 






Exons 


8203. .8439, 


8213 


. .8302 












Seq. No. 


12608 








Seq. ID 


OJ990730_02.9C10 


.C3 




Gene No. 


26687 








Strand 








Start 


14626 








End 


36849 






Name 


OJ990730 02 


. 9C10 


.C3.ol. 


tm 


Method 


TBLASTX: Maize 





13114 




Start 


8500 






End 


8856 






GI 


none 






Score 


209 






Exons 


ocnn qqc/c ocm o 

O0UU..OO0D, OOUl. .O 


1 fl A O C C A 

/ y 4 , oob4 




0 0 c\ 0 
. 8802 








Seq. No. 


12608 






Seq. ID 


OJ990730_ 


02. 9C10 


.C3 


Gene No. 


26687 






Strand 








Start 


1 4 b2 b 






End 


36849 






Name 


ojyyu/ju u2.9Cio.C3 


. o4 . tw 




Method 


TBLASTX: Wheat 




Start 


1 rioi C 

lUzlb 






End 


10614 






GI 


none 






Score 


69 ' 






Exons 


1021 6 . . lOol 4 , 10316 


. . 1048y/ 


10562. .10600 






Seq. No. 


12 6U0 






Seq. ID 


OJ990730_ 


U2 . yciu 


. C3 


Gene No. 


26687 






Strand 








Start 


14626 






End 


36849 






Name 


ujyyu/ju u2.yu1u.00 


. o4 . gs 




Method 


GENSCAN 






Start 


14b2b 






End 


21250 






GI 


none 






Score 


.64 






Exons 


1 /I OC 1 ^ T £ "3 1 coon 

14 b2 b . . 1 4 / b J, 10o2o 


. . ibo y y , 


17852. .18133, 18334. 


. 1844 9, 






lobby .. lbolb, iyu/o 


. . lyivo , 


19388. .19477, 19673. 


. 21250 




Seq. No. 


1 0 c n 0 

12 6U0 






Seq. ID 


OJ990730_ 


02.9C10 


. C3 


Gene No . 


0 £ c 0 "7 
2 DDO / 






Strand 








Start 


14626 






End 


36849 






Name 


OJ990730_02.9C10.C3 


. o5 . np 




Method 


AAT/NAP 






Start 


17843 






End 


21250 






GI 


629807 






Score 


3671 






Exons 


17843 .. 18133, 18373 


. .1844 9, 


1( 


3569. .I81 


615, 19070. 


.19170, 






1 9388 19477 , 19673 


. .21250 












GI Descrip. 


VP1 protein - rice 














Seq. No. 


12608 






Seq. ID 


OJ990730_ 


02.9C10 


. C3 


Gene No. 


O f" /" O "1 

2 668 / 






Strand 








Start 


14626 






End 


36849 






Name 


OJ990730_02.9C10.C3 


.08. tm 




Method 


TBLASTX: Maize 




Start 


i o n o £ 
lb U Jb 






End 


19478 






GI 


none 






Score 


70 






Exons 


18036.. 181U4, 181.11 


. .18131, 


If 


3367.. 18453, 18368. 


.18451, 






lboo J . . lb bio , loobJ 


. . ib biy , 


18564. .18620, 19045. 


.19173, 






lyuob . . iyiby , iyo6y 


. .19210, 


19388. .19477, 19389. 


.19478 




Seq. No. 


i o r r\ o 

12608 






Seq. ID 


OJ990730_ 


02. 9C10 


. C3 


Gene No . 


26687 






Strand 








Start 


14626 






End 


36849 






Name 


OJ990730 02.9C10.C3 


. o2.gp 




Method 


AAT/GAP 






brart 


19056 






End 


19823 






GI 


72020 1.R1084 






Score 


585 






Exons 


19056. .19170, 19388 


. .19477, 


19673. .19823 






GI Descrip. 


, 391884/dbj | D16640 I RIC0SVP1 


1, 


, Oe-62 Rice DNA for 


VP1 prote: 




complete cds 1 














Seq. No. 


12608 






Seq. ID 


OJ990730_ 


02. 9C10 


.C3 


Gene No. 


26687 






Strand 








Start 


14626 






End 


36849 






Name 


OJ990730 02.9C10.C3 


. 0 6 . np 




Method 


AAT/NAP 






Start 


19687 






End 


36849 






GI 


81286 






Score 


187 







13115 



Exons 19687. .19816, 20020 .. 20174 , 20307 .. 20548 , 24 611 24802, 

36701. .36849 

GI Descrip. extensin - Volvox carteri (fragment) gi | 21 992 | emb | CAA4 6283 | 
(X65165) extensin [Volvox carteri] 

Seq. No. 12608 Seq. ID OJ990730JD2 . 9C10 . C3 

Gene No. 26687 Strand 

.Start 14626 End 36849 

Name OJ990730_02 . 9C10 . C3 . o3 . gp Method AAT/GAP 

Start 20600 . , End 20923 

GI 5607328 Score 644 

Exons 20600. .20923 

GI Descrip. 586238/sp I P37398 | VIV_ORYSA 2.0e-51 VIVIPAROUS PROTEIN HOMOLOG 

>gi_632294_pir S48899 VP1 protein (OSVPl) - Oryza sativa 

>gi_391885_dbj_BAA04 066_ (D16640) VP1 protein (OSVPl) [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12608 Seq. ID OJ990730JD2 . 9C10 . C3 

26687 Strand 

14626 End 36849 

OJ990730_02. 9C10.C3.o4 .gp Method AAT/GAP 

21013 End 21334 

5607329 Score 612 

21013. .21334 

391884/dbj ! D16640 | RICOSVP1 1.0e-62 Rice DNA for VP1 protein, 
complete cds 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12608 Seq. ID 

26687 Strand 
14626 End 
OJ990730_02 . 9C10 . C3 . o9 . tm Method 
29117 End 
none Score 

29117. .29176, 29119 .. 29181, 2911 9 .. 2 9175 , 

29701. .29904, 29705 .. 29890, 29751. .29897 



OJ990730_02.9C10.C3 
36849 

TBLASTX: Maize 
29904 
90 

29560. .29613, 



Seq. No. 12608 
Gene No. 26687 
Start 14626 

Name OJ990730_02 . 9C10 . C3 . 06 . tm 

Start 30036 
GI none 
Exons 30036. 

30407, 

30774 . 



.30113, 30042. 
.30568, 30751, 
.30884 



.30113, 
.30843, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

30395 

30773 



OJ990730 02.9C10.C3 



36849 ■ 

TBLASTX: Maize 
30886 
78 

30568, 30405. .30569, 
30883, 30773. .30886, 



Seq. No. 12608 Seq. ID 

Gene No. 26687 Strand 

Start 14626 End 

Name OJ990730_02 . 9C10 . C3 . o7 . gs Method 

Start 31597 End 

GI none Score 

Exons 31597. .31677, 32034 .. 32165, 32374. 

34637. .34729, 35687 .. 35850, 35963. 



32463, 
36747 



OJ990730_02.9C10.C3 

36849 
GENSCAN 
36747 
.43 

34294 . .34334, 



Seq. No. 
Gene No. 



12608 
26687 



Seq. ID 
Strand 



OJ990730 02.9C10.C3 



13116 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14626 

OJ990730_02 . 9C10 . C3 . o2 . tm 

31755 

none 

31755. .31802, 31767 

31781. .31906, 31782 

32059. .32166, 32374 

32507. .32614, 32507 

32509. .32628, 32749 



End 

Method 

End 

Score 



36849 

TBLASTX : Maize 

32952 

43 



31799, 31780. . 31905, 31781 .. 31906, 

31907, 32025. .32180, 32035 .. 32196, 

32421, 32375. .32419, 324 91 .. 32613, 

32623, 32508. .32624, 32508 32624 , 

32952, 32754. .32942 



12608 
26687 
14626 

OJ990730_02 . 9C10 . C3 . o7 . tm 

34723 

none 

34723. .34749, 
35209. .35289, 
35365. .35451, 
35960. .36019 



34831. .34938, 
35209. .35295, 
35718. .35891, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
34836. . 34940, 
35364. .35444, 
35752. .35868, 



OJ990730 02.9C10.C3 



36849 

TBLASTX: Maize 
36019 
41 

34836. .34940, 
35364 . .35447, 
35759. .35869, 



No. 



Seq. No. 12609 Seq. ID 

Gene No. 26688 Strand 

Start 1 End 

Name ■ OJ990730_02 . 9C10 . C4 . ol . np , Method 

Start 1 End 

GI 4581111 .Score 

Exons 1..24, 1355.. 1605 

GI Descrip. (AC005825) putative non-LTR 
[Arabidopsis thaliana] 

12609 Seq. ID 

26688 Strand 

1 End 

OJ9907.30_02 . 9C10 . C4 . ol . gs Method 

64 - End 

none Score 
64. .297, 1187. .1264 

Seq. No. 12609 Seq. ID 

Gene No. 26689 Strand 

Start 1822 End 

Name OJ990730_02 . 9C10 . C4 . o2 . gs Method 

Start 1822 End 

GI none Score 

Exons ' 1822. .2026 



ffi 

\ Lr 
III 



rlf Sec 3- 

Gene No. 
L Start 
Name 
Start 
GI 

i s \ Exons 



OJ990730_02.9C10.C4 
+ 

1605 
AAT/NAP 
1605 
49 



retroelement reverse transcriptase 



OJ990730_02. 9C10.C4 
+ 

1605 
GENSCAN 
1264 
.63 



OJ990730_02. 9C10.C4 

2026 
GENSCAN 
2026 
.57 



Seq. No. 12610 Seq. ID 

Gene No. 26690 Strand 

Start 33 End 

Name OJ990730_02 . 9C10 . C5 . ol . gs Method 

Start 33 End 

GI none Score 

Exons 33.. 168 



OJ990730_02. 9C10.C5 
168 

GENSCAN 

168 

.52 



Seq. No, 
Gene No. 



12611 
26691 



Seq. ID 
Strand 



OJ990730 02.9C10.C6 



13117 




Start 


1 


End 


480 


Nam© 


OJ990730 02. 9C10 . C6 . ol . np 


Method 


AAT/NAP 




1 


End 


480 




6907086 


Score 


614 


TT von c; 


1. .480 






Dpscrio 


(AP001129) hypothetical protein [Oryza 


sat iva 1 


Seq. No. 


12611 


Seq. ID 


OJ990730_02.9C10.C6 


Gene No. 


26691 


Strand 




Cf art 

u Lai 


1 


End 


480 


LNdlLlC 


OJ990730 02.9C10.C6.ol.gs 


Method 


GENSCAN 

\J 1—1 Li tj Villi 


91- 3 rt 


30 


End 


175 




none 


Score 


. 9 




30. .175 








12612 


Seq. ID 


OJ990730 02 9C10 C7 




26692 


Strand 


+ ~~ 


Start 


306 


End 


586 


Name 


OJ990730 02.9C10.C7.ol.gp 


Method 


AAT/GAP 


Start 


306 


End 


586 


GI 


044^ 1 RinR4 

Z.HHO 1 • JMU04 


Score 


330 


F 1 von ^ 


306.7417, 500.. 586 








, 2911072/emb|CAA17534.1| 1 . Oe 


-73 (AL021960) putative protei 


- s : 


[Arabidopsis thaliana] ' 






SJ. ' ' 

!tr ^ c DrT Kin 


12612 


Qpn TD 

JC^j • 1 u 




!i Gene No. 


26693 


C f- nH 




Li Start 


608 


End 


697 


_: IN CULLC 




Method 


TBLASTX: Wheat 




304 


End 


588 


- GI 


none 


Score 


179 


' sf Fvon q 


304. .429, 309. .431, 497. .523, 


518. .577, 


523. .585, 523. .588, 


i.5 


524. .586 






*| Seq. No. 


12612 


Seq. ID 


OJ990730_02. 9C10.C7 


A Gene No. 


26693 


Strand 




'* Start 


U \J 0 


End 


697 


Name 


0J9 90.7-30 02.9C10.C7.ol.tm 


Method 


TBLASTX: Maize 


J Start 


313 


End 


634 


l\ GI 


none 


Score 


155 


**: F.xons 


313. .429, 318. .434, 497. .523, 


510. .584, 


523. . 630, 524 . . 634 


Seq. No. 


12612 


Seq. ID 


OJ990730_02.9C10.C7 


Gene No. 


26693 


Strand 




Start 


608 


End 


697 


Name 


OJ990730 02.9C10.C7.ol.gs 


Method 


GENSCAN 


Start 


608 


End 


697 


GI 


none 


Score 


.53 


R von q 


608. .697 






Seq. No. 


12613 


Seq. ID 


OJ990730_02. 9C10.C8 


Gene No. 


26694 


Strand 


+ 


Start 


1 


End 


2443 


Name 


OJ990730 02.9C10.C8.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1483 


GI 


2911072 


Score 


423 


Exons 


1..26, 855. .935, 1004. .1228, 


1338. .1483 



13118 








(AL021960) putative protein [Arabidopsis thaliana] 




beq. wo. 


12613 


Seq. ID 


PTOom^n no on n pq 




Gene No. 


26694 


Strand 


+ — 




Start 


1 


End 


2443 




Name 


OJ990730 02.9C10.C8.ol.gs 


Method 


GENSCAN 






357 


End 


2443 




P t 


none 


Score 


.71 




Exons 


357. .449, 855. .935, 1004. .1228, 1275.. 


1460, 2028.. 2165, 






2324. .2443 








beq . ino . 


12613 


Seq. ID 


OJ990730 02.9C10.C8 






26694 


Strand 


+ 




Start 


1 


End 


2443 




Name 


OJ990730 02.9C10.C8.ol.gp 


Method 


AAT/GAP 






840 


End 


1929 




PT 


2443 1.R1084 


Score 


1539 




lijXons 


840. .935, 1004. .1228, 1338. .1460, 1544 


. .1929 




PT FlQcr 1 ! — i t~\ 
ul ueoCLXp. 


(iyiiu / z / eiuD | cm i / o o fi . i i i.ue 


-73 (AL021960) putative protein 






L/\raDiaopsis unananaj 








Seq. No. 


1 9 £1 7 


Seq. ID 


OJ990730_02. 9C10.C8 




Gene No. 


26695 


Strand 




•a?f 




2125 ' 


End 


2553 


'"ssl 


Name 


PiTQQri7*^fl 09 QP1 0 PR r\9 rxr^ 


Method 


AAT/GAP 




C4- -> -~4- 

o tar l 


Z LZO 


End 


2553 ' 


i.i ! 




ZoUUl jo 


Score 


715 


rll 

r=i 


Exons 


IzD . . ZOD j 






•3 =7 


beq. no. 


1 OiTI o 
1 Z 0 1 o 


Seq. ID 


OJ990730_02. 9C10.C8 




Gene No. 




Strand 






Start 


9 £09 


End 


4024 


: s: 


Name 


OJ990730 02. 9C10 . C8 . ol . tw 


Method 


TBLASTX: Wheat 




OCaiL 


749 


End 


1378 


L c j 


P T 


none 


Score 


128 




U 1 V /"\ T^i C 


749. .937, 840. .935, 859. .942, 


974. .1231, 997. .1230, 1322. .1378, 


f , 
jsa: 




1323. .1367 






.! s: 


Cdrr NT /-\ 

oeq. ino. 


12613 


Seq. ID 


OJ990730_02.9C10.C8 




P ^ t-'i d NT /-\ 

uene ino . 


26696 


Strand 




\"l 
'SZT 


Start 


2602 


End 


4024 




Name 


OJ990730 02. 9C10.C8.ol. tm 


Method 


TBLASTX: Maize 






776 


End 


1829 




PT 
bl 


none 


Score 


132 




Exons 


776. .937, 840. .935, 855. .938, 


866. .937 


, 938. .1228, 974. .1231, 






1003.. 1230, 1322.. 1459, 1338.. 


1484, 1354. .1455, 1531. .1656, 






1539. .1667, 1546. .1671, 1761.. 


1829 






beq . ino . 


12613 


Seq. ID 


OJ990730_02.9C10.C8 




bene ino . 


26696 


Strand 






Start 


2602 


End 


4024 




Name 


OJ990730 02.9C10.C8.o2.ts 


Method 


TBLASTX: Soybean 




Start 


863 


End 


1460 




GI 


5509682 


Score 


112 




Exons 


863. .937, 864. .935, 974. .1048, 


1003. .1227, 1003. .1230, 






1089. .1229, 1091. .1231, 1322.. 


1453, 1323.. 1460 




GI Descrip. 


2911072/emb CAA17534 3.0e-40 


(AL021960) putative protein 



13119 




[Arabidopsis thaliana] 





Seq. No. 


12613 








Seq. ID 


OJ990730_02.9C10.C8 




Gene No. 


26696 








Strand 






C -(- y~4- 


9 609 








End 


4024 




Naiue 


nTQQD7^n 09 


QP1 0 


PR r> "3 


■j-m 

cin 


Method 


TBLASTX: Maize 




CM i >-+- 

o car u 


9 R9R — 








End 


3243 




p t 


none 








Score 


72 






9S9R 96S0 


9 Szl 0 

Z .J *3 \J 


9 c iR7 
■ZOO / , 


960R 


.2649, 2656.. 2691, 2796.. 2861, 






97 Q7 9 R 69 


9fi 01 


9R66 
. Z O O 0 , 


9R0 ^ 


.2865, 2937.. 2996, 2937.. 3002, 






ni ^941 

JlUi . . JZ4X; 


"31 09 


^9zl 9 

. O Z fi Z , 


?1 09 

O J. VJ z . 


.3242, 3106.. 3243 




Seq. No. 


12613 








Seq. ID 


OJ990730_02. 9C10.C8 






9 66Q6 

Z U O _7 D 








Strand 






OLdlL 


9 609 








End 


4024 




Name 


O>TQQ07^0 09 


QP1 0 


PR n1 




Method 


TBLASTX: Cress 






9 S Q0 ~~ 








End 


3544 




rij 


nunc 








Score 


59 




HjXOIIo 


9SQ0 96S9 


9R00 
zouu . 


9 R 6S 


9R0d 


.2866, 3085.. 3387, 3102.. 3413, 






3459. .3536, 


3461. 


.3544 










o e q . in o . 


1 9 61 ^ 








Seq. ID 


OJ990730_02. 9C10.C8 




P ono NT /~\ 

oene ino . 


9 66Q6 








Strand 




'a s? 


b tart 


9 609 
Z OUZ 








End 


4024 


31 

w 


Name 


nTQQm^n 09 
uu yyu / ju uz 




PR r\9 
. OZ . 


gs 


Method 


GENSCAN 


Cri 


otart 


9 609 
Z OUZ 








End 


3922 


rjl 


p t 


none 








Score 


.92 


1 ST 

:. 


Exons 


9609 OCpc. 
Z OUZ . . ZOO J, 


9 fi 0 "3 
Z o U O . 


9 R 6 "3 
. Z O O J , 


Z" J(5 . 


.3002, 3102.. 3383, 3866.. 3922 


: : i 


Seq. No. 


12613 








Seq. ID 


OJ990730__02. 9C10.C8 


; 


Gene No . 


26696 








Strand 




1" ! E 




9 609 
ZDUZ 








End 


4024 




Name 


Pi TQ Q0 7 "3 0 09 
Uu^^U / jU UZ 


.9C10. 


C8 .o2. 


np 


Method 


AAT/NAP 




q-t- a v-+- 

OT-.aiTT_ 


9 60 ^ _ 








End 


4024 


i"j 

•s=r 




6i7m rr 

D J- / O x JO 








Score 


639 


V £ 
-: 


Exons 


960S 96ft c i 

ZOUj . . ZOO J/ 


2803. 


.2863, 


2938. 


.3002, 3102.. 3383, 3461.. 3535, 


|a =: 




"36zl zl ^7 1 R 


3866. 


.4024 








;.*{ 


GI Descrip. 


(AC010796) 


putative ABC 


transporter [Arabidopsis thaliana] 


ill 




1961^ 








Seq. ID 


OJ990730_02. 9C10.C8 






9 66Q6 

Z U O _7 O 








Strand 






O Lai L 


9 609 
z uuz 








End 


4024 




IN aillt: 


D,TQQ07^0 09 

UU7^U / JU UZ 


. 9C10. 


C8.ol. 


ts 


Method 


TBLASTX : Soybean 




q+- a y-j- 


^1 91 ~~ 

J1Z1 








End 


3532 




VaJ. 


none 








Score 


191 




Exons 


"3191 ^"30 ^ 
JlZl • . jjUJj 


3123. 


.3371, 


3123. 


.3386, 31* 


56. .3384, 3461. .3532 




Seq. No. 


12613 








Seq. ID 


OJ990730_02. 9C10.C8 




Gene No. 


26696 








Strand 






Start 


2602 








End 


4024 




Name 


OJ990730 02 


. 9C10. 


C8.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


3243 








End 


3727 




GI 


none 








Score 


137 




Exons 


3243. .3386, 


3243. 


.3386, 


3244 . 


.3387, 3461.. 3538, 3461.. 3538, 






3641. .3688, 


3641. 


.3727, 


3645. 


.3719 






Seq. No. 


12614 








Seq. ID 


OJ990730_02 . 9C10 . C9 



13120 




Gene No. 


26697 


Strand 


+ 


Start 


2288 


End 


3586 


Name 


OJ990730 02.9C10.C9.o2.gp 


Method 


AAT/GAP 


Start 


2202 


End 


2867 


GI 


2427835 


Score 


824 


Exons 


2202.. 2449, 2540.. 2606, 2724 


. .2867 




GI Descrip. 


2781363 2.0e-20 (AC003113) F2401.19 


[Arabidopsis thaliana] 


Seq. No. 


12614 


Seq. ID OJ990730 02.9C10.C9 


UCilc LNLJ . 


26697 


Strand 


+ 


Start 


2288 


End 


3586 


Name 


OJ990730 02.9C10.C9.ol.np 


Method 


AAT/NAP 


Start 


2213 


End 


3580 


GI 


6648200 


Score 


508 


Exons 


2213.. 2449, 2540.. 2606, 2724 


..2942, : 


3293. .3417, 3506. .3580 


GI Descrip. 


(AC013483) putative RHO GDP- 


dissociation inhibitor 1 



[Arabidopsis thaliana] 





Seq. No. 


12614 






Seq. ID 


OJ990730_02.9C10.C9 




Gene No. 


26697 






Strand 


+ 




Start 


2288 






End 


3586 




Name 


OJ990730 02 


. 9C10.C9.o2. 


gs 


Method 


GENSCAN 




Start 


2288 






End 


3586 


q 


GI 


none 






Score 


.96 


: nr 


Exons 


2288. .2449, 


2540. .2606, 


2724 . 


.2942, 3293. .3459, 3506. .3586 




Seq. No. 


12614 






Seq. ID 


OJ990730_02.9C10.C9 




Gene No. 


26698 






Strand 


+ 


a 


Start 


5536 






End ; 


8440 


U! 


Name 


OJ990730 02 


. 9C10.C9.o2. 


np 


Method 


AAT/NAP 




Start 


5536 






End 


8440 


M 


GI 


6091764 






Score 


559 




Exons 


5536. .5556, 


7014. .8440 








c:i 


GI Descrip. 


(AC009327) 


hypothetical 


protein [Arabidopsis thaliana] 


w 

"I 


Seq. No. 


12614 






Seq. ID 


OJ990730_02.9C10.C9 




Gene No. 


26698 






Strand 


+ 




Start 


5536 






End 


8440. 


ESF 


Name 


OJ990730 02 


. 9C10.C9.o4 . 


gs 


Method 


GENSCAN 


3 


Start 


6466 






End 


8410 




GI 


none 






Score 


.79 




Exons 


6466. .6652, 


6777. . 6845, 


7188. 


.7355, 8208.. 8410 



Seq. No. 12614 Seq. ID 

Gene No. 26699 Strand 

Start 143 End 

Name OJ990730_02 . 9C10 . C9 . ol . gs Method 

Start 143 End 

GI hone Score 

Exons 143.. 1010 



OJ990730_02.9C10.C9 

1010 
GENSCAN 
1010 
.47 



Seq. No. 12614 Seq. ID 

Gene No. 26700 Strand 

Start 3539 End 

Name OJ990730 _02 . 9C10 . C9 . o3 . gp Method 

Start 3539 End 

GI 45653 1.R1084 Score 



OJ990730_02.9C10.C9 

3826 
AAT/GAP 
3826 
576 



13121 




Exons 














1 \J X J VJ J . 




\ r\\* \J \J J X X J ) 




f 7\ y~ -3 V> 1 H Ano 1 0 "f-Vial t anal 


Seq. No. 


12614 






Seq. ID 


OJ990730_02.9C10.C9 


Gene No. 


26701 






Strand 




O La J- L 


5471 






End 


5774 


Name 


OJ990730 02 


.9C10, 


.C9.o2.tm 


Method 


TBLASTX: Maize 


OLai l. 


180 






End 


57 9 




none 






Score 


293 




180. .545, 180. .578, 181. .564 


, 190. .579 


Seq. No. 


12614 






Seq. ID 


OJ990730_02.9C10.C9 


Gene No. 


26701 






Strand 






5471 






End 


5774 


Name 


OJ990730 02 


. 9C10. 


.C9.ol.tc 


Method 


TBLASTX: Cress 


O Lai L 


258 






End 


611 


(IT 
ox 


none 






Score 


97 




258. .611, 280. .510, 327. .515 








12614 






Seq. ID 


OJ990730_02.9C10.C9 




26701 






Strand 




OLaX C 


D H I X 






End 


5774 


Name 


OJ990730 02 


.9C10. 


,C9.ol.tm 


Method 


TBLASTX: Maize 


Start 


2300- 






End 


3715 


r-T 

VJ J. 


none 






Score 


117 


L. ' ■** /"v 


2300. .2449, 


2383. 


.2451, 2537 


..2605, 2539.. 2610, 2722.. 2961, 




2723. .2956, 


3218. 


.3259, 3283 


..3417, 3296. .3415, 3297. .3416, 




3375. .3428, 


3487. 


.3528, 3503 


..3595/' 3504.. 3593, 3505.. 3594, 




3683. .3715 










Seq. No. 


12614 






Seq. ID 


OJ990730_02.9C10.C9 


Gene No. 


26701 






Strand 




Start 


5471 






End 


5774 


ln dine 


OJ990730 02 


.9C10. 


C9.ol. ts 


Method 


TBLASTX: Soybean 


O L cl XL, 


2405 






End 


2821 


r; t 


none 






Score 


66 


F* von q 


2405. .2455, 


2519. 


.2605, 2539 


..2604, 2720. .2821, 2731. .2814 


JC^t LNL-> • 


12614 






Seq. ID 


OJ990730_02.9C10.C9 


Gene No. 


26701 






Strand 




Start 


5471 






End 


5774 


Name 


OJ990730 02 


.9C10. 


C9.o3.tc 


Method 


TBLASTX: Cress 


Qfarf 


2537 






End 


2949 




none 






Score 


90 




2537. .2605, 


2539. 


.2610, 2722 


..2823, 2723.. 2803, 2840.. 2947, 




2845. .2949 










Seq. No. 


12614 






Seq. ID 


OJ9907 30_02. 9C10.C9 


Gene No. 


26701 






Strand 




Start 


5471 






End 


5774 


Name 


OJ990730 02 


. 9C10. 


C9.o3.gs 


Method 


GENSCAN 


Start 


5471 






End 


5774 


GI 


none 






Score 


. 67 


Exons 


5471. .5592, 


5738. 


.5774 






Seq. No. 


12614 






Seq. ID 


OJ990730_02. 9C10.C9 


Gene No. 


26702 






Strand 





13122 




Start 


7022 








End 


8437 


Name 


O.TQQ07^0 09 


qpi 0 


PQ o1 


u w 


Method 


TBLASTX: Wheat 


O tax 1- 


7099 ~~ 








End 


8437 


PT 










Score 


181 


Exons 


709? 7^7ft 


79QS 


74 41 


7 ^60 
/ O DU 


..7428, 7601. .7843, 7883. .7987, 




7904 8047 


8072 , 


89Q^ 


R91 0 

O C X VJ 


. .8437 




O 6 CJ . IN O . 


1 9 #14 








Seq. ID 


OJ990730_02.9C10.C9 


Gene No. 


26702 








Strand 




Start 


7022 








End 


8437 


Name 


O.TQQ07^0 09 


QPl 0 


PQ n9 


L 0 


Method 


TBLASTX: Soybean 


C -|- -a Y-f- 
OLaX I. 


7099 _ 








End 


8407 


PT 
oX 


none 








Score 


155 


EjXOIIo 


7099 7^81 


709ft 


7 1 ? S 


7^01 

/ O VJ X 


..7441, 7463. .7687, 7613. .7990, 




7ft00 7R90 


788 S 


7QQ9 


7Q1 0 


..8047, 7912. .8049, 8216. .8407 


oeq. inu i 


1 961 4 








Seq. ID 


OJ990730_02.9C10.C9 


ucllc 1NO . 


9 6709 








Strand 




Start 


7022 








End 


8437 


Name 


OJ990730 02 


.9C10. 


,C9.o2. 


tc 


Method 


TBLASTX: Cress 




709ft 








End 


8365 


PT 


none 








Score 


230 


C 1 v /"\ ft o 


709ft 7 M 6 


714ft 

/ 14 O ■ 


77 69 

mil \JC. f 


7 909 


..7372, 7277. .7438, 7463. .7744, 




7 6^7 p -i n7 


7766 


ft 04 7 


7 Q 1 Q 


. .8047,- 7922. .8050, 8044. .8337, 




ftOft 1 ft ^6R 


8 1 Q9 
0 x y c. % 


ft ^ s ^ 


ftl Q4 

O ± Z/ *i 


. .8292 




oeq. IN o . 


1 9 6 1 zl 








Seq. ID 


OJ990730_02. 9C10.C9 


Gene No. 


26702 








Strand 




Start 


7022 








End 


8437 


Name 


O.TQQ07^0 09 


QPl 0 


PQ 0 "3 


LIll 


Method 


TBLASTX: Maize 




7119 








End 


8437 


r* T 


none 








Score 


273 


Exons 


7119 7R1 ? 

r X X ^ . . 1 O ± O f 


714ft 


74 ^ft 


7 4 ft 4 
/ 404 


..7822, 7663. .8058, 7667. .7840, 




77R7 ft06ft 


77^7 


RO RQ 


7 7 69 


..7992, 7883.. 8437, 8072.. 8389 


O . in kj . 


1 961 S 








Seq. ID 


OJ990730_02.9C10.C10 


Gene No. 


26703 








Strand 


+ 


Start 


1 








End 


330 


Name 


O.TQQ07^0 09 


. 9C10. 


ClO.ol 


. np 


Method 


AAT/NAP 


o Lai. u 


1 _ 
X 








End 


330 


PT 

w J. 


^9Q7ft9^ 
-j z. z? 1 0 0 








Score 


147 


LAUllO 


1 ^0 












P T Ho C P T" "i T~\ 

o± u t; o o i. X * 


( AT 0^1 0^9 \ 1 


putative protein 


[Arabidopsis thaliana] 




1 961 5 
16OU 








Seq. ID 


OJ990730_02.9C10.C10 


Gene No. 


26704 








Strand 


+ 


Start 


1609 








End 


1942 


LN CtillC 


OJ990730 02 


. 9C10. 


C10.O2 


.np 


Method 


AAT/NAP 


jLal L 


1609 








End 


1930 


PT 


6648212 








Score 


166 


Exons 


1609. . 1715, 


1817. 


. 1930 








GI Descrip. 


(AC013483) putative RNA-binding protein [Arabidopsis thaliana] 


Seq. No. 


12615 








Seq. ID 


OJ990730_02 . 9C10 . C10 


Gene No. 


26704 








Strand 


+ 


Start 


1609 








End 


1942 


Name 


OJ990730 02 


.9C10. 


ClO.ol 


.gs 


Method 


GENSCAN 










13123 






Start 


1 b 1 / 


T~i _J 

hna 


1 A A O 

1 y 4 z 






GI 


none 


Score 


. yb 






Exons 


lbl/..l/lD, lol/..iy4Z 










Seq. No. 


1 o a 1 tr 
1 Z b 1 o 


beq. iiJ 


r\ t qq n "7 q n 

uj y yu / oU 


n 0 qp 1 a 

uz . yciu 


pi n 
. LIU 


Gene No. 


26705 


Strand 


+ 






Start 


^5137 ' 


End 


5482 






Name 


ujyyu / ju uz . yui u . ui u . oi . gp 


Method ' 


AAT/GAP 






Start 




End . 


5482 






GI 


d do / y b 


Score 


628 






Exons 


jlj / . . j4oZ 










GI Descrip. 


z z i o o y u / . u e - 1 4 ( al u u u o 4 o ) 


T7N9. 10 [Arabidopsis 


thaliana] 


Seq. No. 


12615 


Seq. ID 


OJ990730_ 


JD2.9C10 


.C10 


Gene No. 


26706 


Strand 


+ 






Start 


1 U 4 1Z 


End 


11853 






Name 


ujyyu/ou uz . yuiu . tiu . 04 . gs 


Method 


GENS CAN 






Start 


1 C\ A 1 O 

1 U 4 1Z 


End 


11853 






p t 
GI 


none 


Score 


.49 






Exons 


i u 4 i z . . lUDUO/ iu / / d . . iuyu j, 


11018. .11229, 11684 


.11853 




Seq. No. 


12615 


Seq. ID 


OJ990730_ 


_02.9C10 


.C10 


Gene No. 


26707 


Strand 


+ 






b tart 




End 


15697 






Name 


OJyyu/JU UZ . yciu . C1U . 00 . gs 


Method 


GENSCAN 






Start 


1 C 1 O O 

Id lz J 


End 


15697 






GI 


none 


Score 


. 92 






Exons 


1CTOO 1 C C £T A 1 C C CI A 1 C t A"? 

lo 1Z J . . loo bU , lo boU . . 1 o by / 










Seq. No. 


12615 


Seq. ID 


OJ990730_ 


_02.9C10 


.C10 


Gene No. 


26708 


Strand 


+ 






Start 


1 yuuz 


End 


20603 






Name 


riTOOfmn no qpi n pi n ^ 0 

ujyyu / uz . yciu . liu . oo . gs 


Method 


GENSCAN 






btart 


1 q n n 0 

1 y u uz 


End 


20603 






P T 


none 


Score 


.87 






Exons 


1 Qnno oncnQ 
lyuUZ . . ZUbUo 










beq. wo. 


1 oci c 
1Z bl 0 


" Seq. ID 


OJ990730_ 


_02.9C10 


.C10 


Gene No. 


26708 


Strand 


+ 






Start 


19002 


End 


20603 






Name 


OJ990730 02.9C10.C10.o4.np 


Method 


AAT/NAP 






Of _ -,1. 

btart 


19362 


End 


20562 






bl 


4263522 


Score 


724 






Exons 


19362.. 20562 ■ 










GI Descrip. 


(AC004044) hypothetical protein' [Arabidopsis thaliana] 




Seq. No. 


12615 


Seq. ID 


OJ990730_ 


02.9C10 


.C10 


Gene No. 


26709 


Strand 


+ 






btart 


34135. 


End 


37391 






Name 


OJ990730 02.9C10.C10.oll.gs 


Method 


GENSCAN 






Start 


34135 


End 


36697 






GI 


none 


Score 


.74 






Exons 


34135. .34381, 36162. .36697 










Seq. No. 


' 12615 


Seq. ID 


OJ990730_ 


_02.9C10 


.C10 


Gene No. 


26709 


Strand 


+ 






Start 


34135 


End 


37391 







13124 



Name 


OJ990730 02.9C10.C10.o7.np 


Method 


AAT/NAP 






Start 


36173 


End 


37391 






GI 


4678202 


Score 


52 






Exons 


36173. .36325, 37356. .37391 










GI Descrip. 


(AC007134) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


12615 


Seq. ID 


OJa907 30_02. 


. 9C10 


. Clu 


Gene No . 


26710 


Strand 


+ 






Start 


39555 


End 


39720 






Name 


OJ990730 02.9C10.C10.o9.np 


Method 


AAT/NAP 






Start 


39555 


End 


39720 






GI 


1346180 


Score 


75 






Exons 


39555. .39720 










GI Descrip. 


GLYCINE-RICH RNA-BINDING PROTEIN GRP1A gi 1496233 (L31374) 




homology with RNA-binding proteins in 


meristematic 


tissue 




[Sinapis alba] 










Seq. No. 


12615 


Seq. ID 


OJ990730 02, 


. yciu 


pi A 

. CI u 


Gene No. 


26711 


Strand 


+ 






btart 


55281 


End 


56018 






Name 


OJ990730 02.9C10.C10.ol6.gs 


Method 


GENSCAN 






Start 


55281 


End 


56018 






GI 


none 


Score 


.9 






Exons 


55281.. 56018 


<• 








Seq. No. 


: 12615 


Seq. ID 


OJ990730_02. 


> 9C10 


. C10 


Gene No. 


26712 


Strand 


+ 






Start 


67664 


End 


68175 






Name 


OJ990730 02.9C10.C10.ol4.np 


Method 


AAT/NAP 






Start 


67664 


End 


68175 






GI 


6907088 


Score 


567 






Exons 


67664. .67801, 67929.. 68175 










GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


12615 


Seq. ID 


OJ990730_02< 


.9C10 


.C10 


Gene No. 


26713 


Strand 








Start 


2600 


End 


6989 






Name 


OJ990730 02.9C10.C10.o2.gs 


Method 


GENSCAN 






Start 


2600 


End 


6989 






C T 


none 


Score 


.79 






Exons 


2600. .3497, 4300. .4747, 5279 


..5398, 6911. .6989 






oeq. no. 


12615 


Seq. ID 


OJ990730_02. 


.9C10 


.C10 


Gene No. 


26713 


Strand 








Start 


2600 


End 


6989 






Name 


OJ990730 02. 9C10 .C10 . o3 . np 


Method 


AAT/NAP 






Start 


2621 


End 


6384 






GI 


6358806 


Score 


1280 






Exons 


2621. .3497, 4300. .4880, 5114 


. .5474, 6279. .6384 






bl Descrip. 


(AC010675) putative peptide 


transporter [Arabidopsis thaliana] 


Seq. No. 


12615 


Seq. ID 


OJ990730_02. 


.9C10 


.C10 


Gene. No. 


26714 


Strand 








Start 


9933 


End 


10115 






Name 


OJ990730 02. 9C10 . C10 . o3 . gs 


Method 


GENSCAN 






Start 


9933 


End 


10115 






GI 


none 


Score 


.83 







13125 




Exons 














Seq. No. 


12615 




Seq. ID 


OJ990730_02 


-9C10 


.C10 


Gene No. 


26715 




Strand 








otart 


1 9 R A £ 
± Z O fl D 






lou y u 






Name 


nTQQm^n no qpi n r^i n 
uuyyu / ju uz.yuiu.uiu 


. o5 . gs 


Metnoa 


(jtjNbOAN 






bt art 


1 9 Q /l £ 
1 Z 0 fi 0 




j^na 


i juy u 








none 




Score 


. / O 






Exons 


±Z O *± 0 . . 1Z y 04 , 1 JUUo . 


1 O A Q A 










beq. no. 


±Z 01 0 




beq. id 


ojy yu / ju uz 


. yciu 


/"i "1 A 

. C1U 


Gene No. 


26716 




Strand 








Start 


15784 




End 


16016 






Name 


OJ990730 02.9C10.C10, 


. o2 . gp 


Method 


AAT/GAP 






btart 


15784 


End 


16016 








99156 1.R1084 




Score 


439 






Exons 


15784. .16016 














'2213590 7.0e-14 (AC000348) 


T7N9.10 [Arabidopsis thaliana] 1 


Seq. No. 


12615 




Seq. ID 


OJ990730_02 


.9C10 


.C10 


Gene No. 


26717 




Strand 








ot a IT L 


15984 




End 


16971 






Name 


OJ990730 02.9C10.C10, 


. o7 . gs 


Method 


GENSCAN 






b tar l 


15984 




End 


16971 








none 




Score 


.58 






Exons 


15984. .16205, 16678. , 


. 16971 










beq. No. 


12615 




Seq. ID 


OJ990730_02 


. 9C10 


.C10 


Gene No . 


26718 




Strand 








Start 


21962 




End 


28859 






Name 


OJ990730 02.9C10.C10. 


. o3 . gp 


Method 


AAT/GAP 






otdit 


21665 




End 


22977 








804 1.R1084 




Score 


1866 






Exons 


21665. .22096, 22218., 


,22317, 


22513. .22977 






GI Descrip. 


'2570517 7.0e-47 (AF022741) 


thioredoxin F isoform 


[Oryza 




sativa] 1 












beq . no . 


12615 




Seq. ID 


OJ990730_02 


. 9C10 


.C10 


Gene No. 


26718 




Strand 








Start 


21962 




End 


28859 






Name 


OJ990730 02.9C10.C10. 


, o9 . gs 


Method 


GENSCAN 






bt art 


21962 




End 


27827 






C T 


none 




Score 


.41 






Exons 


21962. .22096, 22218.. 


,22317, 


22513. .22870, 2 6297 .. 2 68 13, 






26844 . .26905, 27536.. 


,27827 










Cart "NT r\ 

beq. no. 


12615 




Seq. ID 


OJ990730_02 


. 9C10 


.C10 


Gene No. 


26718 




Strand 








Start 


21962 




End 


28859 






Name 


OJ990730 02.9C10.C10. 


o5.np 


Method 


AAT/NAP 






btart 


22047 




End 


22841 






GI 


2570517 




Score 


688 






Exons 


22047. .22096, 22218.. 


22317, 


22513. .22841 






GI Descrip. 


(AF022741) thioredoxin F isoform [Oryza 


l sativa] 






Seq. No. 


12615 




Seq. ID 


OJ990730_02, 


. 9C10, 


.C10 


Gene No. 


26718 




Strand 









13126 



Start 21962 End 28859 

Name OJ990730JD2 . 9C10 . CIO . o4 . gp Method AAT/GAP 

Start 24178 End 24267 

GI - 5867_1.R1084 Score 113 

Exons 24178. .24267 

GI Descrip. ' 4 64 986/sp | P35132 | UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 
ENZYME E2-17 KD 9 ( UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) . (UBCAT4B) >gi_421857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_34 9211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis 1 





Seq. No. 


12615 




Seq. ID 


OJ990730_ 


_02. 9C10 


.C10 




Gene No. 


26718 




■ Strand 










Start 


21962 




End 


28859 








Name 


OJ990730 02.9C10.C10. 


06 . np 


Method 


AAT/NAP 








Start 


25055 




End 


28859 








GI 


6721547 




Score 


87 








Exons 


25055. .25080, 26346.. 


26423, 


28751. .28859 








GI Descrip. 


(AP001073) Similar to Oryza 


sativa gene for Pib 


(AB013448) 




Seq. No. 


12615 




Seq. ID 


OJ990730_ 


_02.9C10 


.C10 




Gene No. 


26719 




Strand 








. °; 
I 

-.sr 


Start 


30452 




End 


32500 






cn 


Name 


OJ990730 02.9C10.C10. 


olO.gs 


Method 


GENSCAN 








Start 


30452 




End 


32500 






t k- 


GI 


none 




Score 


.45 






U! 


Exons 


30452. .30577, 31651.. 


31739, 


32455. .32500 






s: 


Seq. No. 


12615 




Seq. ID 


OJ990730_ 


_02.9C10 


.C10 




Gene No. 


26720 




Strand 








! b? 


Start 


37693 




End 


39714 






is 


Name 


OJ990730 02.9C10.C10. 


ol2 . gs 


Method 


GENSCAN 






n 


Start 


37693 




End 


39714 






'""J 


GI 


none 




Score 


.88 






M> 


Exons 


37693.-37797, 37915.. 


38064, 


38107. .38271, 38494. 


.38574, 








39226. .39455, 39498.. 


39714 












Seq. No. 


12615 




Seq. ID 


OJ990730_ 


_02. 9C10 


.C10 




Gene No. 


26720 




Strand 










Start 


37693 




End 


39714 








Name 


OJ990730 02.9C10.C10. 


08 . np 


Method 


AAT/NAP 








Start 


37903 




End 


39438 








GI 


4646202 




Score 


611 








Exons 


37903. .38271, 38494.. 


38574, 


39226. .39438 








GI Descrip. 


(AC007230) ESTs gb|H76289 and gb|H76537 


come from this gene 






[Arabidopsis thaliana] 












Seq. No. 


12615 




Seq. ID 


OJ990730_ 


02.9C10 


.C10 




Gene No. 


26720 




Strand 










Start 


37693 




End 


39714 








Name 


OJ990730 02.9C10.C10. 


o5 . gp 


Method 


AAT/GAP 








Start 


38240 




End 


39705 








GI 


LIB34 32-04 6-P1-K1-B4 




Score 


849 








Exons 


38240. .38271, 38494 . . 


38574, 


39226. .39455, 39549. 


.39705 






GI Descrip. 


'4646202/gb|AAD26875. 


1|AC007230_9 5.0e- 


39 (AC007230) ESTs 



13127 



Seq. No. 

Gene No. 

Start 

Name 

Start- 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



gb_H76289 and gb_H76537 come from this gene, 
thaliana] 1 



[Arabidopsis 



12615 
26721 
40710 

OJ990730_02. 9C10.C10.oI3.gs 
40710 



none 
40710. 
41971. 
43755. 



End 

Method 
End 
Score 

40991, 41226. .41483, 4 1562 .. 4 1687 , 41781 
42061, 42670. .42758, 42948.-43255, 43400 
43810, 43910. .43976, 44085 .. 44137, 44231 



Seq. ID OJ990730_02. 9C10.C10 
Strand 

44389 
GENSCAN 
44389 
.82 



,41876, 
,43452, 
,44389 



Seq. ID 

Strand 

End 

Method 

End 

Score 



44389 
AAT/NAP 
44389 
633 



12615 
26721 
40710 

OJ990730_02.9C10.C10.ol0.np 
40713 
6560748 
40713. .40991, 
41917. .42061, 
44171. .44389 

(AC010155) F3M18.1 [Arabidopsis thaliana] 

gi | 6691212 | gb | AAF24 550 . 1 |AC007508_13 (AC007508) 

[Arabidopsis thaliana] 



OJ990730 02.9C10.C10 



41226. 
42670. 



,41483, 
,42758, 



415-62. 
43245. 



41687, 
43397, 



41787. 
43910. 



,41876, 
,43978, 



F1K23. 17 



12615 Seq. ID 

26722 Strand 

44578 End- 

OJ990730__02 . 9C10 .C10 . ol4 . gs Method 

44578 End 

none Score 



OJ990730JD2. 9C10.C10 

50954 
GENSCAN 
50954 
.65 



44578. .44712, 45490 .. 45810, 4 654 6 .. 4 684 4 , 47157 .. 47412, 
47505. .47725, 47 917 .. 4 8006, 48119 .. 48235, 48650 .. 48904 , 
49175. .49712, 49860.. 50954 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990730 02.9C10.C10 



12615 
26722 
44578 

OJ990730_02. 9C10 . C10 . oil . np 
46501 
5441880 

46501. .47226, 47329.-47973, 
49356. .49391, 49836. .50843 

(AP000367) EST C28952 (C6294 5 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



50954 
AAT/NAP 
50843 
2032 



48082. .48220, 4 8770 .. 4 9097 , 



12615 Seq. ID 

26722 Strand 

44578 End 

OJ990730_02. 9C10 . C10 . 06 . gp Method 

46828 End 

LIB34 33-02 0-P1-K1-A6 Score 
46828. .47212, 47925. .47967 



OJ990730_02.9C10.C10 

50954 
AAT/GAP 
47967 
746 



5670155/gb|AF161269.1|AF161269 2.0e-35 Oryza sativa subsp. 

J m\/-i _ ~i ~"> A TS *~\ A T_j t 



japonica BAC clone 34K24, complete sequence 1 



13128 



Seq. No. 


12615 


Seq. ID 


OJ990730_02.9C10 


.C10 


Gene No. 


26723 


Strand 






Start 


53590 


End 


c a c n f 

54596 




Name 


OJ990730 02 . 9C10 . CIO . ol5 . gs 


Method 


GENSCAN 




Start 


53590 


End 


c a a n c 
54 D 9 D 




GI ' 


none 


Score 


. 4 O 




Exons 


53590 .. 53691 , 53778.-54596 








Seq. No. 


12615 


Seq. ID 


OJ990730_02.9C10 


.C10 


Gene No. 


26724 


Strand 






Start 


60695 


End 


65274 




Name 


OJ990730 02.9C10.C10.ol2.np 


Method 


AAT/NAP 




Start 


60695 


End 


65274 




GI 


4680179 


Score 


4553 




Exons 


60695. .64112, 64215. .65274 








GI Descrip. 


(AF111709) polyprotein [Oryza sativa subsp. indica] 




Seq. No. 


12615 


Seq. ID 


OJ990730_02.9C10 


.C10 


Gene No. 


26725 


Strand 






Start 


65750 


End 


66530 




Name 


OJ990730 02.9C10.C10.o3.ts 


Method 


TBLASTX: Soybean 




Start 


7 


End 


20573 




GI 


none 


Score 


145 




Exons 


7. .330, 20127. .20573, 20141. 


.20560 






Seq. No. 


12615 


Seq. ID 


OJ990730_02.9C10 


.C10 


Gene No. 


26725 


Strand 






Start 


65750 


End 


66530 




Name 


OJ990730 02.9C10.C10.o6.tc 


Method 


TBLASTX: Cress 




Start 


7 


End 


20558 




GI 


none 


Score 


60 




Exons 


7. .63, 109. .324, 2024 1 .. 20516, 20244.. 


20558, 20252. .20557 


Seq. No. 


12615 


Seq. ID 


OJ990730_02.9C10 


.C10 


Gene No. 


26725 


Strand 






Start 


65750 


End 


66530 




Name 


OJ990730 02. 9C10 . C10 . o5 . tm 


Method 


TBLASTX: Maize 




'Start 


7 


End 


20561 




GI 


none 


Score . 


128 




Exons 


7.. 318, 19362. .19523, 19362. 


.19565, 19362. .19475, 19377 


. .19475, 




19535. .19714, 19545 .. 19661 , 


19548. .19718, 19638 .. 1987 1, 






19641. .19835, 1964 1 .. 19814 , 


19719. .20105, 19800. .19964, 






19815. .20561, 20123.. 20419 








Seq. No. 


12615 


Seq. ID 


OJ990730_02.9C10 


.C10 


Gene No. 


26725 


Strand 






Start 


65750 


End 


66530 




Name 


OJ990730 '02.9C10.C10.o2.tm 


Method 


TBLASTX: Maize 




Start 


2672 


End 


5402 




GI 


none 


Score 


88 




Exons 


2672. .2833, 2834. .3061, 2850 


..3047, 3050. .3271, 3078. .3272, 




3278. .3430, 3321. .3431, 4299 


..4361, 4395. .4808, 4414. .4635, 




4518. .4649, 4684. .4776, 5110 


..5394, 51 


81. .5402 




Seq. No. 


12615 


Seq. ID 


OJ990730_02.9C10 


.C10 


Gene No. 


26725 


Strand 







13129 



Start 
Name 
Start 
GI 

Exons 



65750 End 

OJ9907 30_02 . 9C10 . CIO . ol . tc Method 

2687 End 

none Score 



66530 

TBLASTX: Cress 

5402 

71 



2687. .3055, 2769. .3047, 3056. .3271, 3078. .3212, 3257. .3481, 
4395. .4808, 4396. .4551, 5205. .5402 



Seq. No. 








Gene No. 


26725 






Start 


65750 






Name 


Uuy jU / jU UZ ( 


. ^Ll U 


.V/IU.OIJL.T-W 


Start 


O £ Q C 






GI 


none 






Exons 


Z b y b . . jU^j, 


z / b y 


oni i 


Seq. No. 


1Z DID 






Gene No. 


26725 






Start 


65750 






Name 




. yuiu 


• v_-1U.01.LS 


Start 


274 4 






GI 


none 






Exons 


I 1 4 4 . . JU4 o , 


OT7C 

Z 1 Id 


. . JUoU , oU4 


Seq. No. 


lz bio 






Gene No. 


26725 






Start 


65750 






Name 


uj y y u / ju uz , 


. yui u 


.Liu. oy . zs 


Start 


J4 1 j 






GI 


none 






Exons 


o4 1 j . . J4 y y , 


yl O ("1 C 

4 jyo 


A £ c c /ion 
. . 4 030 , 4 0^ 


Seq. No. 








Gene No. 


26725 






Start 


65750 






Name 


OJ990730 02, 


.9C10 


.C10. oil. ts 


Start 


5184 






GI 


none 






Exons 


5184. .5402 






Seq. No. 


12615 






Gene No. 


26725 






Start 


65750 






Name 


OJ990730 02. 


. 9C10 


.C10.o5.ts 


Start 


15192 






GI 


none 






Exons 


15192. .15515, 15218. .15247, 


Seq. No. 


12615 






Gene No. 


26725 






Start 


65750 






Name 


OJ990730 02. 


, 9C10 


.C10.o9. tm 


Start 


15192 






GI 


none 






Exons 


15192. .15452, 15218. .154 51, 


Seq. No. 


12615 






Gene No. 


26725 







Seq. ID 

Strand 

End 

Method 

End 

Score 



-OJ990730_02.9C10.C10 
66530 

TBLASTX: Wheat 
3025 
• 61 



OJ990730JD2. 9C10.C10 
66530 

TBLASTX : Soybean 
3412 
166 

3277, 3054.. 3227, 3290.. 3412 
OJ990730 02.9C10.C10 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

•Strand 
End 

Method 

End 

Score 



66530 

TBLASTX : Soybean 

4655 

154 



OJ990730_02.9C10.C10 
66530 

TBLASTX: Soybean 

5402 

210 



OJ990730_02. 9C10.C10 
66530 

TBLASTX: Soybean 

15517 

334 



Seq. ID OJ990730_02.9C10.C10 
Strand 

End 66530 

Method TBLASTX : Mai ze 

End 15518 

Score 316 



Seq. ID 
Strand 



OJ990730 02.9C10.C10 



13130 




Of--. >-+- 

btar t 


65750 






i^nci 


f. £ ^ ^n 

DDjjU 


Name 


OJ990730 02.9C10.C10. 


rt "3 f- rt 
Oj . tC 




i Dixfib i a . ores s 


b tar l 


15195 








1 CM C 

X D D X 3 


bl 


none 






Score 




Exons 


15195. 


.15515, 15299.. 


, X O H O 






beq. wo. 


12615 






Seq. ID 


OJ990730_02.9C10 


Gene No . 


- 26725 






Strand 




Start 


65750 






End 


66530 


Name 


OJ990730 02.9C10.C10. 


o2.tc 


Method 


TBLASTX: Cress 


OtalL 


19362 






End 


20228 


P T 
bl 


none 






Score 


110 


XP v o 


19362. 


.19628, 19365.. 


X D 1 X , 


19455. .197 96, 1954 8. .20117, 




19548. 


.19619, 19661.. 


X .7 t f 


19686. .19973, 19803 .. 19880, 




20097. 


.20228, 20117.. 


90997 






oeq. wo. 


12615 






Seq. ID 


OJ990730_02. 9C10 


Gene No. 


26725 






Strand 




Start 


65750 






End 


66530 


Name 


OJ990730 02.9C10.C10. 


rt Q 4- * * 

OO . L W 


Method 


TBLASTX: Wheat 


Of 3 r-+- 


19458 






End 


20249 


PT 


none 






Score 


64 


Exons 


19458. 


.19658, 19641.. 


X y o OZ t 


19667. .19789, 19773 .. 2024 9, 




19800. 


.19895, 19943.. 


Z U U X X 






O rt rtf XI rt 

beq. no. 


12615 






Seq. ID 


OJ990730_02.9C10 


Gene No. 


26725 






Strand 




Start 


65750 






End 


66530 


Name 


-OJ990730 02.9C10.C10. 


rt 1 fi -f- rt 

OX U . LS 


Method 


TBLASTX : Soybean 




19479 






End 


20048 


C T 


none 






Score 


74 


Exons 


19479. 


.19616, 19577.. 


1 qi n a 


19578. .19709, 19623. .19745, 




19665. 


.20048, 19667.. 


1 07 Q9 

X y i y z , 


19695. .19838 


Q rt r~r XT rt 

beq . wo . 


12615 






Seq. ID 


OJ990730_02.9C10 


bene wo . 


26725 






Strand 




Start 


65750 






End 


66530 


Name 


OJ990730 02.9C10.C10: 


olO.tm 


Method 


TBLASTX: Maize 




21962 






End 


22727 


ox 


none 






Score 


160 


Exons 


21962. 


.22105, 21963.. 


Z Z U Z? X , 


22218. .22319, 22218 .. 22316, 




22220. 


.22330, 22267.. 


99^R 


22510. .22584, 22512 .. 2258 6, 




22653. , 


.22727, 22654.. 


9971 6 

/ ID 






Q £3 VI rt. 

Octj. IN O . 


12615 






Seq. ID 


OJ990730_02.9C10 


Gene No. 


26725 






Strand 




Start 


65750 






End 


66530 


Name 


OJ990730 02.9C10.C10. 


rt O +- o 


Method 


TBLASTX : Soybean 


oLdiu 


21962 






End 


22586 


C T 
LjX 


none 






Score 


118 


Exons 


21962. . 


.22105, 21966.. 


9 9 n Q /I 

zz u y 4 , 


22218. .22316, 22236 .. 22298 , 




22267 . , 


.22317, 22510.. 


22584, 


22512. .225* 


36 


Seq. No. 


12615 






Seq. ID 


OJ990730_02. 9C10 


Gene No. 


26725 






Strand 




Start 


65750 






End 


66530 


Name 


OJ990730 02.9C10.C10. 


o4 . tc 


Method 


TBLASTX: Cress 



13131 



Start 
GI 

Exons 



21965 End 22586 

none Score 119 

21965. .22105, 21969 22091, 21983 .. 22093, 22218 2231 6, 

22510. .22584, 22512. .22586 



Seq. No. 


1 O C 1 c 




Seq. ID 


OJ990730_02.9C10 


.C10 


Gene No. 


O f~ *7 o c 

2 6125 




Strand 






Start 


C C "7 C f\ 

DO /50 




End 


66530 




Name 


OJ990730 02.9C10.C10 


. o7 . ts 


Method 


TBLASTX : Soybean 




Start 


o i d y i 




End 


39399 




GI 


none 




Score 


88 




Exons 


3 / 0 91 . . o 1 614 , 3/o93. 


. 3 / / 94 , 


37694. .37765, 37 915 .. 38085, 






3 / 91o . . 3 / 9b4 , 3/960. 


. 38187 , 


37997. .38179, 38197 .. 3827 1, 






38204 . .38272, 38494. 


.38580, 


38495. .38566, 39224. .39340, 






39226. .39399 










Seq. No. 


1 O f 1 c 

lzolo 




Seq. ID 


OJ990730_02.9C10 


.C10 


Gene No. 


o t o a 




Strand 






Start 


65750 




End 


66530 




Name 


OJ990730 02.9C10.C10 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


37766 




End 


38560 




GI 


none 




Score 


64 




Exons 


37766. .37804, 37768. 


.37812, 


37915. .38001, 37 91 9 .. 37 954 , 






37 981 .. 38271 , 37985. 


o n A A o 

. 38293, 


38000. .38275, 38490. .38558, 






384 94 .. 38559, 38494. 


. 38559, 


38495. .38560, 38495. .38560 




Seq. No. 


12615 




Seq. ID 


OJ990730J32.9C10 


.C10 


Gene No. 


26725 




Strand 






Start 


65750 




End 


66530 




Name 


OJ990730 02.9C10.C10 


. o5 . tc 


Method 


TBLASTX: Cress 




Start 


38494 




End 


39399 




GI 


none 




Score 


90 




Exons 


"5 O / A / *3 A C O A "} A / A C 

384 94 38580 , 38495. 


38566, 


39223. .39399, 39224.. 39340 




Seq. No. 


12 615 




Seq. ID 


OJ990730_02.9C10 


.C10 


Gene No. 






Strand 






Start 


✓~ c t c a 

65750 




End 


66530./ 




Name 


OJ990730 02.9C10.C10 


ol5 . tm 


Method 


TBLASTX: Maize 




Start 


39256 




End 


39776 






none 




Score 


153 




Exons 


39256 .. 394 08 , 39301. 


39423, 


39711. .39776, 39712. .39765 




Seq. No. 


lz bib 




Seq. ID 


OJ990730_02.9C10 


.C10 


Gene No . 


o c n o c 




Strand 






Start 


65750 




End 


66530 




Name 




oil. tm 


Method 


TBLASTX: Maize 




Start 


40706 




End 


40905 




GI 


none 




Score 


173 




Exons 


40706. .40900, 40710. . 


40904, 


40712. .40900, 40771.. 40905 




Seq. No. 


12615 




Seq. ID 


OJ990730_02.9C10 


.C10 


Gene No. 


26725 




Strand 






Start 


65750 




End 


66530 




Name 


OJ990730 02.9C10.C10. 


o4 . ts 


Method 


TBLASTX : Soybean 




Start 


40743 




End 


41855 




GI 


none 




Score 


131 




Exons 


40743. .40994, 40786. . 


40995, 


41224. .41325, 41226. .41456, 





13132 






41227 


..41457, 41550.. 


A 1 £Q A 
H L DO H , 


41551. .41688, 41778. .41855 




oeq. in o . 


12615 






Seq. ID 


OJ990730_02. 9C10 


. LIU 


A Y~l d NT /™\ 


26725 






Strand 






Start 


65750 






End 


66530 




Name 


OJ990730 02.9C10.C10. 


ol2. tm 


Method 


TBLASTX: Maize 




C +- o y- 4- 


41460 






End 


42758 






none 






Score 


127 




Exons 


41460 


..41486, 41544.. 


/ 1 con 


41560. .41685, 4 1562 .. 4 1 696, 






41781 


..41879, 41784.. 


A 1 Q "7 Q 

4 i o / y , 


41785. .41883, 4 1971 .. 42081, 






41971 


..42063, 41972.. 




42660. .42758, 42663. .42755 




Seq. No. 


12615 






Seq. ID 


OJ990730_02.9C10 


C10 


Gene No. 


26725 






Strand 






OUdl L 


65750 






End 


66530 




Name 


OJ990730 02.9C10.C10. 


ol . tw 


Method 


TBLASTX: Wheat 






49605 






End 


49982 






none 






Score 


59 




Exons 


49605 


..49778, 49616.. 


A Q7 c: a 


4 9803. .4 997 9, 4 9833. .4 9982 




Seq. No. 


12615 






Seq. ID 


OJ990730_02.9C10. 


C10 


Gene No. 


26725 






Strand 






O tail 


65750 






End 


66530 




Name 


OJ990730 02.9C10.C10. 


ob . tm 


Method 


TBLASTX: Maize 




otar z 


49798 






End 


50276 




C T 


none 






Score 


221 




TP *r /"V V\ <"* 


49798 


..50271, 49809.. 


0 UZ / D 








Seq. No. 


12615 






Seq. ID 


OJ990730_02. 9C10. 


C10 


Gene No. 


26725 






Strand 








65750 






End 


66530 




Name 


OJ990730 02.9C10.C10. 


Oj . tW 


Method 


TBLASTX: Wheat 




Otdl L 


60739 






End 


61072 




fZT 


none 






Score 


99 






60739 


.61071, 60760.. 


o u y u y , 


60803. . 61072 




Seq. No. 


12615 






Seq. ID 


OJ990730JD2. 9C10. 


C10 


Gene No. 


26725 






Strand 






O Lai L 


65750 






End 


66530 




Name 


OJ990730 02.9C10.C10. 


A 1 O 4-—, 

Olo . tin 


Method 


TBLASTX: Maize 






60754 






End 


60912 






none 






Score 


193 




Exons 


60754 


.60912 










oeq . lno . 


12615 






Seq. ID 


OJ990730_02.9C10. 


CIO 


Gene No. 


26725 






Strand 






Start 


65750 






End 


66530 




Name 


OJ990730 02.9C10.C10. 


ol . tm 


Method 


TBLASTX: Maize 




o car u 


60922 






End 


61518 




PT 
Vj J. 


none 






Score 


151 




Exons 


60922. 


.61359, 60922.. 


£ 1 "5 t; q 

o loo y , 


61357. .61515, 61364 61510, 






61366. 


.61518 










Seq. No. 


12615 






Seq. ID 


OJ990730_02.9C10. 


C10 


Gene No. 


26725 






Strand 






Start 


65750 






End 


66530 




Name 


OJ990730 02.9C10.C10. 


ol . tw 


Method 


TBLASTX: Wheat 





13133 




b tar t 


61 079 




End 


61698 






none 




Score 


158 




U 1 v c? 


61 07? 61 698 6119? 


. 61551 , 


61196. . 61603 




Seq. No. 


12615 




Seq. ID 


OJ990730_02.9C10. 


.CIO 


Gene No. 


26725 




Strand 






Qf o y-f 

Otdl L- 


6S7 SO 




End 


66530 




Name 


nTQQm^n 09 qpi o no 


-7 f 
. 0 / . tm 


Method 


TBLASTX: Maize 




btdlt 


61 S 67 




End 


61859 






none 




Score 


115 




Exons 


61 S67 61ftS7 61S70 

Dl JO » • t DIO J / / U X J f U • 


61 7R S 
■ ui / O J / 


61667. .6184 6, 61707. .61859 




Seq. No. 


12615 




Seq. ID 


OJ990730_02.9C10. 


.CIO 


Gene No. 


26725 




Strand 


- 




Of a y-f 


6S7 SO 
u j / j u 




End 


66530 




Name 


n.TQQ07?0 09 QP1 o n 0 

UO ""U / jU Ut. . 5U1U . kvlU 




Method 


TBLASTX: Soybean 




Of -i rf 


61 6S7 _ 




End 


61912 






none 




O <_vJ.L " 


1 SQ 

1 J _7 






61 6S7 61 90S 61 667 


. 61912 








Seq. No. 


12615 




Seq. ID 


OJ990730_02.9C10, 


.CIO 


Gene No. 


26725 




Strand 


- 




C 4- a r f 


6S7 SO 




End 


66530 




rviaiue 


OTQQ07^0 09 QPI 0 PI 0 


r>7 t- r 


Method 


TBLASTX: Cress 




b tar t 


6 1 6Q 1 




End 


61998 






none 




Score 


96 




Exons 


616R1 61R9d 61700 


61 99 


61825. .61S 


)98 




Seq. No. 


12615 




Seq. ID 


OJ990730_02.9C10. 


.CIO 


Gene No. 


26725 * 




Strand 






Of 3 -i^f 


6 S 7 S 0 

DO / JU 




End 


66530 




Name 


r>TQQ07?0 09 QPI 0 PI 0 


• O J • tw 


Method 


TBLASTX: Wheat 




Of a y-f 


61 7 0 S ■ ~ 

Dl / U J 




End 


62229 






none 




Score 


267 




EjXvJI lo 


6170S 6999Q 61709 


. 62077 








Seq. No. 


12615 




Seq. ID 


OJ990730_02.9C10, 


.CIO 


Gene No. 


■ 26725 




Strand 






■o Lai L 


6S7 SO 

UJ / JU 




End 


66530 




Name 


O.TQQ0770 09 QP1 0 PI 0 


o9 i- w 


Method 


TBLASTX: Wheat 




Of a -r f 


69979 _ 




End 


62698 






none 




Score 


197 




Exons 


69979 696Q7 699R7 


6264 0 

• Ui.U1U/ 


62324. .62698 




Seq. No. 


12615 




Seq. ID 


OJ990730_02.9C10, 


.CIO 


Gene No. 


26725 




Strand 






o L dl L 


6S7 SO 

OJ ' JU 




End 


66530 




Name 


n,TQQ07?0 09 QPI 0 PI 0 


• <J*i . LIU 


Method 


TBLASTX: Maize 




Of a yf 

OLdiL 


69 9 7 9 _ 




- End 


62625 






1 lvJi 1C 




Score 


216 




Exons 


69979 6969S 69?1 S 


69 69? 
• D Z. O J 








Seq. No. 


12615 




Seq. ID 


OJ990730_02.9C10, 


.CIO 


Gene No. 


26725 




Strand 






Start 


65750 




End 


66530 




Name 


OJ990730 02.9C10.C10 


.ol2.ts 


Method 


TBLASTX : Soybean 




Start 


62446 




End 


62691 





13134 




/— > -r 

GI 


none 




Score 




Exons 


£94 4 6 69 6Q1 
0^440. . DtD^l 








Seq. No. 


12615 




Seq. ID 


OJ990730_02.9C10 


Gene No. 


26725 




Strand 




bt art 


DO / OU 




Ejna 


£ £ R "3 o 


Name 


riTQQm^n 09 qpi n pi n 
vjjyyu/ju u^.y^iu.oiu 


. oi j . tm 


Method 


1 t5J_i/\b 1 A . Maize 


Start 






hna 


ozy / y 


GI 


none 




Score 


£ R 
Dj 


Exons 


696^9 69Q7Q 69777 


69Q1 1 






Seq. No. 


12615 




Seq. ID 


OJ990730_02.9C10 


Gene No. 


26725 




Strand 




bt art 


DO / JU 




End 


66530 


Name 


nTQQfi7^n 09 qpi o pi n 


. ob . tw 


Method 


TBLASTX: Wheat 


o tar l 


£97 04 
DZ / U 4 




End 


63000 


P T 


none 




Score 


66 


Exons 


69704 6^000 69794 
DZ /U4 . . UjUUU, D^/^4. 


69 Q^Q 


62741. .62956, 62764.. 63000 


beq. no. 


1 961 R 




Seq. ID 


OJ990730_02.9C10 


Gene No. 


26725 




Strand 




Start 


65750 




End 


66530 


Name 


PiTQQ07^0 09 QP1 O PI O 


o^ . t s 


Method 


TBLASTX : Soybean 


P4- - -1—4- 

ot art 


COT 1 "5 

DZ / IJ 




End 


63108 


GI 


none 




Score 


150 


Exons 


DZ /IJ. . DJU /Z, DZ/41. 


rOQC/; 

Dzyoo, 


62764 .. 63072, 62996 .. 63091, 




Cim^ £"31AQ fOATC 


DjIUo 






Seq. No. 


12615 




Seq. ID 


OJ990730_02.9C10 


Gene No. 


26725 




Strand 




bt art 


Oj / jU 




End 


66530 


Name 


PiTGQO'7'30 no opin pi o 


06 . tm 


Method 


TBLASTX: Maize 


bt art 


oz yy j 




End 


63462 


GI 


none 




Score 


94 


Exons 


COQQC £^4£9 6T91/! 


d jjyu 






Seq. No. 


12615 




Seq. ID 


OJ990730_02.9C10 


Gene No. 


26725 




Strand 




bt art 


6 R7 R0 




End 


66530 


Name 


PiTQQOT^O 09 QPIO P10 


04 . tw 


Method 


TBLASTX: Wheat 


b tar t 


0 J U 4 y 




End 


63532 


P T 


none 




Score 


173 


Exons 


6104Q 6"3R'}1 6"30Rfi 


DoDU4 , 


63077. . 63532 


Seq. No. 


12615 




Seq. ID 


OJ990730_02.9C10 


Gene No. 


26725 




Strand 




b t art 


DO / O U 




End 


66530 


Name 


PiTGGO'7'30 n9 QPIO PIO 


o 1 6 . tm 


Method 


TBLASTX: Maize 


O -f- v- 4- 

b t art 


£"5/1 £ "3 
Do4 Dj 




End 


63669 


P T 


none 




Score 


162 


Exons 


D j4 Dj . . D jboy, Dj4D4. 


djdXU 






Seq. No. 


12615 




Seq. ID 


OJ990730_02.9C10 


Gene No. 


26725 




Strand 




Start 


65750 




End 


66530 


Name 


OJ990730 02.9C10.C10. 


o9. tw 


Method 


TBLASTX: Wheat 


Start 


63673 




End 


64077 



13135 



GI 

Exons 



none Score 80 

63673. .63843, 63728.-63847, 63856 .. 64077 , 63923 64033, 

64024. .64077 



Seq. No. 12615 

Gene No. 26725 

Start 65750 

Name OJ990730_02 . 9C10 . C10 . ol7 . tm 

Start 63760 

GI none 

Exons 63760.. 64083 



Seq. ID OJ990730_02. 9C10.C10 
Strand 

End 66530 

Method TBLASTX: Maize 

End 64083 

Score 204 



Seq. No. 12615 

Gene No. 26725 

Start 65750 

Name OJ990730_02 . 9C10 . C10 . ol4 . tm 

Start 64393 " 

GI none 

Exons 64393. .64794 



Seq. ID OJ990730_02. 9C10.C10 
Strand 

End 66530 

Method TBLASTX: Maize 

End 64794 

Score 239 



Seq. No. 12615 

Gene No. 26725 

Start 65750 

Name OJ990730_02 . 9C10 . C10 . olO . tw 

Start 64675 

GI none 

Exons 64675. . 65052 



Seq. ID OJ990730_02. 9C10.C10 
Strand 

End 66530 

Method TBLASTX : Wheat 

End 65052 

Score 2 65 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12615 
26725 
65750 

OJ990730_02.9C10.C10.ol3.np 
65750 
6002794 
65750. .66530 

(AF149813) unknown [Oryza sativa] 



Seq. ID OJ990730_02. 9C10.C10 
Strand 

End 66530 

Method AAT/NAP 

End 66530 

Score 1228 



12616 
26726 
1 

OJ990730_02. 9C10 .Cll . ol . np 
1 

6907086 
1. .490 

(AP001129) hypothetical protein [Oryza sativa] 



Seq. ID OJ990730_02.9C10.C11 
Strand 

End 4 90 

Method AAT/NAP 

End 4 90 

Score 678 



12616 
26726 
1 

OJ990730_02.9C10.Cll.ol.gs 
7 

none 
7. .270 



Seq. ID OJ990730_02.9C10.C11 

Strand 

End 4 90 

Method GENSCAN 

End 270 

Score .89 



Seq. No. 
Gene No. 
Start 



12617 
26727 
210 



Seq. ID OJ990430_06. 9C03.C3 

Strand 

End 262 



13136 




Name 


uuy^Ufiou uo . yLUJ . Lj . oi . gp 




Method 


AAT/GAP 




bear u 






End 


262 




bl 


op fro c-7 




Score 


86 




Exons 


Z J.U . .ZDZ 










bl uescrip. 


R 1 "7 / G 9 / 1 YlQQyl C 1 7M"5QP1 £ 
3 1 / 41 y^C / eitlD | A / 0 O 4 D | LMOOKjl D. 


. ue 


-15 Z.Mays Zm38 gene, intron 


Seq. No. 


12617 . 




Seq. ID 


OJ990430_06.9C03 


.C3 


Gene No. 


26728 




Strand 






oiarL 


209 




End 


496 




Name 


OJ990430 06. 9C03 . C3 . ol . tm 




Method 


i D-L/ib i a . ixia i z e 




btiar l 


209 




End 


496 






none 




Score 


156 




U" /"\ l"! O 


209. .346, 211. .351, 416. .496, 


418. .'486, 


419. .493 




Seq. No. 


12617 




Seq. ID 


OJ990430_06.9C03 


.C3 


Gene No. 


26728 




Strand 








209 




End 


496 




Name 


OJ9904 30JD6. 9C03 . C3 . ol . ts 




Method 


TBLASTX : Soybean 




Of -ivf 


zuy 




End 


486 






none 




Score 


103 




IT 1 V /"V 1T\ 


209. .331, 211. .351, 410. .4* 


!4, 


418. .486 






oeq. 1NO. 


12618 




Seq. ID 


OJ990430_06.9C03 


.C7 


Gene No. 


26729 




Strand 






Start 


1 




End 


309 




Name 


OJ990430 06. 9C03 . C7 . ol . np 




Method 


AAT/NAP 




btart 


1 




End 


309 






4510386 




Score 


121 




Exons 


1. .309 










GI Descrip. 


(AC007017) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


12618 




Seq. ID 


OJ990430_06. 9C03 


.C7 


Gene No. 


26729 




Strand 








1 




End 


309 




Name 


OJ990430 06.9C03.C7.ol.tw 




Method 


TBLASTX: Wheat 




Of vf 

b tar r 


155 




End 


265 




ul 


none 




Score 


160 


- 


Exons 


155. .265, 157. .264 










oeq. IN O . 


12619 




Seq. ID 


OJ990430_06. 9C03 


.CH 


Gene No. 


26730 




Strand 






Start 


1 




End 


448 




Name 


OJ990430 06. 9C03 . C10 . ol . np 




Method 


AAT/NAP 




Of -j ^.f 

b tart 


1 




End 


429 




vj-L 


6907089 




Score 


708 






1. .429 










GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


12619 




Seq. ID 


OJ990430_06.9C03 


.Cl( 


Gene No. 


26730 




Strand 






Start 


1 




End 


448 




Name 


OJ990430 06.9C03.C10.ol.gs 




Method 


GENS CAN 




Start 


40 




End 


448 




GI 


none 




Score 


.41 




Exons 


40. .233, 300. .448 










Seq. No. 


12620 




Seq. ID 


OJ990430_06.9C03 


.ci: 



13137 






Gene No . 


26731 


Strand 






Start 


1 


End 


692 




Name 


OJ990430 06.9C03.Cll.ol.np 


Method 


AAT/NAP 






1 


End 


U Zf C, 




ox 


6016680 


Score 


9 Q1 




Fvnn c; 


L.3'69, 630 ..692 








f^T Dpspti n 

\J _L i_/ O \w X -L. • 


(AC009991) putative leucoanthocyanidin 


uiUAyyciictoc [ r\L d.U-LU.(J£ 






i"ha 1 i ana 1 

LIlClJ LClilCl J 








Seq. No. 


1 oaon 

-L U \J 




OJ9904 30_06. 9C03.C11 




Gene No. 


26731 


Strand 






Start 


1 


End 


U _7 C: 




Name 


n,TQQri4"?n 06 Qrrn n 1 ni 

WU-7.7U*iJ*J KJ\J* ^^UJ . Oil 1 UJ. . I_0 


L ie L I lvJU. 






Start 


Q Q ~~ 








GI 




Score 


1 ft ^ 

J. O J 




Ex on s 


• JUO/ 14 J • . JDJ 








Seq. No. 




oeq . ±u 


OJ990430_06.9C03.C11 




Gene No. 


26731 


Strand 






Start 


1 


End 


692 




Name 


OJ990430 06.9C03.Cll.ol.gs 


Method 


\J H» In O wrtLN 




Start 


108 


End 


0 u u 




GI 


none 


Score 




sf 




108.. 360 






ha? 

: ft 




12621 


Seq. ID 


OJ990430_06.9C03.C13 


ri! 




26732 


Strand 






Start 


1 


End 


3076 


: -J 


Name 


OJ990430 06. 9C03 . C13 . ol . np 


Method 


AAT/NAP 


~ : 


Start 


1 


End 


2967 


'.is? 


GI 


6598934 


Score 


721 


ry 




1..20, 1265. .1399, 1506. .1741, 2063. .2226, 2375. .2550, 






2815. .2967 






□ 


GT Dp^rri n 


(AC018721) unknown protein 


[Arabidopsis thaliana] 


•j 


9f=>C7 Mo 


12621 


Seq. ID 


OJ990430_06.9C03.C13 


y> 


Gene No. 


"267 32 


Strand 






Start 


1 


End 


3076- 


r'i 


Name 


OJ990430 06. 9C03 . C13 . ol . gs 


Method 


GENSCAN 




Start 


802 


End 


3051 


r c ; 


GI 


none 


Score 


.79 




j_j ^ 110 


802. .959, 983. .1197, 1269.. 


1408, 1461.. 


,1733, 2055. .2226, 






2375. .3051 








Spa No 


12621 


Seq. ID 


OJ9904 30_06.9C03.C13 




Gene No. 


26732 


Strand 






Start 


1 


End 


3076 




Name 


OJ990430 06. 9C03 . C13 . ol . tm 


Method 


TBLASTX: Maize 




Start 


1212 


End 


2198 




GI 


none 


Score 


150 




Exons 


1212. .1427, 1271. .1426, 1519. .1734, 1536. .1736, 2058. .2198, 






2065. .2196 








Seq. No. 


12621 


Seq. ID 


OJ9904 30_06.9C03.C13 




Gene No. 


26732 


Strand 






Start 


1 


End 


3076 




Name 


OJ990430 06. 9C03 . C13 . ol . tc 


Method 


TBLASTX: Cress 



13138 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1268 
none 

1268. .1399, 

12621 
26732 
1 

OJ990430_06. 

1536 

none 

1536. .1733, 



1531. .1725, 1533. 



9C03.C13.ol.ts 



End 1725 

Score 172 
.1724 

Seq. ID OJ990430_06.9C03.C13 
Strand 

End 3076 

Method TBLASTX : Soybean 

End 2235 

Score 159 



1540. .1734, 2097. .2228, 2116. .2235 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12621 
26732 
1 

OJ990430__06. 

1537 

none 

1537. .1734, 
2375. .2416 



Seq. ID OJ990430_06.9C03.C13 
Strand 

End 3076 

Method TBLASTX : Wheat 

End 2418 . 

Score 200 
1539. .1739, 2092. .2235, 2097. .2228, 2371. .2418, 



9C03.C13.ol.tw 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12621 
26732 
1 

OJ990430_06. 

2251 

none 

2251. .2346, 

12621 
26732 
1 

OJ990430_06, 

2393 

none 

2393. .2551, 



9C03.C13.o2. tm 



2369. .2578, 2369. 



9C03.C13.o2.ts 



2395. .2550 



Seq. ID OJ990430_06.9C03.C13 
Strand 

End 3076 

Method TBLASTX : Mai ze 

End 2578 

Score 191 
.2491, 2371. .2565 

Seq. ID OJ990430_06.9C03.C13 
Strand 

End 3076 

Method TBLASTX : Soybean 

End 2551 

Score 146 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12621 
26732 
1 

OJ990430_06. 
2795 
568939 
2795. .3076 



9C03.C13.ol.gp 



Seq. ID OJ990430_06.9C03.C13 
Strand 

End 3076 

Method AAT/GAP 

End 3076 

Score 541 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12622 
26733 
111 

OJ990430_06. 

Ill 

none 

777. .865 



9C03.C14 .ol.gs 



Seq. ID OJ990430_06.9C03.C14 

Strand + 

End 8 65 

Method GENSCAN 

End 8 65 

Score .78 



Seq. No. 
Gene No. 
Start 
Name 



12623 
26734 
1 

OJ990430 06. 



9C03.C15.ol.np 



Seq. ID OJ990430_06.9C03.C15 

Strand + 

End 2616 

Method AAT/NAP 



13139 




Start 1 End 2616 

GI 4587987 Score 1076 

Exons 1..65, 398. .442, 547. .826, 1125. .1232, 1498. .1776, 2215. .2358, 

2501. .2616 

GI Descrip. (AF085279) hypothetical Ser-Thr protein kinase [Arabidopsis 
thaliana] gi I 6598931 1 gb | AAF18726 . 1 1 AC018721_1 (AC018721) 
putative protein kinase [Arabidopsis thaliana] 



Seq. No. 


12623 






Seq. ID 


OJ990430_06. 9C03. 


C15 


Gene No. 


26734 






Strand 


+ 




btaiL 


i 
i 






End 


2616 




Name 


UJ y y\JH jU 


06. 9C03.C15.ol. 


gs 


Method 


GENSCAN 




otart 








End 


2358 




C T 
bl 


none 






Score 


.97 




Exons 


1/19 A A 0 
1 4 Z . . f4 44 ^. , 


547. .826, 1092. .1232, 1498.. 


1776, 2215.. 2358 




Seq. No. 


12623 






Seq. ID 


OJ990430_06.9C03. 


C15 


Gene No. 


26734 






Strand 


+ 




Start 


1 






End 


2616 




Name 


uj y yu4 ou 


06.9C03.C15.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


j y y 






End 


2310 




bl 


none 






Score 


62 




Exons 


OQQ A A O 

j y y . . 4 4 o , 


544. .687, 545. 


.838, 


551. .823, .609. .836, 2188. . 




Seq. No. 


12623 






Seq. ID 


OJ,990430_06.9C03. 


C15 


Gene No. 


26734 






Strand 


+ 




Start 


1 






End 


2616 




Name 


o J yy(J4 ju 


06. 9C03.C15.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


C A 1 

34 1 






End 


784 




bl 


none 






Score 


167 




Exons 


0 4 1. . / 0 D , 


544. .690, 545. 


. 784, 


545. .778 






Seq. No. 


12623 






Seq. ID 


OJ990430_06.9C03. 


C15 


Gene No. 


26734 






Strand 


+ 




otart 








End 


2616 




Name 


uj y y U4 ju 


06.9C03.C15.ol. 


tw 


Method 


TBLASTX: Wheat 




otart 


t; c; "5 






End 


1196 




CT 
bl 


none 






Score 


393 




Exons 


JJJ . . Do / , 


554. .838, 554. 


.832, 


612. .836 


, 1122.. 1196, 1124 


. . 1 1 :?o 


Seq. No. 


12623 






Seq. ID 


OJ990430_06. 9C03. 


C15 


Gene No. 


26734 






Strand 


+ 




Start 


1 






End 


2616 




Name 


OJ990430 


06.9C03.C15.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


662 






End 


787 




GI 


none 






Score 


183 




Exons 


662. .787, 


662. .775 










Seq. No. 


12623 






Seq. ID 


OJ990430_06. 9C03. 


C15 : 


Gene No. 


26734 






Strand 


+ 




Start 


1 






End 


2616 




Name 


OJ990430 


06. 9C03.C15.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


788 






End 


1779 




GI 


none 






Score 


65 




Exons 


788. .826, 


1122. .1232, 1124. .1231, 1495 


. . 1779, 1512. . 1778 




Seq. No. 


12623 






Seq. ID 


OJ990430_06. 9C03. 


C15 



13140 



Gene No. 


26734 


Strand 


+ 


Start 


1 


End 


2616 




OJ990430 06 9C03 CIS nl tm 


Method 


TBLASTX: Maize 


C -l- a v-t- 


1199 _ 
X X ^. *c 


End 


1779 


P T 


none 


Score 


162 




119? 19^9 119? 19^*3 1194 


.1231, 1493. .1777, 1495. .1779, 










O c! q • IN vj . 


1969^ 


Seq. ID 


OJ990430_06.9C03.C15 




26734 


Strand 


+ 


Start 


1 


End 


2616 


Name 


OJ990430 06.9C03.C15.ol.gp 


Method 


AAT/GAP 


Start 


1130 


End 


2297 


GI 


3768330 


Score 


831 


F von Q 

III AVjilO 


1130.. 1232, 1498.. 1776, 2215. 


.2297 




Ul L/Co^J. X^J • 


4 8 95261/gb| AAD3284 5. 1 | AC007 65: 


8 4 l.Oe- 


60 (AC007658) putative 




serine/threonine protein kinase, 5' partial [Arabidopsis 




thaliana] 








12623 


Seq. ID 


OJ990430_06.9C03.C15 


Gene No. 


26734 


Strand 


+ 


Start 


1 


End 


2616 


Name 


OJ990430 06.9C03.C15.ol.ts 


Method 


TBLASTX: Soybean 


C -I- -v- 1- 


1493 


End 


2560 


(IT 


none 


Score 


301 


ill AVjIlo 


1493. .1777, 1495. .1779, 1500. 


.1778, 21 


88..23S8, 2194. .2367, 




2196. .2360, 2282. .2368, 2498. 


.2560, 2500.. 2559 


O fci q . IN U . 


12624 


Seq. ID 


OJ990430_06.9C03.C16 




26735 


Strand 


+ 


Start 


370 


End 


1017 


Name 


OJ990430 06. 9C03 . C16 . ol . gp 


Method 


AAT/GAP 


Start 


370 


End 


796 


VJ J. 


uC-osflm202108a05bl 


Score 


818 




370. .796 








'3395443 1.0e-34 (AC004683) putative ammonium transporter, 3 !I 




partial [Arabidopsis thaliana^ 


1 ' 




Seq. No. 


12624 


Seq. ID 


OJ990430 06.9C03.C16 


Gene No. 


26735 


Strand 


+ 


ij Lai L 


370 


End 


1017 


LN dint; 


OJ990430 06.9C03.C16.ol.gs 


Method 


GEN SCAN 


Start 


413 


End 


984 


ox 


none 


Score 


.93 


IT von q 


413. .984 






O tr • LN U ■ 


12624 


Seq. ID 


OJ990430_06.9C03.C16 


Gene No. 


26735 


Strand 


+ 


Start 


370 


End 


1017 


IN dint: 


OJ990430 06. 9C03 . C16 . ol ; np 


Method 


AAT/NAP 


o L d. X L. 


428 


End 


1017 


GI 


6598436 


Score 


662 


Exons 


428. .748, 782. .1017 






GI Descrip. 


(AC004683) putative ammonium transporter [Arabidopsis thaliana 


Seq. No. 


12624 


Seq. ID 


OJ990430_06.9C03.C16 


Gene No. 


26735 


Strand 


+ 



13141 






O Ldl L. 


370 




PnH 


i m 7 

J. U ± 1 




Name 


O.TQQ04 ^0 




lie uiiuu 


1 DJ-ji-VO 1 A . lYiai Z€ 










EjIUJ. 


8 Q7 




\J ± 


none 




Cpnrp 
OLU1 C 


4 Rfl 




V von q 


466 8Q7 


467 PQ^ 

*i \J f ■ . (J _7 -J 








Seq. No. 


12624 




Seq. ID 


OJ990430_06.9C03.Cl-6 




Gene No. 


26735 




Strand 


+ 




9t = rt 

Jldi L 


370 




End 


1017 




Name 




nfi qpo^ pi 6 oi t- <? 


Mof h oH 


1 DXjr\0 1 A . OOyUcan 




O Lai L 


470 ~ 




HjI iu 


1017 






none 






7 ^ft 

/JO 




EjAUilO 


4 7D i oi ^ 


i 4 7 9 1017 










12625 






o,TQQn4^n nfi qpd^ pi 7 




Gene No. 


26736 




Strand 






Start 


347 




End 


702 




Name 


OJ990430 


06. 9C03.C17.ol.gp 


Method 


AAT/GAP 






347 




End 


702 




PT 


LIB3431-055-P1-N1-B2 


Score 


672 




T? von q 


347. .702 










("2 T riOQOT~10 


'3068705 


6.0e-16 (AF049236) 


unknown [Arabidopsis thaliana] 1 


3; 


Seq. No. 


12625 




Seq. ID 


OJ990430_06.9C03.C17 


i!\ 


Gene No. 


26737 




Strand 






OLqIL 


512 




End 


3435 


m 


Name 


OJ990430 


06.9C03.C17.ol.gs 


Method 


GEN SCAN 


;""| 


uLaiL 


512 




End 


3435 


LLj 




none 




Score 


.74 


'■si 


Exons 


512. .709, 


1891. .2037, 2133. 


.2395, 3201. 


.3435 


H ! 




12625 




Seq. ID 


OJ990430_06.9C03.C17 




Gene No. 


26737 




Strand 






Start 


512 




End 


3435 


i 


Name 


OJ990430 


06.9C03.C17.ol.np 


Method 


AAT/NAP 


::s; 


C-l- a r -|- 


515 




End 


3414 




CT 
\J JL 


3068705 




Score 


484 


'in? 

.GUI 




515. .709, 


1891. .2037, 2133., 


.2395, 3258. 


.3414 


! : 
{ E s ? 

j jj 




(AF049236) unknown [Arabidopsis thaliana] 




Seq. No. 


12625 




Seq. ID 


OJ990430_06.9C03.C17 




Gene No. 


26738 




Strand 






Start 


3613 




End 


5167 




Name 


OJ990430 


_06.9C03.C17.ol.tw 


Method 


TBLASTX: Wheat 




Start 


482 




End 


1951 




(IT 


none 




Score 


53 




P von c; 


482. .547, 


487. .543, 513. .54? 


3, 548. .643, 


549. . 647, 550. . 645, 






645. .710, 


647. .712, 650. .712, 1885. .1935, 1889. .1951 




Seq. No. 


12625 




Seq. ID 


OJ990430_06.9C03.C17 




Gene No. 


26738 




Strand 






Start 


3613 




End 


5167 




Name 


OJ990430 


06.9C03.C17.ol.tm 


Method 


TBLASTX: Maize 




Start 


503 




End 


3763 




GI 


none 




Score 


258 




Exons 


503. .712, 


513. .710, 1889. .2038, 1889. .2038, 1890. .2039, 



1933. .2040, 2125. .2397, 2130. .2396, 2131. .2397, 2201. .2425, 
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3256.. 3369, 3257.. 3340, 3320.. 3385, 3322.. 3399, 3322.. 3384, 
3558. .3599, 3559. .3627, 3560. .3613, 3610. .3708, 3620. .3712, 
3622. .3711, 3728. .3754, 3731. .3763 



Seq. No. 12625 

Gene No. 26738 

Start 3613 

Name OJ990430_06 . 9C03 . C17 . ol . ts 

Start 510 

GI none 
Exons 



Seq. ID OJ990430_06.9C03.C17 
Strand 
End 

Method 
End 
Score 



5167 

TBLASTX : Soybean 

3381 

134 



510. .710, 512. .712, 513. .710, 1888. .2040, 2130. .2231, 
2131.. 2238, 22S3..2396, 2254. .2397, 3256.. 3381 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12625 ' Seq. ID OJ990430_06.9C03.C17 

26738 Strand 

3613 End 5167 

OJ990430_06 . 9C03 . C17 . o2 . np Method AAT/NAP 

3613 End 5167 

140291 Score 151 

3613.. 3673, 5023.. 5167 

HYPOTHETICAL 21.5 KD PROTEIN (ORF 185) gi | 8254 1 | pir | | S05116 
hypothetical protein 185 - rice chloroplast 
gi|11997|emb|CAA33958| (X15901) ORF185 [Oryza sativa] 
gi I 226618 IprfM 1603356AQ ORF 185 [Oryza sativa] 

12625 ' Seq. ID OJ990430_06.9C03.C17 

26738 Strand 

3613 End 5167 

OJ990430_06 . 9C03 . C17 . o3 . np Method AAT/NAP 

3760 End 5167 

140291 Score 156 

3760.. 3798, 5025.. 5167 

HYPOTHETICAL 21.5 KD PROTEIN (ORF 185) gi | 8254 1 | pir | | S05116 
hypothetical protein 185 - rice chloroplast 
gi|11997|emb|CAA33958| (X15901) ORF185 [Oryza sativa] 
gi I 226618 IprfM 1603356AQ ORF 185 [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12626 Seq. ID OJ990430_06.9C03.C18 

26739 Strand 

1 ' End 430 

OJ9904 30_06 . 9C03 . C18 . ol . np Method AAT/NAP 

1 End 4 30 

140291 Score 152 

1. .31, 283. .430 

HYPOTHETICAL 21.5 KD PROTEIN (ORF 185) gi | 8254 1 | pir | | S05116 
hypothetical protein 185 - rice chloroplast 
gi|11997|emb|CAA33958| (X15901) ORF185 [Oryza sativa] 
gi |226618| prf| | 1 60335 6AQ ORF 185 [Oryza sativa] 



12627 Seq. ID 

26740 Strand 
63 End 
OJ9904 30_06 . 9C03 . C19 . ol . gs Method 
63 End 
none Score 

63. .92, 424. .671 



OJ990430_06.9C03.C19 
+ 

671 

GENSCAN 

671 

.59 
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Seq. No. 


12627 




Seq. ID 


OJ990430_06. 9C03 


.C19 


Gene No. 


26741 




Strand 






Start 


Zoo 




End 


771 




Name 


OJyyU4J0 Oo . 9C03 . C19 . ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


o o c 

235 




End 


600 




GI 


none 




Score 


36 




Exons 


235.. 312, 293.. 313, 388 


. .585, 


388 . . 600 






Seq. No. 


1Z oZ I 




Seq. ID 


f~\ -t.O C\C\ A n C\ A/~ A/"iA*^ 

OJ990430 06.9C03 


. C19 


Gene No. 


26741 




Strand 






Start 


286 




End 


771 




Name 


OJ990430 06.9C03.C19.ol 


.np 


Method 


AAT/NAP 




Start 


286 




End 


771 




GI 


6598436 




Score 


367 




Exons 


286. .771 










GI Descrip. 


(AC004 683) putative ammonium 


transporter [Arabidopsis thaliana 


Seq. No. 


12627 




Seq. ID 


OJ990430_06.9C03 


,C19 


Gene No. 


26741 




Strand 






Start 


286 




End 


771 




Name 


OJ990430 06. 9C03.C19.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


352 




End 


715 




GI 


none 




Score 


81 




Exons 


352. .585, 373. .600, 461 


. .601, 


665. .715 






Seq. No. 


12628 




Seq. ID 


OJ990430_06. 9C03 


.C23 


Gene No. 


26742 




Strand 






Start 


637 




End 


876 




Name 


OJ990430 06. 9C03.C23.ol 


• gp 


Method 


AAT/GAP 




Start 


637 




End 


87 6 




GI 


none 




Score 


464 




Exons 


637. .876 










Seq. No. 


12628 




Seq. ID 


OJ990430_06. 9C03 


.C23 


Gene No . 


26743 




Strand 






Start 


890 




End 


1308 




Name 


OJ990430 06. 9C03.C23.ol 


np 


Method 


AAT/NAP 




Start 


890 ■ 




End 


1308 




GI 


6648211 




Score 


258 




Exons 


890. .1030, 1117. .1308 










GI Descrip. 


(AC013483) putative serine carboxypeptidase II [Arabidopsis 




thaliana] 










Seq. No. 


12628 




Seq. ID 


OJ990430_06. 9C03 


.C23 


Gene No. 


26743 




Strand 






Start 


890 




End 


1308 




Name 


OJ990430 06.9C03.C23.ol 


tc 


Method 


TBLASTX: Cress 




Start 


894 




End 


1143 




GI 


none 




Score 


110 




Exons 


894. .1034, 896. .1033, 1117. .1143, 1117, 


.1143 




Seq. No. 


12628 




Seq. ID 


OJ990430_06. 9C03 


.C23 


Gene No. 


26743 




Strand 






Start 


890 




End 


1308 




Name 


OJ990430 06.9C03.C23.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


894 




End 


1158 




GI 


none 




Score 


125 
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0_7*±. . IUD4 / 0-3D. . iUOU/ 11ZO 


. . IIDO 












Seq. No. 


12628 


Seq. ID 


OJ990430 


_06. 


9C03 


.C23 




Gene No. 


26743 


Strand 












Of- -s >-+- 
OLdl L 


o _?u 


Cilia 


IjUO 










Name 




4* V™\ /^J 


TOT Zi C TV . 


Soybean 






OLdL U 


o y o 


Hjna 














none 


Score 


1 1 "5 

X X J 












oqc in^ RQ7 1 mi 1114 

0.70.. XVJOO, O J / . . IUjI/ XXJ.fi 


1 1 CO 1 1 1 c 

. . llJO, xxxo 


1 1 CQ 

. . X X 0 z) 










o e q . IN O . 


XZ i7 


oeq. xu 


uj y y U3 ju 


UD . 




. Cz 4 




Gene No. 


26744 


Strand 


+ 










Start 


1943 


End 


2157 










in diuc; 


OJ990430 06.9C03.C24.o2.np 


Method 












Cfa v-f- 

O Ldl u 


1943 


End 


Z X D 1 










ui 


6539586 


Score 


OCT 

Z 0 / 










IT 1 "V /""\ T~l o 

Hi lo 


1943. .2157 
















(AP000837) hypothetical protein [Oryza 


■ 

sa t i va J 










Seq. No. 


12629 


Seq. ID 


OJ990430 


UD . 


npr\ o 

ycuj , 


.C24 




Gene No. 


26745 


Strand 














153 


End 


J / 










Name 


OJ990430 06.9C03.C24.ol.gs 


Method 












cLdl L 


153 


End 


o n "5 A 








'sal 


TT 


none 


- Score 










rfi 

i=j : 


L ' 17 /-\ -r-\ 


153. .324, 719. .761, 1574.. 


1688, 1962.. 


O Pi *3 /l 








! if 

.s s; 
i i 
: :=f 


o e q . ln o . 


12629 


Seq. ID 


uj y y Ju 


Ub . 


ycu J , 


. Cz 4 


: . : 


Gene No. 


26745 


Strand 












Start 


153 


End 


2157 










Name 


OJ990430 06. 9C03.C24 .ol.np 


Method 


7\ 7\ T 1 / M Zi D 








1 ir 


uLdl l 


271 


End 


Z XD / 












5042454 


Score 


Z 4 X 










Exons 


271. .331, 725. .890, 1574.. 


1712, 1913.. 


Z X 3 / 








■':=* 
* ~: 




(AC007789) putative polyprotein [Oryza 


saliva j 








:i =; 


Seq. No. 


12630 


Seq. ID 


OJ990430_ 


U D . 




,C25 


:. t 
h sr 


Gene No. 


26746' 


Strand 










c j 
!. -i 


qf a rt 


61 


End 










i- 


Name 


OJ990430 06. 9C03 . C25 . ol . gs 


Method 












O Ldl. C 


61 


End 


/I ^7 










O J. 


none 


Score 


1 

. 0 X 










DAUilO 


61. .467 














Seq. No. 


12631 


Seq. ID 


OJ990430_ 


UD . 




,C31 




Gene No. 


26747 


Strand 














189 


End 


jU / 










Name 


OJ990430 06.9C03.C31.ol.gs 


Method 












O Ldl L. 


189 


' End 


jU / 










o ± 


none 


Score 


. OJ 










Exons 


189. .307 














Seq. No. 


12632 


Seq. ID 


OJ990430_ 


_06. 


9C03. 


C34 




Gene No. 


26748 


Strand 












Start 


681 


End 


950 










Name 


OJ990430 06.9C03.C34.ol.gs 


Method 


GENSCAN 










Start 


681 


End 


950 









13145 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



none Score 
681. .950 



.44 



12633 
26749 
1 

OJ9904 30_06 . 9C03 . C37 . ol-. np 
1 

6598436 

1..98, 488. .773, 955. .1039 
(AC004 683) putative ammonium 



Seq. ID OJ990430_06.9C03.C37 

Strand + 

End 1039 

Method AAT/NAP 

End 1039 

Score 461 

transporter [Arabidopsis thaliana] 



12633 Seq. ID 

26749 Strand 

1 End 
OJ9904 30_06. 9C03.C37 .ol. ts Method 

487 End 
none Score 
487. .738, 488. .529, 602. .739, 

12633 
26749 
1 

OJ9904 30_06. 9C03.C37 .ol.tw 
487 
none 

487... 549, 488. .679, 602. .706 

12633 Seq. ID 

26749 Strand 

1 End 
OJ9904 30_06. 9C03.C37 .ol.gs Method 

488 End 
none Score 
488. .773 



OJ990430_06.9C03.C37 
+ 

1039 

TBLASTX: Soybean 
799 
68 

697. .798, 731. .799 

Seq. ID OJ990430_06.9C03.C37 

Strand + 

End 1039 

Method TBLASTX : Wheat 

End 706 

Score 90 



OJ990430_06.9C03.C37 
+ 

1039 
GENSCAN 
773 
.89 



Seq. No. 12633 

Gene No. 2674 9 
Start ' 1 

Name OJ990430_06 . 9C03 . C37 . ol . tm 

Start 503 

GI none 

Exons 503. .679, 505. .546, 508. .774, 

Seq. No. 12633 

Gene No. 26749 

Start 1 

Name OJ9904 30_06 . 9C03 . C37 . ol . tc 

Start 514 

GI none 

Exons 514.. 789, 602.. 790 

Seq. No. 12634 

Gene No. 26750 

Start 1 

Name OJ9904 30_06 . 9C03 . C4 0 . ol . gp 

Start 1 



Seq. ID 

Strand 

End 

Method 
End 
Score 
602. .775 

Seq. ID 

Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 



OJ990430_06.9C03.C37 
+ 

1039 

TBLASTX: Maize 

775 

49 



OJ990430_06.9C03.C37 
+ 

1039 

TBLASTX: Cress 

790 

245 



OJ990430 06.9C03.C40 



275 

AAT/GAP 
275 



13146 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49602_1.R1084 Score 509 

1. .275 

1 517492/emb|X78846| ZM38G1 6.0e-15 Z.Mays Zm38 gene, intron* 



12635 
26751 
1 

OJ9904 30_0.6. 9C03 . C4 1 . ol . np 
1 

5042454 
1..99 

(AC007789) putative polyprotein [Oryza sativa] 



Seq. ID OJ990430_06.9C03.C41 

Strand + 

End 99 

Method AAT/NAP 

End 99 

Score 81 



12635 
26752 
46 

OJ9904 30_06.9C03.C41.ol.gs 
46 

none 

46. .217, 704. .771 



Seq. ID OJ990430_06.9C03.C41 

Strand -f 

End 771 

Method GENSCAN 

End 771 

Score .79 



Seq. No. 12636 

Gene No. 26753 

Start 10 

Name OJ990430_06 . 9C03 .C43. ol . gs 

Start .10 

GI none 

Exons 10. .216 



Seq. ID OJ990430_06.9C03.C43 

Strand + 

End 216 

Method GENSCAN 

End 216 

Score .44 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12637 
26754 
514 

OJ990430_06. 9C03 . C44 . ol . gs 

514 

none 

514. .587, 861. .864, 1012. .1104 



Seq. ID OJ990430_06.9C03.C44 
Strand 

End 1104 

Method GENSCAN 

End 1104 

Score . 7 



12638 
'26755 
1 

OJ9904 30_06. 9C03 . C45 . ol . np 
1 

4587987 
1..158, 263. .322, 828. .849 

(AF085279) hypothetical Ser-Thr protein kinase [Arabidopsis 
thaliana] gi | 6598931 | gb | AAF18726 . 1 | AC018721_1 (AC018721) 
putative protein kinase [Arabidopsis thaliana] 



Seq. ID OJ990430_06.9C03.C45 
Strand 

End 849 

Method AAT/NAP 

End 84 9 

Score 204 



12638 
26755 
1 

OJ9904 30_06. 9C03 . C4 5 . ol . tw 
2 

none 

2. .151, 3. .152 



Seq. ID OJ990430_Q6.9C03.C45 
Strand 

End 849 

Method TBLASTX : Wheat 

End 152 

Score 118 



Seq. No. 



12638 



Seq. ID OJ990430 06.9C03.C45 



13147 



Gene No. 26755 Strand 

Start 1 End 

Name OJ990430_06 . 9C03 . C4 5 . ol . ts Method 

Start 2 End 

GI none Score 

Exons 2. .160, 3. .161, 262. .306 



849 

TBLASTX: Soybean 

306 

148 



Seq. No. 12638 

Gene No. 26755 

Start 1 

Name OJ9904 30_06 . 9C03 . C4 5 . ol . tm 

Start 2 

GI none 

Exons 2. .160, 3. .161, 262. .306 

Seq. No. 12638 

Gene No. 26755 

Start 1 

Name OJ9904 30_06 . 9C03 . C4 5 . ol . gs 

Start 298 

GI none 

Exons 298.. 563 



Seq. ID OJ990430_06.9C03.C45 
Strand 

End 84 9 

Method TBLASTX: Maize 

End 306 

Score 134 



Seq. ID OJ990430_06.9C03.C45 
Strand 

End 84 9 

Method GENSCAN 

End 563 

Score .41 



Seq. No. 12639 

Gene No. 26756 

Start 414 

Name OJ9904 30_06 . 9C03 . C4 7 . ol . gs 

Start 414 

GI none 

Exons 414. .432, 524. .784, 956. .1139 



Seq. ID OJ990430_06.9C03.C47 

Strand + 

End 1139 

Method GENSCAN 

End " 1139 

Score .75 



Seq. No. 12640 

Gene No. 26757 

Start 657 

Name OJ9904 30_06 . 9C03 . C4 8 . ol . gs 

Start 657 

GI none 

Exons 657.. 754 



Seq. ID OJ990430_06.9C03.C48 

Strand 

End 754 

Method GENSCAN 

End 754 

Score .78 



Seq. No. 12641 

Gene No. 26758 

Start 325 

Name OJ9904 30_06 . 9C03 . C4 9 . ol . gs 

Start 325 

GI none 
Exons 



Seq. ID OJ990430_06.9C03.C49 
Strand 

End 1793 

Method GENSCAN 

End 1532 

Score .97 



325. .748, 864. .965, 983. .1075, 1300. .1532 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12641 
26758 
325 

OJ990430_06 . 9C03 . C4 9 . ol . np 
342 

5731754 



Seq. ID OJ990430_06.9C03.C49 
Strand 

End 1793 

Method AAT/NAP 

End 1793 

Score 278 



342. .412, 440. .752, 1682. .1793 

(AL109819) putative protein [Arabidopsis thaliana] 



Seq. No. 



12641 



Seq. ID OJ990430 06.9C03.C49 



13148 




Gene No. 


26759 






Strand 


- 


Start 


"1 O T O 






End 


2222 


Name 


OJ990430_06 . 9C03 . C4 9 


. ol . 


. ts 


Method 


TBLASTX: Soybean 


Start 


340 






End 


751 


GI 


none 






Score 


4 6 


Exons 


340. .393, 505. .534, 


509 , 


. . 571 , 


583 . .726, 


58 4. .751 


Seq. No. 


12641 






• Seq. ID 


OJ990430 06.9C03.C49 


taene LNO. 


^ O / J y 






Strand 




Start 


1872 






End 


2222 


Name 


OJ990430 06.9C03.C49 


.01. 


,gp 


Method 


AAT/GAP 


Start 


1872 






End 


2222 


GI 


67576 1.R1084 






Score 


677 


Exons 


1872. .2222 










GI Descrip. 


f 4510386/gb|AAD21474 


.11 


2.0e- 


10 (AC007017) unknown protein 



[Arabidopsis thaliana] 1 



fit 



Seq. No. 12642 Seq. ID 

Gene No. 26760 Strand 

Start 1 End 

Name O J 9 9 0 4 3 0_0 6 . 9 C 0 3 . C 5 1 . o 1 . np Method 

Start 1 End 

GI 6498441 Score 

Exons 1..516, 580.. 953, 1137.. 1244 

GI Descrip. (AP000815) EST C72786 {E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl . (AF098806) [Oryza sativa] 



OJ9904 30_06.9C03.C51 
+ 

1244 
AAT/NAP 
1244 
1333 



Seq. No. 12642 

Gene No. 26760 

Start 1 

Name OJ9904 30_06 . 9C03 . C51 . o2 . tw 

Start 15 

GI none 

Exons 15.. 110, 19.. 423, 132.. 392, 142.. 396 



Seq. ID OJ990430_06.9C03.C51 



Strand 
End 

Method 

End 

Score 



+ 

1244 

TBLASTX: Wheat 

423 

357 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12642 
26760 
1 

OJ9904 30__06.9C03.C51.ol.tw 

587 

none 



Seq. ID OJ990430_06.9C03.C51 
Strand 
End 

Method 
End 
Score 



+ 

1244 

TBLASTX: Wheat 

1050 

211 



587. .1045, 588. .1043, 589. .1050, 589. .1044 



Seq. No. 12642 Seq. ID 

Gene No. 26760 Strand 

Start 1 End 

Name OJ9904 30_06 . 9C03 . C51 . ol . ts Method 

^Start 628 End 

■GI " none Score 

Exons 628.. 852, 859.. 993 



OJ990430_06.9C03.C51 
+ 

1244 

TBLASTX : Soybean 

993 

114 



Seq. No. 12642 Seq. ID 

Gene No. 26760 Strand 

Start 1 End 

Name OJ990430_06 . 9C03 . C51 . ol . tm Method 

Start 718 End 



OJ990430_06.9C03.C51 
+ 

1244 

TBLASTX: Maize 
1074 



13149 




GI 


none 


Score 


"3 Q A 

Jo 4 






Exons 


/I0..1U/4, /53..10o4, 95o . . 


10 / 4 








Seq. No. 


LZ 0 4 3 


oeq. ID 


uo y yu4 ju 


uo . youo 


. k^DZ 


Gene No. 


26761 


Strand 








Start 


1 


End 


313 






Name 


OJ990430 06.9C03.C52.ol.np 


Method 








Start 


1 


End 


O Q A 

Z J4 






GI 


6721516 


Score 


1U J 






Exons 


1. .234 










GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sat iva J 






Seq. No. 


12643 


Seq. ID 


OJ990430_ 


06.9C03 


.C52 


Gene No. 


26761 


Strand 


+ 






Start 


1 


End 


31 3 






Name 


OJ990430 06.9C03.C52.ol.gs 


Method 


GENSCAN 






Start 


43 


End 


J13 






GI 


none 


Score 


A H 






Exons 


43. .149, 178. .313 










Seq. No. 


12644 


Seq. ID 


OJ990430_ 


06.9C03 


. Ljj 


Gene No. 


26762 


Strand 


+ 






Start 


6551 


End 


10726 






Name 


OJ990430 06.9C03.C53.o4.np 


Method 


AAT/NAP 






Start 


6551 


End 


10726 






GI 


6721516 


Score 


592 






Exons ■ 


6551. .6580, 8324. ..8565, 8976. .9305, 10706. .10726 




GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 






Seq. No. 


12644 


Seq. ID 


OJ990430_ 


06.9C03 


Coo 


Gene No. 


26763 


Strand 


+ 






Start 


10759 


End 


14017 






Name 


OJ990430 06.9C03.C53.o5.np 


Method 


AAT/NAP 






Start 


10759 


End 


14017 






GI 


6069653 


Score 


659 






Exons 


10759. .10824, 11329. .12292, 


12324. .12779, 12979. 


.13196, 






13925. .14017 










GI Descrip. 


(AP000616) hypothetical protein [Oryza 


sativa] 






Seq. No. 


12644 


Seq. ID 


OJ990430_ 


06.9C03 


C53 


Gene No. 


26763 


Strand 


+ 






Start 


10759 


End 


14017 






Name 


OJ990430 06.9C03.C53.o2.gs 


Method 


GENSCAN 






Start 


11371 


End 


13047 






GI 


none 


Score 


.57 






Exons 


11371. . 11490, 11597. .12345, 


12521. .12608, 12748. 


.13047 




oeq. no. 


12644 


Seq. ID 


OJ990430_ 


06.9C03 


C53 


Gene No. 


2 67 64 


Strand 








Start 


594 


End 


10644 






Name 


OJ990430 06.9C03.C53.ol.gs 


Method 


GENSCAN 






Start 


594 


End 


10644 






GI 


none 


Score 


.45 






Exons 


594. .1703, 1916. .1976, 2286 


..2342, 2768 


..2796, 3399. .3839, 



4031. .4221, 4294. .5758, 5930. .6089, 6310. .7221, 7426. .8107, 
8554.. 8655, 9077.. 9186, 9745.. 9886, 10598.. 10644 



13150 




Seq. No. 


12644 








Seq. ID 


OJ990430 06.9C03, 


.C53 


Gene No. 


26764 








Strand 






Start 


594 








End 


10644 




Name 


OJ990430 06 


. 9C03 


.C53.ol 


.np 


Method 


AAT/NAP 




Start 


3349 








End 


6032 




GI 


4416302 








Score 


2430 




Exons 


3349. . 6032 














GI. Descrip. 


(AF105716) 


copia- 


-type pol polyprotein 


[Zea mays] • 




Seq. No. 


12644 








Seq. ID 


OJ990430_06.9C03, 


.C53 


Gene No. 


26765 








Strand 






Start 


12291 








End 


14017 




Name 


OJ990430 06 


. 9C03 


.C53.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


3269 








End 


4007 




GI 


none 








Score 


87 




Exons 


3269 . . 3298, 


3330 


. .3452, 


3339. 


.3452, 3341. .3859, 3355. .3858, 




3878 . . 4000, 


3879 


. .4007, 


3880. 


.4005 






Seq. No. 


12644 








Seq. ID 


OJ990430_06.9C03, 


. C53 


Gene No. 


26765 








Strand 






Start 


12291 








End 


14017 




Name 


OJ990430 06 


. 9C03 


.C53.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


3367 








End 


3998 




GI 


none 








Score 


65 




Exons 


3367 . . 3591, 


3416 


. .3583, 


3625. 


.38.55, 3625.. 3858, 3632.. 31 


359, 




3879 . . 3998 














Seq. No. 


12644 








Seq. ID 


OJ990430_06.9C03, 


.C53 


Gene No. 


26765 








Strand 






Start 


12291 








End 


14017 




Name 


OJ990430_06 


. 9C03 


,C53.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


3370 








End 


3828 




GI 


none 








Score 


68 




Exons 


3370 . . 3615, 


3422 


. .3589, 


3601.. 


.3735, 3739.. 3828 




Seq. No. 


12644 








Seq. ID 


OJ990430_06.9C03, 


.C53 


Gene No. 


26765 








Strand 






Start 


12291 








End 


14017 




Name 


OJ990430 06 


. 9C03 


.C53.o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


3403 








End 


3819 




GI 


none 








Score 


57 




Exons 


3403 . .3591, 


3416 


. .3535, 


3610. 


.3819, 3614. .3715 




Seq. No. 


12644 








Seq. ID 


OJ990430_06.9C03. 


.C53 


Gene No. 


26765 








Strand 






Start 


12291 








End 


14017 




Name 


OJ990430 06 


. 9C03 


.C53.o6 


. tm 


Method 


TBLASTX: Maize 




Start 


4008 








End 


4200 




GI 


none 








Score 


196 ; 




Exons 


4008 . . 4199, 


4009 


. .4200 










Seq. No. 


12644 








Seq. ID 


OJ990430_06.9C03, 


,C53 


Gene No. 


26765 








Strand 






Start 


12291 








End 


14017 




Name 


OJ990430 06 


. 9C03 


.C53.o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


4240 








End 


4568 




GI 


5509260 








Score 


58 





13151 




Exons 


A OA 0 4^1 1 
4 Z 4 U . . 4 J X X , 


4 9 4 1 
4 Z 4 X , 


4^19 


4 9 Q Q 

4 z y y . 


.4568, 4300. .4473 




\j x uescxvxp. 
















Seq. No. 


12644 








Seq. ID 


OJ990430_06.9C03 


.C53 


Gene No. 


26765 








St rand 






OualL 


1 9 9Q1 

xz. & y x ^ ^ 










i 4 n 1 1 
X 4 u x / 




Name. 


uj y^ui jU ud. 


Qpn ^ 


. bJJ .04 


. LIU 


ixtennoa 


TT3T SCTY • Mo -i t a 




Of 3 -y~4- 

DLaru 


4 Z OZ 








tjna 


4 coo 
4 JO J 




P T 
VjX 


none 








Score 


1 QQ 

x y y 




T* 1 V /^i c 


4 9R9 A Rfi^ 
4 *1 O ^ . . ft jo J/ 


A 9QQ 

4 Z y y . 


4^4 6 




/I coo 
. 4 JO j 






Can M/v 

oeq . wo . 


1 9 fid 4 
X Z 0 4 4 








Seq. ID 


OJ990430_06.9C03 


.C53 


Gene No. 


26765 








Strand 






Start 


12291 








End 


14017 




Name 




-7^ u j « 


PS? o9 


f m 


Method 


TBLASTX: Maize 




O tar T_ 


4 CO 4 ~~ 
4 J O 4 








End 


5444 






none 








Score 


48 




Exons 


4 JO*l . .4 / ' Z , 


4 DO D < 


4 Q4 


4 7 R R 


.5372, 4756. .5373, 5371. .5418, 




S^71 R444 














Seq. No. 


12644 








Seq. ID 


OJ990430_06.9C03 




Gene No. 


26765 








Strand 






OLdXL. 


1 99Q1 
x ^ _? x 








End 


14017 




Name 


n tqqo 4 n fi 






. LW 


Method 


TBLASTX : Wheat 




o car u 


/! 7 £7 _ 
4 / D / 








End 


5021 




P T 


none 








Score 


'60 




Exons 


4 7 £7 /IQTl 
4/D/..4yo/, 


4 / D y . 


A Q9 7 

, . 4 yz / , 


4 7 Q1 


.4928, 4953. .5021 




Seq. No. 


12644 








Seq. ID 


OJ990430_06.9C03 


pco 

. b J J 


Gene No. 


26765 








Strand 






oT_ari_ 


1 99Q1 








End 


14017 




Name 


Pi TQQH4 "3f! fl £ 

ujyyu^ju UD. 




pco _ 0 


. US 


Method 


TBLASTX: Soybean 














End 


5264 




P T 
laX 


none 








Score 


55 




Exons 


A p n*3 R9 £4 
IOUj . . JZ04/ 


4 ff c r 

4 0 D D . 


. . jUU / / 


R07 4 
0 U / 4 . 


.5193 






Seq. No. 


12644 








Seq. ID 


OJ990430_06.9C03 


.C53 


Gene No. 


26765 








Strand 






OLal L 


1 99Q1 








End 


14017 




Name 


UJ^jUIjU UD. 


Qpm 


pco ~ 9 
Ljj . OZ . 


+- 0 
. LO 


Method 


TBLASTX: Cress 




Olal L 


4 O U D 








End 


5219 




P T 
OX 


none 








Score 


196 




Exons 


dfiOfi S91 Q 














Seq. No. 


12644 








Seq. ID 


OJ990430_06.9C03 


.C53 


Gene No. 


26765 








Strand 






Of 3 >-+- 


1 99QT 








End 


14017 




Name 


Pi TQQH4 n £ 


Qpn ^ 
y^u 0 . 


pc *3 A 1 




Method 


TBLASTX: Wheat 




Q+- -a v-4- 


jIUD 








End 


5681 




PT 


none 








Score 


124 




Exons 




CI 1 c 

Jilj . 




R 4 O A 
D 4 Z 4 . 


.5681, 5433. .5678 




Seq. No. 


12644 








Seq. ID 


OJ990430_06. 9C03 


.C53 


Gene No. 


26765 








Strand 






Start 


12291 








End 


14017 




Name 


OJ990430 06. 


9C03. 


C53.o3. 


,tm 


Method 


TBLASTX: Maize 




Start 


5449 








End 


5841 





13152 






GI 


none 




Score 


155 




Exons 


5449. .5721, 5451. .5717, 


c c o o 

552o 


..5722, 5530. .5721, 5710. .5841, 






0 / Iz . . Do 4 U 










Seq. No. 


12644 




beq. iiJ 


Uu?yUfl jU UO. jLUj.Ljj 




Gene No. 


26765 




o l rana 






Start 


122 y i 




_nci 






Name 


ojyyu4oD- u o . ycuo . Co j . oz 




Method 


i. ujjAo i a . wnea l 




Start 


5/51 




LJ1U 


fin fifi 




GI 


none 




Score 


y j 




Exons 


ctci cn^Q :qqo cnc;/ 










Seq. No. 


12644 




Seq. ID 


OJ990430_06.9C03.C53 




Gene No. 


26765 




Strand 






Start 


izz y 1 




End 


14017 




Name 


ujyyu4ju Uo. yLUJ.Loj.oo 


. cm 


Method 


TBLASTX: Maize 




Start 


584 4 




End 


6204 




GI 


none 




Score 


82 




Exons 


CQ A A CnOl CQC1 CQTQ 


DUU / 


..6075, 6110. .6202, 6112. .6204 




Seq. No. 


12644 




Seq. ID 


OJ990430_06.9C03.C53 




Gene No. 


26765 




Strand 






Start 


122 y i 




End 


14017 




Name 


ojyyu4jo 06 . ycoj . Co j . o4 


. ts 


Method 


TBLASTX : Soybean 


w 


Start 


5919 




End 


8100 


i;fi 


GI 


none 




Score 


75 


?\ \ 


Exons 


5919. .59/z, 599/..oUo2, 




..6174, 7582. .7914, 7978. .8100 




Seq. No. 


12644 




Seq. ID 


OJ990430_06.9C03.C53 


U! 


Gene No. 


26765 




Strand 






Start 


122 91 




End 


14017 


rif 


Name 


OJ9904J0 0 o . 9CU3 . Co J . o5 


. tw 


Method 


TBLASTX: Wheat 




Start 


7 678 




End 


8061 


:- = : 


GI 


none 




Score 


39 


'e = ? 


Exons 


/o/o../92U, /ol/../9Uo, 


*"f o o. o 


..8061, 7978. .8061 


-i 


Seq. No. 


12644 




Seq. ID 


OJ990430_06.9C03.C53 




Gene No. 


26765 




Strand 






Start 


12291 




End 


14017 


□ 


Name 


OJ990430 06. 9C03.C53.o6 


.np 


Method 


AAT/NAP 


r'*E 


Start 


12291 




End 


14017 




GI 


1076205 




Score 


110 




Exons 


12291. .12492, 12532 .. 12 900, 


13951. . 14017 




GI Descrip. 


hypothetical protein WP6 - Chlamydomonas eugametos gi 153087 






(L29028) amino acid feature: 


N-glycosylation sites, aa 41 . 






46 .. 48, 51 .. 53, 72 


. . 74 


, 107 . . 


109, 128 . . 130, 132 . 






134, 158 . . 160, 163 . . 


165; 


amino acid feature: Rod protei 






domain, aa 169 . . 340; 


amino 


acid feature: globular pro... 




Seq. No. 


12645 




Seq. ID 


OJ990430_06.9C03.C54 




Gene No. 


26766 




Strand 


+ 




Start 


209 




End 


317 




Name 


OJ990430 06. 9C03.C54.ol 


.gs 


Method 


GENSCAN 




Start 


209 




End 


317 




GI 


none 




Score 


.53 




Exons 


209. .317 









13153 






Seq. No. 


12645 






Seq. ID 


OJ990430_06.9C03 


.C54 




Gene No. 


26767 






Strand 








Start 








_na 


a n c o 
4 Ubo 






Name 


ujyyu4ou ub 


. ycu j 


. Lb4 . oz . gs 


Method 


GEN SCAN 






Start 


z 4 (Jo 






End 


a n a o 

4 Ubo 






GI 


none 






Score 


. b / 






Exons 


Z4 Uo . . Z 4 ob , 


O C O /J 

3bz4 


. . 4 Ubo 










Seq. No. 


b4 o 






beq. ID 


ojyyu4oU Ub. ycuo 


. Cb 4 




Gene No. 


26767 






Strand 








Start 


2408 






End 


4058 






Name 


nTQon/i 

ujyyu4ou ub 


. 9C03 


. C54 . ol . np 


Method 


AAT/NAP 






Start 


JDZ / 






End 


4028 






GI 








Score 


151 






Exons 


O^Ol T7TQ 


3796 


. .4028 










GI Descrip. 


/ 7\T 1 QOQ7C\ 


putative protein 


[Arabidopsis thaliana] 






Seq. No. 


12645 






Seq. ID 


OJ990430_06.9C03 


.C54 




Gene No. 


26767 






Strand 








otart 


Z 4 Uo 






End 


4058 






Name 


ojyyu4ju ub 


.9C03 


.C54.ol.ts 


Method 


TBLASTX : Soybean 






Start 


JO /o 






End 


4025 






GI 


none 






Score 


76 




E 

s sF 


Exons 


3o 1 3 . . 4Uzb, 


3874 


..3948, 3975 


. .4013 








Seq. No. 


12 64 6 






Seq. ID 


OJ990430_06.9C03 


. C55 


;: ; 


Gene No. 


26768 






Strand 


+ 






Start - 


1 






End 


2446 






Name 


ojyyu4JU Uo 


.9C03 


.C55 .ol .np 


Method 


AAT/NAP 




; j 


Start 


l 






End 


2446 




*i 


GI 


ul o c o r\ n o 

bobzUyo 






Score 


43 




; £ 


Exons 


"1 (CO C O 1 

1 . . bo , bo 1 . 


.724, 


2427. .2446 










GI Descrip. 


/AT 1 1 "1 O £Z A \ 

{ Ah 11 1 Z b 4 ) 


zwhl6 


. 1 [Oryza sativa] 








Seq. No. 


. 12646 






Seq. ID 


OJ990430_06.9C03 


. C55 




Gene No. 


26769 






Strand 


+ 






Start 


3070 






End 


3705 






Name 


OJ990430 06 


. 9C03 


.C55.ol.gs 


Method 


GENSCAN 






Start 


3070 






End 


3639 






GI 


none 






Score 


.99 




J 


Exons 


3070. .3639 













Seq. No. 12646 Seq. ID OJ990430_06.9C03.C55 

Gene No. 26769 Strand + 

Start 3070 End 3705 

Name OJ9904 30_06 . 9C03 . C55 . o2 . np Method AAT/NAP 

Start 3086 End 3705 

GI 3790573 Score 190 

Exons 308 6. .3239, 3306. 3705 

GI Descrip. (AF078824) RING-H2 finger protein RHA3a [Arabidopsis thaliana] 
gi|4914367|gb|AAD32903.1|AC007584_l (AC007584) putative RING 
zinc finger protein [Arabidopsis thaliana] 



Seq. No. 12647 Seq. ID 

Gene No. 26770 Strand 

Start 1233 End 

Name OJ9904 30_06 . 9C03 . C5 6 . ol . np Method 



OJ990430_06.9C03.C56 

3417 
AAT/NAP 



13154 




Start 








End 


3417 




GI 


do y o yo4 






Score 


292 




Exons 


1 TOO 1 CO/ 


3395. .3417 










GI Descrip. 


\ ALU 1 o / Z 1 ) 


unknown protein [Arabidopsis thaliana] 




Seq. No. 


12647 






Seq. ID 


OJ990430_06. 9C03 


.C56 


Gene No. 


26770 






Strand 






btart 


1Z OO 






End 


3417 




Name 


uj y y ou u o 


. 9C03.C56.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


1Z jo 






End 


1581 




GI 


none 






Score 


213 




Exons 


JO . . X fl 3 <± , 


1240. .1440, 


1452. 


1580, 1462. .1581 




Seq. No. 


12647 






Seq. ID 


OJ990430JD6. 9C03 


.C56 


Gene No. 


26770 






Strand 














End 


3417 




Name 


nTQQH/i in n£ 
uj yyu^ ju ud 


. 9C03.C56.ol. 


tc 


Method 


TBLASTX: Cress 




otart 


1 TCI 

1Z 3 / 






End 


1448 






none 






Score 


72 




Exons 


1ZD / . . 1 4 Z / , 


1257. .1448, 


1267. . 


1440 






beq. no. 


IOC/11 

1Z04 / 






Seq. ID 


OJ990430_06.9C03 


.C56 


Gene No. 


26770 






Strand 






Start 


1233 






End 


3417 




Name 


niQQn/i in n £ 
uj y y u 4 ou ud 


.9C03.C56.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


i o n o 
loU o 






End 


1584 




GI 


none 






Score 


181 




Exons 


i o n o i/i^o- 
loUo . . 14 4 o ,- 


1305. .1451, 


1363. . 


1452, 1408. .1575, 1455. .1583, 
















Seq. No. 


12648 






Seq. ID 


OJ990430JD6. 9C03 


.C57 


Gene No. 


26771 






Strand 


+ 




Qf 2 v-l- 

bLdit 


n i 
oil 






End 


703 




Name 


ujyyu4ou ud 


. 9C03.C57.ol. 


gp 


Method 


AAT/GAP 




otart 


iii 
oil 






End 


703 




bl 


none 






Score 


778 




Exons 


iii n n i 
oil. . / Uo 












Seq. No. 


12648 






Seq. ID 


OJ990430_06. 9C03 


.C57 


Gene No. 


26772 






Strand 








R 19 
30Z 






End 


1836 




Name 


r\TQon/i in nc 
uj y y u 4t ou ub 


. 9C03.C57.ol. 


gs 


Method 


GENSCAN 




o u ar l 


RIO 

ooz 






End 


1749 




P T 


none 






Score 


.97 




~Exons 


CIO 1 l/IQ 

o oz . . i / 4 y 












Seq. No. 


12648 






Seq. ID 


OJ990430_06. 9C03 


.C57 


Gene No. 


26772 






Strand 






o car l. 


532 






End 


1836 




Name 


OJ990430 06 


.9C03.C57.ol. 


ts 


Method 


TBLASTX : Soybean 




otart 


571 






End 


1620 




GI 


none 






Score 


186 




Exons 


571. .924, 713. .913, 1474 


. .1620 






Seq. No. 


12648 






Seq. ID 


OJ990430_06. 9C03 


.C57 


Gene No. 


26772 






Strand 






Start 


532 






End 


1836 





13155 



Name 


OJ990430_06 


.9C03.C57.ol.tc 


Method 


TBLASTX: 


Cress 


Start 


709 




End 


1620 




GI 


none 




Score 


79 




Exons 


709 . .1119, 


"7*5/" i A r rt TOT 

736 . . 1050, 737 . . 


1105, 1522. 


. 1620 




Seq. No. 


1 O C A O 

12 64 8 




Seq. ID 


OJ990430 


u b . ycu J . CO / 


Gene No. 


26772 




Strand 






Start 


532 




End 


1836 




Name 


OJ990430 06 


.9C03.C57.o2.ts 


Method 


TBLASTX: 


Soybean 


Start 


1036 




End . 


1389 




GI 


none 




Score 


110 




Exons 


1036. .1389, 


1036.. 1386, 103 


9. .1293, 1063. .1386, 


1132. .1386, 



1189. .1386 



Seq. No. 12648 

Gene No. 2-6772 

Start 532 

Name OJ990430_06 . 9C03 . C57 . ol . tm 

Start 1450 

GI none 

Exons 1450. .1626,' 
1792. .1836 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990430_06.9C03.C57 
1836 

TBLASTX: Maize 

1836 

66 



1690. .1737, 1702. .1836, 1702. .1752, 1703. .1834, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



12649 
26773 
6 

OJ990430_06.9C03.C58.ol.gs 
6 

none 

6. .205, 987. .1602 

12650 
26774 
762 

OJ990430_06. 9C03 . C59 . ol . gs 

762 

none 

762. .825, 935. .1031 



Seq. ID OJ990430_06.9C03.C58 
Strand 

End 1602 

Method GENSCAN 

End 1602 

Score .93 



Seq. ID OJ990430_06.9C03.C59 

Strand + 

End 1031 

Method GENSCAN 

End 1031 

Score .81 



OJ990430 06.9C03.C60 



12651 Seq. ID 

26775 Strand 
1 End 472 

OJ9904 30_06 . 9C03 . C60 . ol . np Method AAT/NAP 
1 End 472 

1314711 Score 425 

1..240, 320. .472 

(U54 615) calcium-dependent protein kinase [Arabidopsis thaliana] 
gi | 3068712 | gb | AAC14 412 . 1 | (AF049236) calcium dependent protein 
kinase [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12651 
26775 
1 

OJ9904 30_06. 9C03 . C60 . ol . tc 
60 

none 



Seq. ID OJ990430_06.9C03.C60 



Strand 
End 

Method 

End 

Score 



472 

TBLASTX: Cress 

465 

139 



60. .257, 89.-256, 91. .294, 313. .465, 321. .464 



13156 




Seq. No. 


12651 










Seq. ID 


OJ990430_06.9C03. 


C60 


Gene No . 


Z b / / 0 










Strand 






Start 


I 










End 


a n o 
4 /Z 




Name 




U b . 


yco j . 


C60. 


ol . tm 


Method 


TBLASTX : Mai ze 




Start 


O D 










End 


4 JO 




GI 


none 










Score 


1 "3 "3 
1 J J 




Exons 


o b . .zob/ 


O H 
O f . 


O C 1 

. ZD / , 


313. ,435, 


"3 O 1 A O A 

J z 1 . . 4 J 4 






Seq. No. 


12651 










Seq. ID 


OJ990430_06. 9C03. 


C60 


Gene No. 


Z D / / 0 










btrana 






Start 


1 










hna 


4 /Z 




Name 


uj y y u 4 


U b . 


9C03. 


C60. 


ol . gs 


Method 






Start 


O D 

o o 










hna 


4 b J 






none 










Score 


. yz 




Exons 


Q Q O A C\ 

oo . . Z4U , 


ion 
JZ U 


.463 










Seq. No. 


12651 










Seq. ID 


OJ990430_06.9C03. 


C60 


Gene No. 


26775 










Strand 






Start 


1 










hna 


4 /Z 




Name 


oj y yu 4 ju 


0 b . 


9C03. 


C60. 


ol . tw 


Method 


TBLASTX : Wneat 




Start 


o o 
oo 










End 


4 bo 




GI 


none 










Score 


ICC 

loo 




Exons 


88. . z4 y , 


o y . 


.256, 


90. 


.257, 


o *i n a c c 

313 . . 4 65, 


320. .4oJ, JZ1..464, 






3zz . . 4 bo 
















Seq. No. 


12651 










Seq. ID 


OJ99*0430_06.9C03. 


C60 


Gene No. 


26775 










Strand 






Start 


1 










End 


/HO 

4 /Z 




Name 


OJy 904 JO 


06 . 


9C03. 


C60. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


o y 










End 


4 DO 




GI 


none 










Score 


yy 




Exons 


o y . . z Jo , 


o y . 


.256, 


93. 


.257, 


o o n a en 

JZ0 . . 4 b J, , 


TOI A C A "3 O 1 A C A 

Jzl..4b4, Jzl..4b4, 






OOO A CC 

Jzz . . 4 bo 
















Seq. No. 


12652 










Seq. ID 


OJ990430_06.9C03. 


C61 


bene no. 


Z b / / b 










Strand 


+ 




Start 


b / J 










End 


q n o 

y oz 




Name 


uj y y U4 ou 


U b . 


9C03. 


C61. 


ol .gs 


Method 






otart 


b / J 












yuz 




C T 


none 










Score 


. 0 4 




Exons 


b / o . . yuz 
















Seq. No. 


12653 










Seq. ID 


OJ990430_06. 9C03. 


C65 


Gene No . 


Z b / / / 










Strand 






Start 


4 o 










End 


o o "3 
Z J J 




Name 


ojyyu4 jo 


Oo . 


9C03. 


C65. 


ol . gs 


Method 


GENSCAN 




btart 


/I c 

4 0 










End 


O "3 "3 
Z J J 




GI 


none 










Score 


. ol 




Exons 


45 . .233 
















Seq. No. 


12654 










Seq. ID 


OJ990430_06.9C03. 


C66 


Gene No. 


26778 










Strand 


+ 




Start 


1 










End 


3333 




Name 


OJ990430 


06. 


9C03. 


C66. 


ol . np 


Method 


AAT/NAP 




Start 


1 










End 


3040 




GI 


1314711 










Score 


1081 





13157 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1..246, 326. .478, 866. .981, 1094. .1261, 2572. .2638, 2714. .2802, 
2894. .3040 

(U54 615) calcium-dependent protein kinase [Arabidopsis thaliana] 
gi|3068712|gb|AAC14412.1| (AF049236) calcium dependent protein 
kinase [Arabidopsis .thaliana] r 



12654 
26778 
1 

OJ990430_06.9C03.C66.ol.ts 

101 

none 



Seq. ID OJ990430_06.9C03.C66 

Strand + 

End 3333 

Method TBLASTX : Soybean 

End 3045 

Score 261 



101. .244, 102. .245, 103. .246, 309. .473, 310. .477, 331. .477, 
864. .929, 865. .984, 868. .996, 1093. .1263, 1094. .1264, 
2554. .2802, 2558.-2755, 2572. .2802, 2887. .3045, 2891. .3043 



Seq. No. 12654 

Gene No. 26778 

Start 1 

Name OJ990430_06 . 9C03 . C66 . o2 . tc 

Start 101 

GI none 
Exons 



Seq. ID OJ990430_06.9C03.C66 

Strand + 

End 3333 

Method TBLASTX : Cress 

End 984 

Score 253 



101. .253, 102. .245, 272. .4.75, 309. .506, 310. .477, 864. .926, 
865. .984, 865;. 972 



Seq. No. 12654 Seq. ID 

Gene No. 26778 Strand 

Start 1 End 

Name OJ990430_06 . 9C03 . C66 . ol . tw Method 

Start 101 End 

GI none Score 
Exons 



O'J990430_06.9C03.C66 
+ 

3333 

TBLASTX: Wheat 

897 

175 



101. .244, 101. .253, 102. .245, 103. .246, 309. .476, 310. .477, 
325. .477, 865. .897 



Seq. No. 12654 

Gene No. 26778 

Start 1 

Name OJ9'90430_06 . 9C03 . C66 . ol . gs 

Start 103 

GI none 
Exons 



Seq. ID OJ990430_06.9C03.C66 

Strand + 

End 3333 

Method GENSCAN 

End 3043 

Score .92 



103. .246, 326. .478, 866. .981, 1094. .1261, 2572. .2802, 2894. .3043 



Seq. No. 12654 

Gene No. 26778 

Start 1 

Name OJ9904 30_06 . 9C03 . C66 . o2 . tm 

Start 131 

GI none 
Exons 



Seq. ID OJ990430_06.9C03.C66 

Strand + 

End 3333 

Method TBLASTX : Maize 

End 480 

Score 213 



131. .253, 132. .245, 309. .479, 310. .480, 334. .480 



Seq. No. 12654 

Gene No. 26778 

Start 1 

Name OJ9904 30_06 . 9C03 . C66 . ol . tm 

Start 864 

GI none 
Exons 



Seq. ID OJ990430_06.9C03.C66 

Strand + 

End 3333 

Method TBLASTX : Maize 

End 3191 

Score 209 



864. .929, 865. .984, 868. .984, 1083. .1262, 1093. .1263, 



13158 




1093. .1263, 1094. .1264, 1094. .1264, 2554. .2802, 2572. .2802, 
2653. .2799, 2774. .2809, 2886. .3041, 2887. .3042, 2891. .3043, 
2891. .3043, 3162. .3191, 3165. .3188 



Seq. No. 


12654 


Seq. ID 


OJ990430_06.9C03.C66 


Gene No. 


26778 


Strand 


+ 


Start 


1 


End 


3333 


Name 


OJ990430 06. 9C03 . C66 . ol . gp 


Method 


AAT/GAP 


Start 


940 


End 


3333 


GI 


21335 1.R1084 


Score 


1641 


Exons 


940. .981, 1094. .1261, 2572.. 


2802, 2894 


..3333 


GI Descrip. 


'1314712 4.0e-69 (U54615) calcium-dependent protein kinase 




[Arabidopsis thaliana] 1 






beq. No. 


1 o f a a 

lzbb4 


Seq. ID 


OJ990430_06.9C03.C66 


Gene No . 


26778 


Strand 


+ 


Start 


1 


End 


3333 


Name 


OJ99U4oU U b . yCUo . Cob . Ol . tc 


Method 


TBLASTX: Cress 


Start 


1094 


End 


3043 


GI 


none 


Score 


204 


Exons 


1094. .1264, 1094. .1171, 1096 


..1263, 1114. .1194, 1124. .1192, 




2408. .2479, 2554. .2802, 2572 


..2802, 2866. .3042, 2891. .3043 


Seq. No. 


12654 


Seq. ID. 


OJ990430_06.9C03.C66 • 


Gene No. 


26778 * 


Strand 


+ 


Start 


1 


End 


3333 


Name 


ojyyu4ou u b . yLuo . udd . oz . tw 


Method 


TBLASTX: Wheat 


Start 


27 69 


End 


3159 


GI 


none 


Score 


44 


Exons 


2769. .2804, 2770. .2802, 2887 


..3033, 2891. .3049, 3109. .3159, 










Seq. No. 


i o c c; c 


Seq. ID 


OJ990430_06.9C03.C69 


Gene No . 


z b / / y 


Strand 




o tare 


Mb 


End 


1928 


Name 


ojyyu4o0 ub.ycuj.cby.oo.ts 


Method 


TBLASTX : Soybean 


Start 


C Q Q 

boo 


End 


1053 


GI 


none 


Score 


244 


Exons 


688. .765, 841. .1053 






beq. no. 


12655 


Seq. ID 


OJ990430_06.9C03.C69 


Gene No. 


26779 


Strand 




btart 


736 


End 


1928 


Name 


OJ990430 06. 9C03 . C69 . ol . gs 


Method 


GENSCAN 


btart 


736 


End 


1915 


\J J. 


none 


Score 


.77 


Exons 


736. .1292, 1378. .1663, 1757. 


.1915 




Seq. No. 


12655 


Seq. ID 


OJ990430_06.9C03.C69 


Gene No. 


26779 


Strand 




Start 


736 


End 


1928 


Name 


OJ990430 06.9C03.C69.ol.np 


Method 


AAT/NAP 


Start 


739 


End 


1928 


GI 


6598436 


Score 


1165 


Exons 


739. .1292, 1378. .1663, 1757. 


.1928 




GI Descrip. 


(AC004 683) putative ammonium 


transporter [Arabidopsis thaliana] 



13159 



Seq. No. 12655 

Gene No. 26779 

Start 736 

Name OJ990430_06 . 9C03 . C69 . ol . tm 

Start 953 

GI none 

Exons 953.. 1318, 955.. 1296 



Seq. ID OJ990430_06.9C03.C69 
Strand 

End 1928 

Method TBLASTX : Mai ze 

End 1318 

Score 34 5 



Seq. No. 12655 

Gene No. 26779 

Start 736 

Name OJ990430JD6 . 9C03 . C69 . o2 . ts 

Start 1055 

GI none 

Exons 1055.. 1297, 1057.. 1296 



Seq. ID OJ990430_06.9C03.C69 
Strand 

End 1928 

Method TBLASTX : Soybean 

End 1297 

Score 229 



Seq. No. 12655 

Gene No. 26779 

Start 736 

Name OJ990430_06 . 9C03 . C69 . o2 . tm 

Start 1361 

GI none 

Exons 1361.. 1498, 1361.. 1549, 1377, 



Seq. ID OJ990430_06.9C03.C69 
Strand 

End 1928 

Method TBLASTX : Mai ze 

End 164 8 

Score 60 

.1643, 1598. .1648, 1605. .1646 



Seq. No. 12655 

Gene No. 26779 

Start 736 

Name OJ9904 30_06 . 9C03 . C69 . ol . ts 

Start 1364 

GI none 

Exons 1364.. 1420, 1412.. 1549, 1413. 
1755. .1928 



Seq. ID OJ990430_06.9C03.C69 
Strand 

End 1928 

Method TBLASTX : Soybean 

End 1928 

Score 220 

.1664, 1622. .1663, 1745. .1927, 



Seq. No. 12655 

Gene No. 26779 

Start 736 

Name OJ9904 30_06 . 9C03 . C69 . ol . tc 

Start 1371 

GI none 

Exons 1371.. 1637, 1376.. 1549 



Seq. ID OJ990430_06.9C03.C69 
Strand 

End 1928 

Method TBLASTX: Cress 

End 1637 " 

Score 195 



Seq. No. 12655 

Gene No. 26779 

Start 736 

Name OJ9904 30_06 . 9C03 . C69 . ol . tw 

Start 1445 

GI none 

Exons 1445. .1549, 1446. .1664, 1602. 



Seq. ID OJ990430_06.9C03.C69 
Strand 

End 1928 

Method TBLASTX : Wheat 

End 1810 

Score 228 

.1670, 1745. .1810, 1754. .1810 



Seq. No. 12656 

Gene No. 26780 

Start 1 

Name OJ9904 30_06 . 9C03 . C70 . ol . np 

Start 1 

GI 6598436 

Exons 1..584 

GI Descrip. (AC004 683) putative ammonium 



Seq. ID OJ990430_06.9C03.C70 

Strand 

End 584 

Method AAT/NAP 

End 58 4 

Score 365 

transporter [Arabidopsis thaliana] 



13160 



# 



Seq. No. 


12656 




Seq. ID 


OJ990430JD6.9C03 


.C70 


Gene No. 


O C H O A 




Strand 






Start 


1 




End 


584 




Name 


OJ990430 06 . 9C03 . C70 . ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


14 1 




End 


4 53 




GI 


none 




Score 


56 




Exons 


141. .209, 142. .243, 201 


. . 338 , 


AAA A C O 

202 . .4 53, 


4 11 .. 452 • 




Seq. No. 


12656 




Seq. ID 


OJ990430_06. 9C03, 


.C70 


Gene No . 


A /" T O A 

26780 




Strand 






Start 


1 




End 


584 




Name 


/"\taaa/ioa a r aoao r^n a ^ i 

OJ990430 0 o . 9C0 3 . C / U . Ol , 


. tc 


Method 


TBLASTX : Cress 




Start 


1 C A 

150 




End 


42 6 




GI 


none 




Score 


170 




Exons 


1CA OOO 1 C 1 A o a 

150. .338, 151. .4^0 










Seq. No. 


12656 




Seq. ID 


OJ990430_06. 9C03, 


.C70 


Gene No. 


Of Ton 

2o /o0 




Strand 






Start 


1 




End 


584 




Name 


/-\ -t a a a /i oa a/~ nnn o n _ -i 

OJ9904 30_06 . 9C03.C70.ol, 


. tm 


Method 


TBLASTX : Maize 




Start 


165 




End 


A O 1 

4 37 




GI 


none 




Score 


A A 

4 0 




Exons 


165. .194, 165. .338, 166, 


. . 432, 


261 . . 437 , 


394 . . 435 




Seq. No. 


12656 




Seq. ID 


OJ990430_06. 9C03, 


.C70 


Gene No. 


26780 




Strand 






Start 


1 




End 


584 




Name 


OJ9904 30_06 . 9C03 . C7 0 . ol , 


.gs 


Method 


GENSCAN 




Start 


167 




End 


452 




GI 


none 




Score 


. 91 




Exons 


167 . .452 










Seq. No. 


12656 




Seq. ID 


OJ990430__06. 9C03, 


X70 


Gene No. 


a r T O A 

2 6780 




Strand 






Start 


1 




End 


584 




Name 


f~\ T C\ C\ (~\ A OA A/" A A O /--i -7 A _ -1 

OJ990430 0o.9C03.C70.ol, 


. tw 


Method 


TBLASTX : Wheat 




Start 


A O A 

234 




End 


A C O 

453 




GI 


none 




Score 


T A O 

193 




Exons 


234. .338, 235.. 453, 391. 


. . 453 








Seq. No. 


12657 




Seq. ID 


OJ990430_06. 9C03, 


■ C73 


Gene No. 


26781 




Strand 


+ 




Start 


1 




End 


A A f~ 

4 9o 




Name 


OJ990430 06.9C03.C73.ol. 


,np 


Method 


AAT/NAP 




Start 


1 




End 


496 




GI 


5042454 




Score 


184 




Exons 


1..132, 277. .496 










GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


12658 




Seq. ID 


OJ990430_06. 9C03. 


C77 


Gene No. 


26782 




Strand 


+ 




Start 


746 




End 


1147 




Name 


OJ990430 06.9C03.C77.o2. 


gp 


Method 


AAT/GAP 




Start 


746 




End 


1147 




GI 


286357 




Score 


295 




Exons 


. 746. .796, 1028. .1147 











13161 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



517492/emb|X78846| ZM38G1 6.0e-15 Z.Mays Zm38 gene, intron 

12658 Seq. ID OJ9904 30_06.9C03.C77 

26783 Strand 

1 End 239 

OJ9904 30_06 . 9C03 . C77 . ol . gp Method AAT/GAP 

1 End 239 

568939 Score 470 

1..239 



Seq. No. 12658 Seq. ID 

Gene No. 26783 Strand 

Start 1 End 

Name OJ9904 30_06 . 9C03 . C77 . ol . gs Method 

Start 35 End 

GI none Score 

Exons 35. .214 



OJ990430_06.9C03.C77 
239 

GENSCAN 

214 

.75 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



12658 
26784 
669 

OJ9904 30_06 . 9C03 . C77 . ol . 

669 

none 

669. .797, 675. .797, 680, 
1014. .1148, 1024. .1152 



tm 



12659 
26785 
1 

OJ990430 06.9C03.C78.ol.np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ9904 30_06.9C03.C77 
1169 

TBLASTX: Maize 

1169 

174 



,799, 1008. .1169, 1013. .1147, 



Seq. ID OJ990430_06.9C03.C78 

Strand + 

End 4 61 

Method AAT/NAP 

End 4 61 

Score 205 



4587987 
1..139, 282. .461 

(AF085279) hypothetical Ser-Thr protein kinase [Arabidopsis 
thaliana] gi | 6598 931 | gb | AAF18726 . 1 | AC018721_1 (AC018721) 
putative protein kinase [Arabidopsis thaliana] 



12659 
26786 
1231 

OJ990430_06. 9C03.C78 .ol.tm 

279 
none 

279. .458, 279. .458, 280. .462, 
662. .694, 716. .751 

12659 
26786 . 
1231 

OJ9904 30_06. 9C03 . C78 . ol . ts 

296 

none 

296. .442, 297. .455, 299. .457 

12659 
26786 



Seq. ID OJ990430_06.9C03.C78 

Strand + 

End 1572 

Method TBLASTX : Mai ze 

End 751 

Score 263 

281. .466, 325..459, 458. .496, 



Seq. ID OJ990430 06.9C03.C78 



Strand 
End 

Method 

End 

Score 



Seq. ID 
Strand 



+ 

1572 

TBLASTX: Soybean 

457 

189 



OJ990430_06.9C03.C7E 
+ 



13162 




Start 


1231 


End 


1572 


Name 


ujyyu^ou u o . youo . c / o . o i . gp 


Method 


AAT/GAP 


Start 




End 


1572 


GI 


uC-osrlcyplolDUzDl 


Score 


680 


Exons 


IZol . . 13 / z 






bi uescrip. 


0 1 / 4 vZ / emD | A / o 0 ft o | ZilYl oovjl O. 


Oe-15 Z.Ma.ys Zm38 gene, intron 1 


Seq. No. 


12659 


Seq. ID 


OJ990430_06.9C03.C78 


Gene No. 


26786 


Strand 


+ 


Start 




End 


1572 


Name 


ojyyu4ou u d . you j . c / o . oi . gs 


Method 


GEN SCAN 


Start 


1 o yi a 


End 


1501 




none 


Score 


.41 


Exons 


lz4 4 . . loUl 






beq. no. 


12660 


Seq. ID 


OJ990430_06.9C03.C79 


Gene No . 


26787 


Strand 




Start 


1 


End 


2800 


Name 


OJ990430 06.9C03.C79.ol.np 


Method 


AAT/NAP 


Of vf 

b tar c 


1 


End 


1166 




6572958 


Score 


95 


Exons 


1..38, 578. .695, 912. .990, 1068. .1166 




GI Descrip. 


(AF189776) NLI-interacting factor isoform R5; NLI/Ldbl/CLIM 




interacting factor [Gallus gallus] 




Seq. No. 


12660 


Seq. ID 


OJ990430_06 . 9C03 . C7 9 


Gene No. 


26787 


Strand 




Start 


1 


End 


2800 


Name 


OJ990430 06.9C03.C79.ol.tm 


Method 


TBLASTX: Maize 


Start 


33 


End 


1334 


GI 


none 


Score 


49 


Exons 


33. .89, 33. .98, 97. .150, 98. 


.145, 223.. 


258, 226. .252, 230.. 




311. .463, 315. .461, 316. .462 


, 320. .463, 


539.-694, 549. .698, 




555. .701, 702. .716, 908. .991 


, 909. .992, 


909. .992, 913. .993, 




919. .993, 1060. .1182, 1079.. 


1195, 1079. 


.1189, 1080.. 1196, 




1275. .1334, 1277, .1309 






beq. no. 


12660 


Seq. ID 


OJ990430_06.9C03.C79 




26787 


Strand 




b tar u 


1 


End 


2800 


Name 


OJ990430 06. 9C03 . C79 . ol . gp 


Method 


AAT/GAP 


Start 


320 


End 


2756 


H T 


22778 1.R1084 


Score 


1908 


Exons 


320. .460, 542. .695, 909. .990 


, 1068. .1188, 1277. .1405, 2311. 


bi uescrip. 


'2131751/pirl IS64841 2.0e-16 


hypothetical protein YLR019w - 




yeast ( Saccharomyces cerevisiae) >gi 1360322 emb CAA97541 




(Z73191) ORF YLR019w [Saccharomyces cerevisiae] 1 


Seq. No. ' 


12660 


Seq v ID 


OJ990430_06.9C03.C79 


Gene No. 


26787 


Strand 




Of o r +- 
OL.di.L- 


1 


End 


2800 


Name 


OJ990430 06. 9C03 . C79 . ol . ts 


Method 


TBLASTX : Soybean 


Start 


325 


End 


643 


GI 


none 


Score 


113 


Exons 


325. .447, 347. .463, 348. .461 


, 533. .643, 


546. .638, 569. .643 


Seq. No. 


12660 


Seq. ID 


OJ990430_06.9C03.C79 



13163 



Gene No. 


26787 




Strand 




Start 


1 




End 


2800 


Name 


ujyyu^ou ud. yuuo.L /y.oi 


. tC 


Method 


l oXiAb l a * cress 


Start 






tna 


£/l 1 
04 X 


r* t 


none 




Score 


iii 

X X J 


Exons 




^1 £7 
. . 41 0 / , 


JJZ . .41 Do / 


£~ZA 

JJJ . . 0.3 41 , 0 OH . . 




R£i i 
DDI . . 04! 1 








Seq. No. 


XZOOU 




beq . x v 


ujyyufiou uo.yuuo 


Gene No. 


26787 




Strand 




Start 


1 




End 


2800 


Name 


ujyyu4uu ud. ytuj .l /y .o^ 




Method 


i tsxiAb i a . boyoean 


brart 


CA A 
041 41 




CjIiU 


1 1 QA 

x x y 4 


bX 


none 




Score 


DZ 


Exons 


041 41 . . oy 41 , of! j . . byo, y uo , 


QQ1 

. . y yx , 


y u y . . y y z , 


y4ij. .xuuo, xuoo 




i nci 1 i co i acq iiQ/i 

lUD / . . X XOZ , lUoy . . X Xy 41 








beq . no . 


XZOOU 




Seq. ID 


OJ990430_06.9C03 


Gene No. 


26787 




Strand 




Start 


1 




End 


2800 


Name 


ujyyu4iou ud . ytuj .l / y . oz , 


+-m 
. till 


Method 


TBLASTX: Maize 


otart 


Z JU 0 




End 


2800 


/"I T 

GI 


none 




Score 


226 


Exons 


OOHC OTQQ O^HQ ocoo 

zjud. . z joy, ZjUo. .^JjZ, 


z ou y . 


.2533, 2599. .2628, 2600. .2 




Z / bo . . Z oUU 








beq. No. 


1Z DDI 




Seq. ID 


OJ990430_06.9C03 


Gene No. 


26788 




Strand 


+ 


Start 


1 




End 


2991 


Name 


ujyyu4ju ud. ynj j . lou . ox , 


.np 


Method 


AAT/NAP 


otart 


X 




End 


2988 




o y u / u o y 




Score 


3829 


Exons 


1 1117 1 Ol O OQQQ 

x. .xxx// xz xo . . z y o o 








GI Descrip. 


tAiruuxxzy; nypor.net. icax 


protein [Oryza 


sativa] 


Seq. No. 


12661 




Seq. ID 


OJ990430 06.9C03 


Gene No. 


26788 




Strand 


+ 


br art. 


X 




End 


2991 


Name 


vjjyyufiou u d . yv^uo . L.o u . ox . 


■ gs 


Method 


GENSCAN 


oiari 


o u 




End 


2991 


CX 


none 




Score 


.78 


Exons 


fin 1 HQH 1 ORO 9QQ1 

o u . . iuyU/ iz jz . . zyyi 








Seq. No. 


12661 




Seq. ID 


OJ990430_06.9C03 


Gene No. 


26789 




Strand 




otart 


jOZZ 




End 


6902 


Name 


uuyyufiou u o . yL,u j . Co u . oz . 


,gs 


Method 


GENSCAN 


btiarr 


JDZZ 




End 


6760 


C T 


none 




.Score 


.76 


Exons 


OOZZ . .OX / D, OZ41Z . . 0J04, 


5569. 


.6409, 6466. .6760 


Seq. No. 


12661 




Seq. ID 


OJ990430JD6.9C03 


Gene No. 


26789 




Strand 




Start 


3622 




End 


6902 


Name 


OJ990430 06.9C03.C80.o4. 


,tm 


Method 


TBLASTX: Maize 


Start 


3622 




End 


3765 


GI 


none 




Score 


126 



13164 



Exons 3622.. 3765, 3626.. 3760 



Seq. No. 12661 

Gene No. 26789 

Start 3622 

Name OJ9904 30_06 . 9C03 . C80 . o2 . np 

Start 3625 

GI 6498441 

Exons 3625.. 3906, 
GI Descrip. (AP000815) 



4000.. 5397, 5569, 
EST C72786(E2258) 



Seq. ID OJ990430_06.9C03.C80 
Strand 

End 6902 
Method AAT/NAP 
End 6902 
Score 4314 

.6292, 6466.. 6600, 6784.. 6902 
corresponds to a region of the 



predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 12661 

Gene No. 26789 

Start 3622 

Name OJ990430_06 . 9C03 . C80 . o5 . tw 

Start 3634 

GI none 

Exons 3634.. 3759, 3638.. 3760, 3820, 
3953. .4210, 4172. .4213 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4188, 



OJ990430 06.9C03.C80 



6902 

TBLASTX: Wheat 
4213 
77 

3926. .4096, 3952. .4212, 





Can Wr\ 

oeq . no . 


1Z DDI 








beq . i u 


ujyyufi ju ud. yuuj.Lou 


n 


Gene No . 


z d / o y 








btrano 




a 


Start 


3622 








.End 


6902 


en 


Name 


OJ990430_06 


.9C03. 


C80.O2 


.tw 


Method 


TBLASTX: Wheat 




otart 


4 z 1 / 








End 


4618 


r-\ 




none 








Score 


238 


i- -i 


Exons 


4 Z 1 / . .4 bio , . 


4zo / . 


. 4 Ol / 










Seq. No. 


12661 








Seq. ID 


OJ990430_06.9C03.C80 


i" i I 


Gene No. 


26789 








Strand 




i -r 


Start 


3622 








End 


6902 




Name 


OJ990430 06 


. 9C03. 


C80.ol 


. tm 


Method 


TBLASTX: Maize 


a 

■„ i 


Start 


4432 








End 


4755 




GI 


none 








Score, 


210 




Exons 


4432. .4755, 


4445. 


.4711 








Q 

r=t 


Seq. No. 


12661 








Seq. ID 


OJ990430__06.9C03.C80 




Gene No. 


26789 








Strand 






Start 


3622 








End 


6902 




Name 


OJ990430 06 


. 9C03. 


C8O.06 


. tw 


Method 


TBLASTX: Wheat 




Start 


4948 








End 


5260 




GI 


none 








Score 


72 




Exons 


4948. .5208, 


5084 . 


.5260 










Seq. No. 


12661 








Seq. ID 


OJ990430_06.9C03.C80 




Gene No. 


26789 








Strand 






Start 


3622 








End 


6902 




Name 


OJ990430 06, 


.9C03. 


C80.O3 


. tw 


Method 


TBLASTX: Wheat 




Start 


5263 








End 


5724 




GI 


none 








Score 


86 




Exons 


5263. .5412, 


5264 . 


.5401, 


5446. 


.5697, 5447. .5632, 5473. .5724 




Seq. No. 


12661 








Seq. ID 


OJ990430_06.9C03.C80 




Gene No'. 


26789 








Strand 






Start 


3622 








End 


6902 



13165 



Name 


OJ990430 06. 


9C03 


. C80 . ol . 


ts 


Method 


TBLASTX : Soybean 




Start 


C *! O A 

6130 








End 


6500 




GI 


none 








Score 


o o 

83 




Exons 


bloU . . bobU , 




cenn 
. . boUU , 


COCO 


. . b4 oo 






Seq. No. 


12661 








Seq. ID 


OJ990430_06.9C03 


.C80 


Gene No. 


26789 








Strand 






Start 


o c o o 








End : 


6902 




Name 


/~\taaa,aoa a c 

ojyyu4oo 06. 


c\r* a o 


. C8U . Ol . 


tw 


Method 


TBLASTX: Wheat 




Start 


r i c a 

6160 








End 


6579 




GI 


none 








Score 


98 




Exons 


bloO . . DODO, 


blob 


co/i n 
. . b J4 0, 


C O A Q 

b34 o 


..6578, 6349. .6579 




Seq. No. 


12661 








Seq. ID 


OJ990430_06.9C03, 


.C80 


Gene No. 


26789 








Strand 






Start 










End 


6902 




Name 


ojyyo4jo Oo. 


n/Ti o 

ycuo 


. Cou . Oz . 


tm 


Method 


TBLASTX : Maize 




Start 


/-APT 

oZdo 








End 


6636 




GI 


none 








Score 


201 




Exons 


coco coco 


coci 

b Jo 1 


. . bboo , 


COCO 
b OD£ 


. .6636 






Seq. No. 


12661 








Seq. ID 


OJ990430J36.9C03, 


.C80 


Gene No. 


26789 








Strand 






Start' 


o r o o 








End 


6902 




Name 


/"NTAAAjIOA A f~ 

OJ990430 06. 


9C03 


. C80 . o3 . 


tm 


Method 


TBLASTX: Maize 




Start 


6663 








End 


6902 




GI 


none 








Score 


66 




Exons 


/~/~/~0 /"H T A 

6663 . .6779 , 


6663 


. . 6902 , 


6673 


. .6894, 6807. .6896 




Seq. No. 


12661 








Seq. ID 


OJ990430_06.9C03, 


.C80 


Gene No. 


26789 








Strand 






Start 


3622 








End 


6902 




Name 


a mnn / on a c 

ojyyo4jo Oo. 


nr* a o 


. CoO . 04 . 


tw 


Method 


TBLASTX: Wheat 




Start 


r r o o 

668 / 








End 


6902 




GI 


none 








Score 


168 




Exons 


/~ /" o o enno 

668 / . . 6902, 


C A A 


C O A*l 

. . p o 9 / 










Seq. No. 


1 o r r o 








Seq. ID 


OJ990430_06.9C03, 


. C81 


Gene No. 


26790 








Strand 






o rar z 


1 








End 


2974 




Name 


OJ990430 06. 


9C03 


.C8I.0I. 


np 


Method 


AAT/NAP 




Start 


1 








End 


2190 




GI 


6498441 








Score 


2737 




Exons 


1..277, 341. 


.804 


, 1126.. 


2190 








GI Descrip. 


(AP000815) EST C72786 {E2258 ) 


corresponds to a region of 


the 




predicted gene.; 


Similar 


to , 


Sorghum bicolor Gypsy-Ty3 type 




retrotransposon ] 


RetroSorl. (AF098806) 


[Oryza sativa] 




Seq. No. 


12662 








Seq. ID 


OJ990430_06.9C03. 


.C81 


Gene No. 


26790 








Strand 






Start 


1 








End 


2974 




Name 


OJ990430 06. 


9C03 


.C81.ol. 


gs 


Method 


GENSCAN 




Start 


95 








End 


2974 




GI 


none 








Score 


.88 




Exons 


95.. 277, 290 


..2766, 2803 


. .2974 






Seq. No. 


12662 








Seq. ID 


OJ990430_06.9C03. 


.C81 



13166 




Gene No. 


26791 




Strand 


- 




Start 


2921 




End 


2974 




Name 


OJ9904 30_06. 9C03.C81 .ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


149 




End 


920 




GI 


none 




Score 


146 




Exons 


149. .325, 150. .293, 434 


. . 919, 


4 61 . .700 


, 465 . . 725, 747 . . 


920 


Seq. No. 


12662 




Seq. ID 


OJ990430_06.9C03 


.C81 


Gene No. 


26791 




Strand 






Start 


2921 




End 


2974 




Name 


OJ9904 30_06 . 9C03 . C81 . o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


1649 




End 


1987 




GI 


none 




Score 


99 




Exons 


1649. .1906, 1683. .1922, 


1889 . 


.1987, 1890. .1970 




Seq. No. 


12662 




Seq. ID 


OJ990430_06. 9C03 


.C81 


Gene No. 


26791 




Strand 






Start 


2921 




End 


2974 




Name 


OJ990430_06 . 9C03 .C81 . ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1751 




End 


1999 




GI 


none 




Score 


188 




Exons 


1751 . . 1999 










Seq. No. 


12662- 




Seq. ID 


OJ990430_06.9C03 


.C81 


Gene No. 


26791 




Strand 






Start 


2921 




End 


2974 




Name 


OJ990430 06.9C03.C81.o2 


.np 


Method 


AAT/NAP 




Start 


2921 




End 


2974 




GI 


5042454 




Score 


78 




Exons 


2921. .2974 










GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


12663 




Seq. ID 


OJ990430_06.9C03 


.C82 


Gene No. 


26792 




Strand 


+ 




Start 


1 




End 


533 




Name 


OJ990430 06.9C03.C82.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


533 




GI 


4510387 




Score 


327 




Exons 


11.67, 123. .533 










GI Descrip. 


(AC007017) unknown protein [Arabidopsis thaliana] 




Seq. No. 


12663 




Seq. ID 


OJ990430_06.9C03 


.C82 


Gene No. 


26792 




Strand 


+ 




Start 


1 




End 


533 




Name 


OJ990430 06.9C03.C82.ol 


■ gp 


Method 


AAT/GAP 




Start 


172 




End 


485 




GI 


67576 1.R1084 




Score 


562 




Exons 


172. .485 










GI Descrip. 


' 451038 6/gb|AAD214 74.1 | 


2.0e- 


10 (AC007017) unknown protein ~ 




[Arabidopsis thaliana] 1 










Seq. No. 


12663 




Seq. ID 


OJ990430_06. 9C03 


.C82 


Gene No. 


26793 




Strand 






Start 


1547 




End 


1741 




Name 


OJ990430 06.9C03.C82.ol, 


. tm 


Method 


TBLASTX: Maize 




Start 


137 




End 


387 




GI 


none 




Score 


365 





13167 



Exons 137.. 385, 138.. 386, 138.. 386, 235.. 387 



Seq. No. 


12 OD 3 






Seq. ID 




. Co2 


Gene No. 


267 9 3 






Strand 






Start 


1547 






End 


1 T /I 1 

1741 




Name 


OJy y(J4 3U 


0 O . ycuo . Co 2 . Ol . 


tw 


Method 


l BLAb IX : wneat 




Start 


1 3 1 








O *7 Q 
2 / O 




GI 


none 






Score 


224 




Exons 


137. .271, 


138. .278 










Seq. No. 


"I O £ <2 O 

12 00 3 






Seq. ID 


ujyyu43u ub.youj 


poo 
. Ob2 


Gene No. 


O /-* "7 O O 

2 67 93 






Strand 






Start 


1547 






End 


i n /I i 

1/41 




Name 


OJ 990430 


Od . 9C03 ..Cb2 . ol . 


ts 


Method 


TBLASTX : Soybean 




Start 


1 O "7 

13 / 






End 


4 bo 




GI 


none 






Score 


lb o 




Exons 


137. .271, 


138. .275, 264. 


.485, 


305. .448 






Seq. No. 


1 O c o 






beq. lu 


atqqA/1 "3n nc dr^n^ 

uj yyu43u uo.ycuj 


poo 


Gene No. 


o /" t n o 

2o / 93 






Strand 






Start 


154 7 






End 


1/41 




Name 


OJ990430_ 


06 . 9C03 . C82 . ol . 


tc 


Method 


TBLASTX : Cress 




Start 


TOO 

lib 






End 


024 




GI 


none 






Score 


inn 

190 




Exons 


138. .278, 


167. .265, 315. 


. 452, 


344 . . 439, 


450 . . 488, 450 . . 


524 


Seq. No. 


12663 






Seq. ID 


OJ990430_06. 9C03 


.C82 


Gene No. 


26793 






Strand 






Start 


1547 






End 


1741 




Name 


OJ990430 


06. 9C03.C82.o2. 


gs 


Method 


GENSCAN 




Start 


1547 






End 


1741 




GI 


none 






Score 


.95 




Exons 


1547. .1741 











Seq. No. 12664 Seq. ID OJ9904 30_06.9C03.C84 

Gene No. 26794 Strand + 

Start 144 End .401 

Name--'. OJ990430_06 . 9C03 . C8 4 . ol .*np Method AAT/NAP 

Start 144 End 401 

GI. 6325194 Score 41 

Exons 144 .. 401 

GI Descrip. Ypl063wp gi | 2132171 | pir || S60927 hypothetical protein YPL063w - 
yeast (Saccharomyces cerevisiae) gi 11079679 (U39205) similar to 
Caenorhabditis elegans CELF45E12_5 F45E12.1 gene product, 
encoded by GenBank Accession Number U29536 [Saccharomyces 
cerevisiae] 



Seq. No. 12664 

Gene No. 2 67 94 

Start 144 

Name OJ9904 30_06 . 9C03 . C8 4 . ol . tm 

Start 165 

GI none 

Exons 165. .311, 168. .317, 172.. 327 



Seq. ID OJ990430_06.9C03.C84 



Strand 
End 

Method 

End 

Score 



+ 

401 

TBLASTX: Maize 

327 

223 



Seq. No. 
Gene No. 



12665 
26795 



Seq. ID 
Strand 



OJ990430 06.9C03.C86 



13168 



Start 


1 




End 


455 




Name 


OJ990430 06.9C03.C86.ol 


.np 


Method 


AAT/NAP 




Of vf 

b tart. 


1 




End 


455 




GI 


6630685 




Score 


154 




Exons 


1. .455 










GI Descrip. 


(AP000969) Similar to copia- 


-type pol polyprotein. (AF105716 




[Oryza sativa] 










Seq. No. 






Seq. ID 


OJ990430_06. 9C03 


. C87 


Gene No. 


o a i o c 




Strand 






Start 


1 




End 


658 




Name 


OJ990430 06.9C03.C87.ol 


.np 


Method 


AAT/NAP 




Of vf 

btart 


1 




End 


658 




C T 






Score 


coo 

588 




Exons 


1 . .DDO 










GI Descrip. 


(APUOOiyy) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


12 666 




Seq. ID 


OJ990430 06.9C03 


. C87 


Gene No. 


26796 




Strand 






o car u 


1 




End 


658 




Name 


OJ990430 06.9C03.C87.ol 


,gs 


Method 


GENSCAN 




C f — i -v-4- 

btart 


160 




End 


649 




C T 

bi 


none 




Score 


.74 




Exons 


160. .649 










Seq. No. 


12667 




Seq. ID 


OJ990430_06..9C03 


.C88 


bene no . 


26797 




Strand 






Start 


1 




End 


554 




Name 


OJ990430 06.9C03.C88.ol 


np 


Method 


AAT/NAP 




O -1- -i vf 

btart 


1 




End 


554 




GI 


6630685 




Score 


475 




Exons 


.1..367, 502. .554 










GI Descrip. 


(AP000969) Similar to copia- 


type pol polyprotein. (AF105716 




[Oryza sativa] 










Seq. No. 


12667 




Seq. ID 


OJ990430_06.9C03 


C88 


Gene No. 


26797 




Strand 






Qf 3 ^.f 


1 




End 


554 




Name 


OJ990430 06.9C03.C88.ol 


tm 


Method 


TBLASTX: Maize 




Of-, f 

o tar u 


2 




End 


323 




bl 


none 




Score 


293 




Exons 


2. .322, 3. .323 










Seq. No. 


12667 




Seq. ID 


OJ990430_06.9C03. 


C88 


Gene No. 


26797 




Strand 






Q f a >-f 

o l ar L 


1 




End 


554 




Name 


OJ99Q430 06.9C03.C88.ol. 


ts 


Method 


TBLASTX : Soybean 




C f v~ f 

btart 


2 




End 


346 




C T 

bl 


none 




Score 


86 




Exons 


2. .346, 3. .338 










Seq. No. 


12667 




Seq. ID 


OJ990430_06.9C03. 


C88 


Gene No. 


26797 




Strand 






Start 


1 




End 


554 




Name 


OJ990430 06.9C03.C88.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


2 




End 


316 




GI 


none 




Score 


102 





13169 



Exons 



2. .142, 155. .316 



Seq. No. 12667 Seq. ID 

Gene No. 26797 Strand 

Start 1 End 

Name OJ990430_06. 9C03. C88 .ol .gs Method 

Start 154 End 

GI none Score 

Exons 154 . . 355 



OJ990430_06.9C03.C88 
554 

GENSCAN 

355 

.45.,- 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12667 Seq. ID 

26797 Strand 
1 End 
OJ9904 30_0 6 . 9C03 . C8 8 . o2 . t s Method 
363 End 
5509260 Score 

363. .434, 364. .435, 422. .553, 423. .554 



OJ990430_06.9C03.C88 
554 

TBLASTX : Soybean 

554 

58 



OJ990430 06.9C03.C89 



12668 Seq. ID 

26798 Strand 
1 End 2348 

OJ990430_06. 9C03 . C89 . ol . np ' Method AAT/NAP 
1 End 2270 

1314711 Score 771 

1..42, 1569. .2110, 2175. .2270 

(U54615) calcium-dependent protein kinase [Arabidopsis thaliana] 
gi | 3068712 | gb |AAC14412.1| (AF049236) calcium dependent protein 
kinase [Arabidopsis thaliana] 



Seq. No. 


12668 






Seq. ID 


OJ990430_06.9C03 


Gene No. 


26798 






Strand 




Start 


1 






End 


2348 


Name 


OJ990430 06.9C03 


.C89.ol 


. gs 


Method 


GENSCAN 


Start 


668 






End 


2270 


GI 


none 






Score 


.94 


Exons 


668. .684, 1577..; 


2270 








Seq. No. 


12668 






Seq. ID 


OJ990430_06.9C03 


Gene No. 


26798 






Strand 




Start 


1 






End 


2348 


Name 


OJ990430 06.9C03 


.C89.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1542 






End 


2042 


GI 


none 






Score 


334 


Exons 


1542. .2042, 1576 


. .2004, 


1674. 


.2027 




Seq. No. 


12668 






Seq. ID 


OJ990430_06.9C03 


Gene No. 


26798 . 






Strand 




Start 


1 






End 


23*4 8 


Name 


OJ990430 06.9C03 


.C89.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


1572 






End 


2054 


GI 


none 






Score 


329 


Exons 


1572.. 2045, 1576 


. .1995, 


1671. 


.2054 




Seq. No. 


12668 






Seq. ID 


OJ990430_06.9C03 


Gene No. 


26798 






Strand 




Start 


1 






End 


2348 



13170 



Name 

Start 

GI 

Exons 



OJ990430_06 . 9C03 . C89 . ol . tw Method 
1572 End 
none Score 
1572. .1790, 1576. .1776, 1671. .1778 



TBLASTX: Wheat 

1790 

220 



Seq. No. 12668 Seq. ID 

Gene No. 26798 Strand 

Start ' -1 End 

Name OJ990430_06 . 9C03 . C89 . ol . tc Method 

Start 1575 End 

GI none Score 

Exons 1575.. 2048, 1576.. 1995 



OJ990430_06.9C03.C89 
2348 

TBLASTX: Cress 

2048 

286 



Seq. No. 12668 Seq. ID OJ990430_06.9C03.C89 

Gene No. 26798 Strand 

Start 1 End 2348 

Name OJ9904 30_06 . 9C03 . C8 9 . ol . gp Method AAT/GAP 

Start 1853 End 2348 

GI 44362_1.R1084 Score 937 

Exons 1853.. 2348 

GI Descrip. 1 1314711 1.0e-28 (U54615) calcium-dependent protein kinase 

[Arabidopsis thaliana] >gi_3068712 (AF04 9236) calcium dependent 
protein kinase [Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12669 
26799 
6444 

OJ990430_06. 9C03 . C90 . ol . np 

6444 

5541697 



Seq. ID OJ990430 06.9C03.C90 



Strand 
End 

Method 

End 

Score 



+ 

10696 
AAT/NAP 
9665 
444 



6444. .6587, 6749. .6816, 8125. .8488, 9604. .9665 
(AL096860) putative protein [Arabidopsis thaliana] 



Seq. No. 12669 Seq. ID 

Gene No. 26799 Strand 

Start 6444 End 

Name OJ990430_06 . 9C03 . C90 . o2 . gs Method 

Start 6444 End 

GI none Score 
Exons 



OJ990430_06.9C03.C90 
+ 

10696 
GENSCAN 
10696 
.84 



6444. .6638, 6746. .6816, 8125. .8440, 9424. .9528, 10270 .. 104 63, 
10588. .10696 



Seq. No. 


12669 


Seq. ID 


OJ990430_06. 


9C03.C90 


Gene No. 


26799 


Strand 


+ 




Start 


6444 


End 


10696 




Name 


OJ990430 06.9C03.C90.ol.gp 


Method 


AAT/GAP 




Start 


8330 


End 


9825 




GI 


49602 1.R1084 


Score 


981 




Exons 


8330. .8440, 9424. .9825 








GI Descrip. 


f 517492/emb|X78846|ZM38Gl 6 


Oe-15 Z.Mays Zm38 gene, 


intron 1 


Seq. No. 


12669 


Seq. ID 


OJ990430_06. 


9C03.C90 


Gene No. 


26800 


Strand 


+ 




Start 


15642 


End 


16470 




Name 


OJ990430 06.9C03.C90.o2.gp 


Method 


AAT/GAP 




Start 


15490 


End 


15771 




GI 


2442801 


Score 


489 





13171 




Exons 


15490. .15771 






Seq. No. 


12669 




Seq. ID 


OJ990430_06.9C03.C90 


Gene No. 


26800 




Strand 


+ 


Start 


15642 




End 


1 6470 


Name 


OJ990430 06. 


9C03.C90.o4.gs 


Method 


GENSCAN 


Start 


15642 




End 


16470 


GI 


none 




Score 


. 75 - 


Exons 


15642. .15773 


, 16390.. 16470 






Seq. No. 


12669 




Seq. ID 


OJ990430_06 . 9C03 . C90 


Gene No. 


26801 




Strand 


+ 


Start 


17331 




End 


17634 


Name 


OJ990430 06. 


9C03.C90.o3.gp 


Method 


AAT/GAP 


Start 


17331 




End 


17634 


GI 


286357 




Score 


126 


Exons 


17331. .17381 


, 17613.. 17634 






GI Descrip. 


517492/emb|X78846| ZM38G1 6.0e-15 Z.Mays Zm38 gene, intron 


Seq. No. 


12669 




Seq. ID 


OJ990430_06.9C03.C90 


Gene No. 


26802 




Strand 




Start 


11925 




End 


13705 


Name 


OJ990430 06. 


9C03.C90.ol.tm 


Method 


TBLASTX: Maize 


Start 


6411 




End 


9594 


GI 


none 




Score 


81 


Exons 


6411. . 6515/ 


6429.. 6458, 6452 


..6514, 6745. .6810, 6746. .6817, 




6746. . 6817, 


8098. '.8238, 8112 


..8219, 8122. .8442, 8123. .8443, 




9413. . 9526, 


9417.. 9527, 9423 


..9533, 9424. .9528, 9568. .9594 


Seq. No. 


12669 




Seq. ID 


OJ990430_06.9C03.C90 


Gene No. 


26802 




Strand 




Start 


11925 




End 


13705 


Name 


OJ990430 06. 


9C03.C90.o2.ts 


Method 


TBLASTX : Soybean 


Start 


8240 




End 


9555 


GI 


none 




Score 


62 


Exons 


8240. .8326, 


8272.. 8316, 8303 


..8443, 8308. .8442, 9424. .9555 


Seq. No. 


12669 




Seq. ID 


OJ990430_06.9C03.C90 


Gene No. 


26802 




Strand 




Start 


11925 




End 


13705 


Name 


OJ990430 06. 


9C03.C90.o3.gs 


Method 


GENSCAN 


Start 


11925 




End 


13705 


GI 


none • 




Score 


.96 


Exons 


11925. .12163 


, 12236. .12532, 


13213. .13705 


Seq. No. 


12669 




Seq. ID 


OJ990430_06.9C03.C90 


Gene No. 


26802 




Strand 




Start 


11925 




End 


13705 


Name 


OJ990430 06. 


9C03.C90.o2.np 


Method 


AAT/NAP 


Start 


11934 




End 


13660 


GI 


4587999 




Score 


636 


Exons 


11934. .12118, 12236. .12503, 


13073. .13660 


GI Descrip. 


(AF085279) hypothetical APG 


protein [Arabidopsis thaliana] 


Seq. No. 


12669 




Seq. ID 


OJ990430_06.9C03.C90 


Gene No. 


26802 




Strand 




Start 


11925 




End 


13705 



13172 



rit 



Name 


OJ990430 06.9C03.C90 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


11934 




End 


12395 




GI 


none 




Score 


92 




Exons 


11934 .. 12119, 11935. 


.12159, 


12234 . . 12395 




Seq. No. 


12669 




Seq. ID 


OJ990430_06. 9C03 


.C90 


Gene No. 


26802 




Strand 


- 




Start 


11925 




End 


13705 




Name 


OJ990430 06.9C03.C90 


. o3 . ts 


Method 


TBLASTX: Soybean 




Start 


11955 




End 


12389 




GI 


none 




Score 


103 




Exons 


11955 .. 12119, 12234. 


. 12389 








Seq. No. 


12669 




Seq. ID 


OJ990430_06. 9C03 


.C90 


Gene No. 


26802 




Strand 






Start 


11925 




End 


13705 




Name 


a Tftrsft /lift A/" /~* r\ r\ 

OJ990430 06.9C03.C90 


. o2 . tc 


Method 


TBLASTX: Cress 




Start 


11967 




End 


12533 




GI 


none 




Score 


39 




Exons 


11967 12041, 11973., 


. 12023, 


12070. .12126, 12072. .12119, 






12234 12395 , 12423., 


. 12533, 


12427. .12498 




Seq. No. 


12669 




Seq. ID 


OJ990430JD6.9C03 


. C90 


Gene No. 


26802 




Strand 






Start 


11925 




End ..." 


13705 




Name 


OJ990430 06.9C03.C90, 


.ol .ts 


Method 


TBLASTX: Soybean 




Start 


12415 




End 


13586 




GI 


none 




Score 


71 




Exons 


12415. .12510, 12420. , 


. 12518, 


13229. .13366, 13236. .13367, 






13385 .. 13582 , 13389., 


. 13586 








Seq. No. 


12669 




Seq. ID 


OJ990430_06. 9C03 


.C90 


Gene No. 


26802 




Strand 






Start 


11925 




End 


13705 




Name 


OJ990430 06.9C03.C90. 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


13208 




End 


13583 




GI 


none 




Score 


70 




Exons 


13208 13375, 13281.. 


. 1337 6, 


13302. .13583, 1337 9. .13582 




Seq. No. 


12669 




Seq. ID 


OJ990430_06. 9C03 


.C90 


Gene No. 


26802 




Strand 






Start 


11925 




End 


13705 




Name 


OJ990430 06.9C03.C90, 


, ol . tc 


Method 


TBLASTX: Cress 




Start 


1324 4 




End 


13583 




GI 


none 




Score 


58 




Exons 


13244 13366, 13293.. 


. 13358 , 


13385. .13582, 1338 6. .13583 




Seq. No. 


12669 




Seq. ID 


OJ990430_06. 9C03 


.C90 


•Gene No. 


26803 




Strand . 






Start 


17097 




End 


17384 




Name 


OJ9904 30 06. 9C03 . C90 . 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


17097 




End 


17384 




GI 


none 




Score 


106 




Exons 


17097. .17177, 17107. . 


,17175, 


17242. .17382, 17247. .17384 




Seq. No. 


12669 




Seq. ID 


OJ990430_06.9C03 


.C90 


Gene No. 


26803 




Strand 







13173 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17097. End 

OJ990430_06. 9C03.C90.o4 .ts Method 

17107 End 

none Score 



17384 

TBLASTX : Soybean 

17384 

104 



17107. .17175, 17109. .17183, 17242 .. 17382 , 17262. .17384 



12670 
26804 
80 

OJ990430_06. 9C03 . C91 . ol . gp 
80 

3760700 

80. .149, 227. .496 



Seq. ID OJ990430_06.9C03.C91 

Strand + 

End " 4 96 

Method AAT/GAP 

End 4 96 

Score 595 



Seq. No. 12670 

Gene No. 26805 

Start 2699 

Name OJ990430_06 . 9C03 . C91 . o2 . tm 

Start 70 

GI none 
Exons 



Seq. ID OJ990430_06.9C03.C91 

Strand + 

End 3198 

Method TBLASTX : Mai ze 

End 414 

Score 130 



70. .150, 70. .147, 72. .152, 212. .409, 226. .414, 227. .409, 
228. .410 



Seq. No. 12670 

Gene No. 26805 

Start' 2699 

Name OJ990430JD6 . 9C03 . C91 . ol . tc 

Start 212 

GI none . 

Exons 212.. 415, 228.. 437 

Seq. No. 12670 

Gene No. 26805 

Start 2699 

Name OJ990430_06 . 9C03 . C91 . ol . gs 

Start 2699 

GI none 

Exons 2699.. 3156 



Seq. ID OJ990430_06.9C03.C91 

Strand + 

End 3198 

Method TBLASTX: Cress 

End 4 37 

Score 189 



Seq. ID OJ990430_06.9C03.C91 

Strand + 

End 3198 . 

Method GENSCAN 

End 3156 

Score .55 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12670 
26805 
2699 

OJ9904 30J36. 9C03 . C91 . ol . np 
2714 
6598436 
2714. .3034, 3068. .3198 

(AC004683) putative ammonium transporter [Arabidopsis thaliana] 



Seq. ID OJ990430_06.9C03.C91 

Strand + 

End 3198 

Method AAT/NAP 

End 3198 

Score 468 



12670 
26605 
2699 

OJ990430_06. 9C03 . C91 . ol . ts 

2717 

none 

2717. .3196, 2737. .3072, 3104, 



Seq. ID OJ990430_06.9C03.C91 

Strand + 

End 3198 

Method TBLASTX : Soybean 

End 3196 

Score 540 
.3193 



Seq. No. 



12670 



Seq. ID OJ990430 06.9C03.C91 



13174 




Gene No. 


26805 




Strand 


+ 




Start 


2699 




End 


3198 




Name 


OJ990430 06 . 9C03 . C91 . ol 


. tm 


Method 


TBLASTX: Maize 


Start 


2744 




End 


3181 




GI 


none 




Score 


444 




Exons 


2744. .3181, 2762. .3013 










Seq. No. 


12671 




Seq. ID 


OJ990430 06, 


. 9C03 . C92 


Gene No. 


-26806 




Strand 


+ 




Start 


75 




End 


2555 




Name 


OJ990430 06 . 9C03 . C92 . ol 


.gs 


Method 


GEN SCAN 




Start 


75 




End 


254 8 




GI 


none 




Score 


. 87 




Exons 


75. .278, 1280. .1459, 15? 


34 . 


. 1864 , 1878 . 


.2145, 2405.. 


.2548 


Seq. No. 


12671 




Seq. ID 


OJ99U4J0 06. 


. 9C03 . C92 


Gene No. 


26806 




Strand 


+ 




Start 


75 




End 


2555 




Name 


OJ990430 06.9C03.C92.ol, 


.np 


Method 


AAT/NAP 




Start 


444 




End 


2555 




GI 


6539588 




Score 


240 




Exons 


444. .470, 1186. .1488, 2529 


. .2555 






GI Descrip. 


(AP000837 ) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


^12672 




Seq. ID 


OJ990430_06. 


.9C03.C93 


Gene No. 


26807 




• Strand 


+ 




Start 


315 




End 


1034 




Name 


OJ990430_06. 9C03.C93.ol, 


.gp 


Method 


AAT/GAP 




Start 


315 




End 


1034 




GI 


67576 1.R1084 




Score 


680 




Exons 


315. .338, 684. .1034 










GI Descrip. 


1 451038 6/gb I AAD21474.il 


2.1 


De-10 (AC007017) unknown 


protein 




[Arabidopsis thaliana] 1 










Seq. No. 


12672 




Seq. ID 


OJ990430_06. 


, 9C03. C93 


Gene No. 


26807 




Strand 


+ 




Start 


315 




End 


1034 




Name 


OJ990430 06.9C03.C93.ol. 


-gs 


Method 


GENSCAN 




Start 


684 




End 


749 




GI 


none 




Score 


.9 




Exons 


684. .749 










Seq. No. 


12673 




Seq. ID 


OJ990430_06. 


9C03 . C94 


Gene No. 


26808 




Strand 


+ 




Start 


1195 




End 


1345 




Name 


OJ990430 06.9C03.C94.ol, 


,gs 


Method 


GENSCAN 




Start 


1195 




End 


1345 




GI 


none 




Score 


. 4 




Exons 


1195.. 1345 










Seq. No. 


12674 




Seq. ID 


OJ990430_06. 


9C03.C95 


Gene No. 


26809 




Strand 


+ 




Start 


300 




End 


492 




Name 


OJ990430 06.9C03.C95.ol. 


gs 


Method 


GENSCAN 




Start 


300 




End 


492 




GI 


none 




Score 


.85 




Exons 


300. .492 











13175 



Seq. No. 


12675 






Seq. ID 


OJ990430_06.9C03 


.C96 


Gene No. 


26810 






Strand 








204 








J H 1 j 




Name 


OJ990430 


06.9C03.C96.ol. 


+-m 
LIU 


Method 


TOT 7\ Q TV • Ma -1 -7 ^ 




OA b v-+- 

btart 


153 












bl 


none 






Score 


1 1Z 




Exons 


.153.. 269, 


165.. 434, 173. 


A a c; 


Z Oil . . z / / , 


-5*3C A A £ 1 1 OH 

JjO. .440, 1 1ZU . 


. llO J/ 




1120. .1182/ 1195. .1266 










Seq. No. 


12675 






Seq. ID 


OJ990430_06.9C03 


.C96 


Gene No . 














b tar u 


204 






r^na 






Name 


OJ990430 


06. 9C03.C96.ol. 




Method 


n 7\rp /p7\ D 




O +- -i v-i- 

otiax U 


179 






£jUQ 


A 9 9 
4 Z Z 




P T 

bl 


2796401 






Score 


oof: 

z y d 




Exons 


179. .422 












(-J . IN U . 


12675 






Seq. ID 


OJ990430_06.9C03 


.C96 


Gene No. 


Z DO 1 U 






Strand 






Start 


204 






End 


3419 




Name 


OJ990430 


06.9C03.C96.ol. 


np 


Method 


AAT/NAP 




b tar u 


185 






End 


3419 




p t 
bl 


6016680 






Score 


549 




Exons 


185. .433, 


1123;-. 1466, 3339.. 3419 






GI Descrip. 


(AC009991 


) putative leucoanthocyanidin 


dioxygenase [Arabidopsis 




thaliana] 












Seq. No. 


12675 






Seq. ID 


OJ990430_06.9C03 


.C96 


Gene No . - 


26810 






Strand 






otart 


204 






End 


3419 




Name 


OJ990430 


06.9C03.C96.o2. 


ts 


Method 


TBLASTX : Soybean 




b tar u 


185 






End ' 


445 




P T 
bl 


none 






Score 


65 




Exons 


185. .277, 


189.. 272, 278. 


. 445, 


339. .428 






Seq. No. 


12675 






Seq. ID- 


OJ990430_06.9C03 


.C96 


bene ino . 


26810 






Strand 






Of -i v>f 


204 






End 


3419 




Name 


OJ990430 


06. 9C03.C96.ol. 


tc 


Method 


TBLASTX: Cress 




C -)- -> — J_ 

otdit 


197 






End 


1197 




PT 


none 






Score 


47 




Exons 


197. .277, 


204. .272, 278. 


.445, 


339. .434, 


1120. . 1197 




Seq. No. 


12675 






Seq. ID 


OJ990430_06. 9C03 


.C96 


bene rsio. 


26810 






Strand 






C ■)- v"l- 

b tart 


204 






End 


3419 




Name 


OJ990430 


06. 9C03.C96.ol. 


gs 


Method 


GENSCAN 




b tart 


204 






End 


2431 




P T 

bl 


none 






Score 


.89 




Exons 


204. .490, 


687,. 771, 1123 


I..1456, 2403. .2 


!431 




Seq. No. 


12675 






Seq. ID 


OJ990430_06.9C03 


.C96 


Gene No. 


26810 






Strand 






Start 


204 






End 


3419 




Name 


OJ990430 


06.9C03.C96.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


1120 






End 


1464 





13176 




GI 


none 


Score 


60 




Exons 


i i o n iiqt i i o o i i o c 1 i nc 

ll^U..liy/ f llz3..1185, 1195. 


.1464, 1241. .1459 




Seq. No. 


12675 


Seq. ID 


OJ990430_06.9C03. 


C96 


Gene No. 


26810 


Strand 






Start 


on/ 


End 


3419 




Name 


OJyyU4JU 06 . 9C03 . C96 . ol . tw 


Method 


TBLASTX: Wheat 




Start 


1 1 o o 

llz J 


End 


1323 




GI 


none 


Score 


62 




Exons 


1 1 O O 1 1 **7 *T 1 1 O O 1 1 ^7 /~ 1 1 E /"* 

11zJ..I1/d, llzo.,11/6, 1156. 


.1293, 1177. .1323, 1241. .1312 


Seq. No. 


12676 


Seq. ID 


OJ990430JD6.9C03. 


C97 


Gene No. 


26811 


Strand 


+ 




Start 


13 1 


End 


1120 




Name 


OJ99U4JU 06 . 9C0 3 . C97 . ol . gs 


Method 


GENSCAN 




Start 


1/11 

14 1 


End 


1120 




GI 


none 


Score 


.91 




Exons 


o *r o o n o oet no*3 i i o n 

141. .obJ, 802. .957, 983. .1120 








Seq. No. 


lz 0 / b 


Seq. ID 


OJ990430_06. 9C03. 


C97 


Gene No . 


26812 


Strand 






Start 


540 


End 


629 




Name 


OJ990430 06.9C03.C97.ol.gp 


Method 


AAT/GAP 




Start 


540 


End 


629 




GI 


LIB3477-011-P1-K1-B12 


Score 


156 




Exons 


540. . 629 








GI Descrip. 


1 6016680/gb|AAF01507.1|AC009991 3 1 . Oe 


-22 (AC009991) putative 




leucoanthocyanidin dioxygenase [Arabidopsis thaliana] ' 




Seq. No. 


12677 


Seq. ID 


OJ990430_06. 9C03. 


C98 


Gene No. 


26813 


Strand 






Start 


304 


End 


1025 




Name 


OJ990430 06.9C03.C98.ol.gs 


Method 


GENSCAN 




Start 


304 


End 


1025 




GI 


none 


Score 


.88 




Exons 


304. .882, 911. .1025 








Seq. No. 


12678 


Seq. ID 


OJ990430_01. 9C03. 


CI 


Gene No. 


26814 


Strand 






otart 


804 


End 


911 




Name 


OJ990430 01.9C03.Cl.ol.gs 


Method 


GENSCAN 




Start 


804 


End 


911 




bl 


none 


Score 


.45 




Exons 


804. . 911 








Seq. No. 


12679 


Seq. ID 


OJ990430_01.9C03. 


C2 


Gene No. 


26815 


Strand 


+ 




Start 


440 


End 


562 




Name 


OJ990430 01.9C03.C2.ol.gs 


Method 


GENSCAN 




Start 


440 


End 


562 




GI 


none 


Score 


.62 




Exons 


440. .562 








Seq. No. 


12679 


Seq. ID 


OJ990430_01.9C03. 


C2 


Gene No. 


26816 


Strand 






Start 


457 


End 


663 




Name 


OJ990430 01.9C03.C2.ol.np 


Method 


AAT/NAP 





13177 




Start 


A R"7 
4 0/ 


T-l — -J 

hna 


boo 




GI 




Score 


Q A 
O 4 




Exons 


4 0 / . . O 4 U , DlO . . DDj 








uescrip. 


\hj_i±i /zo4 j zwnuuu / . ± [uryza 


sat iva ] 






Seq. No. 


12680 


Seq. ID 


OJ990430_01.9C03 


.C3 


Gene No . • 


26817 


Strand 


+ 






1 DO 


ona 


A A *7 
4 4/ 




Name 


ujyyu4ou u i . ycuo . to . oi . gs 


Method 






Start 


1 DO 


hna 


A A ~1 

4 4/ _ { 




GI 


none 


Score 






Exons 


1 DO ..44/ 








Seq. No. 


12681 


Seq. ID 


OJ990430_01.9C03 


,C6 


Gene No. 


26818 


Strand 


+ 




btart 


/ yi o 
4 4 Z 


Hjna 


A A Q 

4 4 y 




Name 


ujyyu4ju u i . yuu o . Co . oi . gs 


Method 






Pf-v.4. 


A A 0 

4 4 Z 


hna 


A A Q 

4 4 y 






none 


Score 


. 3 / 




Exons 


4 4 Z . .44:7 








Seq. No. 


12682 


Seq. ID 


OJ990430_01.9C03 


.C7 


Gene No. 


26819 


Strand 


+ 




S tart 


1U1 0 


hna 


o a n c 

zuy d 




Name 


ojyyu4ju u i . ycuo . c / . oi . gs 


Metnoa 






Start 


i a i c 


End 


O A A C 

zu yo 




GI 


none 


Score 


i 




Exons 


l u i d . . zo yo 








Seq. No. 


12683 


Seq. ID 


ujyyu4ou ui.ynjo 


CO 


Gene No. 


26820 


Strand 






Start 


216 


End 


1788 




Name 


OJ990430 01.9C03.C8.ol.np 


Method 


AAT/NAP 




C -1 , v-+- 

bt.art 


216 


End 


1680 




Gl 


3044218 


Score 


273 




Exons 


216. .363, 570. .695, 1128. .1190, 1292.. 


1339, 1555.. 1680 




GI Descrip. 


(AF057144) signal peptidase 


[Arabidopsis thaliana] 




oeq. no. 


12683 


Seq. ID 


OJ990430_01.9C03 


r> q 


bene ino . 


26820 


Strand 






Start 


216 


End 


1788 




Name 


OJ990430' 01.9C03.C8.ol.gp 


Method 


AAT/GAP 




Of 3 yf 

o tar t 


640 


End 


1788 






54069 1.R1084 


Score 


682 




Exons 


640. .695, 1128. .1190, 1292.. 


1339, 1555 


. . 1788 




GI Descrip. 


, 3044218 6.0e-50 (AF057144) 


signal peptidase [Arabidopsis 




thaliana] ' 








Seq. No. 


12683 


Seq. ID 


OJ990430_01.9C03 


.C8 


Gene No. 


26820 


Strand 






Start 


216 


End 


1788 




Name 


OJ990430 01.9C03.C8.ol.gs 


Method 


GENSCAN 




Start 


642 


End 


1680 




GI 


none 


Score 


.99 




Exons 


642. .695, 1128. .1190, 1292.. 


1339, 1555 


. .1680 




Seq. No. 


12683 


Seq. ID 


OJ990430_01. 9C03 


.C8 



13178 



Gene No. 


26821 








Start 


2620 








Name 


OJ990430 01 


.9C03 


.C8.ol. 


tm 


Start 


633 








GI 


none 








Exons 


633.. 695, 634. .696, 640 


i. . 696, 




1126 . .1191, 


1127 , 


. .1198, 


1127 . 




1291 . . 1341, 


1552 , 


. . 1689, 


1556 . 


Seq. No. 










Gene No. 


26821 








Start 


2620 








Name 


OJ990430J31 


. 9C03, 


,C8.o2. 


gs 


Start 


ZbZO 








GI 


none 








Exons 


2620 . .2760 








Seq. No. 


12684 








Gene No. 


26822 








Start 


793 








Name 


OJ990430_01 


. 9C03, 


.C9.ol. 


gs 


Start 


793 








GI 


none 








Exons 


793 . . 876 








Seq. No. 


12684 








Gene No. 


26823 








Start 


2569 








Name 


OJ990430__01 


.9C03, 


.C9.o2. 


gs 


Start 


2569 








GI 


none 








Exons 


2569 . . 2785, 


3165 , 


. . 3295, 


4660 . 


Seq. No. 


12684 








Gene No. 


26824 








Start 


6062 








Name 


OJ990430 01 


.9C03. 


.C9.ol. 


gp 


Start 


5733 








GI 


none 






.£*. 


Exons 


5733 . . 6175, 


6266 . 


. .6290 




Seq. No. 


12684 








Gene No. 


26824 








Start 


6062 








Name 


OJ990430 01 


. 9C03 , 


. C9 . oi . 


gs 


Start 


6062 








GI 


none 








Exons 


6062. . 6175, 


6266. 


. .6352, 


6580 . 




8309. .8477, 


8551. 


. .8631, 


8724 . 


Seq. No. 


12684 








Gene No. 


26824 








Start 


6062 








Name 


OJ990430 01 


. 9C03. 


,C9.ol. 


np 


Start 


6089 








GI 


3582333 








Exons 


6089. .6172, 


6266. 


. .6352, 


6557. 



Strand 
End 

Method 

End 

Score 



2760 

TBLASTX: Maize 

1689 

91 



,1192, 1287. .1340, 1289. .1342, 

,1681 



Seq. ID OJ990430_01. 9C03.C8 
Strand 

End 2760 

Method GENSCAN 

End 2760 

Score . 92 



Seq. ID OJ990430_01. 9C03.C9 

Strand + 

End 876 

Method GENSCAN 

End 876 

Score .76 



Seq. ID OJ990430_01.9C03.C9 

Strand + 

End 5136 

Method GENSCAN 

End 5136 

Score . 62 



Seq. ID OJ990430_01.9C03.C9 
Strand 

End 11643 

Method AAT/GAP 

End 6290 

Score 912 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990430 01.9C03.C9 



11643 
GENSCAN 
11598 
. 66 

,6641, 6691. .6832, 7098. .7193, 
,8798, 10705. .10885, 11529 . .-11598 



Seq. ID OJ990430_01. 9C03.C9 
Strand 

End 11643 

Method AAT/NAP 

End 11643 

Score 434 

.6609, 6691. .6832, 7098. .7227, 



13179 



GI Descrip. 



7815.. 7928, 8439.. 8631, 8724.. 8798, 9455.. 9507, 9980.. 10079, 
10705. .10850, 11590. .11643 

(AC0054 96) putative Na+-dependent inorganic phosphate 
cotransporter [Arabidopsis thaliana] 



Seq. No. 12684 Seq. ID 

Gene No. 26824 Strand 

Start 6062 End 

Name OJ990430_01 . 9C03 . C9 . ol . tm Method 

Start 6120 End 

GI none Score 
Exons 



OJ99043.0_01.9C03.C9 
11643 

TBLASTX: Maize 

7896 

53 



6120.. 6176, 6122.. 6175, 6263.. 6352, 6263.. 6361, 6267.. 6353, 

6556.. 6612, 6557.. 6613, 6687.. 6833, 6690.. 6836, 7086.. 7166, 

7096. .7212, 7096. .7200, 7340. .7381, 7341. .7382, 7809. .7892, 

7813. .7896, 7815. .7895 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12684 
26824 
6062 

OJ990430_01.9C03.C9.o2.ts 
6311 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990430 01.9C03.C9 



11643 

TBLASTX : Soybean 
9508 

none Score 66 

6311.. 6361, 6312.. 6353, 6557.. 6613, 6564.. 6611, 6690.. 6833, 
6691.. 6834, 6737.. 6832, 7086.. 7166, 7096.. 7/212, 7340.. 7381, 
7813. .7929, 7815. .7928, 8548. ,8631, 8548. .8610, 8550. .8630, 
8711. .8800, 8724. .8801, 9454. .9507, 9455. .9508 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12684 Seq. ID 

26824 Strand 

6062 End 

OJ990430_01. 9C03.C9.o2.gp Method 

6712 End 

LIB34 31-011-P1-K1-A5 Score 



OJ990430_01. 9C03.C9 

11643 
AAT/GAP 
7952 
660 



6712. .6832, 7098. .7193, 7343. .7379, 7813. .7952 

'3582333 1.0e-16 (AC005496) hypothetical protein [Arabidopsis 

thaliana] 1 



Seq. No. 12684 

Gene No. 26824 

Start 6062 

Name OJ9904 30_01 . 9C03 . C9 . ol . tc 

Start 8723 

GI none 
Exons 



Seq. ID OJ990430_01. 9C03.C9 
Strand 

End 11643 

Method TBLASTX : Cress 

End 10827 

Score 67 



8723.. 8800, 8724.. 8801, 9434.. 9508, 9454.. 9507, 9978.. 10082, 
9986.. 10081, 10690. .10827, 10698.. 10826 



Seq. No. 12684 

Gene No. 26824 

Start 6062 

Name OJ990430_01 . 9C03 . C9 . ol . ts 

Start 10698 

GI none 
Exons 



Seq. ID OJ990430_01.9C03.C9 
Strand 

End 11643 

Method TBLASTX : Soybean 

End 11643 

Score 93 



10698. .10853, 10699 10851, 10707 .. 10853, 10708 .. 1088 1, 
11575. .11643, 11588. .11641 



Seq. No. 
Gene No. 



12685 
26825 



Seq. ID OJ990430_01. 9C03.C10 
Strand 



13180 



Start 
Name 
Start 
GI 

Exons 



277 End 

OJ990430_01 . 9C03 . CIO . ol . tm Method 

268 End 

none Score 



1942 

TBLASTX: Maize 

1732 

63 



268. .441, 274. .438, 281. .466, 825. .908, 1571. .1669, 1575. .1670, 
1670. .1732, 1671. .1703 



Seq. No. 12685 

Gene No. 26825 

Start 277 

Name OJ9904 30_01 . 9C03 . CIO . ol . gs 

Start 277 

GI none 
Exons 



Seq. ID OJ990430_01.9C03.C10 
Strand 

End 1942 

Method GENSCAN 

End 1942 

Score .56 



277. .438, 843.-956, 1171. .1269, 1511. .1942 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12685 
26825 
277 

OJ990430_01. 9C03.C10.ol .np 
277 

4432812 



Seq. ID OJ990430_01.9C03.C10 
Strand 

End 1942 

Method AAT/NAP 

End 1927 

Score 353 



277. .438, 843. .906, 1575. .1927 

(AC006593) putative cysteinyl-tRNA synthetase [Arabidopsis 
thaliana] 



S'eq. No. 12686 

Gene No. 26826 

Start * 635 

Name OJ990430_01 . 9.C03 . Cll . ol . gs 

Start 635 

GI none 
Exons 



Seq. ID OJ990430_01.9C03.C11 

Strand + 

End 2661 

Method GENSCAN 

End 2661 

Score .75 



635. .779, 2159. .2208, 2308. .2661 



Seq. No. 12686 

Gene No. 26827 
Start ' 3398 

Name OJ9904 30_01 . 9C03 . Cll . o2 . gs 

Start 3398 

GI none 

Exons 3398.. 3481 



Seq. ID OJ990430_01.9C03.C11 
Strand 

End 3481 

Method GENSCAN 

End 3481 

Score .64- 



Seq. No. 12687 Seq. ID 

Gene No. 26828 Strand 

Start 9 End 

Name OJ9904 30_01 . 9C03 . C14 . ol . gs Method 

Start 9 End 

GI none , Score 

Exons 9.. 423 



OJ990430_01.9C03.C14 
423 

GENSCAN 
423 



Seq. No. 12688 Seq. ID "'OJ9904 30_01.9C03.C16 

Gene No. 26829 Strand + 

Start 1 End 806 

Name OJ990430_01 . 9C03 . C16 . ol . np Method AAT/NAP 

Start 1 End 806 

GI 2827630 Score 458 

Exons 1..507, 704.. 806 

GI Descrip. (AL021636) putative protein [Arabidopsis thaliana] 



13181 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12688 
26829 
1 

OJ9904 30_01.9C03.C16.ol.tc 
3 

none 



Seq. ID OJ990430_01.9C03.C16 

Strand + 

End 806 

Method TBLASTX: Cress 

End 4 67 

Score 104 



3. .194, 87. .179, 222. .467, 252. .461, 254. .466 



Seq. No. 12688 

Gene No. 26829 

Start 1 

Name OJ9904 30_01 . 9C03 . CI 6 . ol . gs 

Start 126 

GI none 

Exons 126. .474 



Seq. ID OJ990430_01.9C03.C16 

Strand + 

End 806 

Method GENSCAN 

End 474 

Score .71 



Seq. No. 12688 

Gene No. 26829 

Start 1 

Name OJ9904 30_01 . 9C03 . C16 . ol . tm 

Start 215 

GI none 

Exons 215.. 466, 216.. 467 



Seq. ID OJ990430_01.9C03.C16 

Strand + 

End 806 

Method TBLASTX : Mai ze 

End 4 67 

Score 417 



i.LS 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12688 
26829 
1 

OJ990430_01. 9C03.C16.ol.ts 
269 
none 

269.-394, 270. .371, 284. .376, 344. .475, 348. .476 



Seq. ID OJ990430_01.9C03.C16 

Strand + 

End 806 

Method TBLASTX : Soybean 

End 476 

Score 144 



12689 
26830 
137 

OJ9904 30_01. 9C03.C19.ol.gs 

137 

none 

137. .327 



Seq. ID OJ990430_01.9C03.C19 
Strand 

End 327 

Method GENSCAN 

End 327 

Score .45 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12690 
26831 
1 

OJ990430_01.9C03.C21.ol.np 
1 

2827630 
1. .1116 

(AL021636) putative protein [Arabidopsis thaliana] 



Seq. ID OJ990430_01.9C03.C21 
Strand 

End 1116 

Method AAT/NAP 

End 1116 

Score 864 



12690 
26831 
1 

OJ9904 30_01. 9C03.C21.ol. tc 

118 

none 



Seq. ID OJ990430_01.9C03.C21 
Strand 

End 1116 

Method TBLASTX : Cress 

End 1059 

Score 66 



118. .699, 133. .225, 303. .497, 460. .699, 799. .870, 806. .847, 



13182 



859.. 1059, 899.. 1033 



Seq. No. 12690 

Gene No. 26831 

Start 1 

Name OJ990430_01 . 9C03 . C21 . ol . gs 

Start 177 

GI none 

Exons 177.. 996 



Seq. ID OJ990430_01.9C03.C21 
Strand 

End 1116 

Method GENSCAN 

End 996 

Score' .81 



Seq. No, 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 



12690 
26831 
1 

OJ990430_01.9C03.C21.ol.ts 

187 

none 



Seq. ID OJ990430_01.9C03.C21 
Strand 

End 1116 

Method TBLASTX : Soybean 

End 1059 

Score 103 



187.. 798", 261.. 401, 322. .708, 795.. 950, 796.. 1059, 806.. 1042 



Seq. No. 12690 

Gene No. 26831 

Start 1 

Name OJ9904 30_01 . 9C03 . C21 . ol . tm 

Start 475 

GI none 
Exons 



Seq. ID OJ990430_01.9C03.C21 
Strand 

End 1116 

Method TBLASTX : Maize 

End 957 

Score 269 



475. .768, 476. .712, 476. .769, 477. .761, 478. .768, 787. .954, 
787. .957 



Seq. No. 

Gene No: 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



12691 
26832 
461 

OJ9904 30_01. 9C03.C22.ol. rip 
461 

3548810 
461. .503, 1606. .2042 

(AC005313) putative chloroplast nucleoid DNA binding protein 
[Arabidopsis thaliana] 



Seq. ID OJ990430_01.9C03.C22 

Strand + 

End 2042 

Method AAT/NAP 

End 2042 

Score 110 



12692 
26833 
16 

OJ990430_01. 9C03.C25.ol.gs 
16 

none 

16. .199, 339. .383 



Seq. ID OJ990430_01.9C03.C25 
Strand 

End 383 

Method GENSCAN 

End 383 

Score .46 



12693 
26834 
1 

OJ9904 30_01 . 9C03 . C26 . ol . np 
1 

4432812 
1..114, 189. .429 

(AC006593) putative cysteinyl-tRNA synthetase [Arabidopsis 
thaliana] 



Seq. ID OJ990430_01.9C03.C26 
Strand 

End 429 

Method AAT/NAP 

End 429 

Score 163 



12693 
26834 



Seq. ID OJ990430_01.9C03.C26 
Strand 



13183 



Start 
Name 
Start 
GI 

Exons 



OJ9904 30_01 . 9C03 . C26 . ol . tm 
1 

none 

1..123, 2. .115, 3. .131, 186. 



End 

Method 
End 
Score 
,209 



429 

TBLASTX: Maize 

209 

163 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12694 
26835 
1 

OJ990430_01 . 9C03.C28.ol.np 
1 

4115377 



OJ990430 01.9C03.C28 



Seq. ID 
Strand 

End 8 64 

Method AAT/NAP 

End - 864 

Score 376 
1..163, 235. .344, 439. .690, 775. .864 

(AC005967) putative multispanning membrane protein [Arabidopsis 
thaliana] 



12694 
26835 
1 

OJ9904 30_01.9C03JC28.ol.gp 
61 

uC-osrocyp004g06bl 
61. . 166 

'4115377 1.0e-70 (AC005967) unknown protein* [Arabidopsis 
thaliana] 1 



Seq. ID OJ990430_01.9C03.C28 
Strand 

End 8 64 

Method AAT/GAP 

End 166 

Score 185 



Seq. No. 12694 Seq. ID 

Gene No. 26835 Strand 

Start 1 End 

Name • OJ990430_01 . 9C03 . C28 . ol . ts Method 

Start 61 End 

GI none Score 
Exons 



OJ990430_01.9C03.C28 
864 

TBLASTX : Soybean 

612 

92 



61. .105, 118. .162, 234. .344, 423. .605, 431. .610, 435. .605, 
439. .612 



Seq. No. 


12694 








Seq. ID 


OJ9904 30_01 . 9C03 . C28 


Gene No. 


26835 








Strand 




Start 


1 








End 


864 


Name 


OJ990430 


01. 


9C03.C28.ol, 


.gs 


Method . 


GENSCAN 


Start 


61 








End 


603 


GI 


none 








Score 


.73 


Exons 


61. . 163, 


235 


..344, 439., 


.603 






Seq. No. 


12694 








Seq. ID 


OJ990430_01.9C03.C28 


Gene No. 


26835 








Strand 




Start 


1 








End 


864 


Name 


OJ990430 


01. 


9C03.C28.ol. 


■ tc 


Method 


TBLASTX: Cress 


Start 


61 








End 


606 


GI 


none 








Score 


188 


Exons 


61. . 114, 


118 


..162, 234.., 


,344, 


431. . 604, 


442. .606, 451. .606 


Seq. No. 


12694 








Seq. ID 


OJ9904 30_01.9C03.C28 


Gene No. 


26835 








Strand 




Start 


1 








End 


864 


Name 


OJ990430 


01. 


9C03.C28.ol. 


, tm 


Method 


TBLASTX: Maize 


Start 


61 








End 


606 


GI 


none 








Score 


55 



13184 



Exons 


61. .111, 61. .105, 68. .112, 


105. .161, 115. .162, 117. .167 




234. .326, 235. .327, 290. .328, 410. .601, 


427 . . 606, 427 . . 


Seq. No. 


12694 


Seq. ID 


OJ990430_01.9C03 


Gene No. 


26835 


Strand 




Start 


1 


End 


864 


Name 


OJ990430 01.9C03'.C28.o2.gp 


Method 


AAT/GAP 


Start 


283 


End 


605 


GI 


25271 1.R1084 


Score 


417 


Exons 


283. .344, 439. .605 






GI Descrip. 


•4115377 5.0e-30 (AC005967) 


unknown protein [Arabidopsi 




thaliana] 1 






Seq. No. 


12695 


Seq. ID 


OJ990430_01. 9C03 


Gene No. 


26836 


Strand 




Start 


492 


End 


752 


Name 


OJ990430 01. 9C03.C29.ol.gp 


Method 


AAT/GAP 


Start 


492 


End 


752 


GI 


25271 1.R1084 


Score 


409 


Exons 


492. .752 






GI Descrip. 


•4115377 5.0e-30 (AC005967) 


unknown protein [Arabidopsi 




thaliana] 1 






Seq. No. 


12695 


Seq. ID 


OJ990430_01. 9C03 


Gene No. 


26836 


Strand 


~ 


Start 


492 


End 


752 


Name 


OJ990430 01.9C03.C29.ol.gs 


Method 


GENSCAN 


Start 


508 


End 


612 


GI 


none 


Score 


.64 


Exons 


508 . . 612 






Seq. No. 


12696 


Seq. ID 


OJ990430_01.9C03 


Gene No. 


26837 


Strand 


+ 


Start 


200 


End 


2385 


Name 


OJ990430 01.9C03.C30.ol.gs 


Method 


GENSCAN 


Start 


200 


End 


2385 


GI 


none 


Score 


.56 


Exons 


200. .472, 498. .1470, 1685.. 


1810, 1892.. 


2385 


Seq. No. 


12696 


Seq. ID 


OJ990430_01. 9C03 


Gene No. 


26838 


Strand 




Start 


3581 


End 


3769 


Name 


OJ990430 01.9C03.C30.o2.tm 


Method 


TBLASTX : Maize 


Start 


775 


End 


1054 


GI 


none 


Score 


237 


Exons 


775. .918, 777. .920, 777. .923, 873. .1052 


, 909.. 1052, 920 




923. .1054 






Seq. No. 


12696 


Seq. ID 


OJ990430_01. 9C03 


Gene No. 


26838 


Strand 




Start 


3581 


End 


3769 


Name 


OJ990430 01.9C03.C30.ol.tc 


Method 


TBLASTX: Cress 


Start 


1113 


End 


1498 


GI 


none 


Score 


156 


Exons 


1113. .1247, 1113. .1340, 1247. .1348, 1257. .1364, 1291. .1 




1365. .1496, 1406. .1498 







600 



,1054, 



13185 



Seq. No. 12696 Seq. ID 

Gene No. 26838 Strand 

Start 3581 End 

Name OJ990430_01 . 9C03 . C30 . o2 . ts Method 

Start 1472 End 

GI none ' Score 

Exons 1472. .1531, 1473. .1529, 1535. .1642, 1536. .1640, 1641. .1700, 
1642.. 1689 



OJ990430_01.9C03.C30 
3769 

TBLASTX : Soybean 

1700 

84 



Seq. No. 12696 

Gene No. 26838 

Start .3581 

Name OJ9904 30_01 . 9C03 . C30 . ol . tm 

Start 1497 

GI none 

Exons 1497.. 1640, 1499.. 1642, 1500. 

1642. .1818, 1645. .1818, 1806. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990430 01.9C03.C30 



3769 

TBLASTX: Maize 
1898 
234 

1661, 1641. .1811, 1641. .1817, 
1898, 1816.. 1896 



Seq. No. 12696 Seq. ID 

Gene No. 26838 Strand 

Start 3581 End 

Name OJ990430_01 . 9C03 . C30 . o2 . tc Method 

Start 2037 End 

GI none Score 

Exons 2037. .2300, ' 2038. .2301, 2320.. 2376 



OJ990430JD1 . 9C03.C30 
3769 

TBLASTX: Cress 

2376 

285 



Seq. No. 12696 Seq. ID 

Gene No. 26838 Strand 

Start 3581 End 

Name OJ9904 30_01 . 9C03 . C30 . ol . ts Method 

Start 2136 End 

GI none Score 

Exons 2136.. 2384, 2137.. 2382 



OJ9904 30JD1 . 9C03.C30 
3769 

TBLASTX : Soybean 

2384 

229 



Seq. No. 12696 

Gene No. 26838 

Start . 3581 

Name OJ990430_0l.9C03.C30.ol.tw ' 

Start 2208 

GI none 

Exons 2208.. 2384, 2211.. 2375, 2212, 
2398. .2430, 2419. .2445, 2422, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

,2385, 2212 
,2460, 2509 



OJ990430 01.9C03.C30 



3769 

TBLASTX: Wheat 
2548 
119 

2391, 2213. 
2547, 2510. 



.2401, 
.2548 



Seq. No. 12696 Seq. ID 

Gene No.- 26838 Strand 

Start 3581 End 

Name OJ990430_01 . 9C03 . C30 . o2 . gs Method 

Start 3581 End 

GI none Score 

Exons 3581.. 3769 



OJ990430_01.9C03.C30 

3769 
GENSCAN 
3769 
.58 



Seq. No. 12697 Seq. ID 

Gene No. 26839 Strand 

Start 2117 End 

Name OJ990430_01 . 9C03 . C31 . ol . np Method 

Start 2117 End 

GI 4115382 Score 



OJ9904 30_01.9C03.C31 
+ 

3063 
AAT/NAP 
3063 
1029 



13186 






Exons 


2117 . .3063 
















GI Descrip. 


(AC005967 ) 


hypothetical protein [Arabidopsis thaliana] 






Seq. No. 


12697 




Seq. ID 


OJ990430_ 


01. 


9C03 


.C31 




Gene No. 


26840 




Strand 


+ 










Start 


4 4 67 




End 


5348 










Name 


OJ990430_01 


. 9C03.C31.o2.gs 


Method 


GENSCAN 










Start 


4 4 67 




End 


5327 










GI 


none 




Score 


.76 










Exons 


4467 . . 4640, 


4750. .5129, 5168. 


, .5327 












Seq. No. 


12697 




Seq. ID 


OJ990430_ 


01. 


9C03 


. C31 




Gene No. 


26840 




Strand 


+ 










Start 


4467 




End 


5348 










Name 


OJ990430 01 


. 9C03.C31.o2.np 


Method 


AAT/NAP 










Start 


4554 




End 


5327 










GI 


6503284 




Score 


258 










Exons 


A C tZ A A f O A 

4554 . . 4634 , 


4744. .5090, 5168. 


.5327 












GI Descrip. 


(AC011713) 


F23A5.7 [Arabidopsis thaliana] 










Seq. No. 


12697 




Seq. ID 


OJ990430_ 


01. 


9C03, 


.C31 




Gene No. 


26840 




Strand 


+ 








:=! 


Start 


44 67 




End 


5348 








SI 

I 


Name 


OJ990430_01 


.9C03.C31.ol.gp 


Method 


AAT/GAP 










Start 


4834 




End 


5348 








'fi 

S ' * 


GI- 


none 




Score 


824 








'I: 


Exons 


4834 . . 5090, 


5168. .5348 












==! 

:U 


Seq. No. 


12697 




Seq. ID 


OJ990430_ 


01. 


9C03, 


.C31 




Gene No. 


26841 




Strand 










:=} 


Start 


6032 




End 


6470 








M = 


Name 


OJ990430 01 


. 9C03.C31.o2.gp 


Method 


AAT/GAP 










Start 


6032 




End 


6470 










GI 


LIB3431-058 


-P1-K1-H5 


Score 


840 










Exons 


6032. .6470 
















GI Descrip. 


'4959460/gb|AF126053.1|AF126053 9.0e-09 Zea mays 


RACB small 


1 

: zf 




binding protein mRNA, complete cds 1 












Seq. No. 


12697 




Seq. ID 


OJ990430_ 


01. 


9C03, 


.C31 




Gene No. 


26842 




Strand 












Start 


6731 




End 


7323 










Name 


OJ990430 01 


. 9C03.C31.o3.gp 


Method 


AAT/GAP 










Start 


6731 


End 


7323 










GI 


none 




Score 


1179 










Exons 


6731. .7323 
















Seq. No. 


12697 




Seq. ID 


OJ990430_ 


01. 


9C03. 


,C31 




Gene No. 


26843 




Strand 












Start 


8229 




End 


10306 










Name 


OJ990430 01 


. 9C03.C31.o3.gs 


Method 


GENSCAN 










Start 


8229 


End 


10306 










GI 


none 




Score 


.5 










Exons 


8229. .8416, 


9069.. 9579, 9606. 


.9790, 9838.. 10306 










Seq. No. 


12697 




Seq. ID 


OJ990430_ 


01. 


9C03. 


,C31 




Gene No. 


26844 




Strand 












Start 


12534 




End 


13657 









13187 




Name 


ojyyu4ou ui. 


9C03 


. Col . 02 . 


. ts 


Method 


TBLASTX : Soybean 




Start 


ZoZU 








End 


2724 




GI 


none 








Score 


150 




Exons 


OTOA OCT/ 

ZoZu . . Z D f 4 , 


O A O A 

Z4Z4 


. . ZD / Of 


zoiy . 


.2720, 2620.. 2724 




Seq. No. 


12697 








Seq. ID 


OJ990430_01.9C03 


.C31 


Gene No. 


26844 








Strand 


- 




Start 


1 O C *3 A 

Izb J 4 








End 


13657 




Name 


ojyyu4ou ui. 


n/Ti "3 

ycoj 


. Col . ol . 


ts 


Method 


TBLASTX: Soybean 




Start 


o n o o 








End 


3024 




GI 


none 








Score 


253 




Exons 


Z 1 Zo * . oUZ 4 , 


ZoUz 


o n o *d 










Seq. No. 


lzoy / 








Seq. ID 


OJ990430_01.9C03 


.C31 


Gene No. 


26844 








Strand 






Start 


12534 








End 


13657 




Name 


tq q n /i t n m 


ycuo 


. Lol . Ol . 


tltl 


Method 


TBLASTX: Maize 




Start 


4 / J / 








End 


10596 




GI 


none 








Score 


41 




Exons 


4 / J / . . 4 / /Z , 


A H A H 
4 / 4 / 


yi "7 *7 *3 
. . 4 / / j, 


A "7 H A 


.4839, 4782.. 5006, 4822.. 4872, 




4 yUU . . jUd^ 


A Q r rr 

4 y DO 


. . OU4 j , 


CI CQ 

b 1 by . 


.5219, 10507.. 10596 




Seq. No. 


12697 








Seq. ID 


OJ990430_01.9C03 


. C31 


Gene No. 


26844 








Strand 


- 




Start 


12534 








End 


13657 




Name 


■OJ990430 01. 


9C03 


.C31.o4. 


gs 


Method 


GENSCAN 




Start 


12534 








End 


13657 




GI 


none 








Score 


.57 




Exons 


12534. .12661, 13006. .13657 








Seq. No. 


12698 








Seq. ID 


OJ990430_01.9C03 


. C32 


Gene No. 


26845 








Strand 






Start 


166 








End 


687 




Name 


OJ990430 01. 


9C03 


.C32.ol. 


gs 


Method 


GENSCAN 




Start 


166 








End 


687 




GI 


none 








Score 


.97 




Exons 


166. .687 














Seq. No. 


12699 








Seq. ID 


OJ9904 30_01.9C03 


.C34 


Gene No. 


26846 








Strand 






otart 


355 








End 


638 




Name 


OJ990430 01. 


9C03 


.C34.ol. 


gs 


Method 


GENSCAN 




Start 


355 








End 


638 




GI 


none 








Score 


.45 




Exons 


355. .638 














Seq. No. 


12700 








Seq. ID 


OJ990430_01.9C03 


.C35 


Gene No. 


26847 








Strand 


+ 




Start ■ 


1 








End 


229 




Name 


OJ990430 01. 


9C03, 


,C35.ol. 


gp . 


Method 


AAT/GAP 




Start 


1 








End 


229 




GI 


none 








Score 


419 




Exons 


1. .229 














Seq. No. 


12700 








Seq. ID 


OJ990430_01.9C03 


.C35 


Gene No. 


26848 








Strand 






Start 


118 








End 


277 





13188 




Name 


ujyyu4ou ui . ybuo . boo . oi . gs 


Method 


GENSCAN 




Start 


1 1 Q 

1 lo 


End 


O "7 "7 

Z 1 I 




GI 


none 


Score 


. yz 




Exons 


lib. .£ / / 








Seq. No. 


12701 


Seq. ID 


OJ990430_01.9C03 


.C39 


Gene No. 


26849 


Strand " 


+ 




btart 


oyo 




Q "7 Q 

o / y 




Name 


ujyyu4ou u i . ybuo . boy . oi . gs 


Method 


r* t m o r* 7\ m 
bbNbbAN 




Start 


/-AC 


T-l ^ _J 

bna 


Q "7 Q 

o / y 




GI 


none 


Score 


. yo 




Exons 


byo . . o / y 








beq. no. 


iz / UI 


beq. id 


ujyyufiou ui.ybuo 


. boy 


Gene No. 


26850 


Strand 


+ 




Start 


1003 


End 


1086 




Name 


ujyyufiou ui . ybu o . boy . oi . np 


Method 


7\ 7\ rp / \1 7\ D 




btart 


1UU j 


hina 


i not 
lUo D 




bl 


c o c one a 


Score 


/ 0 




Exons 


1UU J . . 1 Uo 0 








bi uescrip. 


\ALiii /zd4 ; zwnuuu / . l [bryza 


sat i va J 






Seq. No. 


12702 


Seq. ID 


OJ990430 01.9C03 


.C40 


Gene No. 


26851 


Strand 


+ 




Start 


1 H O T 

11) O / 


hnd 


t o n i 

i oy / 




Name 


ojyyu4ou ui . ycoi . C4 o . oi . gs 


Method 


GENSCAN 




Start 


t r\ o i 
10 O I 


T-l _ -A 

End 


1397 




GI 


none 


Score 


. 9o 




Exons 


iUo/..n/y, looo. .ljy / 








Seq. No. 


i o t n "3 
lz /Uo 


Seq. ID 


A TA A A / A AT ApAO 

ojyyu4ou ui.ycuo 


. C4 1 


Gene No . 


£ DO 


Strand 


+ 




Start 


54 


End 


177 




Name 


OJ9904 30_01 . 9C03.C41.ol.gp 


Method 


AAT/GAP 




btart 




End 


177 




bl 


ub— osroMzuzUoyniuai 


Score 


214 




Exons 


04 . . 1 / / 








GI Descrip. 


OUftflZlo 1 . Ue _L ft (ArUO/lftfl) 


signal peptidase [Arabidops. 


is 




unaiianaj 








beq. no. 


Iz /Uo 


Seq. ID 


OJ990430_01.9C03 


. C4 1 


Gene No. 


26853 


Strand 






Start 


53 


End 


502 




Name 


ujyyufiou ui.ybuo.b4i.oi.np 


Method 


AAT/NAP 




b tar t 


oo 


End 


502 




bl 


O A a A O 1 o 

oUft h £ lo 


Score 


171 




Exons 


0O..1/0, OOfl..OUZ 








GI Descrip. 


tArU0/ifi4j signal peptidase 


[Arabidopsis thaliana] 




o e q . in o . 


12703 


Seq. ID 


OJ990430_01.9C03 


n a i 
. b4 1 


Gene No. 


26853 


Strand 






Start 


53 


End 


502 




Name 


OJ990430 01.9C03.C41.ol.tc 


Method 


TBLASTX: Cress 




Start 


54 


End 


178 




GI 


none 


Score 


126 




Exons 


54. .176, 54. .143, 56. .178, 74. .178 







13189 




Seq. No. 


12703 




Seq. ID 


OJ990430_01.9C03.C41 


Gene No. 


26853 




Strand 




Start 


53 




End 


c ft ft 

502 


Name 


/-\ T ft ft ft A "~3 ft 

OJ990430_ 


01 . 9C03 . C4 1 . ol . tm 


Method 


TBLASTX : Maize 


Start 


54 




End 


188 


GI 


none 




Score 


170 


Exons 


54 . . loo, 


DO. .I/O 






Seq. No. 


12703 




Seq. ID 


OJ990430_01.9C03.C41 


Gene No. 


26853 




Strand 




Start 


53 




End 


C ft ft 

502 


Name 


/"\ TO A H A ft 


01. 9C03.C41 .ol.ts 


Method 


TBLASTX : Soybean 


Start 


54 




End 


17 9 


GI 


none 




Score 


138 


Exons 


54 . . 1 / o, 


bo. .l/o, /4..1/0, /b 


. . 1 / y 




Seq. No. 


12704 




Seq. ID 


OJ990430_01.9C03.C4 2 


Gene No. 


26854 




'Strand 




Start 


25 




End 


1/8 


Name 


OJ990430 


A 1 ft ft ft /~* A ft ^ "1 j_ 

01 . 9C03 . C42 . ol . tm 


Method 


TBLASTX : Maize 


Start 


25 




End 


178 


GI 


none 




Score 


T ft ft 

192 


Exons 


25 . . 177 , 


26 . . 1 78, 26 . . 178 






Seq. No. 


12705 




Seq. ID 


OJ990430 01.9C03.C43 


Gene ,No. 


26855 




Strand 


- 


Start 


1 




End 


452 


Name 


OJ990430_ 


01 . 9C03 . C4 3 . ol . gp 


Method 


AAT/GAP 


Start 


1 




End 


452 


GI 


none 




Score 


868 


Exons 


1 . .4 52 








Seq. No. 


12705 




Seq. ID 


OJ990430_01 . 9C03 .C4 3 


Gene No. 


26856 




Strand 




Start 


364 




End 


2080 


Name 


OJ990430 


01.9C03.C43.ol.tm 


Method 


TBLASTX: Maize 


Start 


355 




End 


1854 


GI 


none 




Score 


311 


Exons 


355. . 600, 


356. .598, 360. .605, 


1405. .1509, 1407. .1511, 




1408. .1509, 1637. .1795, 1641. 


.1832, 1641. .1832, 1642. .1854 


Seq. No. 


12705 




Seq. ID 


OJ990430_01.9C03.C43 


Gene No. 


26856 




Strand 




Start 


364 




End 


2080 


Name 


OJ990430 


01. 9C03.C43.ol.gs 


Method 


GENSCAN 


Start 


364 




End 


1842 


GI 


none 




Score 


.96 


Exons 


364. .597, 


1407. .1508, 1642. .1842 




Seq. No. 


12705 




Seq. ID 


OJ990430_01.9C03.C43 


uene iNO . 


26856 




Strand 




Start 


364 




End 


2080 


Name 


OJ990430 


01. 9C03.C43.ol.np 


Method 


AAT/NAP 


Start 


364 




End 


2080 


GI 


4432812 




Score 


418 


Exons 


364 . .597, 


1407. .1508, 1642. .1856, 2045 


. .2080 


GI Descrip. 


(AC006593) putative cysteinyl 


-tRNA synthetase [Arabidopsis 



13190 



thaliana] 

Seq. No. 12705 

Gene No. 26856 

Start. 364 

Name OJ990430JD1 . 9C03 . C4 3 . ol . ts 

Start 397 

GI none 

Exons 397 . . 603, 398 . . 595 



Seq. ID OJ990430_01.9C03.C43 
Strand 

End 2080 

Method TBLASTX : Soybean 

End 603 

Score 103 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12706 
26857 
1 

OJ990430_01. 9C03.C4 4 .ol.np 
1 

4432812 



Seq. ID OJ990430_01.9C03.C44 
Strand 

End 267 9 

Method AAT/NAP 

End 267 9 

Score 976 



1..304, 1194. .1319, 1394. .1675, 1821. .1991, 2441. .2679 
(AC006593) putative cysteinyl-tRNA synthetase [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12706 
26857 
1 

OJ9904 30_01 . 9C03 . C44 . ol .gs 

104 

none 1 ' 



Seq. ID OJ990430_01.9C03.C44 
Strand 

End 2 67 9 

Method .GENSCAN 

End 2524 

Score .89 



104. .304, 1194. .1319, 1394. .1675, 1821. .1991, 2441. .2524 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12706 
26857 
1 

OJ990430_01 . 9C03 . C44 . ol . tm 

158 

none 



Seq. ID OJ990430_01.9C03.C44 
Strand 

End 2679 
Method TBLASTX : Maize 
End 2630 
Score 57 

158. .250, 284. .307, 1185. .1334, 1216. .1305, 1391. .1696, 
1401. .1682, 1406. .1693, 1821. .2000, 1822. .1995, 1898. .1996, 
2438. .2602, 2442. .2630 



Seq. No. 12706 

Gene No. 26857 

Start 1 

Name OJ9904 30_01 . 9C03 . C4 4 . ol . ts 

Start 1194 

GI none 
Exons 



Seq. ID OJ990430_01.9C03.C44 
Strand 

End 2 67 9 

Method TBLASTX : Soybean 

End 1696 

Score 61 



1194. .1334, 1216. .1347, 1386. .1679, 1388. .1696, 1391. .1696 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12706 
26857 
1 

OJ9904 30_01.9C03.C4 4 .ol.tc 

1215 

none 



Seq. ID OJ990430_01.9C03.C44 
Strand 

End 2 67 9 

Method TBLASTX : Cress 

End 1673 

Score 61 



1215. .1328, 1216. .1305, 1378. .1671, 1391. .1672, 1391. .1672, 
1401. .1673 



Seq. No. 
Gene No. 



12707 
26858 



Seq. ID OJ990430_01.9C03.C45 
Strand + 



13191 



Start 
Name 
Start 
GI 

Exons 



327 End 4628 

OJ990430_01 . 9C03 . C45 . ol . gs Method GENSCAN 
327 End 4628 

none Score .61 

327. .729, 853. .984, 1465. .1627, 1783. .1807, 2549. 
3628. .4250, 4494. .4628 



,3119, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12708 
26859 
1 

OJ9904 30__01 . 9C03 . C4 6 . o2 . np 
1 

2358287 



Seq. -ID OJ990430_01.9C03.C46 
Strand + 



End 

Method 

End 

Score 



4012 
AAT/NAP 
3870 
212 



1..22, 3144. .3208, 3302. .3484, 3582. .3626, 3739. .3870 
(AF010404) ALR [Homo sapiens] 



U 



Seq. No. 12708 Seq. ID 

Gene No. ■ 26859 Strand 

Start 1 End 

Name OJ990430_01 . 9C03 . C4 6 . ol . gs Method 

Start 511 End 

GI none Score 

Exons 511.. 582, 1272.. 1355, 2577.. 2726, 2812 

3302. .3484, 3739. .3873 



OJ990430_01.9C03.C46 

+ 

4012 
GENSCAN 
3873 
.85 

,.2955, 3095. .3208, 



Seq. No. 12708 Seq. ID 

Gene No. 26859 Strand 

Start 1 End 

Name OJ9904 30_01 . 9C03 . C4 6 . ol . gp Method 

Start 3562 End 

GI 69773_1.R1084 Score 

Exons 3562.. 3626, 3739.. 4012 

GI Descrip. '3309543 1.0e-12 (AF036382) MLL [Fugu rubripes] ? 



OJ990430_01.9C03.C46 
+ 

4012 ' 
AAT/GAP 
4012 
618 



Seq. No. 12708 

Gene No. 26860 

Start 4303 

Name OJ990430_01 . 9C03 . C4 6 . o3 . tm 

Start 315 

GI none 
Exons 



OJ990430 01.9C03.C46 



Seq. ID 
Strand 
End 

Method 
End 
Score 

315. .371, 318. .371, 1091. .1195, 1091. 
1263. .1358, 1271. .1357, 1715. .1867, 1716. .1868, 1716. .1868, 
1965. .2021, 2018. .2092, 2019. .2090 



6301 

TBLASTX: Maize 

2092 

68 

1198, 1092.. 1199, 



Seq. No. 12708 Seq. ID 

Gene No. 26860 Strand 

Start 4303 End 

Name OJ990430_01 . 9C03 . C4 6 . ol . tm Method 

Start 2347 End 

GI none Score 
Exons 



OJ990430_01.9C03.C46 
6301 

TBLASTX: Maize 

3881 

120 



2347. .2427, 2349. .2426, 2571. .2726, 2576. .2725, 2578. .2727, 

2802. .2885, 2811. .2843, 2815. .2883, 2887. .2958, 2904. .2981, 

3093. .3209, 3094. .3210, 3097. .3207, 3098. .3214, 3304. .3483, 

3305. .3484, 3553. .3627, 3579. .3638, 3581. .3637, 3735. .3881, 

3738. .3872, 3751. .3873 



Seq. No. 



12708 



Seq. ID OJ990430_01.9C03.C46 



13192 




Gene No. 


26860 






Strand 




bt art 








hna 


C O A 1 


Name 




. yuUo . L4 0 . OZ 


.gs 


ft/! _ 4_ Ui _ J 

Method 


GENSCAN 


Start 








Lna 


/** O O A 

6279 


GI 


none 






Score 


. 84 


Exons 


/i OA o >i cqo 


4 0 O J . . 4 y 0 / / 


c A/IT 

bU4 / . 


O O A 

. oz / y 




Seq. No. 


1Z / Uo 






Seq. ID 


OJ990430_01.9C03.C46 


Gene No. 


26860 






Strand 




Start 


4303 






End 


6301 


Name 


uj y yu4 ju u l 


. yuuo . t^4 b . oz 


. tm 


Method 


TBLASTX: Maize 


Start 


4 bZ o 






End 


5125 




none 






Score 


62 


Exons 


/COO yl con 

4 ozo . . 4 oyu , 


/iron /irTAC 
4 oz y . , 4 OUO, 


4 D04 . 


.4761, 4668. .4739, 4832. .4915, 




4 O JZ . . 4 y ± 3 , 


/ Q O £ /I Q 1 C 

4 o b 0 . . 4 y i o, 


OU4 1 . 


.5082, 5087.. 5125 


beq. No. 








Seq. ID 


OJ990430_01.9C03.C46 


Gene No. 


26860 






Strand 




Start 


4303 






End 


6301 


Narne 


ri Toon a ^ o. m 
uu y y u 4 j u ui 


. ytwU 3 . U4 0 . Ol 


. t s 


Method 


TBLASTX: Soybean 


b tart 


b l lo 






End 


6192 




none 






Score 


109 


Exons 


CTI O CTQ1 

J /IJ. . J / ol, 


boo/. . b y J4 , 


C A O O 

byb j . 


.6076, 5935.. 6081, 6013.. 6105, 




C\ A Q Ci AO 

oi4 o . . oiyz 










Seq. No. 


12708 






Seq. ID 


OJ990430_01.9C03.C46 


Gene No. 


26860 






Strand 




btart 


/ o n o 
4 JUb 






End 


6301 


Name 


OJ990430 01 


. 9C03 . C4 6 . o2 


gp 


Method 


AAT/GAP 


Start 


/•AO >i 

o034 






End 


6301 


T 

bi 


O A A O O 1 T 

Z4 4zoli 






Score 


493 


Exons 


DU j4 . . D jUI 










Seq. No. 


12709 






Seq. ID 


OJ990430_01.9C03.C47 


Gene No. 


26861 






Strand 


+ 


o l art 


TOO 






End 


5145 


Name 


a mnn ^ oa at 

Uuyyu4bu ui 


A/"* A O O / 1 _T 

. yCU3 . C4 7 . ol 


gs 


Method 


GENSCAN 


otart 


JZo 






End • 


1386 


P T 


none 






Score 


.95 


Exons 


O O Q 1 OQC 
OZ O . . 1 JO D 










o e q . IN O . 


12709 






Seq. ID 


OJ990430 01.9C03.C47 




26861 






Strand 


+ 


Start 


328 






End 


5145 


Name 


OJ990430 01 


.9C03.C47.ol. 


np" 


Method 


AAT/NAP 


o tart 


401 






End 


5145 


bl 


6523547 






Score 


348 


Exons 


401. .744, 2012. .2213, 2274. .2360, 4479 


..4862, 4918. .5145 


GI Descrip. 


(AJ242540) 'hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 




carteri f. nagariensis] 








Seq. No. 


12709 






Seq. ID 


OJ990430 01.9C03.C47 


Gene No. 


26861 






Strand 


+ 


Start 


328 






End 


5145 


Name 


OJ990430 01 


9C03.C47.o2. 


gs 


Method 


GENSCAN 


Start 


1890 






End 


3236 


GI 


none 






Score 


1 



13193 




Exons 


■LOjU. . JO 












Seq. No. 


12709 




Seq. ID 


OJ990430_01, 


.9C03 


.C47 


Gene No. 


26862 




Strand 








Of -a v-+- 


j / ui 




ii»na 


A £ £9 






Name 


nTQQfi/nn m orn^ cai 

uu y y U4t ou u±. y^u j . / . oj . 


,gs 


Method 


I? "NT CP ZiW 














A £ £9 








none 




Score 


Q 
. O 








o-?f|4 ^771 4997 4*314 


4^99 


A ££9 








Seq. No. 


12710 




Seq. ID 


OJ990430_01, 


. 9C03 


.C48 


Gene No. 


26863 




Strand 


+ 






C 4- -i v- f 

o tart 


Q Q 

y y 






qq/: 
ooo 






Name 


ujyyu4ou ui . yuuo . bs o . oi . 


gs 


Method 








Of--, — 4- 


y y 




tina 


QQ(T 






H T 
bl 


none 




Score 


. yo 






Exons 


QQ 4 14 7 R Q oo/: 
yy..fil*i, / jj. .ooo 












Seq. No. 


12711 




Seq. ID 


OJ990430JD1, 


■ 9C03 


.C4 9 


Gene No. 


26864 




Strand 


+ 






Cf 3 v-f 


1 4 Z 




■una 


£4 1 






Name 


uuyyufiou u i . yuu j . y . ox . 


gs 


Method 








Of vf 

btart 


1/19 
1 4 






b j y 






C T 


none 




Score 


"7 Q 

. / y 






Exons 




. boy 










Seq. No. 


i on 1 




Seq. ID 


OJyy 04 oU u l . 


, ycu 6 


. C4 9 


Gene No . 


26864 




Strand 


+ 






Start 


142 




End 


641 






Name 


OJ990430 01. 9C03.C49.ol. 


gp 


Method 


AAT/GAP 






C f -i v-f 

otart 


182 




End 


450 








uC-osroM202036e05bl 




Score 


318 






Exons 


182. .291, 380. .450 












GI Descrip. 


? 5882723/gb|AAD55276.1|AC008263 7 8.0e 


-16 (AC008263) F25A4.3 




[Arabidopsis thaliana] 1 












Seq. No. 


12711 




Seq. ID 


OJ990430_01. 


, 9C03 


.C4 9 


Gene No. 


26864 




Strand 


+ 






Of -j V-+- 


142 




End 


641 






Name 


OJ990430 01. 9C03.C49.ol. 


tm 


Method 


TBLASTX: Maize 




Cf 2 v- f 


529 




End 


641 








none 




Score 


184 






Exons 


529. .639, 529. .633, 531. 


. 641 










o e q . Vi O . 


12712 




Seq. ID 


OJ990430_01. 


9C03 


.C50 


Gene No. 


26865 




Strand 


+ 






Start 


1 




End 


602 






Name 


OJ990430 01. 9C03.C50.ol. 


np 


Method 


AAT/NAP 






Cf 3 v>f 

olart 


1 




End 


602 






C T 


2827630 




Score 


360 






Exons 


1..370, 509.. 602 












GI Descrip. 


(AL021636) putative protein 


[Arabidops 


is thaliana] 






Seq. No. 


12712 




Seq. ID 


OJ990430_01. 


9C03 


.C50 


Gene No. 


26865 




Strand 


+ 






Start 


1 




End 


602 






Name 


OJ990430 01.9C03.C50.ol. 


tc 


Method 


TBLASTX: Cress 





13194 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15 End 359 

none Score 226 

15. .71, 114. .359, 144. .353, 146. .358 



12712 
26865 
1 

OJ9904 30JD1. 9C03.C50.ol .gs 

18 

none 
18. .366 



Seq. ID OJ990430_01.9C03.C50 

Strand + 

End 602 

Method GENSCAN 

End 366 

Score .75 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12712 
26865 
1 

OJ990430_01. 9C03.C50.ol.tm 

107 

none 

107. .358, 108. .359 

12712 
26865 
1 

OJ990430_01. 9C03.C50.ol.ts 

161 
none 



Seq. ID OJ990430_01.9C03.C50 

Strand + 

End 602 

Method TBLASTX: Maize 

End 359 

Score 417 



Seq. ID OJ990430_01.9C03.C50 

Strand + 

End 602 , 

Method- TBLASTX : Soybean 

End 368 

Score 144 



161. .286, 162. .263, 176. .268, 236. .367, 240. .368 



12713 
26866 
285 

OJ990430_01. 9C03.C52.ol.gs 

285 

none 

285. .325, 812. .944 



Seq. ID OJ990430_01.9C03.C52 

Strand 

End 944 

Method GENSCAN 

End 944 

Score .47 



Seq. No. 12714 Seq. ID 

Gene No. 26867 Strand 

Start 165 End 

Name OJ9904 30_01 . 9C03 . C54 . ol . gp Method 

Start 165 End 

GI 427100 Score 

Exons 165 .. 216 



OJ990430_01.9C03.C54 
+ 

216 

AAT/GAP 

216 

104 



Seq. No. 12715 

Gene No. 26868 

Start 45 

Name OJ9904 30_01 . 9C03 . C57 . ol . gs 

Start " 45 

GI none 

Exons 4 5.. 11 9 



Seq. ID OJ990430_01.9C03.C57 
Strand 

End 119 

Method GENSCAN 

End 119 

Score 1 



Seq. No. 12716 

Gene No. 26869 

Start 1 

Name OJ9904 30_01 . 9C03 . C58 . ol . np 

Start 1 



Seq. ID OJ990430_01.9C03.C58 

Strand + 

End 718 

Method AAT/NAP 

End 718 



13195 




GI 


6498428 


Score 


74 


Exons 


1..102, 241. .315, 408. .519, 641. .718 




GI Descrip. 


(AP000815) Similar to Arabidopsis thaliana chromosome II BAC 




T27A16 sequence; hypothetical 


protein. 


(AC005496) [Oryza sativa] 


Seq. No. 


1Z 1 1 o 


beq. iu 


ujyyufiou ui. ytuj.Ljo 


Gene No. 


zDoby 


Strand 


+. 


Start 


1 


hna 


no 
/ 1 o 


Name 


ujyyu4ou ui . yuu j . loo . o j. . ts 


Method 


i nhiAo i a . boyoean 


Start 


o o o 
ZOO 




4 y i 


GI 


none 


Score 


107 


Exons 


238. .315, 239. .328, 408. .491, 


409. .489, 


429. .491 


Seq. No. 


1Z / 1 0 


beq. iu 


n tqqa /ion ni Qfn^ r'C.Q 

ujyyu4ju ui . ytuj.too 


Gene No. 


O C O C Q 

z do by 


Strand 


+ 


Start 


1 




11 Q 

/ lo 


Name 


ujyyu4ou ui . yuu o . loo . oi . gs 


Tv/T /*-v -1— V\ 


Uii«iNbL//\iN 


Start 


1 A 1 

Z 4 1 


TT" 

una 


£ 1 Q 

o i y 


GI 


none 


Score 


.64 


Exons 


241. .315, 408. .488, 562. .619 






Seq. No. 


lz / I / 


beq. iu 


r» Tfinn yi on n i npno r^co 

ujyyu^ju ui.youo.uoy 


Gene No. 


zoo /0 


Strand 




btart 


n / 

94 


End 


o o o 

zzz 


Name 


ujyyu4ou ui . ynjo . Loy . oi . gs 


XJT 4- V. --^ y-J 

M.etnod 


C T7 XT O 7\ XT 


Start 


n / 

94 


End 


o o o 
ZZZ 


GI 


none 


Score 


. 4 Z 


Exons 


94. .222 






Seq. No. 


12718 


Seq. ID 


ojyy04jU ui.ycuj.CoU 


Gene No. 


ZOO /l 


Strand 


+ 


Start 


24 5 


End 


64 y 


Name 


ojyyu4ju ui . ycuj . cou . oi . tm 


Metnoa 


l BLiAb l a : Mai ze 


Start 


10 


hna 


o4 y 


GI 


none 


Score 


ion 
1ZU 


Exons 


15. .95, 16. .96, 17. .94, 239.. 


394, 244.. 


396, 244. .393, 470. .553, 




479. .511, 483. .551, 555. .626, 


572. .649 




Seq. No. 


1Z / lo 


beq. iu 


nTQor\ / on ni nnm pen 


Gene No. 


Z oo / 1 


Strand 


+ 


btart 


O A Q 

Z 4 0 




o4 y 


Name 


ujyyu4iou ui . yLUo . uou . ox . gs 


Method 


t? T\T O C* 7\ M 


btart 


z4 D 


End 


coo 
ozo 




none 


Score 


.65 


Exons 


245.-394, 480. .623 






beq. jno . 


12719 


Seq. ID 


OJ990430_01.9C03.C61 


bene jno . 


26872 


Strand 




Start 


1 


End 


1739 


Name 


OJ990430 01.9C03.C61.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1739 


GI 


4115377 


Score 


1545 


Exons 


1..642, 761. .914, 1008. .1120, 


1214. .1316, 1388. .1497, 1592. .1739 


GI Descrip. 


(AC005967) putative multispanning membrane protein [Arabidopsis 




thaliana] 






Seq. No. 


12719 


Seq. ID 


OJ990430_01.9C03.C61 



13196 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



26872 Strand 

1 End 

OJ990430_01. 9C03.C61.ol.ts Method 

1 End 

none Score 



1739 

TBLASTX : Soybean 

1258 

646 



1..642, 2. .643, 487. .648, 573. .644, 760. .894, 761. .913, 
773..916> 780..;,917, 1008 1157,. 1010 .. 1129, 1214. .1258 



Seq. No. 12719 

Gene No. 26872 

Start 1 

Name OJ990430_01 . 9C03 . C61 . ol . tm 

Start 1 

GI none 
Exons 



Seq. ID OJ990430_01.9C03.C61 
Strand 

End 1739 

Method TBLASTX : Mai ze 

End 1739 

Score 439 



1..438, 1..642, 2. .643, 5. .649, 484. .648, 759. .878, 760. .885, 
772. .903, 773. .916, 780. .917, 992. .1129, 1008. .1130, 1214. .1264, 
1214. .1258, 1221. .1265, 1258. .1314, 1268. .1315, 1269. .1319, 
1270. .1320, 1388. .1480, 1443. .1481, 1458. .1502, 1563. .1739, 
1580. .1738, 1593. .1739 



Seq. No. 12719 
Gene No. 26872 
Start 1 

Name OJ990430_01.9C03.C61.ol.gp 
Start 1 
GI 26400_1.R1084 
Exons 1 . . 375 

GI Descrip. * '4115377 1.0e-84 (AC005967) unknown protein [Arabidopsis 
thaliana] 1 



Seq. ID OJ990430_01.9C03.C61 
Strand 

End 1739 

Method AAT/GAP 

End 37 5 

Score 734 



Seq. No. 12719 

Gene No. 26872 

Start 1 

Name OJ9904 30_01 . 9C03 . C61 . ol . tc 

Start 19 

GI none 

•Exons 19. .66, 85. .435, 89. .433, 91. 



Seq. ID OJ990430_01.9C03.C61 
Strand 

End 1739 

Method TBLASTX : Cress 

End 435 

Score 340 
.435 



Seq. No. 12719 

Gene No. 26872 

Start 1 

Name OJ990430_01 . 9C03 . C61 . ol . gs 

Start 42 

GI none 
Exons 



Seq. ID OJ990430_01.9C03.C61 

Strand - . 

End 1739 

Method GENSCAN 

End 1476 

Score .56 



42. .642, 761. .914, 1008. .1120, 1214. .1316, 1388. .1476 



Seq. No. 12719 

Gene No. 2 6,872 

Start 1 

Name OJ990430_01 . 9C03 . C61 . ol . tw 

Start 79 

GI none 

Exons 79. .189, 193. .411, 200. .403 



Seq. ID OJ990430_01.9C03.C61 
Strand 

End 1739 

Method TBLASTX : Wheat 

End 411 

Score 104 



Seq. No. 
Gene No. 
Start 



12719 
26872 
1 



Seq. ID OJ990430_01.9C03.C61 
Strand 

End 1739 



13197 



Name 

Start 

GI 

Exons 



OJ9904 30_01 . 9C03 . C61 . o3 . tc Method TBLASTX : Cress 

446 End 653 

none Score 155 

446. .568, 469. .642, 476. .643, 487. .648, 510. .653 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12719 
26872 
1 

OJ990430_01. 9C03.C61.o2.gp 
479 

uC-osrocyp004g06bl 



Seq. ID OJ990430_01.9C03.C61 
Strand 

End 1739 

Method AAT/GAP 

End 1319 

Score 998 



479. .642, 761. .914, 1008. .1120, 1214. .1319 

•4115377 1.0e-70 (AC005967) unknown protein [Arabidopsis 

thaliana] 1 



Seq. No. 12719 

Gene No. 26872 

Start 1 

Name OJ9904 30_01 . 9C03 . C61 . o2 . tc 

Start 773 

GI none 
Exons 



Seq. ID OJ990430__01.9C03.C61 

Strand . - 

End 1739 

Method TBLASTX : Cress 

End 1739 

Score 7 6 



773. .874, 780. .881, 1008. .1130, 1010. .1129, 1214. .1267, 
1271. .1315, 1387. .1497, 1584. .1739, 1595. .1738 



Seq. No. 12719 

Gene No. 26872 

Start 1 

Name OJ990430_01 . 9C03 . C61 . o2 . ts 

Start 1271 

GI none 
Exons 



Seq. ID OJ990430_01.9C03.C61 

Strand . - 

End 1739 

Method TBLASTX : Soybean 

End 1739 

Score 79 



1271. .1315, 1387. .1497, 1576. .1731, 1584. .1739, 1592. .1738 



Seq. No. 12719 

Gene No. 26872 

Start 1 

Name OJ990430_01 . 9C03 . C61 . o3 . gp 

Start 1436 

GI 25271_1.R1084 

Exons 1436.. 1497, 1592.. 1739 

GI Descrip. '4115377 5.0e-30 (AC005967) unknown protein [Arabidopsis 
thaliana] ' 



Seq. ID OJ990430_01.9C03.C61 
Strand 

End 1739 

Method AAT/GAP 

End 1739 

Score 376 



Seq. No. 12720 

Gene No. 26873 

Start 374 

Name OJ990430_01 . 9C03 . C63 . ol . gs 

Start 374 

GI none 

Exons 374.. 410 



Seq. ID OJ990430_01.9C03.C63 

Strand 

End 410 

Method GENSCAN 

End 410 

Score .76 



Seq. No. 12721 

Gene No. 26874 

Start 1 

Name OJ9904 30_01 . 9C03 . C64 . ol . np 

Start 1 

GI 6321911 

Exons 1..136, 230.. 460 



Seq. ID OJ990430_01.9C03.C64 

Strand + 

End 4 60 

Method AAT/NAP 

End 4 60 

Score 89 



13198 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



trithorax; Setlp gi | 731707 | sp| P38827 | SET1_YEAST SET1 PROTEIN 
gi| 626647 |pir| IS48961 hypothetical protein YHR119w - yeast 
(Saccharomyces cerevisiae) gi 1529135 (U00059) Setlp 
[Saccharomyces cerevisiae] 



12721 
26874 
1 

OJ9904 30_01. 9C03.C64.ol.tm 

32 

none 



Seq. ID OJ990430_01.9C03.C64 
Strand 
End 

Method 
End 
Score 



+ 

460 

TBLASTX: Maize 

394 

175 



32. .142, 34. .135, 208. .393, 232. .393, 233. .394 



Seq. No. 12721 Seq. ID 

Gene No. 26874 Strand 

Start 1 End 

Name OJ9904 30_01 . 9C03 . C64 . ol . gs Method 

Start 230 End 

GI none Score 

Exons 230. .377 



OJ990430_01.9C03.C64 
+ 

460 

GEN SCAN 

377 

.62 



Seq. No. 12722 Seq. ID 

Gene No. 26875 Strand 

Start 65 End 

Name OJ990430_01 . 9C03 . C66 . ol . gs Method 

Start 65 End 

GI none Score 

Exons 65 . . 145 



OJ990430_01.9C03.C66 
+ 

145 

GENSCAN 

145 

.54 



Seq. No. 12723 Seq. ID 

Gene No. 26876 Strand 

Start 1126 ' End 

Name OJ990430_01 . 9C03 . C67 . ol . gs Method 

Start 1126 End 

GI none Score 

Exons 1126.. 1281 



OJ990430_01.9C03.C67 

1281 
GENSCAN 
1281 
.96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12724 
26877 
110 

OJ990430_01. 9C03.C68.ol.gs 

110 

none 



Seq. ID OJ990430_01.9C03.C68 

Strand + 

End 9380 

Method GENSCAN 

End 8657 

Score .91 



110.. 200, 3866. .4262, 7616.. 8657 



Seq. No. 12724 Seq. ID OJ990430 01.9C03.C68 

Gene No. 26877 

Start 110 

Name OJ9904 30_01 . 9C03 .C68 . ol . np 

Start 3597 

GI 4038043 

Exons 3597.. 3771, 3866.. 4262, 7616. 

GI Descrip. (AC005936) putative C2H2-type zinc finger protein [Arabidopsis 
thaliana] 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.8564, 



OJ990430_ 
+ 

9380 
AAT/NAP 
9380 
860 
9180. . 9380 



Seq. No. 
Gene No. 



12724 
26877 



Seq. ID OJ990430_01.9C03.C68 
Strand + 



13199 



Start 
Name 
Start 
GI 

Exons 



110 End 

OJ990430_01. 9C03.C68.ol. tm Method 

3597 End 

none Score 



9380 

TBLASTX: Maize 

7661 

56 



3597. .3644, 3741. .3770, 3861. .3953, 3862. .4041, 3996. .4013, 
4033. .4275, 4041. .4298, 7605. .766.1, 7614. .7658 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12724 
26877 
110 

OJ990430_01. 9C03.C68.ol.tc 

3741 

none 

3741. .3773, 3865. .3948, 3865. 



Seq. ID OJ990430_01.9C03.C68 

Strand + 

End 9380 

Method TBLASTX : Cress 

End 7682 

Score 55 

.3939, 3867. .3947, 3934. .4158, 



3996. .4151, 4156. .4263, 4158. .4262, 7614. .7682 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12724 

26877 Strand 

110 End 
OJ990430J31. 9C03.C68.ol.ts Method 

3906 End 

none " Score 

3906. .3953, 3907. .4242, 3996. .4241 



Seq. ID OJ990430_01.9C03.C68 
+ 

9380 

TBLASTX : Soybean 
4242 
566 



Seq. No. 12724 ' Seq. ID 

Gene No. 26877 Strand 

Start ' ' 110 End 

Name OJ9904 30_01 . 9C03 . C68 . o2 . np Method 

Start 7612 End 

GI 4038043 Score 

Exons 7 612. .8564, 9180. . 9380 

GI Descrip. (AC005936) putative C2H2-type zinc finger protein [Arabidopsis 
thaliana] 



OJ990430_01.9C03.C68 
+ 

9380 
AAT/NAP 
9380 
137 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12725 Seq. ID 

26878 Strand 
615 End 
OJ990430_01. 9C03.C70.ol.gp Method 
615 End 
uC-osroM202036e05bl Score 
615. .678, 796. .860, 1176. .1310 

, 5882723/gb|AAD55276.1|AC008263_7 8.0e-16 (AC008263) 
[Arabidopsis thaliana] 1 



OJ990430_01.9C03.C70 
+ 

1805 
AAT/GAP 
1310 
435 



F25A4.3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



12725 
26878 
615 

OJ990430_01. 9C03.C70.ol.gs 

670 

none 

670. .678, 1176. .1245 

12725 
26878 
615 

OJ990430_01. 9C03.C70.ol.np 
1165 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 



OJ990430_01.9C03.C70 
+ 

1805 
GENSCAN 
1245 
. 61 



OJ990430_01.9C03.C70 
+ 

1805 

AAT/NAP 

1805 



13200 




GI 


664b/ dj 




Score 


65 




Exons 


1165. .1323, 1717. .1805 










GI Descrip. 


(ACUlozbo) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


12726 




Seq. ID 


OJ990430_01.9C03. 


C73 


Gene No. 


26879 




Strand 


- 




Start 


(TOO 




End 


1594 




Name 


oj yyu4 3U_ui . ycoj . C73 . oz 


.tm 


Method 


TBLASTX: Maize 




Start 


4 6 / 




End 


664 




GI 


none 




Score 


236 




Exons 


46/. .664, 467. .643, 469 


. .645 








Seq. No. 


±Z 1 £ 0 




Seq. ID 


OJ990430_01. 9C03. 


/ J 


Gene No. 


26879 




Strand 






Start 


523 




End 


1594 




Name 


OJ990430 01. 9C03.C73.ol 


.np 


Method 


AAT/NAP 




Start 


523 




End 


1594 




GI 


2827630 




Score 


816 




Exons 


523. .732, 917. .1594 










GI Descrip. 


(AL021636) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


12726 




Seq. ID 


OJ990430JD1. 9C03. 


C73 


Gene No. 


26879 




Strand 






Start 


523 




End 


1594 




Name 


OJ990430 01. 9C03.C73.o2 


.tc 


Method 


TBLASTX: Cress 




Start 


537 




End 


685 




GI 


none 




Score 


135 




Exons 


537. .683, 538. .684, 545 


• .685 








Seq. No. 


12726 




Seq. ID 


OJ990430_01. 9C03. 


C73 


Gene No. 


26879 




Strand 






Start 


523 




End 


1594 




Name 


OJ990430 01.9C03.C73.o2 


,ts 


Method 


TBLASTX : Soybean 




Start 


555 




End 


1155 




GI 


none 




Score 


103 




Exons 


555. .674, 556. .678, 556 


. .678 


, 566. .679 


, 948. .1076, 949.. 


i n o n 
lUoU , 




1014. .1154, 1030. .1155, 


1048 


..1140, 1053. .1154 




Seq. No. 


12726 




Seq. ID 


OJ990430JD1. 9C03. 


C73 


Gene No. 


26879 




Strand 






Start 


523 




End 


1594 




Name 


OJ990430 01.9C03.C73.ol 


-gs 


Method 


GENSCAN 




Start 


950 




End 


1544 




GI 


none 




Score 


.82 




Exons 


950. .1544 










Seq. No. 


12726 




Seq. ID 


OJ990430_01. 9C03. 


C 15 


Gene No. 


26879 




Strand 






Start 


523 




End 


1594 




Name 


OJ990430 01.9C03.C73.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


957 




End 


1586 




GI 


none 




Score 


149 




Exons 


957. .1202, 958. .1170, 963. .1172, 1230. 


.1586, 1245. . 1337, 






1415. .1543 










Seq. No. 


12726 




Seq. ID 


OJ990430_01. 9C03. 


C73 


Gene No. 


26879 




Strand 







13201 






Start 


c o o 




bna 


ICO/1 

lo y4 






Name 


ujyyu4ju u i . ynjo . u / j . ox . 


tin 


Method 


i dLAdIa : Maize 






Start 


yo / 




bna 


i o n o 

iz uy 






GI 


none 




Score 


Oil 






Exons 


yo / . . izuo, yoo. . izu y 












Seq. No;" 


12726 




Seq. ID 


OJ990430_01. 9C03 


.C73 




Gene No. 


26879 




Strand 








Start 


R 0 "3 
3Zo 






i o y 4 






Name 


Uuyyu^ou ui . ycuo . u / j . ox . 


t S 


Method 


mnT 7\ C"T> V . C/\uWrt-i« 

i nLiAb 1 a : boyoean 






Start 


iz y y 






10DO 






GI 


none 




Score 


1 no 






Exons 


izyy . . Ijjd, .loij 












Seq. No. 


i on on 




beq. ±D 


n TQonyi ni arm 

ujyyu4ju ux.yuuo 


U / 4 




Gene No. 


26880 




Strand 


+ 






Start 


552 




End 


1366 






Name 


OJ990430 01.9C03.C74.ol. 


np 


Method 


AAT/NAP 






Start 


552 




End 


1363 






GI 


3044218 




Score 


264 






Exons 


552. .643, 1241. .1363 












GI Descrip. 


(AF057144) signal peptidase 


[Arabidopsis thaliana] 






Seq. No. 


- 12727 




Seq.. ID 


OJ990430_01.9C03 


C74 




Gene No. 


26880 




Strand 


+ 




: a J s 


Start 


552 




End 


1366 




!"Ll 


Name 


OJ990430 01.9C03.C74.ol. 


gs 


Method 


GENSCAN 




CI 


Start 


557 




End 


1366 






GI 


none 




Score 


. 68 




; 


Exons 


557. .643, 1241. .1366 










1" i E 
: of 


Seq. No. 


12727 




Seq. ID 


OJ990430_01.9C03 


L / 4 


is 


Gene No. 


26881 




Strand 






[If 


Start 


1239 




End 


1634 




'•J 


Name 


OJ990430 01. 9C03.C74.ol. 


tc 


Method 


TBLASTX: Cress 






Start 


551 




End 


1379 








none 




Score 


109 






Exons 


551.. 634, 556.. 633, 1238 


..1378, 1238.. 


1363, 1240.. 1365, 




III 




1269. .1379 












Seq. No. 


12727 




Seq. ID 


OJ990430JD1.9C03 


C / 4 




Gene No. 


26881 




Strand 








Start 


1239 




End 


1634 






Name 


OJ990430 01.9C03.C74.ol. 


tm 


Method 


TBLASTX: Maize 






O 4- -i 4- 

otart 


551 




End 


1504 






GI 


none 




Score 


162 






Exons 


551. .676, 554. .649, 556. 


.675 


, 1228. .1365, 1228.. 1365, 








1229. .1366, 1238. .1378, 


1239 


..1367, 1423. .1491, 1424. .1504 




oeq. no. 


12727 




Seq. ID 


OJ990430JD1.9C03. 


C74 




Gene No. 


26881 




Strand 








Start 


1239 




End 


1634 






Name 


OJ990430 01.9C03.C74.ol. 


ts 


Method 


TBLASTX : Soybean 






Start 


551 




End 


1366 






GI 


none 




Score 


143 






Exons 


551.. 676, 563.. 673, 1237 


..1341, 1238.. 


1366, 1238.. 1342, 





1240. .1365 



13202 



Seq. No. 12727 

Gene No. 26881 

Start 1239 

Name OJ9904 30_01 . 9C03 . C74 . o2 . gp 

Start 1239 

GI uC-osroM202039hl0al 

Exons 1239.. 1634 

GI Descrip. '3044218 1.0e-14 (AF057144) 
thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990430_01.9C03.C74 

1634 
AAT/GAP 
1634 
752 



signal peptidase [Arabidopsis 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990430_01.9C03.C75 
Strand + 
End 7260 
Method AAT/NAP 
End 6658 
Score 264 
6658 

LONG-CHAIN- FATTY-AC I D--COA LIGASE (LONG-CHAIN ACYL-COA 
SYNTHETASE) gi | 1084 077 | pir | | S4 158 9 long-chain-fatty-acid — CoA 
ligase (EC 6.2.1.3) fadD - Escherichia coli 

gi|58107 0|emb|CAA503'21| (X70994) acyl coenzyme A synthetase 
[Escherichia coli] gi 1 1736438 | dbj | BAA15609 | (D90824) 
Long-chain-f atty-acid--CoA ligase (EC 6.2.1.3) (Long-chain 
acyl-CoA synthetase) . [Escherichia 



12728 
26882 
4729 

OJ990430_01 
3973 
462484 
3973. .4039, 



9C03.C75.o2.np 



5572.. 6080, 6134, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12728 
26882 
4729 

OJ9904 30_01.9C03.C75.ol.np 



OJ9904 30_01.9C03.C75 
+ 



Seq. ID 
Strand 

End 7260 
Method AAT/NAP 
End 7260 
Score 1855 
7260 

(AP000615) EST AU07034 6 (S12172 ) corresponds to a region of the 
predicted gene.; similar to AMP-binding protein. (X94625) [Oryza 
sativa] 



4729 
6063549 
4729. .4926, 



5190. .6655, 7161. 



Seq. No. 12728 Seq. ID 

Gene No. 26882 Strand 

Start 4729 End 

Name OJ9904 30_01 . 9C03 . C75 . o2 . gs Method 

Start 4729 End 

GI none Score 

Exons 4729.. 4994, 5061.. 5086, 5190.. 6724 



OJ990430_01.9C03.C75 

+ " 

7260 

GEN SCAN 

6724 



Seq. No. 12728 Seq. ID OJ990430_01.9C03.C75 

Gene No. 26883 Strand 

Start 3782 End 3885 

Name OJ990430_01 . 9C03 . C75 . ol . gp Method AAT/GAP 

Start 3782 End 3885 

GI LIB3477-003-P1-K1-E9 Score 122 

Exons 3782.. 3885 

GI Descrip. ' 24 9858 6/sp i Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 



12728 



Seq. ID OJ990430_01.9C03.C75 



13203 




Gene No. 


26884 








Strand 




Start 


4723 








End 


6613 


Name 


OJ990430_01 


. 9C03 


. C75 . o2 


. tc 


Method 


TBLASTX: Cress 


Start 


4723 








End 


5378 


GI 


none 








Score 


212 


Exons 


ylTO 1 A f\ A A 

4723 . . 4 944 , 


474 9 


. . 4928, 


5189 . 


..5344, 5190.. 5378 


Seq. No. 


12728 








Seq. ID 


OJ990430_01.9C03.C75 


Gene No. 


26884 








Strand 




Start 


4723 








End 


6613 


Name 


OJ990430_01 


. 9C03 


. C75 . o2 


. tm 


Method 


TBLASTX: Maize 


Start 


4723 








End 


6031 


GI 


none 








Score 


170 


Exons 


4723 . . 4 94 4 , 


4728 


. . 4 910, 


518 9 . 


.5377, 5190.. 5387, 5567.. 5887, 




5578 . .5865/ 


{- o o o 

5888 


/"ATI 

. . 6031, 


5974 . 


.6030 




Seq. No. 


12728 








Seq. ID 


OJ990430_01.9C03.C75 


Gene No. 


26884 








Strand 




Start 


" 4 723 








End 


6613 


Name 


OJ990430_01 


.9C03 


.C75.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


4 729 








End 


6613 


GI 


none 








Score 


177 


Exons 


4729 . . 4944 , 


4746 


. . 4904, 


5189 . 


.5344, 5190. .5345, 5563. .5793, 




5564 . . 5866, 


5831 


. . 5860, 


5888 . 


.6124, 5989. .6123, 6136. .6471, 




6137 . . 6613, 


6499 


. . 6612 








Seq. No. 


12728 








Seq. ID 


OJ990430_01.9C03.C75 


Gene No. 


26884 








Strand 




Start 


4723 








End 


6613 


Name 


OJ990430_01 


. 9C03 


.C75.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


5524 








End 


6613 


GI 


none 








Score 


317 


Exons 


5524 . . 5634 , 


5567 


. .5911, 


5683 . 


.5847, 5882. .6412, 5986. .6411, 




6409 . .6468, 


64 13 


. .6472, 


64 94 . 


.6577, 6566.. 6613 


Seq. No. 


12728 








Seq. ID 


OJ990430_01.9C03.C75 


Gene No. 


26884 








Strand 




Start 


/TOO 

4723 








End 


6613 


Name 


OJ990430_01 


. 9C03 


.C75 . ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


5574 








End 


5746 


GI 


none 








Score 


213 


Exons 


5574 . . 5651, 


5575 


. .5742, 


5576 . 


.5746, 5606. .5746 


Seq. No. 


12728 








Seq. ID 


OJ990430_01.9C03.C75 


Gene No. 


26884 








Strand 




Start 


4 723 








End 


6613 


Name 


OJ990430_01 


. 9C03 


. C75 . o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


5888 








End 


6096 


GI 


none 








Score 


175 


Exons 


5888 . . 6094, 


5968 


. . 6096 








Seq. No. 


12728 








Seq. ID 


OJ990430_01.9C03.C75 


Gene No. 


26884 








Strand 




Start 


4723 








End 


6613 


Name 


OJ990430 01 


.9C03 


.C75.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


6118 








End 


6613 


GI 


none 








Score 


139 



13204 



Exons 6118.. 6246, 6119.. 6247, 6179.. 6247, 6254.. 6361, 6256.. 6528, 

6257. .6493, 6509. .6571, 6560. .6613 



Seq. No. 


12729 






Seq. ID 


OJ990430_01. 


. 9C03.C76 


Gene No. 


26885 






Strand 


+ 




Start 


1719 






End 


2396 




Name 


OJ990430_01 . 


9C03.C76.ol 


.gs 


Method 


GENSCAN 




Start 


1719 






End 


2396 




GI 


none 






Score 


.83 




Exons 


m q 1RD1 
± i xy • .J-oujl, 


i Q7Q 9 DP 9 

13 / J. . Z U O Z , 


9191 
Z 1 Z 1 . , 


.2254, 2379.. 2396 




Seq. No. 


12730 






Seq. ID 


OJ990430J31, 


.9C03.C77 


Gene No. 


26886 






Strand 






Start 


1246 






End 


1345 




Name 


OJ990430 01. 


9C03.C77;ol 


• gp 


Method 


AAT/GAP 




Start 


1246 






End 


1345 




GI 


LIB3477-003- 


■P1-K1-E9 




Score 


128 




Exons 


1246. .1345 












GI Descrip. 


'2498586/spl 


Q40638 IMPOl 


_ORYSA 


2.0e-24 


MAJOR POLLEN 


ALLERGEN 



S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 





Seq. No. 


12731 






Seq. ID 


OJ990730_08.9C10.C1 


i" B l 


Gene No. 


26887 






Strand 


+ 




Start 


587 






End 


1225 


m 


Name 


OJ990730' 08 


.9C10.Cl.ol. 


gs 


Method 


GENSCAN 


\i\ 


Start 


587 






End 


1225 




GI 


none 






Score 


.7 


u 
U! 


Exons 


587. . 638, 1125. . 1225 










Seq. No. 


12731 






Seq. ID 


OJ990730_08.9C10.C1 


hi 


Gene No. 


26888 






Strand 


+ 




Start 


2492 






End 


6087 




Name 


OJ990730 08 


.9C10.Cl.ol. 


np 


Method 


AAT/NAP 


ri 

■isr 


Start 


2492 






End 


6084 




GI 


2317905 






Score 


1347. 




Exons 


2492. .2722, 


2810. .3160, 


3191. 


.3292, 3341. .3584, 3728. .3915, 






4973. .5044, 


5117. .5196, 


5289. 


.5622, 5695.. 6084 


.3 31 

l (s E 


GI Descrip. 


(U89959) bZIP-like protein [Arabidopsis thaliana] 


i"l 


Seq. No. 


12731 






Seq. ID 


OJ990730_08.9C10.C1 




Gene No. 


26888 






Strand 


+ 




Start 


2492 






End 


6087 




Name 


OJ990730 08 


.9C10.Cl.o2. 


gs 


Method 


GENSCAN 




Start 


2492 






End 


6087 




GI 


none 






Score 


.76 




Exons 


2492. .3584, 


3728. .3915, 


4973. 


.5149, 5335.. 6087 




Seq. No. 


12731 






Seq. ID 


OJ990730_08.9C10.C1 




Gene No. 


26888 






Strand 


+ 




Start 


2492 






End 


6087 




Name 


OJ990730 08 


.9C10.Cl.ol. 


gp 


Method 


AAT/GAP 




Start 


3430 






End 


5432 




GI 


5005405 






Score 


1309 




Exons 


3430. .3584, 


3728. .3915, 


4973. 


.5196, 5289.. 5432 




GI Descrip. 


600855 6.0e- 


-54 (U17887) 


bZIP protein 


[Arabidopsis thaliana] 



13205 



Seq. No. 


1 OTOI 
1Z 1 O 1 








beq. iu 


ujyyu/ou uo.yLiu.ci 


bsne ino . 


26888 








Strand 


+ ~ 


Start 


2492 








End 


6087 


Name 


OJ990730 08. 


9C10 


.Cl.o2. 


gp 


Method 


AAT/GAP 


btart 


5713 








End 


6005 


GI 


5803362 








Score 


542 


Exons 


5713. .6005 












GI Descrip. 


2317905 1.0e-25 


/ HQ QQ R Q 

\ uo y y o y 


•J DZfl.tr- 


-like protein. [Arabidopsis 




tnaiiana j 












Seq. No. 


1Z / 0 1 








Seq. ID 


OJ990730_08.9C10.C1 


Gene No. 


9 £Q Q Q 








Strand 


+ 


btart 


10329 








End 


11237 


Name 


OJ990730_08. 


9C10 


.LI . Oj . 


-Hrn 


Method 


TBLASTX: Maize 




9 Q 4 A 

Z y fi *i 








End 


3223 


Ijl 


none 








Score 


184 


Exons 


9 Q A A 9 Q £ /l 

z y 4 4 . . z y d4 , 


z y dj 




9 Q £^ 

z y do . 


.3139, 3194.. 3223 


beq . wo . 


1Z / Ol 








Seq. ID 


OJ990730 08.9C10.C1 


Gene No . 


Z boo y 








Strand 


-f 


Start 


luoz y 








End 


11237 


Name 


uj y yu / ju uo . 


yuiu 


,Cl.o2 . 


ts 


Method 


TBLASTX: Soybean 


b tart 


o4 U4 








End 


5442 


GI 


none 








Score 


179 


Exons 


3404.. .3613, 


3421 


. . O 0 Z 0 , 


0707 

o / Z / . . 


.3831, 3789. .3920, 3850. .3915, 




A CkCH CI QQ 

4 y D / . . 01 OO , 


A Q7 1 

4 y / 1 


. .0141, 


4 y y o . , 


.5184, 5294. .5371, 5298. .5372, 




oz yy . . oo /o , 


oz y y 


cot/: 
. . OO / 0 , 


J J / i . . 


.5442 




Seq. No. 


1Z /Ol 








Seq. ID 


OJ990730_08.9C10.C1 


Gene No . 


Of QQQ 

z do o y 








Strand 


+ 


otart 


i u oz y 








End 


11237 


Name 


uj y y u / ou uo. 




.Cl.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


3428 








End 


6093 


C T 


none 








Score 


153 


Exons 


O ff Z 0 . . JJO J; 


j / J. 0 


. . OO o 1 , 


o / z y . , 


.3830, 3849. .3920, 3850. .3915, 




4yo / ; . o i y i , 


jU / 1 


. . oiyu , 


oz yo . , 


.5375, 5299. .5376, 5380. .5517, 




JJOJ . k OOoZ t 


oo yu 


. . 0 04 0, 


c^yi 7 
004 / . , 


.5673, 5650. .5673, 5716. .5838, 




0 / / 0 . .OOj / , 


Oo 0 1 


£n Q"5 
. . du y o , 


JO 3D . . 


.6086 




oeq . ino . 


1 Z / O 1 








Seq. ID 


OJ990730_08.9C10.C1 


Gene No. 


z ooo y 








Strand 


+ 


Start 


10329 








End 


11237 


Name 


OJ990730 08. 


9C10 


. Ll . OJ. . 


tm 


Method 


TBLASTX: Maize 


Pi._y.J- 

btart 


4973 








End 


5600 




none 








Score 


296 


Exons 


4973. .5197, 


4996 


. . oz uz , 


OZoo . . 


,5596, 52i 


39. .5597, 5289. .5600, 




5299. .5598 












oeq . no . 


12731 








Seq. ID 


OJ990730_08. 9C10.C1 




26889 








Strand 


+ 


Start 


10329 








End 


11237 


Name 


OJ990730 08. 


9C10 


.Cl.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


5592 








End 


5994 


GI 


5508980 








Score 


202 


Exons 


5592. .5711, 


5593 


. .5754, 


5737. . 


,5832, 5859.. 5993, 5860.. 5994 


GI Descrip. 


2317905 l.Oe 


-24 


(U89959) bZIP- 


-like protein [Arabidopsis 



thaliana] 



13206 




Seq. No. 


12731 




Seq. ID 


OJ990730_08. 9C10. 


CI 


Gene No. 


26889 




Strand 


+ 




Start 


10329 




End 


HZ 3 1 




Name 


OJ990730 08.9C10.C1. 


o2. tm 


Method 


TBLASTX : Mai ze 




Start 


5602 




T-> ^ 

End 


o /yo 




GI 


none 




Score 


O O "3 




Exons 


5602.. 5790, 5602. .5790 








Seq. No. 


12731 




Seq. ID 


OJ990730_08.9C10. 


CI 


Gene No. 


z do o y 




Strand 


+ 




Start 


10329 




End 


11237 




Name 


OJ990730 08.9C10.C1. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


5967 




End 


6245 




GI 


none 




Score 


104 




Exons 


5967. .6089, 5967. . 6C 


189, 5968 


..6090, 6132. .6155, 6147. .6245 




6149. .6175 










Seq. No. 


12731 




Seq. ID 


OJ990730_08.9C10. 


CI 


Gene No. 


26889 




Strand 


+ 




Start 


10329 




End 


11237 




Name 


OJ990730 08.9C10.C1. 


o3 . gs 


Method 


GENSCAN 




Start 


10329 




End 


11237 




GI 


none 




Score 


.91 




Exons 


10329. . 10415, 10470. 


.10572, 


10674. .11237 




Seq. No. 


12732 




Seq. ID 


OJ990730_08. 9C10. 


C2 


Gene No. 


26890 




Strand 






Start 


595 




End 


4830 




Name 


OJ990730 08.9C10.C2. 


ol . gs 


Method 


GENSCAN 




Start 


595 




End 


3209 




GI 


none 




Score 


.89 




Exons 


595. .1525, 2186. .2551, 2578. 


.3209 






Seq. No. 


12732 




Seq. ID 


OJ990730_08. 9C10. 


C2 


Gene No. 


26890 




Strand 






Start 


595 




End 


4830 




Name 


OJ990730 08.9C10.C2. 


ol . np 


Method 


AAT/NAP 




Start 


598 




End 


4830 




GI 


2344901 




Score 


1338 




Exons 


598. .679, 731. .1525, 


2186. .2430, 2458. 


.2614, 2642. .2775, 






4735. .4830 










GI Descrip. 


(AC002388) putative 


protein 


kinase [Arabidopsis thaliana] 


Seq. No. 


12732 




Seq. ID 


OJ990730_08. 9C10. 


C2 


Gene No. 


26890 




Strand 






Start 


595 




End 


4830 




Name 


OJ990730 08.9C10.C2. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


611 




End 


1116 




GI 


none 




Score 


49 




Exons 


611. .724, 796. .1116, 


797. .1114 






Seq. No. 


12732 




Seq. ID 


OJ990730_08. 9C10. 


C2 


Gene No . 


26890 




Strand 






Start 


595 




End 


4830 




Name 


OJ990730 08.9C10.C2. 


ol. ts 


Method 


TBLASTX : Soybean 




Start 


775 




End 


2265 





13207 



GI 


none 


Score 


70 




Exons 


775. .909, 796. .1173, 797. .1180, 1240.. 


1302, 1318. .1485, 






1331. .1492, 1390. .1503, 2185 


..2265, 2192. .2263 




Seq. No. 


12732 


Seq. ID 


OJ990730_08. 9C10 


. C2 


Gene No. 


26890 


Strand 






Start 


595 


End 


4830 




Name 


OJ9907 30 0'8-. 9C10 . C2 . ol . tm 


Method 


TBLASTX: Maize 




Start 


778 


End 


1497 




GI 


none 


Score 


126 




Exons 


778. .915, 796. .1173, 797. .1177, 1240.. 


1287, 1240. .1314, 






12/1. .1294, 131o..l4oo, 1JJ1 


. .1492, 1390. .1497 




Seq. No. 


12732 


Seq. ID 


OJ990730_08. 9C10 


C2 


Gene No. 


26890 


Strand 






Start 


595 


End 


4830 




Name 


OJ990730_08 . 9C10 . C2 . ol . tc 


Method 


TBLASTX: Cress 




Start 


796 


End 


2551 




GI 


none 


Score 


458 




Exons 


796. .1173, 797. .1180, 1240.. 


1302, 1264 


..1296, 1324. .1485, 




1337.. 1492, 1390.. 1497, 2185 


..2412, 2192. .2416, 2461. .2550, 




2465. .2551 








Seq. No. 


12732 


Seq. ID 


OJ990730_08.9C10 


C2 


Gene No. 


26890 


Strand 






Start 


595 


End 


4830 




Name 


OJ990730 08 . 9C10 . C2 . o2 . tm 


Method 


TBLASTX: Maize 




Start 


2185 


End 


2554 




GI 


none 


Score 


229 




Exons 


2185. .2412, 2192. .2416, 2461 


..2553, 24 


65. .2554 




Seq. No. 


12732 


Seq. ID 


OJ990730_08.9C10 


C2 


Gene No. 


26890 


Strand 






Start 


595 


End 


4830 




Name 


OJ990730 08.9C10.C2.o2.ts 


Method 


TBLASTX: Soybean 




Start 


2266 


End 


2554 




GI 


none 


Score 


124 




Exons 


2266. .2412, 2267. .2416, 2461 


..2553, 2465..25S4 




Seq. No. 


12733 


Seq. ID 


OJ990730_08.9C10 


C3 


Gene No. 


26891 


Strand 


+ 




Start 


5243 


End 


11830 




Name 


OJ990730 08.9C10.C3.o4.np 


Method 


AAT/NAP 




Start 


4270 


End 


7886 




GI 


2194137 


Score 


237 




Exons 


4270.. 4426, 5386.. 5513, 5929 


..6139, 7794. .7886 




GI Descrip. 


(AC002062) ESTs gb | R29947 , gb | H7 6702 come from this gene. 






[Arabidopsis thaliana] 








Seq. No. 


12733 


Seq. ID 


OJ990730_08.9C10. 


C3 


Gene No. 


26891 


Strand 


+ 




Start 


5243 


End 


11830 




Name 


OJ990730 08.9C10.C3.ol.gp 


Method 


AAT/GAP 




Start 


5132 


End 


5483 




GI 


none 


Score 


667 




Exons 


5132. .5483 









13208 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12733 
26891 
5243 

OJ990730_08, 

5243 

none 

5243. .5314, 
6574. .6726, 



9C10.C3.o2.gs 



5337.. 5535, 5930. 
7120. .7239, 8041. 



Seq. ID OJ990730_08.9C10.C3 

Strand + 

End 11830 

Method GEN SCAN 

End 11830 

Score .54 

.6150, 6236. .6310, 6445. .6492, 
.8177, 9942. .10031, 11698. .11830 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990730_08 . 9C10.C3 
Strand + 
End 11830 
Method AAT/GAP 
End 6979 
Score 1231 
5980. .6150, 6236. .6310, 6445. .6492, 6574. .6979 
1 1076660/pir| IS51839 6.0e-15 D13F (MYBST1 ). protein - potato 
>gi_786426_bbs_159122 (S74753) MybStl=Myb-related 
transcriptional activator {DNA-binding domain repeats }.[ Solanum 
tuberosum^potatoes, leaf, Peptide, 342 aa] [Solanum tuberosum] f 



12733 
26891 
5243 

OJ990730_08.9C10.C3.o2.gp 
5980 

12268 1.R1084 



Seq. No. 


12733 




Seq. ID 


OJ990730_ 


08.9C10 


C3 


Gene No. 


26892 




Strand 


+ 






Start 


13185 




End 


14659 . - 






Name 


OJ990730 08.9C10.C3. 


o3 . gp 


Method 


AAT/GAP 






Start 


12951 




End 


13300 






GI 


2280662 




Score 


665 






Exons 


12951. .13300 












Seq. No. 


12733 




Seq. ID 


OJ990730__ 


08.9C10 


C3 


Gene No. 


26892 




Strand 


+ 






Start 


13185 




End 


14659 






Name 


OJ990730 08.9C10.C3. 


o3 . gs 


Method 


GENSCAN 






Start 


13185 




End • 


14659 






GI 


none 




Score 


.68 






Exons 


13185. .13687, 13693. 


.14659 










Seq. No. 


12733 




Seq. ID 


OJ990730_ 


08 . 9C10 


C3 


Gene No. 


26893 




Strand 


+ 






Start 


17052 




End 


22039 






Name 


OJ990730 08.9C10.C3. 


o5 . np 


Method 


AAT/NAP 






Start 


17030 




End 


20467 






GI 


4263787 




Score 


510 






Exons 


17030. .17112, 17164. 


. 17333, 


17459. .17590, 17729. 


.17854, 






18615. . 18708, 19236. 


.19318, 


19400. .19489, 19980. 


.20284, 





20421. .20467 

GI Descrip. (AC006068) unknown protein [Arabidopsis thaliana] 



Seq. No. ' 12733 Seq. ID 

Gene No. 268 93 Strand 

Start 17052 End 

Name OJ990730_08 . 9C10 . C3 . o4 . gs Method 

Start 17052 End 

GI none Score 
Exons 



OJ990730_08.9C10.C3 
+ 

22039 
GENSCAN 
22039 
. 64 



17052. . 17308, 177 64 .. 17854 , 18 615 .. 18708 , 19194 .. 19318, 
19456. . 19489, 19859 .. 20272 , 21328 .. 21531 , 21843.. 22039 



13209 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12733 
26893 
17052 

OJ990730_08. 9C10 . C3 . o4 . gp 
17807 

6990_1.R1084 
17807. .17854, 18615. 
19980. .20294 

'4263787/gb'|AAD15447| l.Oe 
[Arabidopsis thaliana] 1 

12733 
26894 
40705 

OJ990730_08. 9C10 . C3 . 06 . gp 

40705 

3763039 

40705. .41105 



Seq. ID 
Strand 
End 

Method 
End 
Score 
18708, 19236 



OJ990730_ 
+ 

22039 
AAT/GAP 
20294 
1148 



08.9C10.C3 



19318, 19400. . 19489, 
45' (AC006068) unknown protein 



Seq. ID OJ990730_08. 9C10.C3 

Strand + 

End 41105 

Method AAT/GAP 

End 41105 

Score 682 



Seq. No. 12733 Seq. ID 

Gene No. 26895 Strand 

Start 50308 End 

Name OJ990730_08 . 9C10 . C3 . o7 . gp Method " 

Start 50127 End 

GI 6098_1.R1084 Score 

Exons 50127. .50584, 52116 52230 

GI Descrip. ' 107 6660/pir | | S51839 6.0e-32 D13F (MYBST1 ) protein -potato 
>gi_786426_bbs_159122 (S74753) MybStl=Myb-related 
transcriptional activator {DNA-binding domain repeats} [Solanum 
tuberosum=potatoes, leaf, Peptide, 342 aa] [Solanum tuberosum] f 



OJ990730_08.9C10.C3 
+ 

53362 
AAT/GAP 
52230 
1005 



Seq. No. 


12733 


Seq. ID 


OJ990730_08.9C10, 


.C3 


Gene No. 


26895 


Strand 


+ 




Start 


50308 


End 


53362 




Name 


OJ990730 08. 9C10 . C3 . olO . gs 


Method 


GENSCAN 




Start 


50308 


End 


53174 




GI 


none 


Score 


.55 




Exons 


50308. .50584, 52071 52324 , 


52604. .53011, 53157. .53174 




Seq. No. 


12733 


Seq. ID 


OJ990730_08.9C10. 


.C3 


Gene No. 


26895 


Strand 


+ 




Start 


50308 


End 


53362 




Name 


OJ990730 08. 9C10 . C3 . 08 . np 


Method 


AAT/NAP 




Start 


52103 


End 


53108 




GI 


2062176 


Score 


335 




Exons 


52103. .52324, 52582. .53108 








GI Descrip. 


(AC001645) Myb-related tran 


scription ; 


activator (MybStl) 


isolog 




[Arabidopsis thaliana] 








Seq. No. 


12733 


Seq. ID 


OJ990730_08.9C10. 


.C3 


Gene No. 


26895 


Strand 


+ 




Start 


50308 


End 


53362 




Name 


OJ990730 08.9C10.C3.o8.gp 


Method 


AAT/GAP 




Start 


52625 


End 


53362 




GI 


4371 1.R1084 


Score 


1414 




Exons 


52625. .53362 








GI Descrip. 


'2344894 2.0e-17 (AC002388) 


hypothetical protein [Arabidopsis 



13210 



thaliana] ' 





12733 


Seq. ID 


OJ990730_08.9C10. 


C3 


Gene No. 


26896 


Strand 


+ 




Start 


54064 


End 


54572 




Name 


OJ990730 08.9C10.C3.o9.gp 


Method 


AAT/GAP 




Start 


54064 


End 


54572 




GI 


3800 1.R1084 


Score 


1014 




Exons 


54064. .54572 








GI Descrip. 


'1708191/sp|Q07423|HEX6 RICCO 2.0e-38 


HEXOSE CARRIER PROTEIN 




HEX 6 >gi_4 67319 (L08188) hexose carrier protein [Ricinus 




communis] 1 








Seq. No. 


12733 


Seq. ID 


OJ990730_08.9C10. 


C3 


Gene ino . 


26897 


Strand 


+ 




Of -5 ¥>•!- 

btart 


57048 


End 


60572 




Name 


OJ990730 08.9C10.C3.ol0.np 


Method 


AAT/NAP 






57048 


End 


59713 




GI 


2245102 


Score 


997 




Exons 


57048. .57080, 582 92 58 4 64 , 


58645. .59713 




GI Descrip. 


(Z97343) hypothetical protein [Arabidopsis thaliana] 




beq. No. 


12733 


Seq. ID 


OJ990730_08. 9C10. 


C3 


bene No . 


26897 


Strand 


+ 




Start 


57048 


End 


60572 




Name 


OJ990730 08.9C10.C3.oll.gp 


Method 


AAT/GAP 




otart 


57979 


End 


58472 




GI 


286592 


Score 


738 




Exons 


57979. .58472 








beq . ino . 


12733 


Seq. ID 


OJ990730 08.9C10. 


C3 


Gene No . 


26897 " 


Strand 


+ 




otart 


57048 


End 


60572 




Name 


OJ990730 08.9C10.C3.ol2.gs 


Method 


GENSCAN 




btart 


58022 


End 


60572 




H T 
GI 


none 


Score 


. 62 




Exons 


. 58022. .58464, 58645 .. 59516, 


60523. .60572 




oeq . ino . 


12733 


Seq. ID 


OJ990730__08. 9C10. 


C3 


Gene No . 


26898 . 


Strand 


+ 




otart 


66106 


End 


68070 




Name 


OJ990730 08.9C10.C3.ol4.gs 


Method 


GENSCAN 




btart 


66106 


End 


68070 




GI 


none 


Score 


.82 




Exons 


66106. .66117, 66588. .66703, 


67937. .68070 




Seq. No. 


12733 


Seq. ID 


OJ99073.0_08.9C10. 


C3 


Gene No. 


26899 


Strand 






Start 


1 


End 


1163 




Name 


OJ990730 08.9C10.C3.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


596 




GI 


2344903 


Score 


377 




Exons 


1. .596 








GI Descrip. 


(AC002388) putative triacylglycerol lipase [Arabidopsis 






thaliana] 








Seq. No. 


12733 


Seq. ID 


OJ990730_08.9C10. 


C3 



13211 



Gene No. 26899 Strand 

Start 1 End 1163 

Name OJ990730_08 . 9C10 . C3 . ol . gs Method GENSCAN 

Start 42 End 1163 

GI none Score . 92 

Exons 42 . . 1163 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12733 



Seq. ID OJ990730_08 . 9C10.C3 



26900 Strand 
1645 End 2088 

OJ990730_08 . 9C10 . C3 . o2 . np Method AAT/NAP 

1645 End 2088 

6069646 Score 330 

1645. .2088 

(AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1| ' (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic 
putative non-LTR retroelement reverse transcriptase. 
[Oryza sativa] 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



Seq. No. 


12733 


Seq. ID 


OJ990730J38. 


.9C10.C3 


Gene No. 


26901 


Strand 






Start 


2369 


End 


3794 




Name 


OJ990730 08. 9C10 . C3 „o3 . np 


Method 


AAT/NAP 




Start 


2369 


End 


3794 




GI 


5852084 


Score 


65 




Exons 


2369.. 2506, 3754.. 3794 








GI Descrip. 


(AL117264) zwh0007.1 [Oryza 


sativa] 






Seq. No. 


12733 


Seq. ID 


OJ990730_08. 


.9C10.C3 


Gene No. 


26902 


Strand 






Start 


27924 


End 


29115 




Name 


OJ990730 08.9C10.C3.o5.gp 


Method 


AAT/GAP 




Start 


27653 


End 


29115 




GI 


268 2.R1084 


Score 


2477 




Exons 


27653. .28316, 284 12 28755, 


28844 . .29115 




GI Descrip. 


, 1235565/emb|CAA65456| 9.0e- 


■98 (X96681) 


DNA-binding protein 




[Oryza sativa] ' 








Seq. No. 


12733 


Seq. ID 


OJ990730_08, 


.9C10.C3 


Gene No. 


26902 


Strand 






Start 


27924 


End 


29115 




Name 


OJ990730 08. 9C10 . C3 . 06 . gs 


Method 


GENSCAN 




Start 


27924 


End 


29005 




GI 


none 


Score 


. 69 




Exons 


27924 . .28316, 28412.. 29005 









Seq. No. 12733 ■ Seq. ID OJ990730_08 . 9C10 . C3 

Gene No. 26902 Strand 

Start ' 27924 End 29115 

Name OJ990730_08 . 9C10 . C3 . 06 . np Method AAT/NAP 

Start 27927 End 29042 

GI 6634483 Score 1555 

Exons 27927. .28316, 284 12 .. 28755 , 28844.. 29042 

GI Descrip. (X96681) DNA-binding protein [Oryza sativa] 

gi | 6635777 | gb | AAF19980 . 1 |AF211193_1 (AF211193) 

homeodomain-leucine zipper transcription factor [Oryza sativa] 



13212 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12733 
26903 
40451 

OJ990730_08 . 9C10 . G3 . 08 . gs 

40451 

none 

40451. '.40636, -40853 41611, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990730_08.9C10.C3 

44245 
GENSCAN 
44245 
.91 



41818. .42246, 42342, 



42619. .42712, 4 344 8 4 3569, 4 384 4 .. 4 3962 , 44065. 



,42443, 
,44245 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12733 Seq. ID 

26903 Strand 

40451 End 

OJ990730_08 . 9C10 . C3 . o7 . np Method 

40457 End 

3386604 Score 



OJ990730_08.9C10.C3 

44245 
AAT/NAP 
42106 
688 



40457. .40636, 40853 .. 4 1611, 41818. .42106 

(AC004 665) putative protein kinase [Arabidopsis thaliana] 



12733 Seq. ID 

26904 Strand 

47867 End 

OJ990730_08 . 9C10 . C3 . o9 . gs Method 

4 7867 End 

none Score 

47867. .48034, 48299. .48505 



OJ990730_08.9C10.C3 

48505 
GENSCAN 
48505 
.52 



Seq. No. 12733 

Gene No. 26905 
Start , 54238 

Name OJ990730_08 . 9C10 . C3 . oil . gs 

Start 54238 

GI none 
Exons 



Seq. ID OJ990730_08 . 9C10.C3 
Strand 

End 57351 

Method GENSCAN 

End 57351 

Score .61 



54238. .55109, 55128 .. 55323, 5634 1 .. 56660, 57201. .57351 



Seq. No. 12733 Seq. ID 

Gene No. 26905 <• Strand 

Start 54238 . End 57351 

Name OJ990730_08 . 9C10 . C3 . o9 . np Method " AAT/NAP 

Start 54247 End 57332 

GI 1708191 Score 1697 

Exons 54247. .55323, 56341 .. 56660, 57201.. 57332 

GI Descrip. HEXOSE CARRIER PROTEIN HEX 6 gi 14 67319 (L08188 
protein [Ricinus communis] 



OJ990730 08.9C10.C3 



hexose carrier 



Seq. No. 12733 Seq. ID OJ990730_08 . 9C10 . C3 

Gene No. 26905 Strand 

Start 54238 • End 57351 

Name OJ990730_08 . 9C10 . C3 . olO . gp Method AAT/GAP 

Start 54576 End 55069 

GI LIB34 31-037-P1-K1-G5 Score 929 

Exons 54576. .55069 

GI Descrip. 1 1708 191/sp | Q074 23 | HEX6_RICCO 4.0e-42 HEXOSE CARRIER PROTEIN 
HEX6 >gi_467319 (L08188) hexose carrier protein [Ricinus 
communis] 1 



Seq. No. 



12733 



Seq. ID OJ990730 08.9C10.C3 



13213 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



26906 Strand 

61883 End 

OJ990730_08 . 9C10 . C3 . o2 . ts Method 

3 End 

none Score 



64675 

TBLASTX : Soybean 

680 

122 



3. .146, 174. .329, 184. .330, 351. .425, 352. .426, 445. .507, 
471.. 680, 507.. 557 



Seq. No. 12733 

Gene No. 26906 

Start 61883 

Name OJ990730_08 . 9C10 . C3 . o9 . tm 

Start 168 

GI none 

Exons 168. .374, 184. ,279, 483. .632 



Seq. ID OJ990730_08.9C10.C3 
Strand 

End 64675 

Method TBLASTX : Maize 

End 632 

Score 71 



□ 



Seq. No. 12733 Seq. ID 

Gene No. 26906 Strand 

Start 61883 End 

Name OJ990730_08 . 9C10 . C3 . o5 . ts Method 

Start 5868 End 

GI none Score 

Exons 5868.. 6020, 5926.. 6156, 6016.. 6129, 50307 .. 50372 , 50308, 

50320. .50418, 50409. . 50444, 52114 .. 52263 , 52115 .. 52321 , 

52115. .52321, 52137 .. 52322 , 52880 .. 52972 , 52885 .. 52968 , 

52978. .53055, 52997 .. 53056, 53115.. 53144 



OJ990730_08.9C10.C3 
64675 

TBLASTX : Soybean 
53144 
291 



,50373, 



Seq. No. 
Gene No. 
Start 
Name 
IH! Start 

i5 GI 

r s E Exons 



12733 Seq. ID 

26906 Strand 

61883 End 

OJ990730_08. 9C10.C3.o3. tm Method 

5926 End 

none Score 



OJ99.0730_08.9C10.C3 
64675 

TBLASTX: Maize 

53328 

291 



5926. .6147, 5928.. 6020, 50307 .. 50408, 50307 .. 50456, 

50308. .50409, 50409. . 50444 , 50539 .. 5058 6, 5054 1 .. 50585 , 

52113. .52322, 521 14 .. 52323, 52115 .. 52324 , 52 601 .. 52 693 , 

52601. .52645, 52676 .. 53071, 52697 .. 53011 , 52716 .. 53015, 

52717. .53061, 53017 .. 53076, 53018 .. 53077 , 53105 .. 5314 3, 

53106. .53141, 53140. .53268, 53152 53250 , 5324 8 .. 53328 , 
53250. .53306 



Seq. No. 12733 

Gene No. 26906 

Start 61883 

Name OJ990730_08 . 9C10 . C3 . o2 . tw 

Start 5928 

GI none 
Exons 



Seq. ID OJ990730_08.9C10.C3 
Strand 
End 

Method 
End 
Score 



64675 

TBLASTX: Wheat 

52324 

279 



5928.. 6011, 5929.. 6150, 6063.. 6119, 52113 .. 52313, 52114 .. 52323 , 
52115.. 52324 



Seq. No. 12733 

Gene No. 26906 

Start 61883 

Name OJ990730_08 . 9C10 . C3 . o3 . tc 

Start 5928 

GI none 
Exons 



Seq. ID OJ990730_08.9C10.C3 
Strand 
End 

Method 
End 
Score 



64675 

TBLASTX: Cress 

52312 

267 



5928. .6020, 5929. .6126, 52114 52257 , 52115 .. 52312, 52115. .52312 



13214 



Seq. No. 12733 
Gene No. 26906 
Start 61883 

Name OJ990730_08 . 9C10 . C3 . o5 . tm 

Start 17207 
GI none 
Exons 17207, 

18614 , 

19238. 

20002. 



,17326, 
.18709, 
,19294, 
,20268, 
20009. .20278, 
20516. .20557, 
20561. .20602 



17208, 
18615, 
19388, 
20003, 
20311, 
20517, 



.17327, 
.18707, 
.19489, 
.20140, 
.20433, 
.20558, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

17726 

19234 

19399 

20004 

20314 

20522 



OJ990730 08.9C10.C3 



64675 

TBLASTX: Maize 
20602 
204 

17854, 17731. .17853, 
19284, 19237. .19293, 
19488, 19400. .19489, 
20267, 20008. .20277, 
20415, 20318. .20419, 
20560, 20557. .20601, 



Seq. No. 12733 
Gene No. 26906 
Start 61883 

Name OJ990730_08 . 9C10 . C3 . o5 . tw 

Start 17731 
GI none 
Exons 17731. .17853, 

19116. .19319, 

19399. .19482, 



17732. .17854, 
19234. .19326, 
19401. . 19484 



Seq. ID 
. Strand 
End 

Method 

End 

Score 
18614. .18709, 
19237. .19320, 



OJ990730 08.9C10.C3 



64675 

TBLASTX : Wheat 
19484 
173 

18615. .18707, 
19388. .19483, 



Seq. No. 12733 

Gene No. 26906 

Start 61883 

Name OJ990730_08 . 9C10 . C3 . o2 . tc 

Start 28011 

GI none 

Exons 28011. .28070, 28012 .. 2807 1, 
28403. .28489, 28413. .28493 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990730_08.9C10.C3 
64675 

TBLASTX: Cress 

28493 

83 



28137. .28325, 28237 .. 28317, 



Seq. No. 12733 
Gene No. 26906 
Start 61883 -v 

Name . ■ OJ9907'30_08 . 9C10 . C3 . o3 . ts 
Start 28026 
GI none 

Exons 28026. .28079, 28027 28071 , 

28391. .28489, 28404. .28484 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990730_08.9C10.C3 
64675 

TBLASTX : Soybean 

28489 

70 



28137. .28316, 28237 .. 28317, 



Seq. No. 12733 

Gene No. 26906 

Start 61883 

Name OJ990730_08 . 9C10 . C3 . o7 . tm 

Start 28176 

GI none 

Exons 28176. .28238, 28236 28325, 
28404. .28493, 28413. .28493 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990730_08.9C10.C3 
64675 

TBLASTX: Maize 

28493 

123" 



28237. .28314, 284 03 .. 284 89, 



Seq. No. 12733 Seq. ID 

Gene No. 26906 Strand 

Start 61883 End 

Name OJ990730_08 . 9C10 . C3 . o4 . ts Method 

Start 40472 End 



OJ990730_08.9C10.C3 
64675 

TBLASTX : Soybean 
41476 



13215 




GI 


none 






Score 


140 




Exons 


40472. 


.40558, 40565 


. .40663, 


40853. . 408i 


82, 40937. .41254, 






40944 . 


.41255, 41300 


. .41476, 


41301. .41474 




Seq, No. 


12733 






Seq. ID 


OJ990730_08. 9C10 


. C3 


Gene No. 


26906 






Strand 






Start 


61883 






End 


64675 




Name 


OJ990730 08.9C10.C3, 


. o2 . tm 


Method 


. TBLASTX : Maize 




Start 


40919 






End 


"41614 




GI 


none 






Score 


170 




Exons 


40919. 


.41269, 40932, 


. .41258, 


41270. .41614, 41286. .41612, 






41294 . 


.41614 










Seq. No. 


12733 






Seq. ID 


OJ990730_08.9C10 


.C3 


Gene No. 


26906 






Strand 






Start 


61883 






End 


64675 




Name 


OJ990730 08.9C10.C3, 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


41126 






End 


41554 




GI 


none 






Score 


63 




Exons 


41126. 


.41254, 41130, 


. . 41255, 


41288. .41455, 41289. . 41450, 






41471. 


.41554, 41471, 


. . 41539 








Seq. No. 


12733 






Seq. ID 


OJ990730_08.9C10, 


.C3 


Gene No. 


26906 






Strand 






Start 


61883 






End 


64675 




Name 


OJ990730 08.9C10.C3. 


. o4 . tc 


Method 


TBLASTX: Cress 




Start 


41135 






End 


41985 




GI 


none 






Score 


63 




Exons 


41135. 


.41257, 41139. 


. .41258, 


41294. .41545, 4 12 98 .. 4 1552 , 






41875. 


.41985 










Seq. No. 


12733 






Seq. ID 


OJ990730_08. 9C10. 


.C3 


Gene No. 


26906 






Strand 






Start 


61883 






End 


64675 




Name 


OJ990730 08.9C10.C3. 


,o7.ts 


Method 


TBLASTX : Soybean 




Start 


41549 






End 


42195 




GI 


none 






Score 


134 




Exons 


41549. 


.41614, 41834, 


, . 42106, 


41857. .42195 




Seq. No. 


12733 






Seq. ID 


OJ990730_08.9C10. 


.C3 


Gene No. 


26906 






Strand 






Start 


61883 






End 


64675 




Name 


OJ990730 08.9C10.C3. 


,o7 . tc 


Method 


TBLASTX: Cress 




Start 


50307 






End 


50438 




GI 


none 






Score 


199 




Exons 


50307. 


.50438, 50308. 


, . 50418 








Seq. No. 


12733 






Seq. ID 


OJ990730_08.9C10. 


.C3 


Gene No. 


26906 






Strand 






Start 


61883 






End 


64 675 




Name 


OJ990730 08.9C10.C3. 


oo . IC 


Method 


TBLASTX: Cress 




Start 


52769 






End 


53053 




GI 


none 






Score 


72 




Exons 


52769. . 


.52840, 52871. 


.53020, 


52871. .52981, 52873. .53019, 






52993. , 


.53019, 53015. 


.53053 








Seq. No. 


12733 






Seq. ID 


OJ990730_08.9C10. 


,C3 



13216 




Gene No. 


26906 






Strand 


- 




Start 


61883 






End 


64675 




Name 


OJ990730 08.9C10.C3 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


54274 






End 


54649 




GI 


none 






Score 


218 




Exons 


54274. 


.54648, 54281, 


. .54649 








Seq. No. 


12733 






Seq. ID 


OJ990730_08.9C10 


.C3 


Gene No. 


26906 






Strand 






Start 


61883 






End 


64675 




Name 


OJ990730 08.9C10.C3, 


. ol.tw 


Method 


TBLASTX: Wheat 




Start 


54275 






End 


54618 




GI 


none 






Score 


250 




Exons 


54275. 


.54580, 54289, 


. . 54618 








Seq. No. 


12733 






Seq. ID 


OJ990730_08. 9C10 


.C3 


Gene No. 


26906 






Strand 






Start 


61883 






End 


64675 




Name 


OJ990730 08.9C10.C3, 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


54277 






End 


57282 




GI 


none 






Score 


475 




Exons 


54277. 


.55182, 54293. 


. . 55183, 


55183. .5532 6, 55187. .55324, 






56341. 


.56607, 56345. 


. .56593, 


56582. .56668, 56587. .56667, 






57199. 


.57282 










Seq. No. 


12733 






Seq. ID 


OJ990730_08. 9CL0 


.C3 


Gene No. 


26906 






Strand 






Start 


61883 






End 


64675 




Name 


OJ990730 08.9C10.C3. 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


54277 






End 


57279 




GI 


none 






Score 


182 




Exons 


54277. 


.54648, 54278. 


, . 54649, 


54658. .55080, 54 659 . . 5508 1 , 






55084 . 


.55326, 55088. 


, . 55324, 


56341. .56640, 5634 1 .. 56634 , 






56587. 


.56667, 56600. 


, .56662, 


56610. .56684, 57199.. 57279 




Seq. No. 


12733 






Seq. ID 


OJ990730_08. 9C10 


.C3 


Gene No. 


26906 






Strand 






Start 


61883 






End 


64675 




Name 


OJ990730 08.9C10.C3. 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


54625 






End 


55011 




GI 


none 






Score 


212 




Exons 


54625. 


.55011 










Seq. No. 


12733 






Seq. ID 


OJ990730_08. 9C10, 


.C3 


Gene No. 


26906 






Strand 






Start 


61883 






End 


64675 




Name 


OJ990730 08.9C10.C3. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


54649 






End 


55327 




GI 


none 






Score 


495 




Exons 


54649. , 


.55077, 54650. 


. 55075, 


54650. .55084, 54 651 .. 55076, 






55065. , 


.55082, 55075. 


. 55326, 


55079. .55324, 55085. .55327 




Seq. No. 


12733 






Seq. ID 


OJ990730_08. 9C10, 


,C3 


Gene No. 


26906 






Strand 






Start 


61883 






End 


64675 




Name 


OJ990730 08.9C10.C3. 


08 .tm 


Method 


TBLASTX: Maize 




Start 


56398 






End 


57282 





13217 




GI 


none 






Score 


170 




Exons 


56398. 


.56667, 56407. 


c c r c c 

. 56655 , 


56408. .56662, 56589 


. . 56684 , 




57199. 


.57282, 57200. 


c n o o a 








Seq. No. 


12733 






Seq. ID 


OJ990730 


08 . 9C10 


Gene No. 


26906 






Strand 






Start 


61883 






End 


64675- 




Name 


OJ990730 08.9C10.C3. 


06 . tc 


Method 


TBLASTX : 


Cress 


Start 


58688 






End 


59061 




GI 


none 






Score 


77 




Exons 


58688. 


.58771, 58693. 


C O H A O 

. 58743, 


58817. .58912, 58831 


c o n r\ c 

. . 58905, 




58922. 


.59059, 58963. 


c o a c i 








Seq. No. 


12733 






Seq. ID 


OJ990730 


Uo . 9C10 


Gene No. 


26906 






Strand 






Start 


61883 






End 


64675 




Name 


OJ990730 08.9C10.C3. 


ol3 . gs 


Method 


GENS CAN 




Start 


61883 






End 


64675 




GI 


none 






Score 


.71 




Exons 


61883. 


.62110, 62388. 


COCK 


62791. .63017, 63661 


(Z o n "7 A 




63832. 


.63970, 64088. 


C A 1 *D A 

. o4 1o4 , 


64323. .64368, 64520 


C A C "7 C 


Seq. No. 


12733 






Seq. ID 


OJ990730 


AO Ap1 A 

08 . 9C10 


Gene No . 


26906 






Strand 






St'art 


61883 






End 


64675 




Name 


OJ990730 08.9C10.C3. 


oll.np 


Method 


AAT/NAP 




Start 


61907 






End 


64129 




GI 


1617036 




Score 


1068 




Exons 


61907. 


.62209, 62388. 


.62645, 


62791. .63017, 63832 


.. . 63970, 




64088. 


. 64129 










GI Descrip. 


(Y08624) Ted2 [Vigna unguiculata] 






Seq. No. 


12733 






Seq. ID 


OJ990730 


A O c\r** T A 

Oo . 9C10 


Gene No . 


26906 






Strand 






Start 


61883 






End 


64675 




Name 


OJ990730 08.9C10.C3. 


06. tm 


Method 


TBLASTX : 1 


Maize 


Start 


61907 






End 


64157 




GI 


none 






Score 


137 




Exons 


61907. 


.62212, 61908. 


. 62201, 


62382. .6264 


18, 62389 


C O C *3 T 




62397. 


.62648, 62788. 


.63021, 


62789.-62935, 62824 






63848. 


.63976, 63857. 


.63985, 


63883. .63993, 64077 


a A "I C T 

. . o4 15 / , 




64085. 


. 64132 










Seq. No. 


12733 






Seq. ID 


OJ990730 


_08.9C10 


Gene No. 


26906 






Strand 






Start 


61883 






End 


64675 




Name 


OJ990730 08.9C10.C3. 


06 . ts 


Method 


TBLASTX:; 


Soybean 


Start 


62388 






End 


62570 




GI 


. none 






Score 


80 




Exons 


62388. 


.62567, 62388. 


.62570, 


62395. .62568 




Seq. No. 


12733 






Seq. ID 


OJ990730 


_08. 9C10 


Gene No. 


26906 






Strand 






Start 


61883 






End 


64675 




Name 


OJ990730 08.9C10.C3. 


o5.tc 


Method 


TBLASTX :< 


Cress 


Start 


62443 






End 


62868 




GI 


none 






Score 


203 





13218 



ill Avjl ii> 


6944^ 696^7 69 


445. .62648, 


62788. .62868 




Seq. No. 


12734 






Seq. ID 


OJ990730_ 


_08.9C10.C4 


Gene No. 


26907 






Strand 


+ 




oldl I 


1 "39 






End 


848 




Name 




.C4 .ol. 


gs 


Method 


GENSCAN 




Q+- a >- 1- 


1 ^9 ~ 






End 


848 




n 

ol 


none 






Score 


.99 




£j AUil o 


± ._> • • J .J ;? , D J J . . O 


48 










Seq. No. 


12734 






Seq. ID 


OJ990730_ 


_08.9C10.C4 


Gene No. 


26908 






Strand 


+ 




O Lai I 


Q77 S 






End 


10200 




Name 


nTQQfi7^n or qpi n 

UU!?-/U / JU UO • 


.C4 ,o3. 


gs 


Method 


GENSCAN 






Q77 ^ _ 






End 


10200 






none 






Score 


.82 




£1 AUl l o 


Q77S i n?nn 












Oc(j. IN U . 


1 97^4 






Seq. ID 


OJ990730_ 




Gene No. 


26909 






Strand 






Start 


4539 






End 


9097 




Name 


n,TQQn7^n oft onn 


.C4 .o2. 


gs 


Method 


GENSCAN 




OLdl L 


H D O _/ 






End 


9097 






none 






Score 


.8 




17* v /-\ r^i o 




. . 6261, 


6723 


..6911, 7003. .7110, 


7 9 £ Q 7 4 1 A 




7£/IQ 7QR£ Q079 


. .8397, 


8636 


..8684, 9068. .9097 




oeq . wo. 


IZ / Oft 






Seq. ID 


OJ990730_ 


no Q^"*in a 


VJC11C . 


^. U -7 VJ Zf 






Strand 






Start 


4539 






End 


9097 




Name 


OJ990730 08.9C10 


.C4.ol. 


np 


Method 


AAT/NAP 




Start 


4571 






End 


7484 




GI 


115009 






Score 


265 




Exons 


4571. .4662, 4980 


. .5048, 


5127 


..5277, 5516. .5604, 


6128. .6261, 




6343.. 6456, 6654 


. . 6795, 


6838 


..6911, 7003. .7110, 


7302. .7484 



GI Descrip. 8-AMINO-7-OXONONANOATE SYNTHASE ( 7-KETO-8-AMINO-PELARGONIC ACID 
SYNTHETASE) (7-KAP SYNTHETASE) (L-ALANINE — PIMELYL COA LIGASE) 
gi I 98180 | pir | UQ0512 8-amino-7-oxononanoate synthase (EC 
2.3.1.47) - Bacillus sphaericus gi | 142595 (M29291) 
7-keto-8-aminopelargonic acid synthetase (bioF) [Bacillus 
sphaericus] 



Seq. No. 12734 Seq. ID 

Gene No. 26909 Strand 

Start 4539 End 

Name OJ990730_08 . 9C10 . C4 . ol . gp Method 

Start 7301 End 

GI 3061202 Score 

-Exons 7301.. 7414, 7649.. 7850 



OJ990730_08. 9C10.C4 

9097 
AAT/GAP 
7850 
497 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12734 Seq. ID 

26910 Strand 

11251 End 

OJ990730_08 . 9C10 . C4 . o2 . tm Method 

4539 End 

none Score 



OJ990730__08. 9C10.C4 
12312 

TBLASTX: Maize 

5595 

111 



4539. .4667, 4541. .4678, 4541. .4678, 4961. .5050, 4972. .5052, 



13219 



4972. .5052, 4976. .5053, 5117. .5284, 5118. .5279, 5517. .5591, 
5517. .5594, 5521. .5595, 5521. .5595 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12734 
26910 
11251 

OJ990730_08.9C10.C4 .ol.ts 
4596 



Seq. ID OJ990730_08.9C10.C4 
Strand 

12312 

TBLASTX : Soybean 
6882 
52 



End 

Method 
End 

none Score 
4596. .4667, 4961. .5050, 4976. .5062, 5117. .5278, 5139. .5279, 
5523. .5609, 5527. .5607, 6128. .6262, 6130. .6261, 6343. .6444, 
6344. .6442, 6536.-6577, 6538. .6576, 6672. .6881, 6684. .6881, 
6685.. 6882 



Seq. No. 12734 
Gene No. 26910 
Start 11251 

Name OJ990730_08 . 9C10 . C4 . ol . tm 

Start 6193 
GI none 

Exons 6193.. 6261, 6194.. 6256, 6327, 

6344. .6442, 6536. .6577, 6537. 
6672. .6914, 6673. .6912 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6431, 6342 
.6575, 6537 



OJ990730 08.9C10.C4 



12312 

TBLASTX: Maize 
6914 
107 

6431, 6343. 



6444, 



6602, 6538.. 6576, 



Seq. .No. 12734 Seq. ID 

Gene No. ,-26910 Strand 

Start 11251 End 

Name OJ990730_08 . 9C10 . C4 . o4 . gs Method 

Start 11251 . End 

GI none Score 

Exons 11251. .11359, 12254.. 12312 



OJ990730_08.9C10.C4 

12312 
GENSCAN 
12312 
.48 



Seq. No. 12735 

Gene No. 26911 

Start 2811 

Name OJ990630_04 . 9C01 . CI . o2 . gs 

Start 2811 

GI none 

Exons 2811..3122-, 
6950. .7147 



Seq. ID OJ990630_04 .9C01.C1 

Strand + 

End 7276 

Method GENSCAN 

End 7147 

Score . 72 
3242. .3341, 4398. .4612, 4773. .4856, 6041. .6094, 



Seq. No. 12735 

Gene No. 26911 

Start 2811 

Name OJ990630_04 . 9C01 . CI . ol . np 

Start 3024 

GI 4115936 

Exons 3024.. 3122, 3242.. 3341, 4398, 
6950. .7132 

GI Descrip. (AF118223) No definition line found [Arabidopsis thaliana] 



Seq. ID OJ990630_04.9C01.C1 

Strand + 

End 7276 

Method AAT/NAP 

End 7132 

Score 916 

.4612, 4773. .4856, 6041. .6094, 



Seq. No. 12735 Seq. ID 

Gene No. 26911 Strand 

Start 2811 End 

Name OJ990630_04 . 9C01 . CI . ol . gp Method 

Start 4797 End 

GI uC-osflcypll2c08al Score 



OJ990630_04.9C01.C1 
+ 

7276 
AAT/GAP 
7276 
801 



13220 




Exons 4797.. 4856, 6041.. 6094, 6950.. 7276 

GI Descrip. ' 4 115936/gb | AAD034 4 6 . 1 | 1.0e-32 (AF118223) No definition line 
found [Arabidopsis thaliana] ' 





O x-\ >-^r M /~\ 

beq . jno . 


Jli / jD 








C Qr , T Pi 

oeq . jl u 


ujyyuoou U4.ybu1.bi 




Porta M /-\ 

bene ino . 


9 6Q1 9 














OlaiL. 












/ 00 4 




Narne 


ujyyuojU U4 . 


9C01. 


.Cl.ol. 


gs 


r-N 4- l-i /-J 

ixie inou 


P T7 M c n Zi XT 




o ram 


33 








End 


QQ1 

y y 1 




H T 


none 








Score 


.86 




Exons 


33. .731, 818 


:. .991 










Corf M/\ 

oecj. ln o . 


12735 








Seq. ID 


OJ990630_04.9C01.C1 






26912 








Strand 








33 








End 


' 7334 




Name 


OJ990630 04. 


9C01. 


.Cl.ol. 


tw 


Method 


TBLASTX: Wheat 




Q+- -a v+- 


75 








End 


4833 




PT 

bl 


none 








Score 


169 




Exons 


75. .146, 2975. .3121, 3024. .3125, 3233. 


.3352, 3239.. 3355, 






4 O y D . .4 DjZ , 


4 oy 0 . 


A A 1 R 
. .44/3, 


a a 

4 4 jU . 


.4633, 4539. .4646, 4734. .4832, 






Al AO 4Q1"3 
4 l *±£. . . 4 o 1 o , 


A 1 £Q 
4 / DO . 


, . 40 JJ/ 


All A 
4 / / 4 . 


.4833 






Seq. No. 


1Z / J 0 








Seq. ID 


OJ990630_04.9C01.C1 


a 


Gene No. 


9 £ Q1 9 








Strand 






o tart 










End 


7334 




Name 


uuyyuoju U4 . 




PI r^l 
,bl . Ol . 




Method 


TBLASTX: Maize 




otart 


z you 








End 


7334 


ru 


t 
bl 


none 








Score 


203 




Exons 


2960. .3121, 


2961. 


. .3125, 


3180. 


.3344, 3233.. 3340, 3239.. 3355, 


1 : i 






4 j _? 0 • 


A A 1 R 


4 0 y y . 


.4632, 4430. .4633, 4542. .4640, 


SI 




Al^A /QRQ 
4 / J"i . . 4 O 3 y , 


ft / DO . 


. 4 O 0 / , 


DU 4 U . 


.6090, 6041.. 6094, 6901.. 7071, 


rii 




Dyou . . / j. 4 0 , 


Dy 4 y . 


, . / UDU , 


Dyou . 


.7147, 6950.. 7162, 7072.. 7152, 


i .b? 




7159. .7254, 


7164. 


, .7256, 


7242. 


.7334, 7264. .7284 


:* = i 
•s=f 


oec^i LN o . 


12735 








Seq. ID 


OJ990630_04.9C01.C1 


! i : 


bene lno . 


26912 








Strand 




|:p! 




33 








End 


7334 


. = : 


Name 


OJ990630 .04. 


9C01. 


Cl.ol. 


tc 


Method 


TBLASTX: Cress 


M 




3023 








End 


4859 -j-' 




b-L 


none 








Score 


165 


ri 


Exons 


3023. .3121, 


3024. 


.3125, 


3239. 


.3355, 3239.. 3340, 4396.. 4632, 






4398. .4472, 


4430. 


.4615, 


4545. 


.4640, 4734. .4859, 4773. .4859 




Seq. No. 


12735 








Seq. ID 


OJ990630_04.9C01.C1 




bene lno * 


26912 








Strand 






otart 


33 








End 


7334 




Name 


OJ990630 04. 


9C01. 


Cl.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


3023 








End 


. 7087 




GI 


none 








Score 


160 




Exons 


3023. .3121, 


3024. 


.3125, 


3233. 


.3352, 3242.. 3355, 4396.. 4632, 






4401. .4466, 


4430. 


.4615, 


4545. 


.4646, 4700. .4726, 4733. .4813, 






4734. .4859, 


4773. 


.4847, 


6041. , 


.6094, 6946. .7050, 6949. .7071, 






6950. .7087 














Seq. No. 


12736 








Seq. ID 


OJ990630JD4 . 9C01.C2 




Gene No. 


26913 








Strand 


+ 




Start 


332 








End 


2219 



13221 



in dine 


OJ990630 04 


. 9C0 1 . C2 . ol . gs Method 


GENS CAN 






u LaJ- L 


332 


End 


2219 






VJJ J. 


none 


Score 


. 56 






Exons 


332. .420, 524. .679, 2081. .2219 








Seq. . No. 


12736 


Seq. ID 


OJ990630_ 


04 


.9C01.C2 


Gene No. 


26914 


Strand 


+ 






Start 


2492 


End 


2774 






Name 


OJ990630 04 


. 9C01 . C2 . o2 . gs Method 


GENSCAN 






Start 


2492 


End 


2774 






GI 


none 


Score 


. 81 






Exons 


2492. .2591, 


2659. .2774 








Seq. No. 


12736 


Seq. ID 


OJ990630_ 


04 


.9C01.C2 


Gene No. 


26915 


Strand 


+ 






Start 


9083 


End 


10164 






Name 


OJ990630 04 


. 9C01.C2.o4 .gs Method 


GENSCAN 






Start 


9083 


End 


10164 






GI 


none 


Score 


. 59 






Exons 


9083. .9221, 


9383. .9507, 9976. .10164 








Sea No 


12736 


Seq. ID 


OJ990630 


04 


. 9C01 . C2 


Qqj^q NO . 


26916 


Strand 


+ 






Start 


11094 


End 


11710 






Name 


OJ990630 04 


. 9C01 . C2 . o2 . np Method 


AAT/NAP 






Start 


11094 


End 


11710 






GI 


5922623 


Score 


274 






T* 1 von s 


11094 . .11174, 11555. .11710 








\J J. UC u U J. -L • 


(AP000492) 


hypothetical protein [Oryza 


sativa] 








gi 1 6016856 | 


dbj IBAA85199.il (AP000570) 


hypothetical 


nrot ein 




[Oryza sativa] 








Sea No 


12736 


Seq. ID 


OJ990630_ 


04 


. 9C01 . C2 


Gene No. 


26917 


Strand 








Start 


5583 


End 


7118 






Name 


OJ990630 04 


. 9C01.C2.ol.np Method 


AAT/NAP 






Start 


5583 


End 


7118 






GI 


4539658 


Score 


36 






Rxon s 


5583. .5764, 


7039. .7118 








GI Descrip. 


(AF061282) 


serine carboxypeptidase-like protein 


[Sorghum 




bicolor] 










Sea. No. 


12737 


Seq. ID 


OJ990630_ 


04 


.9C01.C3 


Gene No . 


26918 


Strand 


+ 






Start 


1 


End 


215 






Name 


OJ990630 04 


. 9C01 . C3 . ol . np Method 


AAT/NAP 






Start 


1 


End 


215 






GI 


5922623 


Score 


72 






P. von s 


1. .215 










GI Descrip . 


(AP000492) 


hypothetical protein [Oryza 


sativa] 








gi| 6016856 |dbj I BAA85199.il (AP000570) 


hypothetical 


protein 




[Oryza sativa] 








Seq. No. 


12737 


Seq. ID 


OJ990630_ 


04 


.9C01.C3 


Gene No. 


26919 


Strand 


+ 






Start 


1058 


End 


2480 






Name 


OJ990630 04 


.9C01.C3.o2.gs Method 


GENSCAN 







13222 



Start 1058 End 2320 

GI none Score . 65 

Exons 1058.. 1794, 2153.. 2320 



Seq. No. 


12737 


Seq. ID 


OJ990630 


_04 , 


. 9C01, 


.C3 


Gene No. 


26919 


Strand 


+ 








Start 


1058 


End 


2480 








Name 


OJ990630 04.9C01.C3.o2.np . 


Method 


AAT/NAP 








Start 


1058 


End 


2480 








GI 


6907089 


Score 


2026 








Exons 


1058. .2320, 2414. .2480 












GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 








Seq. No. 


12738 


Seq. ID 


OJ990630_ 


_04 , 


, 9C01, 


,C4 


Gene No. 


26920 


Strand 


+ 








Start 


105 


End 


1343 








Name 


OJ990630 04.9C01.C4.ol.gs 


Method 


GENSCAN 








Start 


105 


End 


1343 








GI 


none 


Score 


1 








Exons 


105. .1343 













Seq. No. 12738 

Gene No. 26921 

Start 8205 

Name OJ990630_04 . 9C01 . C4 . o3 . np 

Start 8205 

GI 5922623 

Exons 8205.. 8285, 8666.. 8812, 8980, 
GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.9103, 



OJ990630_04. 
+ 

10670 
AAT/NAP 
10670 
321 

10633. . 10670 



9C01.C4 



(AP000492) hypothetical protein [Oryza sativa] 
gi | 6016856 | dbj | BAA85199. 1 | (AP000570) hypothetical protein 
[Oryza sativa] 



U 



Seq. No. 


12738 




Seq. ID 


OJ990630_04.9C01.C4 


Gene No. 


26922 




Strand 




Start 


1351 




End 


1815 


Name 


OJ990630 04 


.9C01.C4.ol.gp 


Method 


AAT/GAP 


Start 


1351 




End 


1815 


GI 


2428323 




Score 


629 


Exons 


1351.'. 1815 








GI Descrip. 


5803242/dbj 


I AP000399. 1 | AP000399 0.0e+00 Oryza sativa genomic 




DNA, chromosome 6, clone : P0535G04 




Seq. No. 


12738 




Seq. ID 


OJ990630_04.9C01.C4 


Gene No. 


26923 




Strand 




Start 


1977 




End 


9961 


Name 


OJ990630 04 


■9C01-C4.o2.gs 


Method 


GENSCAN 


Start 


1977 




End 


5642 


GI 


none 




• Score 


.99 


Exons 


1977. .5642 








Seq. No. 


12738 




Seq. ID 


OJ990630_04.9C01.C4 


Gene No. 


26923 




Strand 




Start 


1977 




End 


9961 


Name 


OJ990630 04 


. 9C01.C4.ol.np 


Method 


AAT/NAP 


Start 


1980 




End 


7625 


GI 


6498441 




Score 


6799 


Exons 


1980. .2261, 


2355. .3752, 3924. 


.4298, 4491. .4839, 5014. .5148, 



13223 




5332. .5705, 5769.. 6232, 6562. .7625 
GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



O rt /T NT rt, 

beg. in o . 


1Z / JO 








: .uj 7^uo ju uh . y^ux 


C A 




9fiQ9^ 
z. t> y j 






91- t*^ nH 
O I L a.1 HJ. 








1 Q7 7 
i y / / 






EjIlU 






Name 


OJ990630 04. 


9C01 


.C4 .o5. tm 


Method 


TBLASTX: Maize 




Start 


1980 






End 


2120 




C T 


none 






Score 


122 




X? \r rt y~t O 


1 QP.0 919 0 


1 QP 1 

X 17 O X 


9 1 1 R 








C £i /T NT /^\ 

b e g . in o . 


1Z / 00 






Seg. ID 


OJ990630_04 .9C01 


C A 


belle 1NU . 


9 6Q9 ^ 






Strand 






utdl L 


1 Q77 






End 


9961 




Name 


OJ990630 04. 


9C01 


.C4 .o7 .tw 


Method 


TBLASTX: Wheat 




Start 


1989 






End 


2591 






none 






Score 


83 




Exons 


1 QP. Q 9114 


1 QQ'J 


91 1 c 9*307 
. .Zlij, Z J U / . 


.2591, 2308. .2586 




O rt- M rt 

beg. no. 


Iz / JO 






Seg. ID 


OJ990630_04.9C01 


C A 


Gene No . 


9 £ Q9 "3 
Z 0 yz O 






Strand 


- 




,_l otart 


± y / / 






End 


9961 




-\ Name 


OJ990630 04. 


9C01 


,C4 ,o4 . tw 


Method 


TBLASTX: Wheat 




l ;£ Start 


2592 






End 


2973 






none 






Score 


1 6? "■ 

J. \J £. 




; r 

= ? Exons 

s i 


9 R Q 9 9 G 7 9 

z d y z . . z y / z , 


9 £9 "3 
Z OZ j 


9O-7I TQ1 1 

. . z 0 / 1 , z y ± / . 


.2973 






■ 1 C tr\ rt- M rt 

j_: oeg. iNo. 


1Z / JO 






Seg. ID 


OJ990630_04 .9C01 


C A 


- E bene ino . 


9 £Q9 ^ 
Z O -?Z J 






Strand 






sr C +- -j 

1 j OLaiU 


1 Q77 
1 y f I 






End 


9961 




k} Name 


OJ990630 04. 


9C01 


.C4 .o2 . tm 


Method 


TBLASTX: Maize 




Start 


2787 






End 


3110 




\j ± 


none 






Score 


190 




[,| Exons 


9707 1 n 




. . J U J 








C rt « Vfrt 


1l / JO 






Seg. ID 


OJ990630_04 . 9C01 


CA 


ocllc 1NU . 


9 CQ9 "3 

Z O _/ Z J 






Strand 








1 Q7 7 






End 


9961 




-E Name 


UJ^yUDJU Ufl. 


Qrn 1 




Method 


TBLASTX: Wheat 




Start 


3303 






End 


3615 




GI 


none 






Score 


66 






JJUj . . J J O J , 


j 4 j y 


. .3615 








beg . ino . 


1 9 "7 "3 Q 
lz / JO 






Seg. ID 


OJ990630_04.9C01 


r*A 
. L4 


Gene No. 


26923 






Strand 






Start 


1977 






End 


9961 




Name 


OJ990630 04. 


9C01 


.C4.o2.ts 


Method 


TBLASTX: Soybean 




Start 


3363 






End 


3929 




GI 


5666795 






Score 


68 




Exons 


3363. .3563, 


3618 


..3755, 3831. 


.3929 






GI Descrip. 


4206306 2.0e 


-10 


(AF049110) prpol [Zea 


mays] 




Seg. No. 


12738 






Seg. ID 


OJ990630_04 .9C01 


.C4 


Gene No. 


26923 






Strand 






Start 


1977 






End 


9961 





13224 




Name 


CVTQQO^^O 04 


• yK^yj x 




Method 


TBLASTX: Wheat 




otart 


ft _ 
JDIO 






End 


4076 




C T 


none 






Score 


87 




T %J /~\ Y"\ c 


JUlO • . J / O / , 


xy 


T7 c; ft TQ1 A 


.3987, 3828. .4076, 3828.. 4052 


C £i rv NT 
O C q . IN U . 


1 97 ^ft 

1^ r JO 






Seq. ID 


OJ990630_04.9C01 


.C4 


Gene No. 


26923 






Strand 






Start 


1977 






End 


9961 




Name 




.9C01 


,C4 .o2 .np 


Method 


AAT/NAP 




ot art 


a coo ~~ ' 






End 


8783 




C T 


^0494^4 






Score 


2429 




CjXOIIo 


4 £00 4 


6704 


.8146, 8202. 


.8312, 8649. .8783 




\o x Ucbtlip. 


/ z\pnn7 7 ft Q ^ 

\ t\\-f \J\J f I O y ) 


putative polyprotein [Oryza 


eat i Tra 1 




Seq. No. 


12738 






Seq. ID 


n,TQQ0fi"30 04 QP01 


.C4 


Gene No. 


26923 






Strand 






O Lai C 


1 Q77 
x y t f 






End 


y y \j x 




Name 




. you i 


o — "1 4. — 

. Ol . tS 


Method 






Olall 


A fill ~ 






End 


5048 




o 1 


none 






Score 


90 






A an R04 ft 


4888 


.5031 








Seq. No. 


12738 






Seq. ID 


PlTOOOft^O 04 QP01 


.C4 


Gene No. 


26923 






Strand 








1 Q77 
xy/f 






End 


y y\j x 




Name 


C\ TQQO C^O 04 


QPA 1 


04 . OZ . tW 


Method 


TRT ZiQTV • TATHoo-H 




ot art 


/i 7 09 






End 


5126 




C T 
\jx 


none 






Score 


283 




TT 1 -fr /-N v-% £-i 


4709 R 09 Q 

fi / uz . .ouzo, 


4707 


.5126, 4937. 


.5125 






Seq. No. 


12738 






Seq. ID 


O.TQ Q0 "3 0 04 QP0 1 


.C4 


Gene No. 


26923 






Strand 






O Ldl. L 


1 Q77 






End 


y y \j x 




Name 




Qr*o i 


Oft . Oj . LIU 


Method 








4 ft 00 _ 






End 


5184 




la J. 


none 






Score 


166 




£-iX(Jl lo 


4 ft 00 ^1 ft ^ 

4 O U U . . JIO J/ 


4819 


.5040, 5098. 


.5184 






Seq. No. 


12738 






Seq. ID 


OJ990630_04.9C01 


.C4 


Gene No. 


26923 






Strand 






OLal L 


1 Q77 
x y f i 






End 


9961 




Name 


O TQ Q0 fi ^0 04 
\JO y y\J D jU U*i 


.9C01. 


C4 .ol.tm 


Method 


TBLASTX: Maize 




O Lai. U 


S91 1 _ 

JlII 






End 


5567 




UI 


none 






Score 


117 








5211. 


.5567, 5221. 


.5532 






Seq. No. 


12738 






Seq. ID 


OJ990630_04.9C01 


.C4 


Gene No. 


26923 






Strand 






O Lai L 


1 Q77 






End 


9961 




Name 


n TQ Q0 ft "3 0 0 4 


.9C01. 


C4 .ol.tw 


Method 


TBLASTX: Wheat 




o t art 


Ci 0 "5 R 
DZ jj 






End 


5698 




GI 


none 






Score 


228 




Exons 


5235. .5696, 


5235. 


.5696, 5236. 


.5697, 5237.. 5698 




Seq. No. 


12738 






Seq. ID 


OJ990630J34 . 9C01 


.C4 


Gene No. 


26923 






Strand 






Start 


1977 






End 


9961 





13225 




Naitie 


OJ990630 04 


. 9C01 


,C4 . o3 . 


ts 


Method 


TBLASTX : Soybean 


Start 


5292 ~ 








Enci 


5657 


GI 


none 








Score 


117 


Exons 


5292 . . 5426, 


5433 


. . 5657 








Seq. No. 


12738 








Seq. ID 


OJ990630_04.9C01.C4 


Gene No. 


26923 








Strand 




Start 


1977 








End 


9961 


Name 


OJ990630 04, 


. 9C01 . 


.C4 ,o3. 


crs 


Method 


GENSCAN 


Start 


5706 ~~ 








End 


9961 


GI 


none 








Score 


.4 


Exons 


5706. . 6434, 


6449, 


. . 6660, 


6745. 


.8166, 8960. .9048, 9196. .9306 




9736. . 9788, 


9863, 


. . 9961 








Seq. No. 


12738 








Seq. ID 


OJ990630_04.9C01.C4 


Gene No. 


26923 








Strand 




Start 


1977 








End 


9961 


Name 


OJ990630 04, 


. 9C01 , 


. C4 . o3 . 


tw 


Method 


TBLASTX: Wheat 


Start 


5862 ~ 








End 


6348 


GI 


none 








Score 


172 


Exons 


5862 . . 6347, 


5866, 


. . 6153, 


6175 . 


.6348 




Seq. No. 


12738 








Seq. ID 


OJ990630_04.9C01.C4 


Gene No. 


26923 








Strand 




Start 


1977 








End 


9961 


Name 


' OJ990630 04 


. 9C01 . 


. C4 . 06 . 


tw 


Method 


TBLASTX: Wheat 


Start 


7.085 — 








End 


7477 


GI 


none 








Score 


85 


Exons 

J-J w L 1 <J 


7085 7342, 


7119, 


7358, 


7325 . 


.7423, 7326. .7406, 7430. .7477 


Seq. No. 


12738 








Seq. ID 


OJ990630_04 . 9C01.C4 


Gene No. 


26923 








Strand 




Start 


1977 








End 


9961 


Name 


OJ990630 04. 


. 9C01 . 


. C4 . o4 . 


tm 


Method 


TBLASTX: Maize 


Start 


7187 ~~ 








End 


7472 


GI 


none 








Score 


96 


Exons 


7187 7435, 


7188 . 


, . 7472 








Seq. No. 


12739 








Seq. ID 


OJ990630_04.9C01".C5 


Gene No. 


26924 








Strand 


+ 


Start 


3606 








End 


6067 


Name 


OJ990630 04. 


. 9C01 . 


,C5.ol. 


an 


Method 


AAT/GAP 


Start 


3176 ~~ 








End 


3464 


GI 


426253 








Score 


514 


Exons 


3176. .3464 












Seq. No. 


12739 








Seq. ID 


OJ990630_04 . 9C01.C5 


Gene No. 


26924 








Strand 


+ 


Start 


3606 








End 


6067 


Name 


OJ990630 04. 


, 9C01 . 


C5.o2. 


as 


Method 


GENSCAN 


Start 


3606 ~ 








End 


6067 


GI 


none 








Score 


.52 


Exons 


3606. .3697, 


5304 . 


.5440, 


5949. 


.6067 




Seq. No. 


12739 








Seq. ID 


OJ990630_04.9C01.C5 


Gene No. 


26925 








Strand 




Start 


13910 








End 


16617 



13226 



Name 

Start 

GI 

Exons 



OJ990630JD4 . 9C01 . C5 . o4 . gs 

13910 

none 

13910. ; 14080, 14200. .14297, 
14889. .14924, 14980 .. 16063, 



Method GEN SCAN 

End 16617 

Score .48 
14403. . 14448, 14551 .. 14700 , 
16268. .16617 



OJ990630_04.9C01.C5 
+ 



Seq. No. 12739 
Gene No. 26925 
Start 13910 

Name OJ990630_04 . 9C01 . C5 . o4 . np 

Start 13937 
GI 6751699 

Exons 13937. .14080, 14200 142 97 , 

14980. .16614 

GI Descrip. (AC018908) putative cleavage and polyadenylation specificity 
factor [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



16617 
AAT/NAP 
16614 
2674 



14403. .14448, 14 551 .. 14700, 



: ! i E 



Seq. No. 12739 Seq. ID 

Gene No. 26925 Strand 

Start 13910 End 

Name OJ990630_04 . 9C01 . C5 . o2 . gp Method 

Start 14964 End 

GI uC-osflcyp011a06bl Score 
Exons ... 14 964 . . 15358 

GI Descrip. ' 1707412/emb | CAA65151 | 6.0e-49 (X95906) Cleavage and 

Polyadenylation Specifity Factor protein [Bos taurus] ' 



OJ990630_04.9C01.C5 
+ 

16617 
AAT/GAP 
15358 
749 



Seq. No. 


12739 




Seq. ID 


OJ990630_04. 


9C01 


.C5 


Gene No. 


26926 




Strand 


+ 






Start 


21495 




End 


24095 






Name 


OJ990630 04.9C01.C5. 


, o 6 . np 


Method 


AAT/NAP 






Start 


21495 




End 


24095 






GI 


4454015 




Score 


907 






Exons 


21495. .21595, 22716. 


, .24095 










GI Descrip. 


(AL035396) putative 


protein 


[Arabidopsis thaliana] 






Seq. No. 


12739 




Seq. ID 


OJ990630_04. 


9C01 


.C5 


Gene No. 


26927 




Strand 


+ 






Start 


26257 




End 


27963 






Name 


OJ990630 04.9C01.C5. 


06 . gp 


Method 


AAT/GAP 






Start 


26216 




End 


27913 






GI 


none 




Score 


810 






Exons 


26216. .26481, 27712. 


.27913 










Seq. No. 


12739 




Seq. ID 


OJ990630_04 . 


9C01 


-C5 


Gene No. 


26927 




Strand 


+ 






Start 


26257 




End 


27963 






Name 


OJ990630 04.9C01.C5. 


o7 .gs 


Method 


GEN SCAN 






Start 


26257 




End 


27963 






GI 


none 




Score 


.91 






Exons 


26257. .26481, 27712. 


.27963 










Seq. No. 


12739 




Seq. ID 


OJ990630_04. 


9C01 


.C5 


Gene No. 


26928 




Strand 


+ 






Start 


28825 




End 


31076 






Name 


OJ990630 04.9C01.C5. 


08 . gs 


Method 


GENSCAN 






Start 


28825 


End 


31076 







13227 






none 


Score 


.74 






28825 29447 29476 29645 


30937. .31076 




Seq. No. 


12739 


Seq. ID 


OJ990630_04 . 


9C01.C5 


Gene No. 


26928 


Strand 


+ 






28825 


End 


31076 




Name 


0,79906^0 04 9P01 P5 r>7 nn 


Method 


AAT/GAP 




o Lai t- 


29222 "~ 

jl. _/ ji, ^, 


End 


29718 






702ft 26 


Score 


831 






29222 29718 








Seq. No. 


12739 


Seq. ID 


OJ990630_04 . 


9C01.C5 


Gene No. 


26929 


Strand 


— 




OLai L 


34 9 


End 


2675 






n.T9906^0 04 9P01 P5 r>1 n«? 


Method 


GENS CAN 




j Lai L 


?4 9 _ 

»J *i J 


End 


2675 




O J. 


none 


Score 


.89 




Hi AU1 lO 


?49 7?ft 1 972 2075 21 


2675 






Qpn NO 


12739 


Seq. ID 


OJ990630J34 . 


9C01 C5 


Cpnp Mo 


26929 


Strand 






Start 


349 


End 


2675 




Name 


OJ990630 04.9C01.C5.ol.np 


Method 


AAT/NAP 




OLai L 


1778 


End 


2480 




PT 


6598449 


Score 


231 




TP V /""\ I") o 


1778. .2075, 2208. .2480 








I"" T Pi O C V "1 


(AC005170) similar to senescence-associated protein 


r 7\ V" -a V-\ -l j-i r\-ir\ o "1 O 

L-riJ- dDlUOpS 1 S 




thaliana] 








O G . LMU • 


12739 


Seq. ID 


OJ990630_04 . 


QP01 P5 




26930 


Strand 






Start 


7655 


End 


9370 




Name 


OJ990630 04.9C01.C5.o3.np 


Method 


AAT/NAP 




Start 


6962 


End 


8950 




PT 


6598449 


•Score 


185 




£_i I O 


6962. .7034, 7713. .7881, 7918 


..8014, 8705. .8950 




PT Hp^rri n 


(AC005170) similar to senescence-associated protein 


1 a U _L lj o _L o 




thaliana] 








Seq. No. 


12739 


Seq. ID 


OJ990630_04 . 


9C01.C5- 


Gene No. 


26930 


Strand 






Start 


7655 


End 


9370 




Name 


OJ990630 04 . 9C01 . C5 . o3 . gs 


Method 


GENSCAN 




Start 


7655 


End 


9370 




GI 


none 


Score 


.49 




uAWl 1 O 


7655. .7881, 7883. .7987, 8624 


. .8678, 8732. .9370 




O C C| . IN (J . 


12739 


Seq. ID 


OJ990630_04 . 


QP01 PR 


Gene No. 


26931 


Strand 






Start 


15615 


End 


16855 


V 


Name 


OJ990630 04 . 9C01 . C5 . o3 . gp 


Method 


AAT/GAP 




Start 


15615 


End 


16855 




GI 


5357 1.R1084 


Score 


2410 




Exons 


15615. .16855 









GI Descrip. ' 6002 955 /gb I AAF00224 . 1 | AF171877_1 3.0e-57 (AF171877) cleavage 
and polyadenylation specificity factor 73 kDa subunit [Homo 
sapiens] f 



13228 



Seq. No. 12739 Seq. ID 

Gene No. 2 6932 Strand 

Start 17190 End 

Name OJ990630_04 . 9C01 . C5 . o5 . gs Method 

Start 17190 End 

GI none Score 

Exons 17190. .18773 



OJ990630_04 .9C01.C5 

18904 
GENSCAN 
18773 
1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12739 Seq. ID 

26932 Strand 

17190 End 

OJ990630_04 . 9C01 . C5 . o5 . np Method 

17205 End 

6017099 Score 
17205. .18789 

(AC009895) hypothetical protein [Arabidopsis thaliana] 



OJ990630_04.9C01.C5 

18904 
AAT/NAP 
18789 
1547 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990630 04.9C01.C5 



12739 
26932 
17190 

OJ990630_04 . 9C01 . C5 . o4 . gp 
18398 

47179_1.R1084 
18398. .18904 

1 3426039 6.0e-27 (AC005168) unknown protein [Arabidopsis 
thaliana] 1 



18904 
AAT/GAP 
18904 
861 



Seq. No. 12739 

Gene No. 26933 

Start 24534 

Name OJ990630_04 . 9C01 . C5 . o7 . np 

Start 24534 

GI 6136502 

Exons 24534. .24890 

GI Descrip. YCF20-LIKE PROTEIN gi 13335348 
thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990630_04.9C01.C5 

25941 
AAT/NAP 
24890 
276 



(AC004512) T8F5.20 [Arabidopsis 



Seq. No. 12739 

Gene No. 26933 

Start 24534 

Name OJ990630JD4 . 9C01 . C5 . o5 . gp 

Start 24670 

GI 2275846 

Exons 24670. .24924, 25515 25708 , 25902.. 25941 



Seq. ID OJ990630_04 .9C01.C5 
Strand 

End 25941 

Method AAT/GAP 

End 25941 

Score 846 



Seq. No. 12739 
Gene No. 26934 
Start. 31440 

Name OJ990630_04 . 9C01 . C5 . oil . tm 

Start 1827 
GI none 

Exons 1827.. 1991, 1855.. 1983, 1882. 

2039. .2077, 2298. .2360, 7706. 
7767. .7868, 7780. .7848, 7926. 
7935.. 8000, 8702.. 8794, 8703. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990630 04.9C01.C5 



31996 

TBLASTX: Maize 
8798 
136 

.2022, 2028.. 2075, 2038. 
.7864, 7751. .7834, 7755. 
.7988, 7928.. 7990, 7928. 
.8798 



.2082, 
.7835, 
,7993, 



13229 




Seq. No. 


1 OTOQ 






Seq. ID 


OJ990630_04.9C01. 


C5 


Gene No. 


26934 






Strand 






Start 


31440 






End 


31996 




Name 




9C01.C5 


. 06 . tc 


Method 


TBLASTX : Cress 




Start 


1 0 4 <L 






End 


7990 






none 






Score 


80 




Exons 


1 o 4 Z . . / j, 


1888.. 1983, 1927 


..2076, 2032. .2079, 7697. .7864 




7 Q9 p 7 QQfl 


7929. .7988 








beq. NO. 


1 OT3Q 

i z / j y 






Seq. ID 


OJ990630_04 . 9C01. 


C5 


Gene no . 


£ by o4 






Strand 






Start 


31440 






End 


31996 




Name 


OJ990630_04. 


9C01.C5 


.08. ts 


Method 


TBLASTX : Soybean 




Of -i-rf 


1 Q/1 9 

X O 4 Z 






End 


7993 






none 






Score 


84 




Exons 


i oyio O n 7 R 
1 O 4 Z . . Z\J f D f 


1855. .2082, 1888 


..1989, 2035. .2076, 2265. .2363, 




Z 4 O 4 . . Z3 O 3 , 


2631.. 2711, 7697 


..7858, 7795. .7848, 7925.-7993, 




/ yz o . . / y o o 












beg. no. 


12739 






Seq. ID 


OJ990630_04.9C01. 


n ^ 
Lj 


Gene No . 


26934 






Strand 






Start 


31440 






End 


31996 




Name 


OJ990630 04. 


9C01.C5 


. o4 . tm 


Method 


TBLASTX: Maize 




otart 


13963 






End 


14688 




GI 


none 






. Score 


171 




Exons 


13963. .14079, 13964 


i a ri q r\ 


14199. .14300, 14200. .14301, 






14200. .14250, 14202 


1 A 0 Q 7 

. . 14 z y / , 


1437 6. .14 471, 14 38 9 .. 14 4 90 , 






14395. .14472 


, 14530 


..14 DOO , 


14537. .14 683, 14557. .14 688 




beq. no. 


12739 






Seq. ID 


OJ990630_04.9C01. 




Gene No . 


26934 . 






Strand 






Start 


31440 






End 


31996 




Name 


OJ990630 04. 


9C01.C5 




Method 


TBLASTX: Cress 




btiarc 


13964 






End 


15282 




bi 


none 






Score 


147 




Exons 


13964 . .14080, 13984 


. .14079, 


14199. .14294, 14200. .14301, 






14389. .14490 


, 14530 


. .14703,. 


1454 8. .14739, 14 54 9. .14728, 






14950'. .15282, 14974 


. .15282 








Seq. No. 


12739 






Seq. ID 


OJ990630_04 . 9C01. 


C5 


Gene No. 


26934 






Strand 








31440 






End 


31996 




Name 


OJ990630 04. 


9C01.C5 


. 06 . ts 


Method 


TBLASTX: Soybean 




04- -i v>4- 

otart 


13964 






End 


14418 




H T 
Lrl 


none 






Score 


121 




Exons 


13964. .14080, 14199, 


. .14294, 


14200. .14 301, 14 38 9. .14 418 




Seq. No. 


12739 






Seq. ID 


OJ990630J34.9C01. 


C5 


Gene No. 


26934 






Strand 






b carr. 


31440 






End 


31996 




Name 


OJ990630 04. 


9C01.C5. 


. o3 . ts 


Method 


TBLASTX : Soybean 




Start 


15012 






End 


15223 




GI 


none 






Score 


358 




Exons 


15012. . 15086, 15013, 


. . 15219, 


15019. .15219, 15023. .15223 




Seq. No. 


12739 






Seq. ID 


OJ990630_04.9C01. 


C5 


Gene No. 


26934 






Strand 







13230 




otaLL 


J 14 4 u 




End 


31996 




Name 


nTQQnfi^n 04 qphi pr 


U -7 . LIU 


Method 


TBLASTX: 


Ma n —7 /-s 


Otal.t 


1 ~~ 




End 


15343 






none 




Score 


152 






1 R0?1 1 S9^7 1^9^ 

Uu Jl • • JL <J ^> <J / , 1 JZ, J J • 


1 S^49 


15249. .15308, 15287 


. 1534 3 


beq . iNo . 






Seq. ID 


OJ990630 


OA Qrm 


bene ino . 


Z D _7 J fi 




Strand 






q -j- o y-f- 
utal. L 






End 


31996 




Name 


OJ990630 04.9C01.C5. 


ol. ts 


Method 


TBLASTX: 


Soybean 


Start 


15346 




End 


16611 




GI 


none 




Score 


157 




Exons 


15346. .15456, 15351. 


.15455, 


15450. .16151, 15451 


. .16155, 




15451. .16152, 15536. 


.16168, 


16175. .16264, 16198 


. .16347, 




16270. .16605, 16272. 


.16604, 


16369. . 16611 





Ca n Ma 
OC^> LNVJ . 


12739 




Seq. ID 


OJ990630_04 .9C01 


Aria KT /*% 

bene ino • 


9 6Q^4 




Strand 






O x 4 *i U 




End 


31996 


Name 


OTQQfifi?n D4 QPfll PS 




Method 


TBLASTX: Maize 


OLaLl 


1 R^7fi _ 
i JJ / o 




End 


15686 


GI 


none 




Score 


343 


Exons 


15378. .15650, 15378 


. .15659, 


15379. .15672, 15379. .15660, 




i JUJi • • X .J U O U , X O U <J X 


1 S6R0 

. . X .J U O V 






O S CJ . In O . 


1 97 ?Q 




Seq. ID 


OJ990630_04 .9C01 


Ljerie ino • 


9 fiQ^4 

Z. D .? J *i 




'Strand 




o Lai i_ 


J 14 4 U 




End 


31996 


Name 




n9 1- r 


Method 


TBLASTX: Cress 


Start 


15718 




End 


16192 


GI 


none 




Score 


168 


T7 von q 


X U / X O • • 1UJ. J J/ J- *J 1 \J 


. . 16187 , 


15721. .16188, 15726. .16187, 




1S908 16192 








Con NT r\ 
O c 4 • IN U • 


1 97QQ 




Seq. ID 


OJ990630_04 .9C01 


Gene No. 


26934 




Strand 




Start 


31440 




End 


31996 


Name 


OJ990630 04.9C01.C5 


. ol . tm 


Method 


TBLASTX: Maize 


Start 


15796 




End 


16410 


GI 


none 




Score 


415 


Exons 


15796. .16080, 15802 


. .16068, 


15816. .16079, 16072. .16152, 




16074. .16154, 16074 


. .16154, 


16081. .16155, 16141. .16266, 




16157. .16267, 16167 


. .16265, 


16168. .16266, 1 62 69 .. 16409, 




16269. .16409, 16270 


. .16410, 


16321. . 16410 


Seq. No. 


12739 




Seq. ID 


OJ990630_04.9C01 


Gene No. 


26934 




Strand 




Start 


31440 




End 


31996 


Name 


OJ990630 04.9C01.C5 


. o7 . tm 


Method 


TBLASTX: Maize 


Start 


16410 




End 


16716 


GI 


none 




Score 


304 


Exons 


16410. .16622, 16411 


. .16617, 


16411. .16659, 16666. .16716 


Seq. No. 


12739 




Seq. ID 


OJ990630_04.9C01 


Gene No. 


26934 




Strand 




Start 


31440 




End 


31996 


Name 


OJ990630 04.9C01.C5 


,o8.tc 


Method 


TBLASTX: Cress 



13231 



Start 16435 

GI none 

Exons 16435. .16617, 16437.. 16601 

Seq. No. 12739 

Gene No. ' 26934 

Start 31440 

Name OJ990630_04.9C01.C5.o2.tm ' 

Start • 17442 

GI none 

Exons 17442. .17474, 17535 17585, 
17653. .17847, 17842 18267 , 



End 16617 
Score 189 



Seq. ID 
Strand 
End 

Method 
End 
Score 

17598 

17844 



OJ990630 04.9C01.C5 



31996 

TBLASTX: Maize 
18269 
185 

17639, 17637. . 17912, 
18269 



Seq. No. 12739 

Gene No. 26934 

Start 31440 

Name OJ990630_04 . 9C01 .C5.ol.tc 

Start 17544 

GI none 

Exons 17544. .17585, 
17653. .17841, 



17545. .17592, 
17844. .18428, 



Seq. ID 

Strand 

End 

Method 

End 

Score 

17598 

17845 



17636, 
18426 



OJ990630_04. 9C01.C5 
31996 

TBLASTX: Cress 

18428 

48 

17637. .17840, 



m 

m 

si 

U! 
m 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12739 
26934 
31440 

OJ990630_04 . 9C01 . C5 . o2 . ts 

17589 

none 

17589. .17639, 17637 .. 1784 6, 
17848. .18006 

12739 
26934 
31440 

OJ990630_04 . 9C01 . C5 . o5 . ts 

18078 

none 

18078. .18317, 18100.. 18336 

12739 
26934 
31440 

OJ990630_04.9C01.C5.o5.tm . 

18315 
none 

18315. .18419, 18316. .18420, 
18519. .18746, 18681. .18740 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990630_04.9C01.C5 
31996 

TBLASTX r^Soybean 

18026 

153 



17656. .17847, 17847. .18026, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990630_04.9C01.C5 
31996 

TBLASTX: Soybean 

18336 

207 



OJ990630_04.9C01.C5 
31996 

TBLASTX: Maize 

18746 

106 



184 39. .184 62, 18505. .1872 9, 



Seq. No. 12739 

Gene No. 26934 

Start 31440 

Name OJ990630_04 . 9C01 . C5 . o4 . ts 

Start 18375 

GI none 
Exons 



Seq. ID OJ990630_04 . 9C01.C5 
Strand 
End 

Method 
End 
Score 



31996 

TBLASTX : Soybean 

18752 

63 



18375. .18461, 1837 6 .. 184 62 , 18495 .. 18752, 18496 .. 18726, 
18687. .18746 



13232 





Seq. No. 


12739 






Seq. ID 


OJ990630_04.9C01 


.C5 




Gene No. 


26934 






Strand 










31440 






T?r»H 

rjilQ. 


O J. -7 -7 D 






N3ine 


OJ990630 04.9C01.C5 


. OO . T,C 


rieunoQ 


1 DiiAo 1 a : ores s 






O +> a rf 

buart 


18519 






hinu 


lO / DZ 






pt 


none 






Score 


1/17 
1 *i O 






IT 1 vr O 


18519. 


.18752, 18523, 


1 ft 79 Q 
. . ± 0 / Z j 










Seq. No. 


12739 






Seq. ID 


OJ990630_04.9C01 


.C5 




Gene No. 


26934 






Strand 








Cf 2 v+- 


314.40 






End 


31996 






Name 


OJ990630 04.9C01.C5, 


A 1 O 4-™ 

. O 1 Z . LIU 


Method 


TBLASTX: Maize 






otdlL 


20953 






End 


21358 






pt 


none 






Score 


75 






Exons 


20953. 


.21012, 21046, 


9 1 1 9 Q 


21173. .21358, 21267. .21356 






o e q . in o . 


12739 






Seq. ID 


OJ990630_04.9C01 


p q 
. bj 




bene ino . 


26934 






Strand 








Q 4- -j v-+- 

otait 


31440 






End 


31996 






Name 


OJ990630 04.9C01.C5, 


. 06 . tm 


Method 


TBLASTX: Maize 






Start 


22932 






End 


23870 






PT 


none 






Score 


137 






U 1 vr /"\ r*> ff» 

HjXons 


22932. 


.23366, 22977. 


9 7 1 no 
. . z j ± u z , 


22977. .23174, 23040 .. 23408 , 








23070. 


.23396, 23072. 


9 7^i 1 n 


23091. .23414, 23165 .. 23326, 








23292. 


.23345, 23436. 


. . Z J OZ 1 , 


23448. .23621, 23448 .. 23615, 




;fi 




23639. 


.23836, 23640. 


. .zoo / U 








HI 


Seq. No. 


12739 






Seq. ID 


OJ990630_04 . 9C01. 


.C5 


: -i 


Gene No. 


26934 






Strand 






: I 
-i-t 




31440 






End 


31996 




is? 


Name 


OJ990630 04.9C01.C5. 


4- ^ 

. 0 / . tc 


Method 


TBLASTX: Cress 




'II 


C 4- "3 V-+- 


22974 






End 


23576 




cr 


' PT 


none 






Score 


94 




'I 


Exons 


22974 . 


.23153, 22989. 




23277. .23411, 23454.. 23576 




■ 5? 

. : 


o e q . - wo. 


12739 






Seq. ID 


OJ990630_04.9C01, 






Gene No. 


26934 






Strand 






11 


Start 


31440 






End f 


31996 




3 ! 


Name 


OJ990630 04.9C01.C5. 


^ Q 4- c 


Method 


TBLASTX : Soybean 




-j 


OtaiL 


22977 






End 


23618 






PT 


none 






Score 


100 






Exons 


22977. 


.23120, 23007. 


, . Z -j fi 1 1 f 


23178. .23390, 23445 .. 23615, 








23448. 


.23618 












o e q . ln o . 


12739 






Seq. ID 


OJ990630_04. 9C01. 


. bJ 




Gene No. 


26934 






Strand 








Start 


31440 






End 


31996 






LNclUie 


OJ990630 04.9C01.C5. 


ol . tw 


Method 


TBLASTX: Wheat 








22989 






End 


23768 






PT 
bl 


none 






Score 


216 






Exons 


22989. ; 


.23303, 23195. 


9 7 9 Q£ 

. z oz y 0 , 


23220. .23414, 234 42 .. 23609, 








23640. . 


.23768 












Seq. No. 


12739 






Seq. ID 


OJ990630_04.9C01. 


.C5 




Gene No. 


26934 






Strand 








Start 


-31440 






End 


31996 






Name 


OJ990630 04.9C01.C5. 


o4 . tc 


Method 


TBLASTX: Cress 





13233 






9 T c.po 




End 


23951 












Score 


281 






Exons 


9^Sft9 9^Q9^ 9^Sft^ 


9 ^QS 1 


23679. .23939 






Seq. No. 


.■ 12739 




Seq. ID 


OJ990630 


_04 . 9C01 


.C5 


Gene No. 


26934 




Strand 








OLdl t 


^1440 




End 


'31996 






Name 


nTQQn^^n 04 qpoi ps 


. O / . L5 


Method 


TBLASTX: 


ouyDcan 




OlalL 


9^640 ~ 




End 


24026 








none 




Score 


182 






u 1 von c 


9^640 9^870 9*}f=;s4 


9 ^8 SI 


23727. .23870, 23928 


9 4 096 




Seq. No. 


12739 




Seq. ID 


OJ990630 


_04 . 9C01 


.C5 


Gene No. 


26934 




Strand 








O Lai. L 


3144 0 




End 


31996 






Name 




ol 0 fc 
.U1U . Lb 


Method 


TBLASTX: 


ooyDcail 




D Lax L 


94S04 ~ 




End 


24741 






PT 


i iL/iic 




Score 


41 ' 








24 S04 24 62 3 24 SI ^ 


94 S9^ 


24642. .24740, 24643 


94 741 




Seq. No. 


12739 




Seq. ID 


OJ990630 


_04.9C01 


.C5 


Gene No. 


26934 




Strand 








Of- -a y-+- 

OUal L 


?1 440 

J144U 




End 


31996 






Name 


PTQQOfi^O 04 QPOI PS 


. U1U . LIU 


Method 


TBLASTX: 


LYla 1 Z e 




OLqiL 


9 4 S4 ? ~~ 
Z fl O ft o 




End 


24777 








none 




Score 


42 






Exons 


Z ft D 4 .3 . .^f±D^^7, ^ *i O 4 .J . 


. . j, 


24630. .24764, 24643 


. . Z. 4 1 1 1 




oeq . JNO . 


1 o 7 O Q 




Seq. ID 


OJ990630 


n A drrn 
u 4 . y^u 1 


. L-O 


Gene No. 


26934 




Strand 








Start 


31440 




End 


31996 






Name 


D,7QQ06?0 04 QP01 PS 

UU ^ ^UD JU U1 . J\^\J X lUJ . 


.UO . LIU 


Method 


TBLASTX:: 


IXlal Zc 




o LaxL. 






End 


27840 








none 




Score 


279 






Exons 


9fi^0ft 96^76 96^11 


9 64 ft 1 


26313. .26483, 26437 


9 6S0 S 






9770Q 97ft40 9770Q 


97ft 


27711... 27£ 


139 






Seq. No. 


■ 12739 




Seq. ID 


OJ990630 


_04 . 9C01 


.C5 


Gene No. 


26934 




Strand 








9t^rt 


^14 4 0 

JIt 4 U 




End 


31996 






Name 


O.TQQOfi^O 04 QP01 PS 

UU?>UOJU U4 • J\~f\J± . sj i 


. Oo • qp 


Method 


AAT/GAP 






OLqI L, 


^1 440 ~~ 




End 


31996 






PT 
yj x 


lUJi4 JO 




Score 


806 






J_J A. 1 i O 


^1 440 ^1 ft SI "31 QfiO 


"31 QQfi 










Seq. No. 


12740 




Seq. . ID 


OJ990630 


_04 . 9C01 


.C6 


Gene No. 


26935 




Strand 








Qi-a r -t- 
OLdl l 


_7 O O 




End 


1072 . 






Name 


OTQQOf^O 04 QP01 P£ 


- 

i Oi . CfS 


Method 


GENSCAN 






OLdi l 






End 


1072 






GI 


none 




Score 


.88 






Exons 


988. .1072 












Seq. No. 


12741 




Seq. ID 


OJ990630 


_04 . 9C01 


.C8 


Gene No. 


26936 




Strand 


+ 






Start 


1 




End 


557 






Name 


OJ990630 04.9C01.C8. 


ol.np 


Method 


AAT/NAP 







13234 




btart: 


l 






End 


557 




P T 

bl 








Score 


510 




Exons 














P T Y\a err i 


( arnn9 r fin ^ 


F9 1 R7 


.21 [Arabidopsis thaliana] 




Seq. No. 


12741 






Seq. ID 


OJ990630_04.9C01 


.C8 


Gene No. 


26936 






Strand 


+ 






l 






End 


557 




Name 




QPfl 1 


.C8.ol.tm 


Method 


TBLASTX: Maize 




C >~ 4- 


in 












P T 

bl 


none 






Score 


108 




IT 1 VT /"\ fx O 


1 fl 77 9 1 A 
1U • . J / ^r Iff 


1 R7 
. • 1 o / 


, 14. .157, 14 


. .532 






Seq. No. 


12741 






Seq. ID 


OJ990630_04 . 9C01 


.C8 


Gene No. 


26936 






Strand 


+ 




Of a r--J- 
OLaiL 


x 






End 


557 




Name 


Pi TQQD^^n C\A 


QPfl 1 


.C8.ol.tc 


Method 


TBLASTX: Cress 




b tar r 


A 1 — 






cjna 


4 77 
ft O J 




P T 
bl 


none 






Score 


269 




Exons 


41 . . 4 Jj, / 0 


A n S 

■ • 4U j 










Seq. No. 


12741 






Seq. ID 


OJ990630_04.9C01 


.C8 


Gene* No. 


26936 






Strand 


+ 






i 
i 






End 


557 




Name 




qph 1 
. yuui 


."C8.ol.gs 


Method 


GENSCAN 




btart 


1 CI 

10 1 






hjna 






P T 

bl 


none 






Score 


.77 




Exons 


i^i zi'j'j 

101. . 4 Oj 












Seq. No. 


12741 






Seq. ID 


OJ990630_04 . 9C01 


.C8 


Gene No. 


26936 






Strand 


+ 




Of- -> -*-•(- 
OLaiL 


i 






End 


557 




Name 




qph 1 
. ybu i 


.C8 .ol.ts 


Method 


TBLASTX : Soybean 




C 4- -i v~4- 

otart 


1 7 Q 

l / y 






End 


535 




P T 
bl 


none 






Score 


275 




Exons 


1 7 Q c: -3 c 












beq. no. 








Seq. ID 


OJ990630_04.9C01 


pi n 
. bl u 


Gene No. 


26937 






Strand 


+ 




Start 


198 






End 


618 




Name 


PiTQQHfi^n OA 


qph i 


.C10.ol.np 


Method 


AAT/NAP 




OLdll- 


1 QO _ 

i y o 






End 


618 




bl 


oo HQ9 R9 






Score 


177 




Exons 


i no fil fi 












p_ t o >~ 1 1 1 ™* 
kjj. uescrip. 


/ z\pn n 9 r fin ^ 


F9 1 R7 


. 21 [Arabidopsis thaliana] 




Seq. No. 


12743 






Seq. ID 


OJ990630_04.9C01 


.Cll 


Gene No. 


26938 






Strand 


+ 




DLalt 


1 Q7Q 

i yoo 






End 


8631 




Name 


pi tqqd £ 7n n /i 


qph i 

. i?bU 1 


.Cll.ol.gs 


Method 


GENSCAN 




otart 


iy jo 






End 


5597 




GI 


none 






Score 


.52 




Exons 


1938. .2038, 


3477 


..3615, 3731. 


3856, 4087. .4200, 5496. .5597 


Seq. No. 


12743 






Seq. ID 


OJ990630JD4.9C01 


.Cll 


Gene No. 


26938 






Strand 


+ 




Start 


1938 






End 


8631 





13235 






Name 


ujyyuoju u fi . ycu i . bi i . oi 


. t s 


Method 


TBLASTX : Soybean 




O 4- -1-4- 

brart: 


jjy / 




bna 


3333 






none 




Score 


1 an 
1 y U 




Exons 


jjj / . i jjZZ , O^l / . , jjjj 










Seq. No. 


1 Z / H O 




Seq. ID 


OJ990630_04.9C01.C11 




Gene No. 


26938 




Strand 


+ 




Start 


1938 




End 


8631 




Name 


ujyyuoju u . ybu i . bi i . oi 




Method 


TBLASTX: Maize 




btari 


o 4 uu 




End 


3793 




bl 


none 




Score 


268 




Exons 


^^nn trq/i *}/im ^r/ii 


*5 a no 
3 ft uz . 


.3587, 3497.. 3601, 3720.. 3770, 






3 / D3 . . J /3J 










Seq. No. 


12743 




Seq. ID 


OJ990630 04.9C01.C11 




Gene No. 


26938 




Strand 


+ 






1 " JO 




End 


8631 




Name 


uu yyuDju u fi . ybu 1 . bi 1 . 0 1 


. gp 


Method 


AAT/GAP 




b cart. 


34 Of* 




End 


4000 




bl 


none 




Score 


752 




Exons 


iaqa *^ ^ 1 c: 0701 /nnn 










beq . no . 


1 Z 1 4 3 




Seq. ID 


OJ990630_04.9C01.C11 




Gene No. 






Strand 


+ 


h .. i 


Start 


1938 




End 


8631 




Name 


OJ990630_04 .9C01.Cll.ol, 


.np 


Method 


AAT/NAP 




otart 






End 


8631 


ri! 




4 4 3Z0 o4 




Score 


584 


's J 


Exons 


cono c;oo*3 acx a an 0 n 
ozUz..ozzo, bolb. . b/ou, 


6875. 


.7008,. 7392. .7537, 7707.. 7786, 


! '"i 

-sr 




QA11 QOOC QCQf Qr-JI 

0U/I..0330, ooyb. .oboi 








:'. *f 


GI Descrip. 


(Abuubjuuj nypotneticai 


protein [Arabidopsis thaliana] 


rii 


beq . no . 


1 07 / "3 
1Z / 4 3 




Seq. ID 


OJ990630_04.9C01.C11 




bene ino. 


z oyoo 




Strand 


+ 


; !S ! 


Cf a rt 
OLal L 






End 


8631 


%j 


Name 


OJ990630 04 . 9C01.Cll.o2. 




Method 


AAT/GAP 


U: 


Start 


6166 




End 


8186 






13 3 3/ 1 . £\1 U O 4 




Score 


1432 




Exons 


Ol Do • . DjD / , OD^ . . O / 0 U / 


6875. 


.7008, 7392.. 7537, 7707.. 7786, 


1" "i 




oU/1. , oloo 










bi uescrip. 


343ZOD4/ go | HHUZU / 1 Z [ z< 


,0e-68 


(AC006300) hypothetical prote: 






1 7\ "V* ^ V*\ 1 /-"l w c t c -|— r^i n 1 1 ^ t^i — ^ "1 1 

LHraDiuopsis tnaiianaj 










Seq. No. 


12743 




Seq. ID 


OJ990630_04.9C01.C11 




Gene No. 


26938 




Strand 


+ 






1 JO 




End 


8631 




Name 


c\ Toon n /i Q/Ti i 1 i ^0 
ujyyuoou u 3 . ybu 1 . bi 1 . oz . 


gs 


Method 


GENSCAN 




ota r.u 


DZ O / 




End 


8328 




bl 


none 




Score 


.92 




Exons 


/TOO! CQCT ^Q7C 7nriQ 
DZ O / . . DjD / , DO / 3 . . / UUo , 


7392. 


.7537, 7707. .7786, 8071. .8328 




Seq. No. 


12743 




Seq. ID 


OJ990630_04.9C01.C11 




Gene No. 


26938 




Strand 


+ 




Start 


1938 




End 


8631 




Name 


OJ990630 04.9C01.Cll.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


6670 




End 


8270 




GI 


none 




Score 


48 



13236 



Exons 



6670. .6696, 6695. .6730, 6697. .6741, 6736. .6780, 6749. .6781, 

6758. .6781, 6878. .7009, 6891. .7013, 6891. .6998, 7387. .7542, 

7392. .7547, 7395. .7517, 7706. .7792, 7709. .7786, 8056. .8268, 

8062. .8178, 8069. .8218, 8103. .8270 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12744 Seq. ID 

26939 Strand 
110 End 

OJ990630_04.9C01.C12.ol.np ' Method 
110 End 
4432864 Score 



OJ990630_04.9C01.C12 
+ 

4054 
AAT/NAP 
3838 
783 



110. .233, 709. .831, 1529. .1650, 1722. .1791, 2030. .2122, 
2489. .2616, 2745. .2886, 3758.-3838 

(AC006300) hypothetical protein [Arabidopsis thaliana] 



12744 
26939 
110 

OJ990630_04 . 9C01 . C12 . ol . gp 
161 

uC-osflcypllla08bl 



Seq. ID 
Strand 
End 

Method 
End 
Score 

161. .233, 709. .831, 1529. .1650, 1722. 
f 4432864/gb|AAD20712| 9.0e-52 (AC006300) hypothetical protein 
[Arabidopsis thaliana] ' 



OJ990630_04 . 9C01 .C12 
+ 

4054 
AAT/GAP 
2097 
793 

1791, 2030. .2097 



Seq. No. 


1 O H A A 
1Z /44 


Gene No. 


26939 


Start 


110 


Name 


OJ990630 04.9C01.C12.ol 


Start 


709 


GI 


none 


Exons 


709. .831, 2030. .2122, 2 


Seq. No. 


12744 


Gene No. 


26939 


Start 


110 


Name 


OJ990630 04 .9C01.C12.o2 


Start 


2543 


GI 


38316 1.R1084 


Exons 


2543. .2616, 2745. .2886, 


GI Descrip. 


'4432864/gb|AAD20712| 6 




[Arabidopsis thaliana] ' 


Seq. No. 


12744 


Gene No. 


26940 


Start 


5012 


Name 


OJ990630 04.9C01.C12.o3 


Start 


5012 


GI 


979 1.R1084 


Exons 


5012. .5355, 5586. .5717, 


GI Descrip. 


f 2292978/emb|CAA7 1303.1 




pant oate- -bet a-alanine 


Seq. No. 


12744 


Gene No. 


26940 


Start 


5012 


Name 


OJ990630 04.9C01.C12.o2 



Seq. ID OJ990630_04.9C01.C12 

Strand + , . 

End 4054 

Method GENSCAN 

End 3889 

Score .83 



• gp 



3758, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4054 
(AC006300) 



OJ990630_ 
+ 

4054 
AAT/GAP 
4054 
969 



04.9C01.C12 



hypothetical protein 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990630_04.9C01.C12 

7594 
AAT/GAP 
7594 
2257 



L7. .6130, 6956. .7594 
,0e-158 (Y10253) 



Seq. ID 

Strand 

End 

Method 



OJ990630_04.9C01.C12 

7594 
AAT/NAP 



13237 




Start 5236 End 7528 

GI 2292978 Score 1385 

Exons 5236.. 5355, 5586.. 5717, 6017.. 6126, 6953.. 7528 

GI Descrip. (Y10253) pantoate--beta-alanine ligase [Oryza sativa] 



Seq. No. 12744 
Gene No. 26941 
Start 8699 

Name OJ990630_04 . 9C01 . C12 . o3 

Start 2026 
GI none 

Exons 2026.. 2085, 2026.. 2121, 

2488. .2616, 2742. .2885, 
3757. .3891, 3758. .3817 



Seq, ID OJ990630_04.9C01.C12 
Strand 

End 9540 
.tm Method TBLASTX : Maize 

End ■ 3891 

Score 91 
2027. .2122, 2486. .2614, 2486. .2608, 
2742. .2885, 2743. .2895, 2743. .2889, 



Seq. No. 


12744 






Gene No. 


26941 






Start ' 


8699 






Name 


OJ990630 04 


. 9C01 


.C12.o2 


Start 


2749 






GI 


none 






Exons 


2749. .2895, 


2749 


. .2889, 


Seq. No. 


12744 






Gene No. 


26941 






Start 


8699 






Name 


OJ990630 04 


. 9C01 


.C12.ol 


Start 


7046 






GI 


none 






Exons 


7046. .7141, 


7047 


. .7151, 




7472. .7507 







Seq. ID OJ990630_04.9C01.C12 
Strand 

End 9540 

.tw Method TBLASTX : Wheat 

End 3835 

Score 178 
3757. .3834, 3758. .3817, 3758. .3835 

Seq. ID OJ990630_04.9C01.C12 
Strand 

End 9540 

.ts Method TBLASTX : Soybean 

End 7510 

Score 98 
7215. .7361, 7247..7348, 7340. .7510, 



Seq. No. 12744 

Gene No. 26941 

Start 8699 

Name OJ990630_04 . 9C01 . C12 . ol . tm 

Start 7075 

GI none 

Exons 7075.. 7137, 
7343. .7525, 



7076. .7162, 7077, 
7403. .7534 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990630_04.9C01.C12 
9540 

TBLASTX: Maize 

7534 

105 



.7160, 7202. .7357, 7212. .7358, 



Seq. No. 12744 

Gene No. 26941 

Start 8699 

Name OJ990630_04 . 9C01 . C12 . o4 . gp 

Start 8699 

GI 2706_1.R1084 

Exons 8699.. 9067, 9167 
GI Descrip. 



OJ990630 04.9C01.C12 



Seq. ID 
Strand 

End 9540 
Method AAT/GAP 
End 9540 
Score 1133 
9540 

1 549986 ; 2 . 0e-44 (U13149) possible apospory-associated protein 
[Pennisetum ciliare] ? 



9306, 9383. 



Seq. No. 12744 Seq. ID OJ990630_04.9C01.C12 

Gene No. 26941 Strand 

Start 8699 End 9540 

Name OJ990630_04 . 9C01 . C12 . ol . tc Method TBLASTX : Cress 

Start 8968 End 9514 

GI none Score 65 



13238 



Exons 



8968. .9066, 8975. .9067, 9166. .9315, 9166. .9285, 9167. .9307, 
9187. .9315, 9359. .9514, 9384. .9488 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12744 
26941 
8699 

OJ990630_04 . 9C01 . C12 . o2 . tm 

8968" 

none 



Seq. ID OJ990630_04.9C01.C12 
Strand 

End 9540 

Method TBLASTX : Mai ze 

End 94 90 

Score 83 



8968. .9066, 8974. .9060, 9158. .9307, 9166. .9315, 9166. .9285, 
9359. .9490 



Seq. No. 12744 

Gene No. 26941 

Start 8699 

Name OJ990630_04 . 9C01 . C12 . o2 . ts 

Start 8968 

GI none 
Exons 



Seq. ID OJ990630_04.9C01.C12 
Strand 

End 9540 

Method TBLASTX : Soybean 

End 94 90 

Score 108 



8968. .9066, 9158. .9307, 9166. .9315, 9166. .9285, 9187. .9315, 
9359. .9490, 9381. .9488 



Seq. No. 12744 

Gene No. 26941 

Start 8699 

Name OJ990630_04 . 9C01 . C12 . ol . tw 

Start 8968 

GI none 
Exons 



Seq. ID OJ990630_04.9C01.C12 
Strand 

End 9540 

Method TBLASTX : Wheat 

End ' 9315 

Score 101 



8968. .9060, 8968. .9066, 9152. .9307, 9166. .9315, 9166. .9228 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



! 



| Exons 



GI Descrip. 



12744 
26941 
8699 

OJ990630_04 . 9C01 . C12 . o3 . np 

8971 

549986 



Seq. ID OJ990630_04.9C01.C12 
Strand 

End 9540 

Method AAT/NAP 

End 9525 

Score 403 



8971. .9067, 9167. .9306, 9383. .9525 

(U13149) possible apospory-associated protein [Pennisetum 
ciliare] 



Seq. No. 12745 

Gene No. 26942 

Start 1 

Name OJ990630_04 . 9C01 . C13 . ol . gp 

Start 1 

GI 7582_1.R1084 

Exons 1..423, 757.. 896, 1012.. 1162 

GI Descrip. '4205079 2.0e-46 (U70425) ankyrin repeat-containing protein 2 
[Arabidopsis thaliana] ' 



Seq. ID OJ990630_04.9C01.C13 
Strand 

End 4337 

Method AAT/GAP 

End 1162 

Score 1226 



Seq. No. 12'74 5 

Gene No. 26942 

Start 1 

Name OJ990 630_04 . 9C0 1 . C13 . ol . np 

Start 1 

GI - 6598335 

Exons 1..423, 757.. 944 

GI Descrip. (AC002329) putative glucanase [Arabidopsis thaliana] 



Seq. ID OJ990630_04.9C01.C13 
Strand 

End 4337 

Method AAT/NAP 

End 944 

Score 341 



13239 



Seq. No. 12745 

Gene No. 26942 

Start 1 

Name OJ990630_04 . 9C01 . C13 . ol . tw 

Start 26 

GI none 

Exoris 26.. 220, 52.. 228 



Seq. ID OJ990630_04.9C01.C13 
Strand 

End 4337 

Method TBLASTX : Wheat 

End 228 

Score - 188 



Seq. No. 12745 

Gene No. 26942 

Start 1 

Name OJ990630_04 . 9C01 . C13 . o2 . tc 

Start 26 

GI none 

Exons 26. .268, 52. .279, 340. .423, 353. .424 



Seq. ID OJ990630_04.9C01.C13 
Strand 

End 4337 

Method TBLASTX : Cress 

End 424 

Score 210 



Seq. No. 12745 

Gene No. 26942 

Start 1 

Name OJ990630_04 . 9C01 . C13 . o2 . tm 

Start 26 

GI none 

Exons 26. .268, 52. .282, 334. .438, 335. .439 



Seq. ID OJ990630_04.9C01.C13 
Strand 

End 4337 

Method TBLASTX : Mai ze 

End 439 

Score 352 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12745 
26942 
1 

OJ990630_04 . 9C01 . C13 . o2 . ts 
29 

none 



Seq. ID OJ990630_04.9C01.C13 
Strand 

End 4337 

Method TBLASTX : Soybean 

End 4 33 

Score 230 



29. .268, 52. .279, 337. .432, 344. .433 



Seq. No. 12745 

Gene No. 26942 

Start 1 

Name OJ990630_04 . 9C01 . C13 . o2 . gs 

Start 701 

GI none 
Exons 



Seq. ID OJ990630_04.9C01.C13 
Strand 

End 4337 

Method GENSCAN 

End 4283 

Score .41 



701. .705, 757. .896, 1012. .1176, 2671. .2877, 3145. .3506, 
4167. .4283 



Seq. No. 12745 

Gene No. 26942 

Start 1 

Name OJ990630_04 . 9C01 . C13 . ol . tc 

Start 2555 

GI none 

Exons 2555.. 2803, 2558.. 2806, 2559. 



Seq. ID OJ990630_04.9C01.C13 
Strand 

End 4 337 

Method TBLASTX: Cress 

End 2808 

Score 84 
.2807, 2560. .2808 



Seq. No. 12745 

Gene No. 26942 

Start 1 

Name OJ990630_04 . 9C01 . C13 . ol . ts 

Start 2568 

GI none 
Exons 



Seq. ID OJ990630_04.9C01.C13 
Strand 

End 4337 

Method TBLASTX : Soybean 

End 2878 

Score 212 



2568. .2867, 2578. .2868, 2732. .2878 



13240 




Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12745 
26942 
1 

OJ990630JD4. 9C01 . C13 . o2 . gp 

2696 

none 

2696. .2877, 3145. .3475 

12745 
26942 
1 

OJ990630_04. 9C01 . C13 . ol . tm 

3154 

none 

3154. .3480, 3156. .3509, 3156. 
4185. .4328, 4190. .4336, 4191. 

12745 
26942 
1 

OJ990630_04 . 9C01 . C13 . o3 . tc 

3231 

none 

3231.. 3380, 3232. .3390, 3351. 
4183. .4281, 4200. .4286 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990 630_04 . 9C01 .C13 

4337 
AAT/GAP 
3475 
998 



Seq. ID OJ990630_04.9C01.C13 
Strand 

End 4337 

Method TBLASTX : Maize 

End 4337 

Score 345 

.3509, 3157.. 3510, 4180.. 4329, 
.4337 

Seq. ID OJ990630_04.9C01.C13 
Strand 

End 4337 

Method TBLASTX : Cress 

End 4286 

Score 108 

.3533, 3352. .3501, 4164. .4286, 



Seq. No. 12746 

Gene No. 26943 

Start 3501 

Name OJ990630_04 . 9C01 . C14 . o2 . gp 

Start 3501 

GI 3762722 

Exons 3501.. 3851 



Seq. ID OJ990630_04.9C01.C14 

Strand + 

End 3851 

Method AAT/GAP 

End 3851 

Score 650 



Seq. No. 12746 Seq. ID OJ990630_04.9C01.C14 

Gene No. 26944 Strand + 

Start 3796 End .9525 

Name OJ990630_04 . 9C01 . C14 . ol . np Method AAT/NAP 

Start 3796 End 9525 

GI 4678197 Score 1814 

Exons 3796.. 3938, 5277.. 6560, 6588.. 7529, 7778.. 9525 

GI Descrip. (AC007134) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 12746 

Gene No. 26945 

Start 1134 

Name OJ990630_04 . 9C01 . C14 . ol . gs 

Start 1134 

GI none 
Exons 



Seq. ID OJ990630_04.9C01.C14 
Strand 

End 2059 

Method GENSCAN 

End 2059 

Score .91 



1134. .1287, 1387. .1711, 1802. .2059 



Seq. No. 12746 Seq. ID 

Gene No. 26945 Strand 

Start 1134 End 

Name OJ990630_04 . 9C01 . C14 . ol . gp Method 



OJ990630_04 . 9C01.C14 

2059 
AAT/GAP 



13241 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



1261 
none 

1261. .1287, 

12746 
26946 
5087 

OJ990630_04 
5087 
none 

5087. .5134, 

12746 
26947 
6462 

OJ990630_04, 
6462 
none 

6462. .6521, 
6679. .6804, 

12746 
26948 
6826 

OJ990630_04. 

6826 

none 

6826. . 6918, 

12746 
26948 
6826 

OJ990630_04 . 

6956 

none 

6956. .7453, 

12746 
26948 
6826 

OJ990630_04. 

6992 

none 

6992. .7453, 

12746 
26948 
6826 

OJ990630_04. 

7007 

none 

7007. .7456, 

12746 
26949 
7994 

OJ990630 04. 



End 
Score 



1722 
659 



1387. . 1722 

. 9C01.C14 .o5. tm 
5098.. 5130, 5139. 

9C01.C14.o2.tm 



6463.. 6552, 6567. 
6829.. 6918, 6838. 



9C01.C14.o2.tw 
6962.. 7213, 6979. 

9C01.C14.o4.tm 
6956.. 7102, 6970. 

9C01.C14.o3.ts 
7066. .7293 

9C01.C14.o2.tc 
7033. .7182 

9C01.C14 .o2.ts 



Seq. ID OJ990630_04.9C01.C14 
Strand 

End 5393 

Method TBLASTX : Mai ze 

End 5393 

Score 54 
.5393, 5140.. 5385 

Seq. ID OJ990630_04.9C01.C14 
Strand 

End 6918 

Method TBLASTX : Mai ze 

End 6918 

Score 101 

.6800, 6568.. 6801, 6602.. 6805, 
.6918 

Seq. ID OJ990630_04.9C01.C14 
Strand 

End 7482 

Method TBLASTX : Wheat 

End 7435 

Score 68 
.7182, 7229. .7318, 7313. .7435 

Seq. ID OJ990630_04.9C01.C14 
Strand 

End 7482 

Method TBLASTX: Maize 

End 7482 

Score 305 
.7200, 7222.. 7482 

Seq. ID OJ990630_04.9C01.C14 
Strand 

End 7482 

Method TBLASTX : Soybean 

End 7453 

Score 286 



Seq. ID OJ990630_04.9C01.C14 
Strand 

End 7482 

Method TBLASTX : Cress 

End 7456 

Score 287 



Seq. ID OJ990630_04.9C01.C14 
Strand 

End 8800 

Method TBLASTX: Soybean 



13242 




o car c 


7 Q Q4 
1 y y ft 








End 


8478 




P T 










Score 


396 




Exons 


7QQ4 ft47 7 


OUjU 


ft 9S1 
. . O^Jl/ 


ft 1 9 ft 
O 1 Z O . 


.8271, 8317. .8478 




(jl UCbtlip. 
















Seq. No. 


12746 








oeq . 1U 


PiTQQOfi^O 04 QP01 


.C14 


Gene No. 


26949 








o irana 






ocar c 


7 QQ4 








r nr i 
Hjna 


ft r o n 




Name 


n.TQQOfi^O 0 4 


-7^U 1 


PI 4 
. 1 4 . O 1 


■ CC 


L v ie cnoa 


TOT Q TV • Pr-£i o c 




otar c 


p i no 








iLna 


" ft 7 7 7 
O J / / 




p t 

(jl 


none 








Score 


298 ' 




Exons 


ft 1 Oft ft ^77 
0 1 U 0 . . OJ / / , 


ft 1 9 9 


ft "37 
• . OJ / D 










Seq. No. 


12746 








oc4 . iu 


Pj.TQQOfi^O 04 QP01 


.C14 


Gene No. 


26949 








otianu 








7 QQ4 
/ y y 4 








Hinci 


ft ft 00 

OOUU 




Name 


PiTQQOfi^O 04 
Uu""UO jU U4. 


QP01 


PI 4 r>1 


. C W 


T\A n +- /"> 


i Dii/\o ia . wnecic 




C4- a r-4- 
OLdlC 


ftl Rft _ 
Ol JO 








rjiia 


ft 7 04 
O / U 4 






none 








Score 


282 




Exons 


oicp ft 97 1 

01 JO . . O ^ / 1 , 


ftl 

o i D y 


ft RO'* 

. . O JUJ/ 


ft 4 


.8704 






Seq. No. 


12746 








oeq . i u 


HTQQO^^O 04 QP01 

ujyyuDJU U4.yuui< 


.C14 


Gene No. 


26949 








Strand 






o car c 


7 Q QA 

i y y 4 








Hina 


q ft n n 
ooUU 




Name 


pi tq qo £^n o 4 


qph 1 


PI A r\*% 
. Ul ft . Oj 


. cm 


Me cnoa 


TUT QQTY • Ma -1 ^ d 

i ts Li/io l a . ixia i z e 




o car c 


Q1 CO 

ol JO 








bna 


O D y U 




P T 


none 








Score 


339 




Exons 


OlDo . . oZOU, 


Q1 CQ 
OlJJ 


ft RQO 


OOl / . 


.8532 






Seq. No. 


12746 








beq. id 




.C14 


Gene No. 


26949 








Strand 






o car c 


7 QQ4 








tjna 


ooUU 




Name 


Pi TQQH £ ^0 H A 


QPfl 1 

ycu i 


PI 4 r> "3 
. L-l 4 . Oj . 


» CC 


i v ie cnou 


TRT Z\ QTV • P voo c 
1 Dli/^O 1A . LlcSS 




o car c 


0 ozz 










ft ft on 
ooUU 




PT 


none 








Score 


204 




Exons 


ft R99 ftft nn 


ft ^ £Q 
0 J03 


ft 7 










Seq. No. 


12746 








Seq. ID 


OJ990630_04 . 9C01. 


X14 


Gene No. 


26950 








Strand 






O LdX C 


ft71 4 
O / 1 4 








End 


9537 




Name 


uuyyuojU U4. 


QPfl 1 


PI 4 


+■ T.I 

. CW 


Method 


TBLASTX: Wheat 




Of 3 

o car c 


ft 7 1 4 _ 
O / 1 4 








End 


9099 




pt 

Ol 


none 








Score 


90 




Exons 


p.714 ftftnn 

O ( 14 . . OOUU^ 


ft ft ^ 

OOjO 


ft Qft 4 
. . o y o 4 , 


ft ft S4 

0 0 3 4 . 


.9099, 9055.. 9090 




Seq. No. 


12746 








Seq. ID 


OJ990630_04 . 9C01. 


,C14 


Gene No. 


26950 








Strand 






Of -a r f- 


ft71 4 
O / 1 4 








End 


9537 




Name 


pi TQQn^^n n a 


qph 1 


PI 4 ol 
. U 1 4 . O 1 . 


, cm 


Method 


TBLASTX: Maize 




Q+- 3 r~+- 

ocar c 


ft ft A R 
0 0 4 D 








End 


9468 




GI 


none 








Score 


326 




Exons 


8845. .9201, 


8943 


. .9056, 


9099. 


.9200, 9282. .9359, 9283. .9468 


Seq. No. 


12746 








Seq. ID 


OJ990630_04 . 9C01. 


C14 


Gene No. 


26950 








Strand 






Start 


8714 








End 


9537 




Name 


OJ990630 04. 


9C01 


.C14.ol. 


ts 


Method 


TBLASTX : Soybean 





13243 





Start 


OoDj 






End 


9537 






GI 


none 






Score 


409 






Exons 


ft ft £"3 Q9 07 
OOUJ • • yZ U / / 


ft ft ^ 


..9366, 8867. .9232, 8967. .9374, 9277. .9537, 




















Seq. No. 


12747 






O C ^ . J. U 


0.7090790 00 9C01 


. C4 




Gene No. 


26951 






J LI Cli L\JL 


-j- 






Of -i 








End 


R S 






Name 




qpn 1 




Mot* hnH 


\J Hi LN O ^rtLN 






Start 


ii 
1 1 






FnH 


R S 






bl 


none 








.96 






Exons 


11 ft ^ 

11. . OJ 














oeq. no. 


1 9 7 A ft 
J. Z / fl 0 






Seq. ID 


OJ990720_09.9C01, 


.C5 




Gene No. 


26952 






Strand 


+ 






Start 


1 






End 


994 






Name 


HTQQ0790 HQ 


.9C01 


.C5.ol.np 


Method 


AAT/NAP 






C +- -n v- 4- 


1 






End 


994 






H T 
bl 


O ff Z J- ft .7 






Score 


85 






Exons 


i ^ o 7 qi 

1 . . jU, / y 1 . 


.994 












bi uescr lp . 


( Z1TT9 1 ft ft 0£M 


ReMembR-H2 protein JR702 [Arabidopsis thaliana] 




Seq. No. 


12748 






Seq. ID 


OJ990720_09.9C01. 


.C5 


,a rat 

U 


Gene No. 


26953 






Strand 






: ==? 


otart 


9 R 
Z 3 






End 


931 






Name 


uj y y u /zu u y 


.9C01 


.C5.ol.gs 


Method 


GENSCAN 






Start 








End 


931 






GI 


none 






Score 


.46 




" ~ . 


Exons 


Z 3 . . O O , O .7 / 


. .931 












Seq. No. 


12749 






Seq. ID 


OJ990720_09.9C01, 


.C9 


f y 


Gene No. 


26954 






Strand 


+ 






btdrt 


£Q0 

o y u 






End 


757 






Name 


n TQQm on no 
uu y y u / z u u y 


.9C01 


.C9. ol.gs 


Method 


GENSCAN 




jS : ; 


o car u 


con 
oy u 






End 


757 




't, n 


C T 

bl 


none 






Score 


. 6 




|>se 


Exons 


£QO 7^7 












i. _j 


oeq . lno . 


197 ^n 






Seq. ID 


OJ990720_09.9C01, 


.CIO 




Gene No. 


26955 






Strand 


+ 




□ 


Start 


835 






End 


1978 






Name 


O TQ Q07 9 D HQ 
uuyyu/zu uy 


.9C01 


.C10.ol.np 


Method 


AAT/NAP 






0 4- -, v- -t- 

btart 


p *5 

0 JJ 






End 


1978 






bl 


9 7 "3 Q^7 1 

z / o y j / 1 






Score 


266 






Exons 


Q "3 c; 1 0 1 Q 

OJJ . . 11/13/ 


1116. 


.1165, 1683 


..1797, 1944 


I. .1978 






bi uescrip. 


\ HLUUZ jUj j 


unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


12750 






Seq. ID 


OJ990720_09.9C01, 


.CIO 




Gene No. 


26955 






Strand 


+ 








ft ^ ^ 






End 


1978 






Name 


O TQQ07 90 O Q 

uu yyu/zu uy 


.9C01 


.C10.ol.tm 


Method 


TBLASTX: Maize 






Start 


877 






End 


1164 






GI 


none 






Score 


166 






Exons 


877. .1020, 


878. . 


1042, 1113. 


.1163, 1114. 


.1164 






Seq. No. 


12750 






Seq. ID 


OJ990720_09.9C01 


.CIO 




Gene No. 


26955 






Strand 


+ 





13244 






Start 


0 oo 


End 


1978 




Name 


ujyyu/zu uy . yuu ± . li u . o i . gs 


Method 


GENSCAN 




Start 


ooo 
ooZ 


End 


1881 




GI 


none 


Score 


.95 




Exons 




.1797, I860.. 1881 




Seq.. No. 


, 12750 


Seq. ID 


OJ990720_09. 9C01.C10 




Gene No. 


26955 


Strand 


+ 




Start 


O JJ 


End 


1978 




Name 


ojyyu/zu uy . yuui . Liu . oz . tm 


Method 


i D-LAo i a . Ma i z e 




Start 


iD/D 


End 


1828 




GI 


none 


Score 


182 




Exons 


1£7£ 17^6 1£.7ft i tqi; 1£P9 
ID / O. .1 / 3D; -LO/0..1/0O, 1DOZ 


. .1828 






Seq. No. 


12751 


Seq. ID 


OJ990720_09.9C01.C11 




Gene No. 


26956 


Strand 


+ 




b tar z 


one 


End 


3939 




Name 


ujyyu/zu uy . y^u i . ti i . oi . gs 


Method 


GENSCAN 




Start 


one 
z u b 


End 


3939 






none 


Score 


.88 




Exons 


zUb..zoU, IDU/..I00U, zUUj . . 


2358, 2540 


. .2950, 3664. .3939 




Seq. No. 


12751 


Seq. ID 


OJ990720_09.9C01.C11 


s«F 


Gene No. 


26956 


St-rand 


+ 


,J 


Start 


206 


End 


3939 


■ ?s 


Name 


OJ990720 0?.9C01.Cll.ol.np 


Method 


AAT/NAP " 


: ! : 


Start 


320 


End 


3936 




GI 


2739371 


Score 


1202 


;■} 


Exons 


320. .363, 459. .548, 1357. .1425, 1507.. 


1630, 2003. .2359, 






2520. .2950, 3664.. 3936 






: -' 


GI Descrip. 


(AC002505) unknown protein [Arabidopsis thaliana] 


Li 


Seq. No. 


12751 


Seq. ID 


OJ990720_09.9C01.C11 


: 


Gene No. 


26957 


Strand 


+ 


»f 


Start 


4271 


End 


4355 


. 1 
'hi 


Name 


OJ990720 09.9C01.Cll.o2.np 


Method 


AAT/NAP 


ISC 


Start 


4271 


End 


4355 






•5852084 


Score 


69 




Exons 


4271. .4355 






I! 

■ 

! 


GI • Descrip . 


(AL117264) zwh0007.1 [Oryza 


sativa] 






beq. no. 


12751 


Seq. ID 


OJ990720_09.9C01.C11 




Gene No . 


26958 


Strand 


+ 




Start 


4364 


End 


4592 




Name 


OJ990720 09.9C01.Cll.o4.tm 


Method 


TBLASTX: Maize 




o cart: 


303 


End 


1598 






none 


Score 


95 




Exons 


303. .374, 313. .387, 313. .363, 456. .548 


, 456. .548, 457. .549, 






458. .550, 458. .550, 1351. .1425, 1351.. 


1425, 1355.. 1426, 






1356. .1427, 1499. .1597, 1499 


..1597, 1506. .1598, 1506. .1598 




Seq. No. 


12751 


Seq. ID 


OJ990720_09.9C01.C11 




Gene No. 


26958 


Strand 


+ 




Start 


4364 


End 


4592 




Name 


OJ990720 09.9C01.Cll.o2.ts 


Method 


TBLASTX: Soybean 




Start 


1501 


End 


2755 




GI 


none 


Score 


114 



13245 



C 1 von e 


1 501 1 659 

x .j vj x . • x <j «j _? , 


1 505 
a. ~j \j 


1 669 

. . X U \J _7 , 


1 506 


.1631, 1506.. 1682, 


1510 1659 




9029 229R 


2071 




9^02 


.2358, 2576. .2635, 


9 64 5 97 55 




2684 2755 
















12751 








Seq. ID 


OJ990720 


-09 9P01 PI 1 




26958 

t. y J j o 








Strand 


+ 




Start 


4364 








End 


4592 




Name 


OJ990720 09, 


.9C01. 


.Cll.o3, 


.tm 


Method 


TBLASTX ; 


Maize 


cf a rt 


1994 








End 


.2299 




\j X 


none 








Score 


52 






1 994 9056 


1 995 

2. Z? Zs *J < 


9066 


1-995 

X Z/ Z/ -J • 


.2066, 1996. .2067, 


9090 9944 




2055 2246 


2061 

C. \J \J J. < 


.224 6, 


2113 . 


.2289, 2248. .2298, 


924ft 999ft 




224 9 . .2299 














Seq. No. 


12751 








Seq. ID 


OJ990720 


_09.9C01.C11 


Gene No. 


26958 








Strand 


+ 




Start 


4364 








End 


4592 • 




LN aiuc 


OJ990720 09 


t 9C01 , 


. Cll . ol . 


. tm 


Method 


TBLASTX : 


1 Id 


O Lai L. 


2302 _ 








End 


2954 




VJX 


none 








Score 


76 




R von q 


2302 2355 


2302 . 


2358 


2582 . 


.2950, 2582.. 2845, 


2766 2954 


Seq. No. 


12751 








Seq. ID 


OJ990720 


_09.9C01.C11 


Gene No. 


26958 








.."Strand 


+ 




OLai I 










End 


4592 




Name 


H.T990790 09 


9P01 

i Z? \J X i 


n i oi- 

i \^ X X ■ KJ X i 


■ L. O 


Method 


TBLASTX: 




CH- a y*+- 
O Lai L 


97 6 9 ~~ 
^ / uz, 








End 


3858 




r! T 
VJX 


none 








Score 


298 






9769 9950 


9ft09 


9954 


^64 5 


.3833, 3661.. 3858 




Seq. No. 


12751 








Seq. ID 


OJ990720 


_09.9C01.C11 


Gene No. 


26958 








Strand 


+ 




Start 


4364 








End 


4592 






O.T990790 09 


9P01 


n i n2 




Method 


TBLASTX : 




Of- a r f 


3661 ~ 








End 


3858 




GI 


none 








Score 


337 




DAUllu 


3661 3858 


3662 , 


, . 3763 , 


3663 . 


.3830 






C pn Kin 










Seq. ID 


OJ990720 


0 Q QP0 1 n 1 


Gene No. 


26958 








Strand 


+ 




Start 


4364 








End 


4592 




Name 


OJ990720 09. 


9C01. 


,Cll.o3. 


■ np 


Method 


AAT/NAP 




Start 


4364 








End 


4592 




GI 


6069646 








Score 


106 




Exons 


4364. .4592 















GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907 112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 

Seq. No. 12752 Seq. ID OJ990720_09.9C01.C12 

Gene No. 26959 Strand + 

Start 146 End 373 

Name OJ990720_09 . 9C01 . C12 . ol . tm Method TBLASTX : Maize 

Start 112 End 370 

GI none Score 133 



13246 



Exons 



112. .213, 113. .277, 256. .369, 257. .370 



Seq. No. 12752 Seq. ID 

Gene No. 26959 Strand 

Start 146 End 

Name OJ990720_09 . 9C01 . C12 . ol . gs Method 

Start ■ 14 6 -End 

GI ^ none Score 

Exons 146.. 373 



OJ990720_09.9C01.C12 
+ 

373 

GENSCAN 

373 

.48 



Seq. No. 12753 Seq. ID 

Gene No. 26960 Strand 

Start 171 End 

Name OJ990720_09 . 9C01 . C13 . ol . gs Method 

Start 171 End 

GI none Score 

Exons 171.. 539 



OJ990720_09.9C01.C13 
544 

GENSCAN 

539 

.62 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990720_09.9C01.C13 
544 

AAT/NAP 
544 
107 



Seq. ID OJ990720 09.9C01.C17 



12753 
26960 
171 

OJ990720_09.9C01.C13.ol.np 
174 

4097571 
174 . .544 

(U64916) GMFP5 [Glycine max] 
12754 

26962 Strand + 

1 End 203 

OJ990720_09 . 9C01 . C17 . ol . np Method AAT/NAP 
1 End 203 

6069646 Score 207 

1. .203 

(AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic 
putative non-LTR retroelement reverse transcriptase i 
[Oryza sativa] 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



12754 Seq. ID 

26963 Strand 

1264 End 

OJ990720_09 . 9C01 . C17 . ol . gp Method 

1264 End 

1648 2.R1084 Score 



OJ990720_09.9C01.C17 
+ 

6690 
AAT/GAP 
4826 
1789 



1264. .1618, 3526. .3766, 3892. .4012, 4151. .4266, 4527. .4826 
'451193 1.0e-52 (L28008) wali7 [Triticum aestivum] 
>gi_1090845_prf 2019486B wali7 gene [Triticum aestivum] 1 



12754 
26963 
1264 

OJ990720_09. 9C01 . C17 . ol . gs 

1416 

none 



Seq. ID OJ990720_09.9C01.C17 

Strand + 

End 6690 

Method GENSCAN 

End 6690 

Score . 6 



1416. .1618, 3526. .3766, 3892. .4012, 4151. .4266, 5543. .5874, 



13247 



# 



6389. .6480, 6506. .6690 



Seq. No. 12754 

Gene No. 26963 

Start 1264 

Name OJ990720_09 . 9C01 . C17 . o2 . np 

Start 1419 

GI 451193 

Exons 1419.. 1618, 
GI Descrip. 



Seq. ID OJ990720_09.9C01.C17 

Strand + 

End 6690 

Method AAT/NAP 

End 4 662 

Score 931 



3526. .3766, 3892. .4012, 4151. .4266, 4527. .4662 
(L28008) wali7 [Triticum aestivum] gi | 109084 5 | prf | | 20194 8 6B 
wali7 gene [Triticum aestivum] 



Seq. No. 12754 

Gene No. 26964 

Start 3270 

Name OJ990720_09 . 9C01 . C17 . ol . tc 

Start 1410 

GI none 

Exons 1410.. 1619, 1412.. 1567, 3509, 



Seq. ID OJ990720_09.9C01.C17 
Strand 

End 5209 

Method TBLASTX : Cress 

End 4272 

Score 215 

.3766, 3524.. 3766, 3709.. 3768, 



3891. .4013, 3892. .4014, 4150. .4176, 4177. .4272, 4179. .4268, 
4192. .4272 



Seq. No. 

Gene- No. 

Start 

Name 

Start 

GI 

Exons 



12754 
26964 
3270 

OJ990720_09.9C01.C17.ol.tm 

1411 

none 

1411.. 1452, 1412.. 1567, 1413. 
3523.. 3615, 3524.. 3643, 3611. 
3891. .4013, 4149. .4175, 4150. 
4182. .4295, 4527. .4568, 4533. 



Seq. ID OJ990720_09.9C01.C17 
Strand 

End 5209 

Method TBLASTX : Mai ze 

End v 4 658 

Score 82 

.1619, 1594. .1623, 3523. .3615, 
.3766, 3614. .3754, 3880. .4014, 
.4176, 4177. .4269, 4179. .4268, 
.4658, 4618. .4650 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12754 
26964 
3270 

OJ990720_09.9C01.C17.ol.ts 

1412 

none 

1412.. 1567, 1413. 
3709.. 3768, 3879, 
4176. .4268, 4177, 



.1619, 3523. 
,4013, 3892. 
.4272 



Seq. ID OJ990720_09.9C01.C17 
Strand 

End 5209 

Method TBLASTX : Soybean 

End 4272 

Score 167 

.3648, 3524.. 3766, 3530.. 3766, 
.4014, 4150. .4176, 4176. .4268, 



Seq. No. 12754 Seq. ID OJ990720_09.9C01.C17 

Gene No. 26964 Strand 

Start 3270 End 5209 

Name OJ990720_09 . 9C01 . C17 . o3 . np Method AAT/NAP 

Start 3270 End 5209 

GI ' 6598399 Score 44 

Exons 3270.. 3328, 5043.. 5209 

GI Descrip. (AC003952) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



Seq. No. 12755 Seq. ID 

Gene No. 26965 Strand 

Start 882 End 

Name OJ990720 09 . 9C01 . C18 . ol . np Method 



OJ990720_09.9C01.C1E 
+ 

1739 
AAT/NAP 



13248 





ftp? FnH 

OOti LjI ILL 


1 7QQ 
X / O -7 


C T 


U / ^ X J V / OL-L>X C 


D 


T7 1 v n Q 
Hi A vJ 1 1 o 


U lj L • • -L X t w< / X ~J X » • X rt J ^ f X LP U X . * X / J ^ 






l £ \J \J X \J 1 £~ i i ly^J\J L 1 1C LlUul kJ X ULC11J (_ vi V CI 


c t" 1 \TZ* 1 
o ct l x, v d j 


Seq. No. 


12756 Seq. ID 


OJ990720_09.9C01.C23 


Gene No. 


26966 Strand 




O Lai l 


6. U V Hil ILL 


1570 


In clitic 


OJ990720 09 9C01 f?^ ol ns MpthnH 

\JVJ J J \J < t. V W -/ • ^LsL/XaL^^.J.L'X.^O LiC L i I L/ Li 


VJ J— i IN kj \^r\LH 


Q+- a r- 1- 


_ FnH 

Z, U U Hi i ILL 


X sj / VJ 


riT 

LJ± 


nunc jlul c 


69 




?R9 741 910 14DQ 1 S70 

Z. L> VJ . • JO .7 , /MX. • _7 X L 1 , X *i V .7 • • 1J (U 




Cprr Ma 


1 ?7 57 ^prr TD 

X / <*J / O " • XL/ 


L/LJ Zf Z? \) 1 £.\J \J Z> m Zs L^ \J X .Ls^M 


Gene No. 


26967 Strand 




Start 


1 End 


13939 




OJ990720 09.9C01.C24.ol.gp Method 


AAT/GAP 


u Lai L 


1 End 


1262 


{IT 
yj x 


26615 1.R1084 ' Score 


1312 


P v An Q 


1..397, 501. .576, 803. .897, 1027. .1262 




Ol L/COLil^ • 


•4097573 2.0e-10 (U64917) GMFP7 [Glycine max] ■ 


cpn Mo 


12757 Seq. ID 


OJ990720_09.9C01.C24 


;«! Gene No. 


26967 Strand 




Start 


, 1 End 


13939 


": c f NT a m o 

,3 =!. 


OJ990720 09.9C01.C24.ol.np Method 


AAT/NAP 


U: Of ar l- 


1 End 


832 




6862917 Score 


344 


• - - U 1 ■v /-n r^i c? 
■ _i CjXOIIo 


1..397, 501. .576, 803. .832 




,: OX UcoOIip* 


(AC018907) hypothetical protein [Arabidopsis thaliana] 


: z l 

OC^i IN L> • 


12757 Seq. ID 


OJ990720_09. 9C01.C24 


lit (Zf^r^e* Mn 
; sr OCiiC IN L> • 


26967 Strand 




is Start 


1 End 


13939 


r 5 | Name 


OJ990720 09. 9C01 . C24 . o2 . np Method 


AAT/NAP 


* ' « Start 


1 End 


13939 


^ GI 


3980411 Score 


77 


''■Ti: 

■ PvAn Q 


1..272, 2689.-2847, 8292. .8474, 10915.. 


11073, 13404. .13642, 


. -i 


13907. .13939 




\ 9SS \ C T De» r T i n 


(AC004561) putative proline-rich protein [Arabidopsis thaliana] 


OC^i Ln L> • 


12757 Seq. ID 


OJ990720_09.9C01.C24 


Gene No. 


26967 Strand 




Start 


1 End 


13939 


Name 


OJ990720 09.9C01.C24.ol.gs Method 


GENSCAN 


OLdi L 


99 End 


7292 


L7 X 


none Score 


.72 




99. .397, 501. .576, 1087. .1100, 1262. .1374, 3152. .3439, 




3745..3793, 4229.. 4375, 7199. .7292 




Sea. No 


12757 Seq. ID 


OJ990720_09.9C01.C24 


Gene No. 


26967 Strand 




Start 


1 End 


13939 


Name 


OJ990720 09. 9C01.C24 .ol. tm Method 


TBLASTX: Maize 


Start 


167 End 


579 


GI 


none Score 


40 


Exons 


167. .190, 185. .235, 185. .223, 261. .398, 


264. .398, 265. .402, 



13249 



499. .579, 500. .577 



Seq. No. 12757 

Gene No. 26967 

Start 1 

Name OJ990720_09 . 9C01 . C24 . ol . tw 

Start 167 

' GI none 
Exons 



Seq. ID OJ990720_09.9C01.C24 
Strand 

End 13939 

Method TBLASTX : Wheat 

End 531 . . 

Score 83 



167. .223, 185. .220, 232. .252, 261. .398, 262. .402, 499. .531, 
500. .529 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12757 
26967 
1 

OJ990720_09. 9C01 . C24 . ol . ts 
264 
none 

264. .398, 268. .402, 499. .582, 500. .574 



Seq. ID OJ990720_09.9C01.C24 
Strand 

End 13939 

Method TBLASTX : Soybean 

End 582 

Score 128 



12757 
26967 
1 

OJ990720_09.9C01.C24.ol.tc 
267 
none 

267. .398, 268. .402, 499.-579, 500. .586 



Seq. ID OJ990720_09.9C01.C24 
Strand 

End . 13939 

Method TBLASTX : Cres s 

End 58 6 

Score 94 



12757 
26967 
1 

OJ990720_09. 9C01 . C24 . o2 . gs 
8256 
none 

8256. .8543, 10384 .. 104 15, 10470 .. 10589, 10697 .. 10736, 
10863. .11184, 11223. .11362, 12515 .. 12630, 13452 .. 13535, 
13597. .13652, 13752. .13870 



Seq. ID OJ990720_09.9C01.C24 
Strand 

End 13939 

Method GENSCAN 

End 13870 

Score .52 



12757 
26967 
1 

OJ990720_09 . 9C01 .C24 . o3 .gp 
9910 
2312838 
9910. .9968 

1420932/gb|U61383 IORU61383 7.0e-21 Oryza rufipogon 
4-coumarate-CoA ligase gene, intron 1, partial sequence 



Seq. ID OJ990720_09.9C01.C24 
Strand 

End 13939 

Method AAT/GAP 

End 9968 

Score 63 



Seq. No. 


12758 


Seq. ID 


OJ990720 


Gene No. 


26968 


Strand 




Start 


116 


End 


4095 


Name 


OJ990720 


09 . 9C01 . C25 . ol . gs Method 


GENSCAN 


Start 


116 


End 


4095 


GI 


none 


Score 


.83 


Exons 


116. .456, 


823. .970, 1717. .1996, 3785.. 


,4095 


Seq. No. 


12758 


Seq. ID 


OJ990720 


Gene No. 


26968 


Strand 





13250 



Start 116 End 4095 

Name OJ990720_09 . 9C01 . C25 . ol .np Method AAT/NAP 

Start 145 End 4059 

GI 1167955 Score 714 

Exons 145. .363, 764. .970, 1771. .1923, 2659. .2689, 3785. .4059 

GI Descrip. (U43497) putative' 32.7 kDa j asmonate-induced protein [Hordeum 
vulgare] gi 124 65428 (AF0212-57) 32 kDa protein [Hordeum vulgare] 



beg. no. 


L<l 1 0 o 


beq . lu 




Gene No. 


z d y o y 


otz r ana 




Start 


£ ^ n i 


End 


8255 


Name 


OJ990720 09.9C01.C25.o2.tm 


Method 


TBLASTX: Maize 


Start 


247 


End 


4032 


GI 


none 


Score 


69 


Exons 


247. .267, 304. .372, 320. .367 


, 797. .901 


, 801. .902, 902. .964, 




911. .958, 1765. .1956, 1772.. 


1918, 1783 


..1935, 3781. .3864, 




3868. .4032 






Seq. No. 


12758 


Seq. ID 


OJ990720_09.9C01.C25 


Gene No . 


26969 


Strand 




Start 


6301 


End 


8255 


Name 


OJ990720 09.9C01.C25.o2.np 


Method 


AAT/NAP 


Start 


5430 


End 


8255 


GI 


3850581 


Score 


231 


Exons 


5430. .5616, 6534. .6624, 7851 


..8020, 8172. .8255 


GI Descrip. 


(AC005278) EST gb|N96383 comes from this gene. [Arabidopsis 




thaliana] 






Seg. No. 


12758 


Seq. ID 


OJ990720_09.9C01.C25 


Gene No. 


26969 


Strand 




Start 


6301 


End 


8255 


Name 


OJ990720 09.9C01.C25.ol.tm 


Method 


TBLASTX: Maize 


CM 1 v~ 4- 

otart 


6290 


End 


6704 


bl 


none 


Score 


125 


Exons 


6290.. 6451, 6290.. 6328, 6308 


..6451, 6313. .6453, 6313. .6453, 




6524.. 6655, 6528.. 6704, 6534 


..6653, 6536. .6673 


beg. no. 


12758 


Seq. ID 


OJ990720_09.9C01.C25 




26969 


Strand 




Start 


6301 


End 


8255 


Name 


OJ990720 09.9C01.C25.o2.gs 


Method 


GENSCAN 


b rar l 


6301 


End 


8254 


GI 


none 


Score 


.78 


Exons 


6301.. 6450, 6534.. 6635, 7862 


..8020, 8172. .8254 


Seq. No. 


12758 


Seq. ID 


OJ990720_09.9C01.C25 


Gene No. 


26969 


Strand 




Start 


6301 


End 


8255 


Name 


OJ990720 09. 9C01 . C25 . ol . gp 


Method 


AAT/GAP 


Start 


6334 


End 


6641 


GI 


67687 1.R1084 


Score 


276 


Exons 


6334. .6450, 6534. .6641 






GI Descrip. 


' 1420932/gb|U61383 IORU61383 


7.0e-21 Oryza rufipogon 




4-coumarate-CoA ligase gene, 


intron 1, 


partial sequence' 


Seq. No. 


12758 


Seq. ID 


OJ990720_09.9C01.C25 


Gene No. 


26969 


Strand 





13251 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



6301 

OJ990720J39. 9C01 . C25 . o2 . gp 

7978 

702145 

7978. .8020, 8171. .8254 
3850581 1.0e-26 (AC005278) 
[Arabidopsis thaliana] 



End 

Method 

End 

Score 



8255 
AAT/GAP 
8254 
192 



EST gb_N96383 comes from this gene. 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



12759 
26970 
2001 

OJ990720_09. 9C01 . C26 . ol . gs 

2001 

none 

2001. .2154, 2631. .2721, 2797, 
4441. .4485, 4587. .4673 



Seq. ID OJ990720_09.9C01.C26 

Strand + 

End 4 673 

Method GENS CAN 

End 4673 

Score .86 

.2874, 3516. .3597, 3910. .4014, 



Seq. No. 


12759 


Seq. ID 


OJ990720_09.9C01.C26 


Gene No. 


26970 


Strand 


+ 


Start 


2001 


End 


4673 


Name 


OJ990720 09. 9C01 . C2 6 . ol . np 


Method 


AAT/NAP 


Start 


2034 


End 


4673 


GI 


1617274 


Score 


597 


Exons 


2034.. 2154, 2661. .2721, 2797 


..2874, 3356. .3427, 3516. .3597, 




3755. .3860, 3938. .4014, 4441 


..4485, 45£ 


7. .4673 


GI Descrip. 


(Z72152) AMP-binding protein 


[Brassica 


napus] 


Seq. No. 


12759 


Seq. ID 


OJ990720_09.9C01.C26 


Gene No. 


26970 


Strand 


+ 


Start 


2001 


End 


4673 


Name 


OJ990720 09. 9C01 . C26 . o3 . gp 


Method 


AAT/GAP 


Start 


2655 


End 


2879 


GI 


uC-osflm202110cllbl 


Score 


202 


Exons 


2655. .2721, 2797. .2879 






GI Descrip. 


, 1617274/emb|CAA96522| 3 . 0e- 


28 (Z72152) 


AMP-binding protein 



[Brassica napus] 1 



Seq. No. 12759 Seq. ID OJ990720_09.9C01.C26 

Gene No. 26970 ■ Strand + 

Start 2001 End 4673 

Name OJ990720JD9 . 9C01 . C26 . o4 . gp Method AAT/GAP 

Start 3764 End 4037 

GI uC-osrocyp010a04bl Score 264 

Exons 3764.. 3860, 3938.. 4037 

GI Descrip. ? 1617274 /emb | CAA96522 | 6.0e-33 (Z72152) AMP-binding protein 
[Brassica napus] 1 



Seq. No. 12759 

Gene No. 26971 

Start 92 

Name O J9 90 7 2 0_0 9 . 9C0 1 . C2 6 . ol . gp 

Start 92 

GI 702145 

Exons 92. .232 

GI Descrip. 3850581 1.0e-26 (AC005278) 
[Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990720_09.9C01.C26 
232 

AAT/GAP 

232 

246 



EST gb_N96383 comes from this gene. 



13252 



Seq. No. 12759 
Gene No. 26972 
Start 2658 

Name OJ990720_09 . 9C01 . C26 . ol . tm 

Start 2658 
GI none 
Exons 2658. 

2795. 

3357. 

3518. 

3941. 



,2720, 2662, 
,2872, -2796. 
,3497, 3358. 
,3598, 3752. 
,4018, 4414. 
4582. .4674, 4586. 



,2712, 2663. 

,2864, 2797. 

,3435, 3499. 

,3862, 3755. 

,4488, 4432. 
,4678 



Seq. ID OJ990720_09.9C01.C26 
Strand 

End 4 67 8 

Method TBLASTX : Maize 

End 4678 

Score 59 

.2722, 2663.. 2719, 2782.. .2865, 
.2880', 3353.. 3427, 3357.. 3428, 
.3702, 3513. .3596, 3517. .3597, 
.3853, 3936. .4013, 3937. .4017, 
.4488, 4440. .4493, 4578. .4673, 



Seq. No. 12759 
Gene No. 26972 
Start 2658 

Name OJ990720_09. 9C01 .C2 6 . ol . tc 

Start 2665 
GI none 

Exons 2665.. 2712, 2666,. 2722, 2794. 

3359. .3427, 3511. .3588, 3513. 
3739. .3858, 3754. .3861, 3755. 
3937. .4017, 4411. .4488, 4578. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990720 09.9C01.C26 



4678 

TBLASTX: Cress 
4673 
90 

2874, 2795... 2872, 3357. 
3572, 3516.. 3593, 3517. 
3862, 3755.. 3868, 3936. 
4673 



.3428, 
.3594, 
.3995, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12760 
26973 
1 

OJ990720_09. 9C01.C27 .ol.np 
1 

6671960 



Seq. ID OJ990720_09.9C01.C27 

Strand + 

End 2901 

Method AAT/NAP 

End 2901 

Score 926 



1..28, 656. .749, 844. .923, 1029. .1122, 1811. . 1899, 2032. .2120, 
2306. .2435, 2527. .2645, 2790. .2901 

(AC013454 ) putative long-chain-fatty-acid — CoA ligase 
[Arabidopsis thaliana] 



Seq. No. 12760 

Gene No. 26973 

Start 1 

Name OJ990720_09 . 9C01 . C27 . ol . gs 

Start 186 

GI none 
Exons 



Seq. ID OJ990720_0 9. 9C01.C27 

Strand + 

End 2901 

Method GENSCAN 

End 2888 

Score .76 



186. .270, 660. .749, 844. .923, 1029. .1122, 1811. .1865, 
2306. .2435, 2527. .2645, 2790. .2888 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12760 
26973 
1 

OJ990720_09. 9C01.C27 .ol.tc 

653 

none 



Seq. ID OJ990720_09.9C01.C27 
Strand + 
End 2901 
Method TBLASTX : Cress 

End '2361 
Score 137 

653. .748, 654. .749, 841. .924, 843. .923, 1030. .1122, 2057. .2125, 
2305. .2361 



Seq. No. 12760 Seq. ID 

Gene No. 26973 Strand 

Start 1 End 

Name OJ990720 09 . 9C01 . C27 . ol . ts Method 



OJ990720_09.9C01.C27 
+ 

2901 

TBLASTX: Soybean 



1-3253 



Start 
GI 

Exons 



653 End 2658 

none Score 133 

653. .748, 657. .749, 841. .924, 843. .923, 1030. .1122, 1032. .1124, 
1765. .1896, 1810. .1890, 1811. .1909, 2024. .2128, 2035. .2157, 
2289. .2462, 2299. .2436, 2307. .2438, 2511. .2570, 2515. .2658, 
2516. .2644 



Seq.' No. 12760 Seq. ID 

Gene No. 26973 Strand 

Start 1 End 

Name OJ990720_09 . 9C01 . C27 . o2 . tm Method 

Start 708 End 

GI none Score 
Exons 



OJ990720_09.9C01.C27 
+ 

2901 

TBLASTX: Maize 

1909 

77 



708. .749, 709. .750, 709. .753, 841. .924, 841. .924, 843. .932, 
843. .926, 1028. .1123, 1030. .1122, 1095. .1124, 1765. .1899, 
1809. .1898, 1810. .1899, 1811. .1909 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12760 
26973 
1 

OJ990720_09. 9C01.C27.ol .tm 
2042 



End 

Method 
End 

none Score 
2042. .2128, 2042. .2107, 2043. .2108, 2289. .2438, 2299 
2304. .2438, 2515. .2664, 2516. .2644, 2527. .2658, 2785 
2789. .2899 



Seq. ID OJ990720_09.9C01.C27 
Strand + 

2901 

TBLASTX: Maize 
2901 
131 



.2436, 
.2901, 



Seq. No. 12760 - Seq. ID 

Gene No. 26973 Strand 

Start 1 End 

Name OJ990720_09 . 9C01 . C27 . ol . gp Method 

Start 2308 End 

GI 568356 Score 

Exons 2308.. 2435, 2527.. 2645, 2790.. 2901 

GI Descrip. 1617274 /emb | CAA96522 | 2.0e-49 (Z72152) 
[Brassica napus] 



OJ990720_09.9C01.C27 
+ 

2901 
AAT/GAP 
2901 
665 

AMP-binding protein 



Seq. No. 12760 

Gene No. ' 26973 
Start 1 

Name OJ990720_09 . 9C01 . C27 . o2 . tc 

Start 2368 
GI none 

Exons 2368.. 2436, 2368.. 2436, 

2789. .2899, 2797. .2901 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



Seq. ID OJ990720_09.9C01.C27 

Strand + 

End 2901 

Method TBLASTX : Cress 

End 2901 

Score 85 
2516.. 2644, 2518.. 2664, 2785.. 2901, 



12761 
26974 
302 

OJ990720_09 . 9C01 . C28 . ol . np 
302 

1617274 



Seq. ID OJ990720_09.9C01.C28 



Strand 
End 

Method 

End 

Score 



+ 

1514 
AAT/NAP 
1185 
395 



302. .417, 496. .581, 806. .889, 986. .1072, 1146. .1185 
(Z72152) AMP-binding protein [Brassica napus] 



12761 
26974 



Seq. ID OJ990720_09.9C01.C28 
Strand + 



13254 



Start 
Name 
Start 
GI 

Exons 



302 End 

OJ990720_09.9C01.C28.ol.ts Method 

302 End 

none Score 



1514 

TBLASTX: Soybean 

1241 

185 



302. .418, 303. .422, 312. .422, 464. .634, 495.-593, 803. .892, 
808. .885, 973. .1074, 983. .1075, 1119. .1241, 1145. .1219 



Seq. No. 12761 'Seq. ID 

Gene No. 26974 Strand 

Start 302 End 

Name .OJ990720_09. 9C01 . C28 . ol. tm Method 

Start 302 End 

GI none Score 
Exons 



OJ990720_09 . 9C01 . C28 
+ 

1514 

TBLASTX: Maize 

1244 

208 



302. .451, 303. .437, 312. .452, 479. .580, 480. .581, 800. .889, 
801. .887, 803. .892, 805. .924, 976. .1074, 983. .1075, 985. .1077, 
1119. .1244, 1140. .1217, 1145. .1243 



Seq. No. 


12761 




Seq. ID 


OJ990720_09.9C01.C28 


Gene No . 


26974 




Strand 


+ 


Start 


302 




End 


1514 


Name 


OJ990720 09.9C01.C28.ol. 


gs 


Method 


GENSCAN 


Start 


314 




End 


1241 


GI 


none 




Score 


.83 


Exons 


314 . . 417, 478 .. 581, 803 . 


.889 


986. .1072, 1146. .1241 


Seq. No. 


12761 




Seq. ID 


OJ990720_09 . 9C01 . C28 


Gene No t 


26974 




Strand 


+ 


Start 


302 




End 


1514 


Name 


OJ990720 09. 9C01.C28.ol. 


gp 


Method 


AAT/GAP 


Start 


4 96 ? -; 




"End 


581 


GI 


LIB34 34-052-P1-K1-B11 




Score 


162 


Exons 


496. .581 








GI Descrip. 


' 1617274 /emb | CAA96522 | 8 


.0e- 


22 (Z72152) 


AMP-binding protein 




[Brassica napus] 1 








Seq. No. 


12761 




Seq. ID 


OJ990720_09.9C01.C28 


Gene No. 


26974 




Strand 


+ 


Start 


302 




End 


1514 


Name 


OJ990720 09.9C01.C28.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


803 




End 


1242 


GI 


none 




Score 


83 


Exons 


803. .892, 805. .885, 967. 


.1071, 983. .1075, 988. .1089, 1119.. 




1140. .1199, 1144. .1242 








Seq. No. 


12761 




Seq. ID 


OJ990720_09.9C01.C28 


Gene No. 


26974 




Strand 


+ 


Start 


302 




End 


1514 


Name 


OJ990720 09.9C01.C28.o2. 


gp 


Method 


AAT/GAP 


Start 


803 




End 


1028 


GI 


LIB34 34-052-P1-K1-B11 




Score 


198 


Exons 


803. .889, 986. .1028 








GI Descrip. 


, 1617274/emb|CAA96522| 8 


.0e- 


22 (Z72152) 


AMP-binding protein 




[Brassica napus] 1 








Seq. No. 


12761 




Seq. ID 


OJ990720_09.9C01.C28 


Gene No. 


26974 




Strand 


+ 


Start 


302 




End 


1514 



13255 



Name 

Start 

GI 

Exons 



OJ990720_09 . 9C01 . C28 . ol . tw Method TBLASTX : Wheat 
805 End 1270 

none Score 114 

805. .924, 806. .892, 976. .1074, 983. .1075, 985. .1077, 1119. .1250, 
1137. .1220, 1145. .1270 



Seq. No. 12761 Seq. ID, 

Gene- No. 26974 Strand 

Start 302 End 

Name OJ990720JD9 . 9C01 . C28 . o3 . gp Method 

Start 990 End 

GI 3767955 Score 

Exons 990. .1072, 1146.. 1514 

GI Descrip. 1617274 /emb | CAA96522 | 1.0e-09 (Z72152) AMP-binding protein 
[Brassica napus] 



OJ990720_09.9C01.C28 
+ 

1514 
AAT/GAP 
1514 
843 



Seq. No. 12762 Seq. ID 

Gene No. 26975 Strand 

Start 2254 End 

Name OJ990720_09 . 9C01 . C29 . ol . gs Method 

Start 2254 End 

GI none Score 

Exons 2254.. 2443, 2559.. 2661 



OJ990720_09.9C01.C29 
+ 

2661 
GENS CAN 
2661 
.66 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



12763 
26976 
221 

OJ990720_09.-9C01.C30.ol.np 
221 

585771 

221. .323, 470. .541, 635. .673, 
1750. .1811, 1913. .1979, 2061.. 
2559. .2725, 2966. .3007 
MEIOTIC RECOMBINATION PROTEIN 
hypothetical 38. 3K protein, LIM15 - Trumpet lily 
gi|431168|dbj IBAA04845I (D21821) RAD51-like protein [Lilium 
longif lorum] 



Seq. ID OJ990720_09.9C01.C30 
Strand + 
End 10254 
Method AAT/NAP 
End 3007 
Score 1057 

843. .900, 986. .1031, 1616. .1661, 
2153, 2235.. 2303, 2395.. 2473, 

DMC1 HOMOLOG gi | 62 987 4 | pir | | JC221 4 



Seq. No. 12763 

Gene No. 26976 

Start 221 

Name OJ990720_09 . 9C01 . C30 . ol . gs 

Start 232 

GI none 
Exons 



Seq. ID OJ990720_09.9C01.C30 

Strand + 

End 10254 

Method GENSCAN 

End 4521 

Score .73 



232. .323, 470. .541, 635. .673, 2061. .2153, 2235. .2303, 
2395. .2473, 2559. .2791, 3951. .4202, 4423. .4521 



Seq. No. 12763 

Gene No. 26976 

Start 221 

Name OJ990720_09 . 9C01 . C30 . o2 . np 

Start 3693 

GI 6069646 

Exons 3693. .3721, 
GI Descrip. (AP000616) 



Seq. ID 
Strand 
End 

Method 
End 
Score 

6608. .7485, 9401. .9460 
similar to putative reverse 



[Oryza sativa] gi | 6907112 | dbj | BAA90639 
Arabidopsis thaliana chromosome II BAC 



OJ990720_ 
+ 

10254 
AAT/NAP 
9460 
471 



transcriptase 
1 | (AP001129) 
F9013 genomic 



09.9C01.C30 



(AC005315) 
Similar to 
sequence, 



13256 




putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 





Seq . No . 


12763 


Seq. ID 


OJ990720_09. 9C01.C30 




mono Mo 


2 697 6 


Strand 


+ 




OLal L 


221 


End 


10254 




Name 


OJ990720 09 9C01 C30 o2 


gs Method 


GENSCAN 




Of a rf 


S9?3 : ~~ 


End 


10254 






none 


Score 


.52 




DAUl 1 0 


5923. .6056, 6359. . 6477, 


7464. .7566, 7750. .7847, 7982. .8374, 






8615. .8669, 9965. .10092, 


10238. . 10254 


- 




Seq. No. 


12763 


Seq. ID 


OJ990720_09.9C01.C30 






26977 


Strand 


+ 




Start 


10567 


End 


12369 




Name 


OJ990720 09. 9C01.C30.ol. 


gp Method 


AAT/GAP 




Start 


10567 


End 


11179 




GI 


uC-osflcyp039h04bl 


Score 


306 




LlAUl 1 O 


10567. .10736, 11133. .11179 








1 1617274/emb|CAA96522 | 1 
[Brassica napus] ' 


.Oe-09 (Z72152) 


AMP-binding protein 






12763 


Seq. ID 


OJ990720 09.9C01.C30 


sf 




26977 


Strand 


+ 


= E 

s 


O Lcti. L 


10567 


End 


12369 


?! 


in cunt; 


OJ990720 09. 9C01.C30.o3. 


np Method 


AAT/NAP 


! : 


O Lai L 


10795 


End 


12369 






6815052 


Score 


146 


"i 

s? 




10795. .11306, 11656. .11778, 12215. .12369 


i i 
sr 


Do q c y \ t\ 


(AP001080) hypothetical 


protein [Oryza 


sativa] 


; : 


O " ■ LN \J ■ 


12763 


Seq. ID 


OJ990720_09.9C01.C30 


H 


Gene No. 


26978 


Strand 






Start 


10563 


End 


12369 




Name 


OJ990720 09. 9C01.C30.ol. 


ts Method 


TBLASTX : Soybean 


: 

•! 


Start 


212 


End 


2730 


! 

as 


GI 


none 


Score 


154 


°! 
°i 


R von s 


212.. 322, 222.. 323, 249. 


.323, 466.. 537, 


470. .541, 641. .673, 




834. .923, 985. .1032, 1590. .1664, 1601.. 


1663, 1747. .1809, 






1749. .1808, 1913. .1978, 


1914. .1982, 2060. .2152, 2061. .2156, 


3 i 




2228. .2302, 2235.. 2303, 


2392. .2472, 2394. .2465, 2528. .2728, 






2557. .2724, 2567. .2728, 


2572. .2730 






Qprr No 

C V— ^ * L * • 


12763 


Seq. ID 


OJ990720_09.9C01.C30 






26978 


Strand 






Start 


10563 


End 


12369 




Name 


OJ990720 09. 9C01.C30.o3. 


tm Method 


TBLASTX: Maize 




Cf a >-+- 
O Lai L 


1614 


End 


2288 




GI 


none 


; Score • 


71 




Exons 


1614. .1664, 1747. .1809, 


1914. .1982, 2061. .2111, 2235. .2288^ 




Seq. No. 


12763 


Seq. ID 


OJ990720_09.9C01.C30 




Gene No. 


26978 


Strand 






Start 


10563 


End 


12369 




Name 


OJ990720 09. 9C01.C30.ol. 


tc Method 


TBLASTX: Cress 




Start 


1776 


End 


2586 




GI 


none 


Score 


41 



13257 



P von 


1776 1808- 




2061 . .2156, 




2557. .2586 


Seq. No. 


12763 


Gene No: 


26978 


Start 


10563 


Name 


OJ990720 09 


Start 


6636 ~~ 


GI 


none 


Exons 


6636. . 6692, 


Seq. No. 


12763 


Gene No. 


26978 


Start 


10563 


Name 


OJ990720 09. 


Start 


6892 ~~ 


GI 


none 


Exons 


6892. .7194, 


Seq. No. 


12763 


Gene No. 


26978 


Start 


10563 


Name 


OJ990720 09 


Start 


7087 _ 


GI 


none 


Exons 


7087 . . 7380, 




12763 






Start 


10563 


Name 


OJ990720 09. 


Start 


10563 


GI 


none 


Exons 


10563. .10628 




12239. .12299 



1776. .1808, 1777. .1809, 1913. .1954, 1914. .1946, 2060. .2152, 
4. .2299, 2235. .2303, 2392. .2472, 2394. .2471, 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.7058 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990720_09.9C01.C30 
. 12369 

TBLASTX : Maize. 

7059 

51 



OJ990720_09.9C01.C30 
12369 

TBLASTX: Wheat 

7194 

192 



OJ990720_09.9C01.C30 
12369 

TBLASTX: Maize 

7502 

"203 



Seq. ID OJ990720_09.9C01.C30 
Strand 

End 12369 

Method GENSCAN 

End 12299 

Score .7 

L852.. 11909, 12037. .12079, 



Seq. No. 


12763 


Seq. ID 


OJ990720_09 


9C01 


.C 


Gene No. 


26978 


Strand 








Start 


10563 


End 


12369 






Name 


OJ990720 09.9C01.C30.o4.np 


Method 


AAT/NAP 






Start 


11590 


End 


12369 






GI 


5042454 


Score 


186 






Exons 


11590. .11650, 12043. .12208, 


12345. .12369 






GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 






Seq. No. 


12764 


Seq. ID 


OJ990720 09. 


9C01 


C 


Gene No. 


26979 


Strand . 


+ 






Start 


493 


End 


6519 






Name 


OJ990720 09.9C01.C31.ol.gs 


Method 


GENSCAN 






Start 


493 


End 


3438 






GI 


none 


Score 


.71 






Exons 


493. .638, 1141. .1321, 1601. 


.1699, 1875 


..2681, 2737. 


.287? 






3112. .3259, 3280. .3438 











Seq. No. 
Gene No. 



12764 
26979 



Seq. ID OJ990720_09.9C01.C31 
Strand + 



13258 




Start 


4 93 


End • 


6519 


Name 


OJ990720 09. 9C01 . C31 . o2 . np 


Method 


AAT/NAP 


C4- Q rt" 


3249 


End 


6519 


KJ ± 


6498436 


Score 


1051 




3249. .3336, 4786. .4908, 4957. 


.5461, 5730. .6132, 6398. .6519 




(AP000815) hypothetical protein [Oryza 


sativa] 


Q cj rr Mr* 

oeq. ln u . 


12764 


Seq. ID 


OJ990'720_09.9C01.C31 




26980 


Strand 




o u a. J- <- 


75 


End 


4824 


Name 


OJ990720 09. 9C01 . C31 . ol . np 


.Method 


AAT/NAP 


Start 


75 


End 


4824 




1052604 


Score 


102 


Exoris 


75. .100, 2004. .2147, 2642. .2979, 4797.. 


4824 




(X89734) LWamide neuropeptide precursor protein [Hydractini, 




echinata] gi 1 1589265 I prf | | 2210391A LWamide neuropeptide 




precursor [Hydractinia echinata] 




Seq. No. 


12765 


Seq. ID 


nTQQmon no arni poo 


Gene No. 


26981 


Strand 




Oj-a v-f- 

OLai L 


178 


End 


7 7 9 


Name 


.OJ990720 09. 9C01 . C32 . ol . gs 


Method 


\J £j IN O V-rtLN 




178 


End 


732 


'.11 CT 


none 


Score 


.73 


:=r J-iAUIlO 


178. .297, 324. .526, 585. .732 






e ' ~ m 

fjl Seq. No. 


12766 


Seq. ID 


OJ990720_09.9C01.C33 


:!J Gene No. 


26982 


Strand 


+ 




143 


End 


1154 


^? Name 


OJ990720 09.9C0'l.C33.ol.gs 


Method ■ 


GENSCAN 


, s s OLdll 


143 


End 


1154 


Li o1 


none 


Score 


.59 


LAUIIo 


143. .214, 1050. .1154 






]_ Oct]. LNO . 


12767 


Seq. ID 


OJ990630_02.9C01.C1 




26983 


Strand 


+ 


rf» Start 


1 


End 


64 


=i Name 


OJ990630 02. 9C01 . CI . ol . gp 


Method 


AAT/GAP 


■! Start 


1 


End 


64 




3445004 


Score 


76 




1. .64 








5091529/dbj IBAA78764.il 2.0e- 


■16 (AB0234 


82) ESTs 




C98382 (C2985) , D224 44 (C11129) 


correspond 


I to a region of the 




predicted gene.; Similar to Arabidopsis 


i thaliana APK1 gene : 




protein tyrosine-serine-threonine kinase .( D12522 ) [Oryza sai 




12768 ■ 


Seq. ID 


OJ990630_02.9C01.C2 


Gene No. 


26984 


Strand 




Start 


1 


End 


527 


LN ctillc 


OJ990630 02.9C01.C2.ol.np 


Method 


AAT/NAP 


Cl-i- a r-+- 


1 


End 


527 


GI 


5091513 


Score 


890 


Exons 


1. .527 






GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 


Seq. No. 


12768 


Seq. ID 


OJ990630_02.9C01.C2 


Gene No. 


26984 


Strand 





13259 




otari 


X 








KOI 
DZ / 


Name 


UUyjUDjU UZ 




. UZ . Ol . y S 


Method 


oEjlNbOrilN 


OA , ■*-+- 

btart 








cjno. 


A £7 




none 






Score 


. Oft 


Exons 


1A 4 67 










beq. wo. 


12769 






beq. iu 




Gene No. 


26985 






Strand 




Start 


462 






End 


809 


Name 


OJ990630 02 


.9C01 


.C3.ol. tm 


Method 


1 dJjnO 1 A . lYia 1Z6 


btart 


4 62 






cjna. 


o n Q 




none 






Score 


^ i 


Exons 


462. .494, 463. .531, 489. .599, 


dz / . . o o y , 


^QCi CRQ ^fl^ CRQ 
JO J . . Djj; DUD. .DOi?, 




607. .660, 660. .779, 663. .782, 


D D ft . . f DO f 


fifiR 7P.1 7P.H PflQ 
DDj . . ' Ol; /OU . . OU" 


Seq. No. 


12770 






Seq. ID 


OJ990630_02.9C01.C4 


Gene No. 


26986 






Strand 




OLdiL 


847 






EjIIQ. 


1 QQQ 

loo y 


Name 


OJ990630 02 


.9C01, 


.C4 .ol.gs 


\A /-> A— V"l 

nctnOu 




o tar r 


847 






bna 


1 OO/I 
1 O Z 4i 




none 






Score 




Exons 


847. .1824 










beq • wo . 


12770 






beq. lu 




qene ino . 


26986 






Strand 




Start 


847 






End 


1889 


Name 


OJ990630 02 


. 9C01. 


.C4 .ol.np 


Method 


AAT/NAP 


biiarT: 


898 . 






End 


1 QQQ 

l o o y 




D / Z y h O J 






Score 


blo 


Exons 


898. .1889 










GI Descrip. 


(AL132966) 


receptor lectin kinase-like 


protein [Arabidopsis 




thaliana] 










beq . NO . 


12770 






Seq. ID 


OJ990630_02.9C01.C4 


Gene No. 


26986 






Strand 




Start 


847 






End 


1889 


Name 


OJ990630 02 


.9C01, 


.C4 .ol.tc 


Method 


TBLASTX: Cress 


Of 3 

OtaiL 


1090 






End 


1887 




none 






Score 


88 


Exons 


1090. .1197, 


1273. 


..1440, 1301. 


.1441, 1429. .1638, 1522. .1620, 




1651. .1842, 


1664. 


..1834, 1858. 


.1887 




Seq. No. 


12770 






Seq. ID 


OJ990630_02.9C01.C4 


Gene No. 


26986 






Strand 




C +- -a V--*- 
oLaiL 


847 






End 


1889 


Name 


OJ990630 02 


.9C01. 


,C4 .ol. tw 


Method 


TBLASTX: Wheat 


C "I- -J -y~A~ 

otar c 


1267 






End 


1635 


C T 


none 






Score 


71 


Exons . . 


1267. .1569, 


1307, 


..1426, 1573. 


.1635 






12770 






Seq. ID 


OJ990630_02.9C01.C4 


Gene No. 


26986 






Strand 




Start 


847 






End 


1889 


Name 


OJ990630 02 


.9C01, 


.C4.ol.tm 


Method 


TBLASTX : Maize 


Start 


1307 






End 


1837 


GI 


none 






Score 


82 


Exons 


1307. .1441, 


1309. 


,.1452, 1429.. 


.1641, 1433. .1465, 1522. .1629, 



13260 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



1648. .1836, 1649. .1837 

12770 
26986 
847 

OJ990630_02.9C01.C4.ol. ts 

1348 

none 



Seq. ID OJ990630_02.9C01.C4 



Strand 
End 

Method 

End 

Score 



1889 

TBLASTX : Soybean 

1881 

74 



1348. .1455, 1349.. 1435, 1438. .1809, 1655. .1801, 1840. .1881 



12771 
26987 
9133 

OJ990630JD2 . 9C01 . C5 . o2 . gp 
9133 

4350_1.R1084 

9133.. 9464, 9632.. 9723, 9866 



OJ990630JD2. 
+ 

10576 
AAT/GAP 
10576 
1709 



9C01.C5 



Seq. ID 
Strand 
End 

Method 
End 
Score 

9923, 10028. .10093, 10182.. 10576 
'2252840 3.0e-09 (AF013293) contains regions of similarity to 
Haemophilus influenzae permease (SP: P38767 ) [Arabidopsis 
thaliana] >gi_604 9882_gb_AAF02797 . 1_AF195115_17 (AF195115) 
contains regions of similarity to Haemophilus influenzae 
permease (SP:P38767) [Arabidopsis thaliana] 1 

Seq. No. 12771 Seq. ID OJ990630JD2 . 9C01 . C5 

Gene No. 26988 Strand 

Start 1 End 1952 

Name OJ990630_02 . 9C01 .C5.ol.np Method AAT/NAP 

Start 1 End 840 

GI 951110 Score 279 

Exons 1. . 84 0 

GI Descrip. (U22469) Mannose/glucose-binding lectin precursor [Arachis 
hypogaea] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12771 
26988 
1 

OJ990630_02. 9C01.C5.ol.gs 
57 

none ; 



Seq. ID OJ990630_02 . 9C01 .C5 
Strand 



End 

Method 

End 

Score 



1952 
GENSCAN 
1952 
.79 



57. .509, 558. .773, 1305. .1423, 1799. .1952 



12771 Seq. ID 

26989 Strand 

3165 End 

OJ990630_02 . 9C01 . C5 . o2 . tm Method 

2992 End 

none Score 

2992.. 3057, 2995.. 3084, 3165.. 3362, 3165.. 3362, 3166.. 3363, 
3170. .3364 



OJ990630_02.9C01.C5 
5333 

TBLASTX: Maize 

3364 

44 



Seq. No. 12771 Seq. ID 

Gene No. 26989 Strand 

Start 3165 End 

Name OJ990630_02 . 9C01 . C5 . o2 . gs Method 

Start 3165 End 

GI none Score 

Exons 3165.. 3923, 5111.. 5209 



OJ990630_02.9C01.C5 

5333 
GENSCAN 
5209 
.78 



13261 




Seq. No. 


12771 


Seq. ID 


OJ990630_02.9C01 


.C5 


Gene No. 


26989 


Strand 






Start 


3165 


End 


5333 




LMalllC 


OJ990630 02.9C01.C5 o2 no 


Method 


AAT/NAP 




ct-3 r-f- 


3168 ~~ 


End 


5209 






6706419 


Score 


799 • 




IjAvJl I O 


3168.. 3314, 3423.. 3938, 5111 


. .5209 








(AL133248) outative orotein 


[Arabidopsis thaliana] 




Seq. No. 


12771 


Seq. ID 


OJ990630_02. 9C01 


.C5 


Cpnp NO 


26989 


Strand 






Start 


3165 


End 


5333 




Name 


OJ990630 02.9C01.C.5.ol.ts 


Method 


TBLASTX : Soybean 




Start 


3579 ~ 


End 


5210 




GI 


none 


Score 


331 




F 1 von 


3579 3938, 3586 3939, 3626 


..3940, 5108. .5209, 5127. .5210 


Seq. No. 


12771 


Seq. ID 


OJ990630_02. 9C01 


.C5 


Gone No . 


26989 


Strand 






Start 


3165 


End 


5333 




Name 


OJ990630 02 9C01 C5 ol tm 


Method 


TBLASTX: Maize 




JLQi L 


3633 _ 


End 


5222 




O -L 


none 


Score 


384 




LiAvl lO 


3633 3938 3634 3939 5108 


..5212, 5127.. 5222 




Seq. No. 


12771 


Seq. ID 


OJ990630_02.9C01 


• C5 


Gene No. 


26989 


Strand 






Start 


3165 


End 


5333 




Name 


OJ990630 02.9C01.C5.ol.gp 


Method 


AAT/GAP 




Start 


3817 ■ 


End 


.5333 




GI 


65347 1.R1084 


Score 


633 




TT von 


3817. .3938, 5111. .5333 










'4 521193/dbj 1 AB013450 . 1 | AB013450 1 . Oe- 


99 Oryza sativa DNA, 




similar sequence to Pib gene 


i 






Seq. No. 


12771 


Seq. ID 


OJ990630_02. 9C01 


.C5 


Gene No. 


26990 


Strand 






Start 


9667 


End 


10451 




Name 


OJ990630 02.9C01.C5.o3.tm 


Method 


TBLASTX: Maize 




Start 


9667 


End 


10451 




GI 


none 


Score 


105 




Evnns 

1_J A S^/ 1 1 0 


9667. .9717, 9668. .9721, 9864 


..9923, 10025. .10093, 10025 


. .li 




10027. .10116, 10175. .10285, 


10176. .10298, 10179. .10307, 






10180. .10302, 10416. .10451, 


10430. . 10450 




Seq. No. 


12772 


Seq. ID 


OJ990630_02. 9C01 


.C6 


Gene No. 


26991 


Strand 


+ ■ 




Start 


1 


End 


1463 




Name 


OJ990630 02.9C01.C6.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1463 




GI 


6729489 


Score 


486 




Exons 


1..638, 1336. .1463 








GI Descrip. 


(AL132966) receptor lectin kinase-like 


protein [Arabidopsi: 




thaliana] 








Seq. No. 


12772 


Seq. ID 


OJ990630_02.9C01 


.C6 



13262 




Gene No. 


26992 


Strand 


- 




Start 


1 O A C 

1705 


End 


2007 




Name 


OJ990630 02 . 9C01 . C6 . ol . tm 


Method 


TBLASTX: Maize 




Start 


2 


End 


628 




GI 


none 


Score 


377 




Exons 


o or! -j s c a a o o /* o o n o 

2. . j67, 7. .354, .92. .367, 392 


n 0 0 

. . 628 






Seq. No. 


12772 


Seq. ID 


OJ990630_02.9C01 


.C6 


Gene No. 


26992 


Strand 






Start 


1705 


End 


OAAO 

2007 




Name 


OJ990630 02 . 9C01 . C6 . ol . tc 


Method 


TBLASTX : Cress 




Start 


14 


End 


601 




GI 


none 


Score 


362 




Exons 


"1 yl O /" VI O /( »)r i O A A /"AT 

14. .364, 34. .354, 380. .601 








Seq. No. 


12772 


Seq. ID 


OJ990630_02. 9C01 


.C6 


Gene No. 


26992 


Strand 






Start 


1 O A C 

1705 


End 


OAAO 

2007 




Name 


/OTAAA/^OA AO A/-iA1 /^i /- „ -1 i_ , . 

OJ990630 02 . 9C01 . C6 . ol . tw 


Method 


TBLASTX : Wheat 




Start 


38 


End 


367 




GI 


none 


Score 


257 




Exons 


on O / 7 VI O 0 A /I O O C O C / 

38. .367, 43. .204, 235. .354 








Seq. No. 


12772 


Seq. ID 


OJ990630 02.9C01 


,C6 


Gene No. 


26992 


Strand 


- 




Start 


1705 


End 


2007 




Name 


OJ990630 02. 9C01 . C6 . ol . ts 


Method 


TBLASTX: Soybean 




Start 


44 


End 


577 




GI 


none 


Score 


384 




Exons 


A A C 1 O I/O O C /I O C C OCA 

44. .577, 142. .354, 255. .359 








Seq. No. 


12772 


Seq. ID 


OJ990630 02.9C01 


.C6 


Gene No. 


26992 


Strand 


- 




Start 


1705 


End 


2007 




Name 


OJ990630 02 . 9C01 . C6 . o2 . gs 


Method 


GEN SCAN 




Start 


1705 


End 


2007 




GI 


none 


Score 


1 




Exons 


1 O A C OAAO 

1705 . . 2007 








Seq. No. 


12773 


Seq. ID 


OJ990630_02. 9C01 


C7 


Gene No. 


26993 


Strand 


+ 




Start 


2062 


End 


7202 




Name 


/~\ T A A A O A AO ApA1 /-1 •-j _ *i 

OJ990630 02 . 9C01 . C7 . ol . gs 


Method 


GENSCAN 




Start 


O A /" O 

2062 


End 


7202 




GI 


none 


Score 


.47 




Exons 


O A /"" O O 1 A O OCOA O O A O OIOI 

2062. .2103, 2589. .2703, 3121 


..3226, 3884. .4166, 4757. .4957, 




6236.. 6361, 6455.. 6709, 6784 


..6898, 7171. .7202 




Seq. No. 


"1 O O O O 

12773 


Seq. ID 


OJ990630_02. 9C01 


C7 


Gene No. 


26994 


Strand 


+ 






15785 


End 


15925 




Name 


OJ990630 02.9C01.C7.ol.np 


Method 


AAT/NAP 




Start 


15785 


End 


15925 




GI 


5091512 


Score 


238 




Exons 


15785. .15925 








GI Descrip. 


(AB023482) Similar to Plasmodium vivax 


circumsporozoite 


pro 




gene, complete cds.(M11926) 


[Oryza sativa] 





13263 






Seq. No. 


12773 


Seq. ID 


OJ990630 


_02. 9C01.C7 




Gene No. 


26995 


Strand 








Start 


9529 


End 


11497 






Name 


OJ990630 02.9C01.C7. 


o2.gs Method 


GENSCAN 






Start 


9529 


End 


' 11497 






GI ' 


none 


Score 


. 9 






Exons 


9529. .9578, 1008 6 . . 10220, 10724. .10885 


, 11045.. 


11167, 






11179. . 11497 










Seq. No. 


12773 


Seq. ID 


OJ990630 


_02.9C01.C7 




Gene No. 


26996 


Strand 








Start 


12855 


End 


13102 






Name 


OJ990630 02.9C01.C7. 


o2 . gp Method 


AAT/GAP 






Start 


12855 


End 


13102 






GI 


3761181 


Score 


4 62 






Exons 


12855 . . 13102 










GI Descrip. 


4521193/dbj IAB01345C 


.1IAB013450 1.0e-99 Oryza sativa DNA, 






similar secruence to 

k^/ -L_ ILL _L_ J- C*L J— U WVJ UV^llOVJ 


Pib gene 








Seq. No. 


12773 


Seq. ID 


OJ990630 


_02.9C01.C7 




Gene No . 


26997 


Strand 








Start 


14797 


End 


15681 




□ 


Name 


OJ990630 02.9C01.C7. 


o3.gs Method - 


GENSCAN 






Start 


14797 


End 


15681 




:'=: 
:. ! : 


GI 


none 


Score 


.68 




"It 


F! von 


14797. .15123, 15247. 


.15358, 15378. .15582, 15597 


. .15681 




Seq. No. 


12774 


Seq. ID 


OJ990630 


_02.9C01.C8 




Gene No. 


26998 


Strand 








Start 


1 


End 


4181 




rif 


Name 


OJ990630 02.9C01.C8. 


ol.np Method 


AAT/NAP 






Start 


1 


End 


4181 




:3 

.3 Cl 


GI 


5091513 


Score 


1830 






Rxon *=; 

■LJ 1 1 O 


1..637, 1380. .2273, 


4108. .4181 






;. i 
•i 

i , 


GI Descric 


(AB023482) Hypothetical protein [Oryza 


sativa] 






Seq. No. 


12774 


Seq. ID 


OJ990630_ 


_02. 9C01.C8 


r\ 


Gene No. 


26998 


Strand 






•1! 5? 


Start 


1 


End 


4181 




□ 


Name 


OJ990630 02.9C01.C8. 


ol.gp Method 


AAT/GAP 






Start 


2730 


End 


2977 






GI 


3761181 


Score 


462 






Exons 


2730. .2977 










GI Descrip. 


4521193/dbj IAB013450 


.1IAB013450 1.0e-99 Oryza sativa DNA, 






similar sequence to 


Pib gene 








Seq. No. 


12775 


Seq. ID 


OJ990630_ 


_02. 9C01.C9 




Gene No . 


26999 


Strand 


+ 






Start 


86 


End 


2348 






Name 


OJ990630 02.9C01.C9. 


ol.gs Method 


GENSCAN 






Start 


86 


End 


2348 






GI 


none 


Score 


.49 






Exons 


86. .178, 1219. .1288, 


2301. .2348 








Seq. No. 


12775 


Seq. ID 


OJ990630 


_02. 9C01.C9 




Gene No. 


27000 


Strand 


+ 





13264 






OLal U 


JJ 1 ! ' 




End 


4399 






Name 








O £j IN O WrAlM 






Of art 


?147 _ 




End 


' 4393 






P T 


none 




Score 


. 95 






Exons 


^?47 4 1 OS 4 909 


■ ■ *± J Zf -J 










O c q . LNU . 


12775 




Seq. ID 


OJ990630 02 9C01 


. C9 






27000 




Strand 


+ 






O Lai L- 


3347 




End 


4399 






Name 


OJ990630 02.9C01 


.C9.ol.gp 


Method 


AAT/GAP 






Start 


3513 




End 


4075 








20721 1.R1084 




Score 


1082 








3513. .4075 












bi uestrip. 


'1871194 4.0e-16 


(U90439) DNA binding 


protein isolog 








[Arabidopsis thaliana] >gi_2335092 (AC002339) putative 


DNA 






binding protein 


[Arabidopsis 


thaliana] 


i 






uc^i In u • 


12775 




Seq. ID 


OJ990630_02.9C01 


-C9 




Gene No. 


27000 




Strand 


+ 






Start 


3347 




End 


4399 








OJ990630 02.9C01 


,C9.o2 .np 


Method 


AAT/NAP 






uLdlL 


3543 




End 


4399 








6706425 




Score 


455 




□ 


Exons 


3543. .4105, 4202 


. .4399 








: a ?: 


ui uescnp. 


(AL133248) putative protein 


[Arabidopsis thaliana] 




'J ' - 
: 3F 


Seq. No. 


12775 




Seq. ID 


OJ990630_02.9C01 


.C9 




Gene No. 


27001 




Strand 


+ 




| . 5 


Of a r-f- 


4521 




End 


4837 






Name 


OJ990630 02.9C01 


.C9.o2.gp" 


Method 


AAT/GAP 






Cf ar f 


4521 




End 


4837 




i y 


C T 


6062517 




Score 


578 








4521. .4837 














12775 




Seq. ID 


OJ990630_02.9C01 


. C9 




Gene No. 


27002 




Strand 








Start 


855 




End 


4564 




a; 

'i.i 


Vi CHUG 


.OJ990630 02.9C01 


.C9.ol.np 


Method 


AAT/NAP 




y 


Cf arf 
OLal L 


855 




End 


4564 




□ 




5852093 




Score 


124 






LiAUI 1 o 


855.-923, 1599.. 


1705, 4506.. 


4564 










(AL117264) zwhl6 


. 1 [Oryza sativa] 








Qan Ma 


12775 




Seq. ID 


OJ990630_02.9C01 


.C9 






27003 




Strand 








Of ar f 

OLdlL 


7184 




End 


12335 






Name 


OJ990630 02.9C01 


.C9.ol. tm 


Method 


TBLASTX: Maize 






Start 


3345 




End 


4580 






O -L 


none 




Score 


37 








3345.. 3377, 3345 


..3371, 3512 


..3532, 3512.. 3532, 3605.. 3706, 






3607.. 3705, 3803 


..3874, 3835 


..3873, 3859. .4116, 3917. .4 


123, 






4199. .4390, 4309 


..4398, 4329 


..4400, 4490. .4525, 4522. .4578, 






4535.. 4573, 4536 


. .4580 










Seq. No. 


12775 




Seq. ID 


OJ990630_02.9C01 


.C9 




Gene No. 


27003 




Strand 








Start 


7184 




End 


12335 





13265 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990630_02 . 9C01 . C9 . ol . tc Method 
3941 End 
none ' Score 

3941. .4123, 3943. .4122, 4196. .4249 



12775 
27003 
7184 

OJ990630_02.9C01.C9.o3.gs 

7184 

none 



TBLASTX: Cress 

4249 

206 



Seq. ID OJ990630_02. 9C01.C9 
Strand 

End . 12335 
Method GENSCAN 
End 12335 
Score .47 



7184. .9859, 10073 .. 10412, 10990 11048, 114 70 .. 11525 , 
11578. .11881, 12071. .12335 



Seq. No. 12775 
Gene No. 27003 
Start 7184 

Name OJ990630_02 . 9C01 . C9 . o3 . tm 

Start 7184 
GI none 
Exons 7184.. 7222, 7185, 

7288. .7323, 7291. 

7356. .7442, 7362. 
■ 7438. .7611, 7450. 

7698. .7844 



,7250, 7188 

.7341, 7298 

.7466, 7364. .7441, 

.7575, 7601.. 7663, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
7244, 
7342, 



OJ990630 02.9C01.C9 



12335 

TBLASTX: Maize 
7844 
34 

7195. .7254, 7230. .7286, 
7340.. 7423, 7352.. 7423, 
7416. .7484, 7436. .7573, 
7694. .7828, 7697. .7843, 



Seq. No. 12775 

Gene No. 27003 

Start 7184 

Name OJ990630_02 . 9C01 . C9 . o4 . 

Start 9075 

GI none 

Exons 9075.. 9269, 9080.. 9271, 
9275. .9382, 9288. .9383 



tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990630_02.9C01.C9 

12335 

TBLASTX: Maize 

9383 

119 



9099. .9284, 9101. .928 6, 9275. .937 9, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start ; 
Name 
Start 
GI 

Exons 



12775 Seq. ID OJ990630_02 . 9C01 . C9 

27003 Strand 

7184 End 12335 

OJ990630_02 . 9C01 . C9 . o3 . gp Method AAT/GAP 

9168 End 9556 

96731JL. R1084 Score 661 

9168. .9556 

1 4521193/dbj IAB013450.1 IAB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene' 



12775 Seq. ID 

27003 Strand 
7184 End 
OJ990630_02 . 9C01 . C9 . o2 . tm' Method 
9413 End 
none Score 

9413. .9493, 9414 

9657. .9899, 9659 



OJ990630_02. 9C01.C9 
12335 

TBLASTX: Maize 

9939 

67 



.9464, 9455. .9628, 9483. .9629, 9644. .9919, 
.9922, 9661. .9939 



Seq. No. 
Gene No. 
Start 



12775 
27003 
7184 



Seq. ID 

Strand 

End 



OJ990630 02.9C01.C9 



12335 



13266 




Name 


ojyyuootJ (Jz.ycui.cy.oz.tc 


Method 


TBLASTX: Cress 


Start 


y /2o 


End 


9976 


GI 


none 


Score 


48 


Exons 


y/2o..y/yy, y /do . . yy^u, y//4 


. .9899, 9803. . 9976 


Seq. No. 


12 / / O 


Seq. ID 


OJ990630_02.9C01.C10 


Gene No. 


27004 


Strand 


+ 


Start 


317 


End 


5307 


Name 


ujyyubju uz.ycui.ciu.oi.gs 


Method 


GENSCAN 


Start 


ol / 


End 


5307 


GI 


none 


Score 


.42 


Exons 


ji / . . ^oy, iui4..iiuu, l/iu.. 


1818, 2058. 


..2177, 3467.. 3670, 




^ O T /I /I O O A C\CH CIOC COOT 

4J/y..44yo, 4ybJ..3loD, o221 


. .5307 




Seq. No. 


1 O T "7 C 

12 1 1 D 


Seq. ID 


OJ990630_02.9C01.C10 


Gene No . 


27005 


Strand 


+ 


Start 


5489 


End 


7513 


Name 


OJ990630 02.9C01.C10.ol.gp 


Method 


AAT/GAP 


Of a r-4- 


5427 


End 


6870 


GI 


44 2.R1084 


Score 


2838 


Exons 


5427. .6870 






GI Descrip. 


'5091529/dbj |BAA78764.1| 2.0e-16 (AB023482) ESTs 




C98382 (C2985) , D224 4 4 (C1112 9) 


correspond to a region of the 




predicted gene.; Similar to Arabidopsis thaliana APK1 gene 




protein tyrosine-serine-threonine kinase .( D12522 ) [Oryza 




sativa] 1 






Seq. No. 


12776 


Seq. ID 


OJ990630_02. 9C01.C10 


Gene No. 


27005 


Strand 


+ 


Start 


5489 


End 


7513 


Name 


OJ990630 02.9C01.C10.o2.gs 


Method 


GENSCAN 


Start 


5489 


End 


7513 


GI 


none 


Score 


.55 


Exons 


5489. .6483, 6489.. 6529, 6713 


..6807, 7433. .7513 


beq. No. 


12776 


Seq. ID 


OJ990630_02. 9C01.C10 


Gene No. 


27005 


Strand 


+ 


Start 


5489 


End 


7513 


Name 


OJ990630 02.9C01.C10.ol-.np 


Method 


AAT/NAP 


C 4- -i v~ +- 

otart 


5495 


End 


6472 


bl 


3978578 


Score 


624 


Exons 


5495. . 6472 






GI Descrip. 


(AB020528 ) Polygalacturonase 


inhibitor 


[Poncirus trifoliata 


beq. no. 


12776 


Seq. ID 


OJ990630_02.9C01.C10 


Gene No. 


27006 


Strand 




Start 


3706 


End 


7510 


Name 


OJ990630 02.9C01.C10.o2.np 


Method 


AAT/NAP 


Start 


3706 


End 


7510 


GI 


6721547 


Score 


67 


Exons 


3706. .3813, 4277. .4365, 7426 


. .7510 




GI Descrip. 


(AP001073) Similar to Oryza . 


sativa gene for Pib. (AB013448) 


Seq. No. 


12776 


Seq. ID 


OJ990630_02. 9C01.C10 


Gene No. 


27007 


Strand 




Start 


9098 


End 


11024 


Name 


OJ990630 02.9C01.C10.ol.tc 


Method 


TBLASTX: Cress 



13267. 



S ST 



1_ = I 



CH- 3 r--f- 


R R 67 
J JO / 








End 


6475 




P T 


none 








Score 


68 




Exons 


RR67 R669 


R6R7 


R6QR 


R7 7 9 
O / OZ . 


.6043, 5810. .5980, 


Rft76 60R9 
DO / D . . OUOZ., 






60d 7 


6799 

• O OZ Z , 


607 4 
DU / 4 . 


.6112, 6079. .6321, 


61^Q 697Q 
DX4!3. .DZOtJ, 




6967 6771 


697 R 


64 06 


67R0 
D O O U . 


. 6475 






06CJ . JNO . 


■ i 97 7 6 
X Z / / D 








Seq. ID 


.OJ990630 


0 9 ■ QPO 1 Pin 

_uz . ytu x . Liu 


/"^ A V% A XT 


0 7 0 0 7 
Z / U U / 








Strand 






otar l 










End 


11024 




Name 


OJ990630 02 


.9C01. 


ClO.ol 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


5567. 








End 


9072 




p t 


none 








Score 


70 




Exons 


R R £7 R 64 4 


R6R1 


R 6ft 6 


R7 79 
0 / OZ . 


.6043, 5768. .5863, 


RftIO RQQO 

Doiu . .o yo u , 




coi n R Q9 0 


Rftl 9 

D O X Z . 


R Q7 0 


R ft 7 R 
0 0 / 0 . 


.6045, 5882. .6058, 


R Q91 60/ Q 

o yzx . . dU4 y , 




R Q70 CQQQ 


6071 

DU / X . 


64 7 R 


6071 
DU / X . 


.6112, 6088. .6393, 


6272. .6394, 




697 r 64 0 6 

OZ / J. . 04UO f 


ft QR Q 


Q07 9 
. y u / z 










Seq. No. 


12776 








oeq. x u 


OJ990630 


_02.9C01.C10 


Gene No. 


27007 














O L.O.X 1_ 


.7 U 2? O 








End 


11024 




iNaiue 


PjTQQ0670 09 


QP01 


P1 0 nl 
tiu .OX 


. LIU 


Method. 


TBLASTX: Maize 




R R 67 
jjD / 








r nr | 
HiXiCl 


6477 




P T 
Lj 1 


none 








Score 


1308 




Exons 


c c ^7 64 7 r 


R R7 9 
JJ / z . 


64 77 
. D 4 / / 










beq . NO . 


XZ / / 0 








Qo/^r t n 
oeq . lu 


OJ990630 


0 9 QPO 1 PI 0 
UZ . yLU 1 . LiU 


Gene No. 


.27007 








oLiana 






Start . 


9098 








End 


11024 




Name 


uj yyuoju uz 




PI 0 y^l 

LIU . OX 


+■ T.J 


Method 


TBLASTX: 


wnea l. 




O DjU 








End 


6397 




p t 
LX 


none 








Score 


66 




Exons 


cfTOfi R 7 7 1 


0 o X U . 


60 R ft 
. DUD O , 


R ft 61 


.6040, 5E 


J78. .5973, 


6088. .6144, 




697 R 67ft R 
OZ / O . . OjOJ; 


697 R 
DZ f D . 


67 Q7 
■ DO y I , 


697 R 
DZ / O . 


. 6382 






Seq. No. 


12776 








Seq. ID 


OJ990630 


_02.9C01.C10 


Gene No. 


27007 








Strand 






O LdX L 


Q0 Qft 

.7 U _7 O 








End 


11024 




Name 


H TQ Q0 6 70 09 


. rLU X . 


PI 0 r\ 7 

LIU . oo 


. gs 


Method 


GENSCAN 






qn Qft ~ 








End 


11024 ~ 




p, t 


none 








Score 


.75 




DAUI 1 O 


QOQft Q9 1 n 
U .2 O . • _?z x u , 


Q94 4 
-?Z 4 4 . 


Q4 70 

. ;?4 DU , 


1 0 QQft 
X U J .7 o 


. .11024 






o q • LM O . 


1 9777 
X z / / / 








Seq. ID 


OJ990630 


_02.9C01.C11 


P. O "Pi A NT /""\ 


97 OOP 
Z / U U 0 








Strand 


+ 




Start 


3522 








End 


10033 




Name 


OJ990630 02 


.9C01. 


Cll.ol 


.gs 


Method 


GENSCAN 




Cf a -rt- 
OLdl L 


7 R99 
o o z z 






End 


8954 




oX 


none 








Score 


.52 




Exons 


7 R99 ocop 


4 0 A 0 
4 U ft U . 


A 1 ft A 
. 4 Xo 4 , 


A 7 4 A 
4/44. 


.5039, 5133. .5290, 


5382. .5535, 




R7 07 R77 ft 
O / U / * .3 / /t), 


R ft 6 6 


cqo 7 

. oyo / / 


69 67 
DZ D / . 


.6439, 6970. .7340, 


7500. .7626, 




7 Q4 R qi 
t yHD • .0X04, 


Q 7 O 9 


. O 4 0 4 , 


Q 60 A 
O DU 4 . 


.8954 






Seq. No. 


12777 








Seq. ID 


OJ990630 


_02.9C01.C11 


Gene No. 


27008 








Strand 


+ 




Start 


3522 








End 


10033 




Name 


OJ990630 02 


.9C01. 


Cll.ol 


.np 


Method 


AAT/NAP 




Start 


5017 








End 


10033 





13268 



GI 6522608 Score 448 

Exons 5017.. 5078, 6202.. 6498, 7002.. 7190, 7500.. 7636, 7713.. 7765, 

7945. .8134, 8302. .8434, 8604. .8803, 9024. .9157, 9979. .10033 

GI Descrip. (AL133298) receptor-like protein kinase homolog [Arabidopsis 
thaliana] 



Seq. No. 12777 Seq. ID 

Gene No. 27008 Strand 

Start 3522 End 

Name OJ990630_02 . 9C01 . Cll . ol . gp Method 

Start 5177 End 

GI uC-osflcyp085b05al Score 

Exons 5177.. 5290, 5382.. 5535, 5707.. 5778, 5866.. 5937, 6112.. 6163 

GI Descrip. 1 3176723 7.0e-10 (AC002392) putative protein kinase [Arabidopsis 
thaliana] 1 



OJ990630JD2. 9C01.C11 
+ 

10033 
AAT/GAP 
6163 
828 



Seq. No. 12777 Seq. -ID OJ990630JD2 . 9C01 . Cll 

Gene No. 27009 Strand + 

Start 19449 End 21434 

Name OJ990630_02 . 9C01 . Cll . o2 . np Method AAT/NAP 

Start 19367 End 21434 

GI 1871192 Score 1032 

Exons - 19367.. 21434 

GI Descrip. (U90439) putative CCCH-type zinc finger protein [Arabidopsis 
thaliana] 



Seq. No. 12777 

Gene No. 27009 

Start 19449 

Name OJ990630_02 . 9C01 . Cll . o3 . gs 

Start 19449 

GI none 

Exons 19449. .21422 



Seq. ID OJ990630JD2. 9C01\C11 

Strand + 

End 21434 

Method GEN SCAN 

End 21422 

Score . 95 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12777 Seq. ID 

27009 ^ Strand 

19449 End 
OJ990630_02 . 9C01 . Cll . o2 . gp Method 

19834 End 

LIB3431-019-P1-K1-E3 Score 
19834. .20276 

1 1871192 9.0e-26 (U90439) Cys3His zinc finger protein isolog 
[Arabidopsis thaliana] 1 



OJ990630_02. 9C01.C11 
+ 

21434 
AAT/GAP 
20276 
830 



12777 



Seq. ID OJ990630_02.9C01.C11 



27009 Strand + 

19449 End 21434 

OJ990630_02 . 9C01 . Cll . o3 . gp Method AAT/GAP 

20395 End 20786 

3763031 Score 722 
20395. .20786 

1871192 4.0e-10 (U90439) Cys3His zinc finger protein isolog 
[Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start 



12777 
27009 
19449 



Seq. ID OJ990630_02. 9C01.C11 
Strand + 
End 21434 



13269 



Name OJ990630_02 . 9C01 . Cll . o4 . gp Method- AAT/GAP 

Start 20809 End 21336 

GI LIB3434-003-P1-K1-B11 Score 1035 

Exons 20809.. 21336 

GI Descrip. 1 1871192 1.0e-20 (U90439) Cys3His zinc finger protein isolog 
[Arabidopsis thaliana] 1 



Seq. ID OJ990630 02.9C01.C11 



Seq. No. 12777 

Gene No. 27010 Strand + 

Start 34600 End 35431 

Name OJ990630_02 . 9C01 , Cll . o5 . gs Method GENSCAN 

Start 34600 End 35431 

GI none Score . 6 

Exons 34600. .34602, 35002 .. 35068 , 35205.. 35431 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12777 

27011 

10200 

OJ990630 

10200 

none 

10200. .1 
14681. .1 



02. 9C01.Cll.o2.gs 



0282, 
4787, 



10426. 
14816. 



,12490, 
,14914, 



Seq. ID 
Strand 
End 

Method 

End 

Score . 8 
12779. .13579, 
15099. .15232, 



OJ990630 02.9C01.C11 



18307 
GENSCAN 
18307 



13669. 
18084. 



13707, 
18307 



Seq. -No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12777 

27012 

21326 

OJ990630 

21326 

4006895 

21326. .2 

26041. .2 

(Z99708) 



_02.9C01.Cll.o3.np 



1416, 
6138, 



23958, 
26624. 



.24068, 
.26745 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990630_02.9C01.C11 

26745 
AAT/NAP 
26745 
272 



24784. .24847, 254 73. .25524, 



putative protein [Arabidopsis thaliana] 



12777 Seq. ID 

27012 Strand 

2132 6 ■ End 
OJ990630_02. 9C01 . Cll . o5 . gp Method 

21443 End 

none Score 
21443. .21876 



OJ990630_02.9C01.C11 

26745 
AAT/GAP 
21876 
834 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



12777 Seq. ID 

27012 Strand 
21326 End 
OJ990630_02. 9C01 . Cll . 06 . gp Method 
22996 End 
2424_1.R1084 Score 
22996. .23379, 23811 .. 23883, 23973. 
25473. .25524, 26041. .26128 
, 4006895/emb|CAB16825.1| 5 
[Arabidopsis thaliana] 1 

12777 Seq. ID 

27013 Strand 
30089 End 
OJ990630_02. 9C01 . Cll . o7 . gp Method 



OJ990630_02. 9C01.C11 

26745 
AAT/GAP 
26128 
1316 

24068, 24784. .24847, 
0e-24 (Z99708) putative protein 



OJ990630_02. 9C01.C11 

31763 
AAT/GAP 



13270 



i 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30089 
2428329 



End 
Score 



31763 
760 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30089. .30211, 31262. .31477, 31691.. 31763 



12777 Seq. ID 

27014 Strand ' 

35846 End 
OJ990630_02 . 9C01 . Cll . 06 . gs Method 
35846 End 
none Score 

35846. .36013, 36215 .. 36261, 36671 

37676. .37843, 37 94 0 . . 38055 , 38368 

39099. .39222, 39641.. 40204 



OJ990630 02.9C01.C11 



40546 
GENSCAN 
40204 
.93 

36743, 37251. 
38520, 38756. 



,37481, 
.38899, 



OJ990630_02 . 9C01 .Cll 

40546 
AAT/GAP 
37093 
861 



12777 Seq. ID 

27014 Strand 
35846 End 
OJ990630_02.9C01.Cll.o9.gp ■ Method 
36646 End 
2317538 Score 
36646. .37093 

2129549/pir | IS71198 9.0e-18 calcium-dependent protein kinase (EC 

2.7.1.-) CDPK19 - Arabidopsis thaliana >gi_2129551_pir S71778 

calcium-dependent protein kinase 19 - Arabidopsis thaliana 
>gi_836942 (U20624) calcium-dependent protein kinase, 
[Arabidopsis thaliana] >gi_836948 (U20627) calcium-dependent 
protein kinase [Arabidopsis thaliana] 



Seq. ID 
Strand" 
End 

Method 
End 
Score 



OJ990630 02.9C01.C11 



37481, 37676. 
,38899, 39099. 



40546 
AAT/NAP 
40204 
1898 
37843, 37940. 
39222, 39641. 



,38055, 
,40093, 



12777 
27014 
35846 

OJ990630_02 . 9C01 . Cll . o4 . np 
36934 
2665890 

36934. .37086, 37251. 
38368. .38520, 38756. 
40154 . .40204 

(AF035944) calcium-dependent protein kinase [Fragaria x 
ananassa] 

12777 Seq. ID OJ990630_02 . 9C01 . Cll 

27014 Strand 

35846 End 40546 

OJ990630_02. 9C01 . Cll . olO . gp Method AAT/GAP 

37763 End 38833 

428545 Score 754 

37763. .37843, 37 94 0 . . 38055 , 38368 .. 38520 , 38756. .38833 

2665890 4.0e-59 (AF035944) calcium-dependent protein kinase 

[Fragaria x ananassa] 



12777 Seq. ID 

27014 Strand 

35846 End 
OJ990630_02 . 9C01 . CI 1 . o5 . np Method 

39570 End 

81286 Score 

39570. .39953, 40264.. 40546 



OJ990630_02.9C01.C11 

40546 
AAT/NAP 
40546 
99 



13271 



GI Descrip. extensin - Volvox carteri (fragment) gi | 21 992 | emb | CAA4 6283 | 
(X65165) extensin [Volvox carteri] 



Seq. No. 12777 

Gene No. 27015 

Start 41877 

Name OJ990630_02 . 9C01 . Cll . o7 . gs 

Start 41877 

GI none 
Exons 



Seq. ID OJ990630_02.9C01.C11 
Strand 

End 43280 

Method GEN SCAN 

End 43280' 

Score . 63 



41877. .42046, 4274 0 .. 42807 , 42958 .. 43103, 43164. .43280 





d e q . in o . 


12777 










Seq. ID 


OJ990630_02.9C01.C1 




Gene No . 


27016 










Strand 






otar u 


43295 










End 


44639 




Name 


OJ990630 02. 






. cm 


Method 


TBLASTX: Maize 




otart 


7572 










End 


8422 






none 










Score 


96 




Exons 


7572. . 


7628, 


7574 . 


. .7627, 


7655 


..7765, 7692. .7787, 7695. .7766 






7919. . 


8137, 


7935. 


. .8135, 


8283 


..8396, 8 


303.. 8422, 8303.. 8422 




beq . no . 


12777 










Seq. ID 


OJ990630_02. 9C01.C1 




Gene No . 


27016 










Strand 






btart 


43295 










End 


44639 




Name 


OJ990630 02. 




p-> 1 1 

Lll . Oj 




Method 


TBLASTX: Wheat 




btart 


8387 










End 


8810 




GI 


none 










Score 


88 


fif 


Exons 


8387. . 


8446, 


8390. 


, .8434, 


8591 


. .8809, 8604. .8810 




beq. no. 


12777 










Seq. ID 


OJ990630JD2. 9C01.C1 




Gene No . 


27016 










Strand 








43295 










End 


44639 


i s ! e 


Name 


OJ990630 02. 


9C01. 


CII.08 


.tm 


Method 


TBLASTX: Maize 


i -? 




8703 










End 


8965 


i: 




none 










Score 


305 


"~ . ! 


Exons 


8703. . 


8903, 


8703. 


.8876, 


8705 


..8902, 8 


906. .8965, 8917. .8955 




Seq. No. 


12777 










Seq. ID 


OJ990630_02.9C01.Ci: 


Ut. 

!. £ 


Gene No. 


27016 










Strand 




S 3? 


Start 


43295 










End 


44639 


Q 


Name 


OJ990630 02. 


9C01. 


Cll.o4 


. tm 


Method 


TBLASTX: Maize 




Start 


12210 










End 


12475 




GI 


none 










Score 


354 




Exons 


12210. 


.12473, 12210. .12470, 


12212. .12475, 12212. .12475 




Seq. No. 


12777 










Seq. ID 


OJ990630_02.9C01.Ci: 




Gene No. 


27016 










Strand 






Start 


43295 










End 


44639 




Name 


OJ990630 02. 


9C01. 


Cll.o4 


.ts 


Method 


TBLASTX : Soybean 




Start 


12233 










End 


12499 




GI 


none 










Score 


77 




Exons 


12233. 


.12322 


, 12234. .12323, 


12338. .12499, 12351. .12491 



Seq. No. 12777 

Gene No. 27016 

Start 43295 

Name OJ990630_02 . 9C01 . Cll . ol . tw 

Start 20084 



Seq. ID OJ990630_02.9C01.C11 
Strand 

End 44639 

Method TBLASTX : Wheat 

End 20465 



13272 



GI 

Exons 



none 



Score 



82 



20084. .20221, 20085 20261, 20088 . . 20303, 20117 20302 , 
20294. .20464, 20298. .20465 



Seq. No. 12777 Seq. ID 

Gene No. 27016 Strand 

Start 43295 End 

Name OJ990630_02 . 9C01 . Cll . ol . ts Method 

Start 20090 End 

GI none Score ■ 
Exons 



OJ990630_02 . 9C01 . Cll 
.44639 

TBLASTX : Soybean 

21416 

357 



20090. .20296, 20091 .. 20303, 20301 .. 20513, 20306 .. 20539, 
20634. .20720, 207 96 .. 21083, 21123 .. 21206, 21231 .. 21275 , 
21312. .21416, 21312. .21416 



Seq. No. 12777 

Gene No. 27016 

Start 43295 

Name OJ990630_02 . 9C01 . Cll . ol . tc 

Start 20091 

GI none 

Exons 20091. .20303, 20091 .. 20285, 
20301.. 20510 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990630_02. 9C01.C11 
44639 

TBLASTX: Cress 

20510 

338 



20093. .20299, 20300 .. 204 97 , 



Seq. No. 12777 
Gene No. 27016 
Start .43295 

Name OJ990630_02 . 9C01 . Cll . ol . tm 

Start 20161 
GI none 

Exons 20161. .20283, 20177 .. 20410, 

20410. .20493, 204 14 .. 20539, 

20550. .20798, 207 99 20918 , 



Seq. ID 
Strand 
End 

Method 
End 
Score 

20178 

20415 



OJ990630 02.9C01.C11 



44639 

TBLASTX: Maize 
20920 
109 

20411, 20270. .20422, 
20525, 20504. .20797, 



20801. .20920 



Seq. No. 12777 

Gene No. 27016 

Start 43295 

Name OJ990630_02 . 9C01 . Cll . o2 . tw 

Start 20628 

GI none 

Exons 20628. .20798, 20628 .. 20813, 
20798. .20950, 20799. .20951 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990630_02. 9C01.C11 
44639 

TBLASTX: Wheat 

20951 

202 



20629. .20811, 207 94 2094 9, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12777 
27016 
43295 
OJ990630 
20921 
none 
20921. 
21129. 
21318. 
21481. 
21610. 



02. 9C01.Cll.o3.tm 



20998, 
21311, 
21410, 
21537, 
21651, 



20922. 
21131. 
21320. 
21489. 
21645. 



.20999, 
.21316, 
.21412, 
.21545, 
.21686, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

20993 

21133 

21333 

21524 

21649 



OJ990630 02.9C01.C11 



44639 

TBLASTX: Maize 
21702 
121 

21097, 20994. .21098, 
21318, 21133. .21309, 
21401, 21399. .21584, 
21565, 21583. .21612, 
21702 



Seq. No. 
Gene No. 
Start 



12777 
27016 
43295 



Seq. ID 

Strand 

End 



OJ990630 02.9C01.C11 



44639 



13273 




Name 


nTQQn^^n no arni pi i 


r\0 f-m 

• oz . tm 


Method 


TBLASTX: 


Mai ze 




Start 


z y o / 1 




End 


29964 






bl 


none 




Score 


425 






Exons 


9QR71 9QQC^ 9QR71 


9 QQC-3 

. z y y oo , 


29572. .29964, 29572 


. . z y y d fi 




Seq. No. " 


12777 




Seq. ID 


OJ990630 


JD2.9C01, 


.Cll 


Gene No. 


27016 




Strand 








o tar l 






End 


44639 






Name 


n TQQPis^n no Qpm pi i 


. Oj . ts 


Method 


TBLASTX: 


boyoean 




btart: 


z y o y o 




End 


29924 






bi 


none 




Score 


66 






Exons 


OQCQt: 9Q711 9QRQ(^ 

zyjyj..zy/ii, ^ jj^d. 


. z y o y j , 


29596. .29751, 29598 


9 Q Q9 A 

. . z y y z h 




Seq. No. 


12777 




Seq. ID 


OJ990630 


_02.9C01, 


.Cll 


Gene No. 


27016 




Strand 








Of--* >--}- 


ft jz y o 




End 


44639 






Name 


riTQQn^^n no Qpni pi i 
ujyyuDJu uz.yuux.bii 


. Oj . tC 


Method 


TBLASTX: 


Cress 




Of -i v+- 


z y o o o 




End 


30077 






P T 

bi 


none 




Score 


83 






TJ^ /-\ c» 

Lxons 


9Q£ftfl 9QQ^fl 9Q6Q9 


9 QO QO 


29925. .30077, 29959 


. . J U V J ft 




O rt rt- \1 rt 

beq. no. 


LZ 1 1 1 




Seq. ID 


OJ990630 


n o op n i 
uz . yuu i . 


pi i 


Gene No. 


27016 




Strand 








Start 


43295 




End 


44639 






Name 


riTQQn^^n no qphi pi i 


rt Q 4-m 

. o y . t.m 


Method 


TBLASTX: 


Mai ze 




Start 


z y y bo 




End 


30238 ' 






GI 


• none 




Score 


152 






Exons 


z y y bo . . ouiuz , zyyo/. 




29970. .30128, 30103 


. . ouz i y , 






jUIUft. . OUZjO, jUIIU . 


. jUz 1 1 










Seq. No. 


12777 




Seq. ID 


OJ990630 


_02. 9C01. 


.Cll 


Gene No. 


27016 




Strand 








btar l 


ft jz y d 




End 


44639 






Name 


PiTQQn^^n no Qrm m i 


.oiu. tm 


Method 


TBLASTX: 


ixia i z e 




otart 


o /r o n o 




End 


37089 






P T 
bl 


none 




Score 


214 






Exons 


^£R7ft "37flft7 ^fiRfll 


. O / U O / , 


36925.. 37089 






beq. ino . 


1 9 7 7 7-" 
1Z III- 




Seq. ID 


OJ990630 


n 9 qp n i 
uz . yuu i . 


PI 1 


Gene No . 


97 n i £ 




Strand 








Q +- -a 

OUait 


/l ^ 9 Q 

ft oz y o 




End 


44639 






Name 


riTQQn^^n no Qpm pi i 


rt O 4- rt 

. oz . tc 


Method 


TBLASTX: 


Cress 




b uar u. 


jO?ZZ 




End 


40039 






GI 


none 




Score 


87 






Exons 


36922. .37089, 36945. 


.37088, 


36949. .3708 


:9, 36950 


. .37159, 






^10AQ TTOQC "37979 


"3 7 /l 7 ft 
. O / ft / O , 


37308. .3747 


8, 37354 


. . o / ft / y , 






j/d/d. . J / O ft y , 0 / / ID. 


0 7 p /i / 
. 0 / 0 H ft / 


37937. .38056, 37938 


*5p n a p 

. . JO U ft o , 






OTQCO OQnQI OQOCQ 

0 / y 0 0 . . jo uo 1 , jojoy. 


. JOJjD/ 


38373. .38525, 38755 


. . jo o y o , 






00000 OQTCl 


. 0 0 y u u , 


38758. .38901, 39097 


. . jy z z o , 






oyuy o . . jyzz o, jyiuo. 


"3 Q 9 Qyl 

. 0 yz y 4 , 


39579. .39941, 39638 


/i n n "3 q 
. . ft u u j y 




Seq. No. 


12777 




Seq. ID 


OJ990630 


_02.9C01. 


Cll 


Gene No. 


27016 




Strand 








Start 


43295 




End 


44639 






Name 


OJ990630 02.9C01.C11 


.o2. ts 


Method 


TBLASTX:, 


Soybean 




Start 


36948 




End 


40204 






GI 


none 




Score 


80 







13274 



Exons 



36948. .37088, 3694 9 .. 3708 9, 3694 9 3708 9, 36953 37 114 , 

36953. .37102, 37249. .37479, 37251. .37478, 37676. .37837, 

37676.-37849, 37719 3784 4 , 37 937 .. 38056, 37 937 .. 38056, 

37938. .38057, 38362 .. 384 60, 38369 .. 38536, 38370 .. 38525 , 

38755. .38886, 38757 .. 38897 , 38757 38 900, 38758 .. 38 901 , 

39097. .39225, 39098 ., 39226, 39606 3994 1 , 39638 40051 , 

39908. .40021, 40043 .. 4 0078 , 40181.. 40204 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12777 Seq. ID 

27016 Strand 
43295 End 
OJ990630_02.9C01.Cll.o5.tm Method . 
37218 End 
none Score 

37218. .37481, 37249. . 37482, 37249 

37676. .37849, 37 682 .. 37843, 37719 

37938. .38054, 37 939 .. 38055 , 38363 

38367..38S49, 38755 38868, 38756 
38758. .38871 



OJ990630_02.9C01.C11 
44639 

TBLASTX: Maize 
38871 
257 

37482, 37322. .37483, 
37850, 37937. .38053, 
38524, 38363. .38536, 
38869, 38757. .38870, 



Seq. No. 12777 

Gene No. 27016 

Start 43295 

Name OJ990630_02 . 9C01 . Cll . o5 . tw 

Start 38369 

GI none 

Exons 38369. .38536, 38373 .. 38525, 38757.. 38798 



Seq. ID OJ990630_02.9C01.C11 



Strand 
End 

Method 

End 

Score 



44639 

TBLASTX: Wheat 
38798 
119 



Seq. No. 12777 
Gene No. 27016 
Start 43295 

Name OJ990630_02 . 9C01 . Cll . o4 . tw 

Start 38799 
GI none 
Exons 38799. 

38801. 

39617. 



.38900, 38799. 
,38905, 39097. 



38900, 
39225, 



Seq. ID 
Strand. 
End 

Method 
End 
Score 

38800 

39098 



OJ990630 02.9C01.C11 



44639 

TBLASTX: Wheat 
39730 
147 

38901, 38801. .38902, 
39223, 39606. .39716, 



.39718, 39638.. 39730 



Seq. No. 12777 

Gene No. 27016 

Start 43295 

Name OJ990630_02 . 9C01 . Cll . 06 . tm 

Start 39097 

GI none 

Exons 39097. .39225, 39098 .. 39223, 
39638. .39856 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990630_02.9C01.C11 
44639 

TBLASTX: Maize 

39856 

191 



39100. .39225, 39617 .. 39856, 



Seq. No. 12777 Seq. ID 

Gene No. 27016 Strand 

Start 43295 End 

Name OJ990630JD2 . 9C01 . Cll . oil . tm Method 

Start 39857 End 

GI none Score 
Exons 



OJ990630_02 . 9C01 . Cll 
44639 

TBLASTX: Maize 

40204 

132 



39857. .40027, 39857 .. 4 004 5, 40028 .. 40078 , 40181. .40204 



Seq. No. 
Gene No. 



12777 
27016 



Seq. ID 
Strand 



OJ990630 02.9C01.C11 



13275 




Start 


43295 


End 


44639 




Name 


OJ990630 02.9C01.Cll.o6.np 


Method 


AAT/NAP 




Start 


43295 


End 


44639 




GI 


6630699 


Score 


92 




R vpin 


4 3295. .43381, 44 615. .44 639 








\J _L O ^ J- -L k-* . 


(AP000969) hypothetical protein [Oryza 


Q t" 1 \7Z* 1 
O Q 1 L Vfl J 






MX 1 u ' J- *J -J \J \ \J.i~) I | Dnn o ^ J u u • x | 


( APfiOl D7 ? ) 


1 1 L 1IC I LUul 














Seq. No. 


1 7111 


O C • X U 


OJ990630J32. 


9C01.C11 


Gene No. 


/ u x u 


O l_ X C1I1U 






Start 


43295 


End 


44639 




Name 


OJ990630 02.9C01.Cll.o8.gs 


Method 






Start 


44438 


End 


44633 




GI 


none 


Score 


. 97 




J_j x\ w i I O 


44438. .44633 








Sea No 


12778 


Seq. ID 


OJ990930 04 


9C01.C2 


Gene No. 


27017 


Strand 






Start 


253 


End 


1234 




Name 


OJ990930 04.9C01.C2.ol.np 


Method 


AAT /NAP 




Start 


253 


End 


1234 




GI 


6498436 


Score 


21 S 

C X «J 




R ynn ^ 


253. .-370, 864. .1234 








*J J. UCOL/J — LU • 


(AP000815) hypothetical protein [Oryza 


Q ^ f* "1 1 

Dd LI va J 




Seq. No. 


12779 


Seq. ID 


OJ990930_04. 


9C01.C3 


Gene No. 


27018 


Strand 


+ 




Start 


307 


End 


R04 

O \J *i 




Name 


OJ990930 04.9C01.C3.ol.gp 


Method 


AAT /HAP 




Start 


307 


End 


R04 
O \J *i 




GI 


none 


Score 


R4 6 
o *± u 




F,3£ nn <^ 


307. .804 










12779 


Seq. ID 


O.TQQOQ^O 04 


-7 *w U X . W_) 




27019 


Strand 


+ _ 




Start 


2353 


End 


2989 




Name 


OJ990930 04.9C01.C3.o2.gp 


Method 


AAT /GAP 




Start 


2353 


End 


2989 




GI 


17747 1.R1084 


Score 


1209 




R yon ^ 


2353. .2989 








GI DescriD . 


' 6015437 /dbj | AB008112 . 1 | AB008112 3.0e- 


12 Homo sapiens PEX1 mRNA, 




complete cds ' 








Qpn No 


12779 


Seq. ID 


OJ990930_04 . 


9C01.C3 


Gene No . 


27020 


Strand 


+ 




Start 


4285 


End 


4491* 




Name 


OJ990930 04.9C01.C3.o4.gp 


Method 


AAT /GAP 




Start 


4285 


End 


4491 




GI 


uC-osf Icypl02g09al 


Score 


345 






4285. .4491 








GI Descrip. 


1 4432830/gb|AAD20679| l.Oe- 


-17 (AC006283) similar to 


pheromone 




receptor deficient mutant 


[Arabidopsis 


thaliana] 1 




Seq. No. 


12779 


Seq. ID 


OJ990930_04. 


9C01.C3 


Gene No. 


27021 


Strand 






Start 


3075 


End 


3198 





13276 



Name 

Start 

GI 

Exons 



OJ990930JD4 . 9C01 . C3 . o3 . gp 

3075 

none 

3075. .3198 



Method AAT/GAP 
End 3198 
Score 207 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12779 



Seq. ID OJ990930_04.9C01.C3 



27022 
4589* 

OJ990930_04 . 9C01 . C3 . o2 . gs 
4589 
none 

4589. .4696, 4775. .4936, 5796 
6499. .6605, 6726. .6943, 7051 
8032. .8226, 8345. .8648, 8740 
10053. .10074, 10359. .10514, 12564. .12 620, 1264 3. .12708, 
13075. .13188, 13655. .13703, 13801. .13913, 15434. .15531 



Strand 
End 

Method 
End 
Score 

.5903, 6053 
.7218, 7410 



15531 
GENSCAN 
15531 
.69 

6160, 6261. 
7528, 7815. 



.8857, 9411.. 9510, 9660. 



6370, 
7902, 
9891, 



Seq. No. 12779 
Gene No. 27022 
Start 4589 

Name OJ990930_04 . 9C01 . C3 . o2 . np 

Start 4592 
GI 4510395 

Exons 4592.. 4696, 4775.. 5110, 5408. 

6261. .6348, 6486. .6598, 6719. 
7815. .7902, 8032. .8226, 8345. 
9660. . 9824 

GI Descrip. (AC006587) putative beta-galactosidase [Arabidopsis thaliana] 



Seq. ID OJ990930_04.9C01.C3 
Strand 
End 

Method 
End 
Score 



15531 
AAT/NAP 
9824 
2550 

5619, 5796.. 5903, 6053. 
6906, 7047. .7218, 7410. 
8648, 8740. .8864, 9427. 



.6160, 
.7528, 
.9510, 



Seq. No. 12779 Seq. ID OJ990930_04 . 9C01 . C3 

Gene No. 27022 Strand 

Start 4589 End 15531 

Name OJ990930_04 . 9C01 . C3 . o5 . gp Method AAT/GAP 

Start 4639 End 4959 

GI 2797583 Score 458 

Exons 4639.. 4696, 4775.. 4959 

GI Descrip. 4 4 32830/gb | AAD2067 9 | 1.0e-17 (AC006283) similar to pheromone 

receptor deficient mutant [Arabidopsis thaliana] 



Seq. No. 12779 

Gene No. 27022 

Start 4589 

Name OJ990930_04 . 9C01 . C3 . 06 .gp 

Start 8351 

GI LIB3477-004-P1-K1-A11 

Exons 8351.. 8648, 8740.. 8859 

GI Descrip. ' 4510395/gb | AAD21482 . 1 | 1, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990930_04.9C01.C3 

. 15531 
AAT/GAP 
8859 
793 



Oe-65 (AC006587) putative 



beta-galactosidase precursor [Arabidopsis thaliana] f 



12779 
27023 
15874 

OJ990930_04 . 9C01 . C3 . o5 . tw 

483 

none 



Seq. ID OJ990930_04.9C01.C3 
Strand 
End 

Method 
End 
Score 



16322 

TBLASTX: Wheat 

1061 

51 



483. .530, 612. .779, 615. .779, 626. .787, 927. .1061 



13277 



Seq. No. 12779 Seq. ID 

Gene -No. 27023 Strand 

Start 15874 End 

Name OJ990930_04 . 9C01 . C3 . o3 . tm Method 

Start 615 End 

GI none Score 

Exons 615.. 1079, 623.. 1078 



OJ990930_04.9C01.C3 
16322 

TBLASTX: Maize 

1079 

665 



Seq. No. 12779 

Gene No. 27023 

Start 15874 

Name OJ990930_04 . 9C01 . C3 . o3 . ts 

Start 1065 

GI none 

Exons 1065.. 1136, 1158.. 1415, 1161. 
1653. . 1754 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1412, 



OJ990930 04.9C01.C3 



16322 

TBLASTX : Soybean 
1754 
84 

1473. .1622, 1523. .1627, 



Seq. No. 12779 Seq. ID 

Gene No. 27023 Strand 

Start 15874 End 

Name OJ990930_04 . 9C01 . C3 . o5 . tm Method 

Start 1158 End 

GI none Score 

Exons 1158.. 1742, 1160... 1702 



OJ990930_04.9C01.C3 
16322 

TBLASTX: Maize 

1742 

382 



Seq. No. 12779 Seq. ID 

Gene No. 27023 Strand 

Start 15874 End 

Name OJ990930_04 . 9C01 . C3 . o4 . tw Method 

Start 1242 End 

GI none Score 

Exons 1242.. 1439, 1428.. 1640 



OJ990930_04.9C01.C3 
16322 

TBLASTX: Wheat 

1640 

139 



Seq. No. 12779 Seq. ID 

Gene No. 27023 Strand 

Start 15874 End 

Name OJ990930_04 . 9C01 . C3 . o2 . tw Method 

Start 1653 End 

GI none Score 

Exons 1653.. 2048, 1655.. 2047 



OJ990930_04.9C01.C3 
16322 

TBLASTX: Wheat 

2048 

357 



Seq. No. 


12779 








Seq. ID 


OJ990930_04.9C01.C3 


Gene No. 


27023 








Strand 




Start 


15874 








End 


16322 


Name 


OJ990930 04 


. 9C01. 


C3.o6. 


tm 


Method 


TBLASTX: Maize 


Start 


1748 








End 


2057 


GI 


none 








Score 


276 


Exons 


1748. .1906, 


1800. 


.2057, 


1900. 


.2052 




Seq. No. 


12779 








Seq. ID 


OJ990930_04.9C01.C3 


Gene No. 


27023 








Strand 




Start 


15874 








End 


16322 


Name 


OJ990930 04 


9C01. 


C3.o4 . 


tm 


Method 


TBLASTX: Maize 


Start 


2058 








End 


2867 


GI 


none 








Score 


84 


Exons 


2058. .2129, 


2069. 


.2122, 


2118. 


.2483, 2127. .2486, 2140. .2487, 




2562. .2651, 


2634. 


.2699, 


2658. 


.2747, 2685. .2792, 2730. .2792, 



13278 



Seq. No. 
Gene No. 



2733. .2840, 2778. .2867 

12779 
27023 



Seq. ID OJ990930_04.9C01.C3 
Strand 



OA , v-f 


15874 










End 


16322 






Name 


OJ990930 04 






LIU 


Method TBLASTX : 


l v Jd J_ Z, G 




btart 


4327 










End 


7909 








none 










Score 


34 








Exons 


4327. 


.4422, 


4442. 


.4507, 


4479. 


.4505, 


4580. 


.4699, 


4581. 


.4697, 




4775. 


.4948, 


4776. 


.4922, 


4935. 


.5036, 


4940. 


.5047, 


4946. 


.5047, 




4947. 


.5060, 


5051. 


.5110, 


5053. 


.5109, 


5060. 


.5128, 


5375. 


.5566, 




5405. 


.5620, 


5406. 


.5621, 


5407. 


.5634, 


5766. 


.5906, 


5791. 


.5907, 




5796. 


.5906, 


6050. 


. 6160, 


6052. 


. 6162, 


6053. 


.6160, 


6057. 


. 6161, 




. 6058. 


. 6162, 


6260. 


.6373, 


6261. 


. 6371, 


6262. 


.6378, 


6262. 


.6378, 




6485. 


.6607, 


6497. 


. 6607, 


6516. 


. 6608, 


6701. 


.6961, 


6707. 


.6862, 




6717. 


.6944, 


6727. 


. 6945, 


7048. 


.7191, 


7051. 


.7185, 


7055. 


.7192, 




7408. 


.7521, 


7410. 


.7523, 


7410. 


.7526, 


7411. 


.7524, 


7813. 


.7902, 




7816. 


.7902, 


7847. 


.7909 















Seq. No. 12779 

Gene No. 27023 

Start 15874 

Name OJ990930_04 . 9C01 . C3 . ol . tw 

Start 4580 

GI none 

Exons 4580.. 4699, 4581.. 4697", 4775, 
4940. .4999, 4947. .4997 

Seq. No. 12779 
Gene No. 27023 
Start 15874 

Name OJ990930JD4 . 9C01 . C3 . o2 . ts 

Start 4589 
GI none 

Exons 4589.. 4699, 4602.. 4697, 4775. 

4970. .5074, 5050. .5109, 5405, 
5790. .5864, 5862. .5906, 6050. 
6264. .6323, 6265. .6372, 64 73. 

Seq. No. 12779 
Gene No. 27023 
Start 15874 

Name OJ990930_04 . 9C01 . C3 . o2 . tc 

Start 4592 
GI none 

Exons 4592.. 4660, 4643.. 4693, 4778. 

4971. .5054, 5047. .5109, 5054. 
5499. .5594, 5515. .5622, 5525. 

Seq. No. 12779 

Gene No. 27023 

Start 15874 

Name OJ990930JM . 9C01 . C3 • ol . tc 

Start 6716 

GI none 

Exons 6716.. 6808, 6717.. 6833, 7042. 

7423. .7530, 7813. .7902, 7847. 



OJ990930_04.9C01.C3 
16322 

TBLASTX: Wheat 

4999' ' 

163 



Seq. ID 
Strand 
End 

Method • 
End 
Score 

.4948, 4776. .4922, 4804. .4941, 



Seq. ID OJ990930_04 . 9C01 . C3 

Strand ' - 

End 16322 

Method TBLASTX : Soybean 

End 6833 

Score 87 

.4900, 4775. .5047, 4782. .5048, 
.5620, 5405. .5566, 5407. .5634, 
.6085, 6098. .6163, 6099. .6164, 
.6571, 6726. .6833, 6731. .682 9- 

Seq. ID OJ990930_04 . 9C01 .C3 
Strand 

End 16322 
Method TBLASTX : Cress 
End 5622 
Score 90 

.4888, 4809. .4895, 4970. .5050, 
.5110, 5405. .5491, 5413. .5493, 
.5608 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990930 04.9C01.C3 



16322 

TBLASTX: Cress 
9752 
69 

7185, 7054. .7179, 7410. .7529, 
7903, 8032. .8226, 8054. .8227, 



13279 








Q11A Q^/IQ QOOQ Q C / 7 QTQQ 
O JJ4 . . 0040, OJJ3. .OD4 /, O / 


QQCC Q 
. . OO JJ / o 


7 y| n QQC-D 

/ 4 U . . o o O J , 


9415. .9513, 






?Dj / . . y / 3 Z 












Seq. No. 


12779 


Seq. ID 


OJ990930 


_04.9C01 


.C3 




Gene No. 


27023 


Strand 










OA i -v~ -f- 


x o o / 4 




1 £^99 








Name 


ujyyuyju U4 . yuui . lj . 04 . us 


lYie z, no a 


TT5T A QTY • 








Start 


7 fl A Q 
/ U 4 O 


kna 


7 1 Q 9 

/ x y z 








bl 


none 


Score 


X 4 Z 








Exons 


1C\AQ 71 Q1 IH^O 71 Q9 












Seq. No. 


1 OT7Q 

x z / / y 


beq. id 


Pi TQ Qfl Q ^ H 

uj yyuyou 


OA Qpni 






bene no . 


Z / UZ J 


C 4- v- -n ?-i <H 

b uldna 










Start 


15874 


End 


16322 








Name 


OJ990930_04 . 9C01 . C3 . ol . ts 


Method 


TBLASTX: 


ouy ijcaii 








/ 4 u / 


HjI 1U 


Q7 c: 9 








C T 

bX 


none 


Score 


x u u 








Exons 


7/1H7 7COQ 7/1 no 7c,on 7010 
/ 4 U / . . / D Z y , / 4 U O . . / jjU^ 1 OIj 


7 an 9 7 

• . / y u z , / 


04 / . . f y\J J r 


a n ?9 r 


99 (=i 






QAOO Q997 Q'Syl 9 QC/17 P^/l^ 
OUjj . . 0<ii / , . . OD4 / , O -j 4 0 


QC/Q Q 
..0040, O 


7 o q pocc 
/ . . 0 0 O 3 , 


p 7 4 n p 


o ^> u , 






Q/1 C QC1 Q Q/11£ QC.1 1 Q£G.7 

y4 xo . . ?ji j, y 4 x o . . iJDii, yoo / 


. • y / oz 










beq . no . 


XZ / / j 


beq . x u 


uu y y u y j u 


_04 . 9C01 


.C3 


.s a; 
L s ! 


Gene No . 


Z / UZ 0 


Strand 










Start 


15874 


End 


16322 






U\ 


Name 


OJ990930_04 . 9C01 . C3 . o2 . tm. 


Method 


TBLASTX: 


Maize 




:*i t 


btart 


0 U JZ 


End 


9750 






; U 


GI 


none 


Score 


■ 183 






•:"e 


Exons 


i oUJZ..oZZo, o U jSJ . . oZZ / , o jjy 


..8647, 8 


340. .8648, 


8739. .8 


855, 






0/40..O000, y4 1j . . yo 1-3/ y4io 


. .9511, 9430. .9516, 


9642. . 9749, 






yooi . . y / ou 










I Li 


beq. no. 


1 Q77Q 

xz / / y 


Seq. ID 


OJ990930 


_04 . 9C01 


,C3 




Gene No . 


27023 


Strand 








□ 


Start 


15874 


End 


16322 








Name 


OJ990930 04.9C01.C3.o7.gp 


Method 


AAT/GAP 






jsst 


btiart: 


15874 


End 


16310 








bi 


2355 1.R1084 


Score 


821 








Exons 


,15874. .16310 










Q 


GI Descrip. 


, 5803242/dbj | AP000399 . 1 | AP000399 0.0e+00 Oryza 


sativa genom 


"*~" T 




DNA, chromosome 6, clone : P0535G04 ' 










Seq. No. 


12779 


Seq. ID 


OJ990930 


JD4.9C01 


.C3 




Gene No. 


27023 


Strand 










b tar u 


15874 


End 


16322 








Name 


OJ990930 04 . 9C01 . C3 . o7 . tm 


Method 


TBLASTX: 


Maize 






btart 


16141 


End 


16310 








C T 

bl 


none 


Score 


140 








Exons 


16141. .16287, 16141. .16266, 


16146. .16310, 16154 


. .16282 






O tr v-j . in (J . 


12779 


Seq. ID 


OJ990930 


_04 . 9C01 


.C3 




Gene No . 


27023 


Strand 










Start 


15874 


End 


16322 








Name 


OJ990930 04 . 9C01.C3.o3. tw 


Method 


TBLASTX: 


Wheat 






Start 


16153 


End 


16322 








GI 


none 


Score 


226 








Exons 


16153. .16266, 16161. .16322, 


16164. .16310, 16166 


. .16318 





13280 



Seq. No. 


12780 


Seq. ID 


OJ990930 


Gene No. 


27024 


Strand 


+ 


Start 


270 


End 




Name 


n.TQQDQ^D 04 QP01 P4 n1 rr<? 






jLcil L 


?7H _ 


Hi I Id 




rir 

\J X 


none 




19 




?7D "3Q9 4^R SDQ 






ot-4« in w . 


i 97 fin 




vju y z?u .7 j u 


ConP No 
O C 1 1C INU • 


27025 


Strand 


+ 


Start 


1241 


End 


1360 


Name 


OJ990930 04.9C01.C4.ol.gp 


Method 


AAT/GAP 


Start 


1241 


End 


1360 


(IT 


2355 1.R1084 


Score 


197 


JjAUliO 


1241. .1360 








■5803242/dbj | AP000399 . 1 1 AP000399 0.0e+00 Oryza , 




DNA, chromosome 6, clone :. 


P0535G04 ■ 




Seq. No. 


12780 


Seq. ID 


OJ990930 


Gene No. 


27026 


Strand 


+ 


Start 


3762 


End 


5322 


Name 


OJ990930 04.9C01.C4.o3.gp 


Method 


AAT/GAP 


OLai. L. 


3762 


End 


5322 


rir 


none 


Score 


826 


LiAUllO 


3762. .4068, 5182. .5322 






Qprj Kin 


12780 


Seq. ID 


OJ990930_ 


Gene No. 


27027-' 


Strand 


+ 


Start 


5279 


End 


6430 


Name 


OJ990930 04.9C01.C4.o3.np 


Method 


AAT/NAP 


Start 


5279 


End 


6430 


GI 


6041845 


Score 


263 


Exons 


5279.. 5339, 5832.. 6430 







04 . 9C01.C4 



9C01.C4 



GI Descrip. (AC009853) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 12780 

Gene No. 27028 

•Start t , 1186 

Name " v OJ990930_04 . 9C01 . C4 . o2 . gs 

Start 1186 

GI none 

Exons 1186. .1212, 
4061. .4119 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990930_04 . 9C01.C4 
4119 

GEN SCAN *• 

4119 

.54 



1331. .1698, 2333. .2449, 2932. .3223, 3814. .4021, 



Seq. No. 


12780 




Seq. ID 


OJ990930_04 . 9C01 


Gene No. 


27028 




Strand 




Start 


1186 




End 


4119 


Name 


OJ990930 04 


.9C01.C4.ol.np 


Method 


AAT/NAP 


Start 


1224 




End 


2282 


GI 


6562266 




Score 


492 


Exons 


1224. .1706, 


2144. .2282 






GI Descrip. 


(AL132980) 


putative protein 


[Arabidopsis thaliana] 


Seq. No. 


12780 




Seq. ID 


OJ990930_04.9C01 


Gene No. 


27028 




Strand 




Start 


1186 




End 


4119 


Name 


OJ990930 04 


.9C01.C4.ol.tm 


Method 


TBLASTX: Maize 



13281 



Start 


1238 








End 


1550 




GI 


none 








Score 


431 




i — 1 w 1 1 1_> 


1238 . . 1549, 


1245. 


. 1550 










Seq. No. 


12780 








Seq. ID 


OJ990930 


_04.9C01.C4 


Gene No. 


27028 








Strand 






Start 


1186 








End 


4119 




Name 


OJ990930 04. 


9C01 . 


C4 . ol . 


tw* 


Method 


TBLASTX * 


Wheat 


Start 


1243 ~~ 








End 


1492 




GI 


none 








Score 


111 




Pvon s 


1243. . 1338, 


1250. 


. 1483, 


1253. 


. 1492 






Seq. No. 


12780 








Seq. ID 


OJ990930 


04 9C01 C4 


Gene No. 


27028 








Strand 






Start 


1186 








End 


4119 




Name 


OJ990930 04. 


9C01. 


C4 .ol . 


ts 


Method 


TBLASTX: 


Soybean 


Start 


1253 ~~ 








End 


1701 




GI 


none 








Score 


113 




Exons 


1253. . 1438, 


1254 . 


. 1439, 


1418 . 


.1699, 1430.. 1696, 


1437 1700, 




1468 . . 1701 














Seq. No. 


12780 








Seq. ID 


OJ990930 


04 . 9C01.C4 


Gene No. 


27028 








Strand 






Start 


1186 








End 


4119 




Name 


OJ990930 04. 


9C01. 


C4 .o2. 


gp 


Method 


AAT/GAP 




Start 


1493 








End 


3125 




GI 


9214 2.R1084 








Score 


1180 




Exons 


1493. . 1698, 


2136. 


.2236, 


2333. 


.2527, 2975.. 3125 





GI Descrip. ' 6016845/dbj | AP000570 . 1 1 AP000570 2.0e-12 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 11E10 ' 



Seq. No. 


12780 








Seq. ID 


OJ990930_04 . 9C01.C4 


Gene No . 


27028 








Strand 




Start 


1186 








End 


4119 


Name 


OJ990930 04, 


. 9C01. 


C4 .o3. 


tm 


Method 


TBLASTX: Maize 


Start 


1551 








End 


2215 


GI 


none 








Score 


192 


Exons 


1551. .1706, 


1553. 


.1696, 


2137. 


.2214, 2138. .2215 


Seq. No. 


12780 








Seq. ID 


OJ990930_04.9C01.C4 


Gene No. 


27029 








Strand 




Start 


5435 








End 


6226 


Name 


OJ990930 04, 


. 9C01. 


C4 .ol. 


tc 


Method 


TBLASTX: Cress 


Start 


5435 








End 


6226 


GI 


none 








Score 


88 


Exons 


5435. .5563, 


5690. 


.5797, 


5711. 


.5806, 5891. .6052, 6098. .6226, 




6109. . 6225 












Seq. No. 


12780 








Seq. ID 


OJ990930_04 . 9C01.C4 


Gene No. 


27030 








Strand 




Start 


6295 








End 


6515 


Name 


OJ990930 04. 


. 9C01. 


C4 .o2. 


tm 


Method 


TBLASTX: Maize 


Start 


6295 








End 


6515 


GI 


none 








Score 


279 


Exons 


6295. .6510, 


6296. 


.6508, 


6450. 


.6515 




Seq. No. 


12781 








Seq. ID 


OJ990930_04 .9C01.C5 



13282 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



27031 Strand 
1 End 1516 

OJ990930_04 . 9C01 . C5 . ol . np Method AAT/NAP 

1 End 1516 

3287682 Score 146 

1..331, 764. .981, 1210. .1335, 1439. .1516 

(AC003979) Strong similarity to gb|M97657 poly (A) -binding 
protein (PABP5) from A. thaliana. [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12781 Seq. ID 

27031 Strand 

1 End 

OJ990930_04 . 9C01 . C5 . ol . gs Method 

118 End 

none Score 

118. .336, 1246. .1326 



OJ990930__04.9C01.C5 

1516 
GENSCAN 
1326 
.88 



OJ990930 04.9C01.C6 



12782 Seq. ID 

27032 Strand 

929 End 1505 

OJ990930_04 . 9C01 . C6 . ol . gp Method AAT/GAP 

929 End 1072 

12826_1.R1084 Score 229 
929. .1072 

1 3043612/dbj |BAA25470| 1.0e-17 (AB011116) KIAA0544 protein [Homo 
sapiens] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12782 Seq. ID 

27032 Strand 

929 End 

OJ990930_04 . 9C01 . C6 . ol . gs Method 

94 8 End 

none * Score 
948. .1445 



OJ990930_04.9C01.C6 

1505 
GENSCAN 
1445 
. 69 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12782 Seq. ID OJ990930_04 . 9C01 . C6 

27032 Strand 

929 End . 1505 

OJ990930_04 . 9C01 . C6 . ol . np Method AAT/NAP 

948 End 1505 

6681341 Score 274 

948. .1164, 1216. .1505 

(AC015985) putative RING zinc finger protein [Arabidopsis 
thaliana] gi | 6682260 | gb | AAF23312 . 1 | AC016661_37 (AC016661) 
unknown protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



12782 
27032 
929 

OJ990930_04 . 9C01 . C6 . ol . tm 

968 

none 

968. .1111, 970. .1095 

12782 
27032 
929 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



OJ990930_04.9C01.C6 
1505 

TBLASTX : Maize 

1111 

198 



OJ990930 04.9C01.C6 



1505 



13283 




Name 






.UD. OX 


• us ixieunou 


i tjijAo i a . ooyDean 


Of 2 r-f- 








Hjna 


1 O R 9 




none 






Score 


1 R R 
i jj 




Qfifl 1 0R7 


Q70 


1 1 D1 


Q71 1 1 09 1 1 QQ 


1 0 


Seq. No. 


12782 






Seq. ID 


OJ990930_04 . 9C01 


Gene No. 


27032 






Strand 




Q-h a -r-h 
olal L 










1 ROR 


In a III C 




qpoi 


P £ r^l 






o Lai L 


Q70 _ 






Hi I id 


1110 
111U 


r T 


none 






Score 


1 t:*3 
ID J 




Q70 i i i n 


Q7 1 


1 0 






jcvji In U ■ 


1 27R? 






Seq. ID 


OJ990930__04 . 9C01 




27032 






Strand 




Start 


929 






End 


1505 


Name 


OJ990930 04 


. 9C01 


.C6.ol 


.tw Method 


TBLASTX: Wheat 


Start 


10 05 






End 


1310 


GI 


none 






Score 


88 


Exons 


1005. .1082, 


1006 


. .1119 


, 1007. .1117, 1010. .1132, 1210. .1: 




1211. .1258, 


1272 


. .1310 


, 1277. .1309 





Seq. No. 12783 Seq. ID 

Gene No. 27033 Strand 

Start 1 . End . 

Name ' OJ990930JD4 . 9C01 . C7 . ol . gp Method 

Start 1 End 

GI 12826_1.R1084 Score 

Exons 1 . . 449 

GI Descrip. 1 3043612/dbj | BAA25470 | 1.0e-17 (AB011116) KIAA0544 protein [Homo 
sapiens] 1 



OJ990930_04 . 9C01.C7 
+ 

472 

AAT/GAP 
449 ' 
886 



, 3 Seq. No. 


12783 




Seq. ID 


OJ990930_04 . 9C01.C7 


Gene No. 


27033 




Strand 


+ 


:; 3 | Start 


1 




End 


472 


"~ l Name 


OJ990930 04.9C01.C7 


.ol.ts 


Method 


TBLASTX: Soybean 


Start 


1 




End 


472 




none 




Score 


127 


i 3 -: Exons 


1..186, 4. .183, 8.. 


193, 23. 


.193, 203.. 


,283, 275. .472, 277. .462 


l * z - Seq. No. 


12783 




Seq. ID 


OJ990930_04 . 9C01.C7 


Gene No. 


27033 




Strand 


+ 


Start 


1 




End 


472 


Name 


OJ990930 04.9C01.C7 


.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


472 


GI 


6681341 




Score 


477 


Exons 


1. .472 








GI Descrip. 


(AC015985) putative 


RING zinc finger protein [Arabidopsis 



thaliana] gi I 6682260 | gb | AAF23312 . 1 1 AC016661_37 (AC016661) 
unknown protein [Arabidopsis thaliana] 



Seq. No. 12783 Seq. ID OJ990930__04 . 9C01 . C7 

Gene No. 27033 Strand + 

Start 1 End 472 

Name OJ990930_04 . 9C01 . C7 . ol . tm Method TBLASTX: Maize 

Start 35 End 472 

GI none Score 690 



13284 



Exons 


35 . . 472 , 


37 . .471 






Seq. No. 


12783 




Seq. ID 


OJ990930_04.9C01.C7 


Gene No. 


27033 




Strand 


+ 


o Lai u 


1 




FnH 


4 7 9 


Name 


O.T9Q0970 


04 9P01 CI ol t-w 


L*lt2 L11UU 


X O Xjr~iO 1A . W 1 1 c d L 




a a ~ 

1 u 




FnH 


4 17 
4 1 J 


oX 


n on o 




Score 


S R7 




4 6 411 

1 U • till; 


47 419 60 41? 








1 97fi 7 






\JU Z?ZJ\JZ7 jU U 4 ! . . L / 


Gene No. 


27033 




Strand 


4- ~ 


Start 


1 




End 


472 


Name 


OJ990 930 


04 9C01 CI ol fr 


Mp t" h o H 


TRT.A9TX * frp <=> 


Of arf 
OLdl L. 


1 S9 ~ 

X .J £, 




FnH 


4 7 9 


O X 


n on o 




^ OO T~0 

O o wx 




TT von ^ 


152 . . 187, 


215 415 266 394 


, 277 414 


776 499 799 470 




410 . .472, 


497 471 471 479 






Seq. No. 


12783 




Seq. ID 


OJ990930 04.9C01.C7 


Gene No. 


27033 




Strand 


+ 




1 




FnH 

Hil l\Ji 


4 79 

4 / 




O.TQ90970 


04 QP01 P7 nl rr^ 


L v Jfci LilvJU 






IRS ~ 

X J J 






4 7 9 
4 / Z 


ot 
bl 


none 




Score 


. DO 


Exons 


IRS 4 7 9 








Seq. No. 


12784 




Seq. ID 


OJ990930_04.9C01.C8 


Gene No. 


27034 




Strand 




o Lai L 


i 

-L 




FnH 

HjI 1U 


7 67 1 


Name 


UU 3 _7 U Zf J VJ 


04 QP01 Pfi ol no 




a jut /pn d 


Of 3>-f 

OLdi L 


1 — 

X 




FnH 


74 7 


CI 

\D X 


n on o 




Score 


6R 6 
DO D 


Exons 


1 74 7 








Seq. No. 


12784 




Seq. ID 


OJ990930 04 9C01 C8 


Gene No. 


27034 




Strand 


+ ~ 


Start 


1 




End 


3671 


Name 


OJ990930 


04.9C01.C8.ol.np 


Method 


AAT/NAP 


Start 


225 




End 


3661 


GI 


2492952 




Score 


978 


Exons 


225. .254, 


1576. .1730, 1888.. 


1964, 2069 


..2127, 2308. .2391, 



2548. .2640, 2842. .2922, 3011. .3142, 3356.-3458, 3567. .3661 
GI Descrip. CHORISMATE SYNTHASE 1 PRECURSOR 

(5-ENOLPYRUVYLSHIKIMATE-3-PHOSPHATE PHOSPHOLYASE 1) 
gi|542026|pir| IS40410 chorismate synthase (EC 4.6.1.4) 1 
precursor - tomato gi | 4 10482 | emb | CAA7 9859 | (Z21796) chorismate 
synthase 1 [Lycopersicon esculentum] 



Seq. No. 12784 Seq. ID 

Gene No. 27034 Strand 

Start 1 End 

Name OJ990930_04 . 9C01 . C8 . o2 . gp Method 

Start 882 End 

GI 16622_3.R1084 Score 

Exons 882.. 1067, 1580.. 1730, 1888.. 1964, 2069 
2549. .2616 



OJ990930_04.9C01.C8 

4- 

3671 
AAT/GAP 
2616 
1104 
2127, 



2308. .2393, 



13285 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



, 2492953/sp|Q42885|ARC2_LYCES 5.0e-34 CHORISMATE SYNTHASE 2 
PRECURSOR (5-ENOLPYRUVYLSHIKIMATE-3-PHOSPHATE PHOSPHOLYASE 2) 

>gi_542027_pir S40409 chorismate synthase (EC 4.6.1.4) 2 

precursor - tomato >gi_4 104 84_emb_CAA79854_ (Z21791) chorismate 
synthase 2 [Lycopersicon esculentum] 1 



12784 Seq. I 

27034 Strand 
1 End 
OJ990930_04 . 9C01 . C8 . ol ; tm Method 
893 End 
none Score 
893. .964, 962. .1060, 1554. .1628, 157 

1579. .1725, 1659. .1730, 1881. .1961, 

1886. .1975, 2046. .2129, 2056. .2127, 

2309. .2395, 2546. .2635, 2547. .2636, 

2584. .2640, 2834. .2920, 2836. .2925, 

3010. .3141, 3013. .3156, 3322. .3462, 

3558.. 3662, 3566.. 3655, 3568.. 3663 



D OJ990930_04 .9C01.C8 
-f 

3671 

TBLASTX: Maize 
3663 
72 

8. .1724, 1579. .1731, 
1885. .1962, 1885. .1968, 
2307. .2390, 2308. .2391, 
2547. .2639, 2548. .2658, 
2839. .2922, 2984. .3142, 
3356.. 3460, 3393.. 3473, 



Seq. No. 12784 

Gene No. 27034 

Start 1 

Name OJ9'90930_04 . 9C01 . C8 . ol . gs 

Start 932 

GI none 

Exons 932.. 1067, 1580.. 1730, 1888. 



Seq. ID OJ990930_04 . 9C01.C8 

Strand + 

End 3671 

Method GENSCAN 

End 3653 

Score .83 
1964, 2069. .2127, 2308.. 2391, 



2842. .2922, 3011. .3142, 3356. .3458, 3567. .3653 



Seq. No. 12784 
Gene No. 27034 
Start 1 

Name OJ990930_04 . 9C01 . C8 . ol . ts 

Start 1548 
GI none 
Exons 1548. 

1886. 

2547. 

2972. 

3356. 



.1712, 1573. .1731, 1605 

,1975, 2055. .2123, 2056 

,2636, 2547. .2639, 2548 

.3124, 3000.. 3125, 3008.. 3142, 3010 

.3460, 3552.. 3671, 3566.. 3655 



Seq. ID OJ990930_04 . 9C01.C8 

Strand + 

End 3671 

Method TBLASTX : Soybean 

End 3671 

Score 100 

1730, 1609. .1731, 1885. .1968, 
2124, 2304. .2387, 2308. .2391, 
2658, 2791. .2925, 2824. .2931, 
3141, 3322. .3465, 



Seq. No. 12784 

Gene No. 27034 

Start 1 

Name OJ990930_04 . 9C01 . C8 . o2 . 

Start 1579 

GI none 

Exons 1579.. 1731, 1605.. 1730, 

Seq. No. 12784 

Gene No. 27034 

Start 1 

Name OJ990930_04 . 9C01 . C8 . ol . 

Start 2547 

GI none 

Exons '2547.. 2621, 2548.. 2589, 
3010. .3141 



Seq. ID OJ990930__04 . 9C01.C8 

Strand + 

End 3671 

tc Method TBLASTX : Cress 

End 1924 

Score 202 
1606. .1731, 1886. .1924 

Seq. ID OJ990930_04.9C01.C8 

Strand + 

End 3671 

tc Method TBLASTX: Cress 

End 3142 

Score 69 
2815.. 2925, 2860.. 2922, 3008.. 3142, 



13286 



Seq. No. 12784 Seq. ID 

Gene No.. 27034 Strand 

Start 1 End 

Name OJ990930JD4 . 9C01 . C8 . ol . tw Method 

Start 3331 End 

GI none Score 
Exons 



OJ990930_04 . 9C01.C8 
+ 

3671 

TBLASTX : Wheat 

3668 

163 



3331.. 3462, 3356.. 3460, 3396.-3464, 3552.. 3668, 3564.. 3650, 
3566. .3652 



Seq. No. 12785 Seq. ID OJ990930_04 . 9C01 . C9 

Gene No. 27035 Strand + 

Start 224 End 515 

Name OJ990930_04 . 9C01 . C9 . ol . np Method AAT/NAP 

Start 224 End 359 

GI 2492953 Score 101 

Exons 224.. 359 

GI Descrip. CHORISMATE SYNTHASE 2 PRECURSOR 

( 5 -ENOLPYRUVYLSHIKIMATE- 3 -PHOSPHATE PHOSPHOLYASE 2) 





gi | o4 ZOZ I 


I pir | | S40409 chorismate synthase (EC 4.6.1.4) 2 




precursor 


- tomato gi | 410484 | emb | CAA79854 | (Z21791) chorismate 




synthase 


2 [Lycopersicon esculentum] 




Seq. No. 


1 O *7 O C 

1Z /OD 




Seq. ID 


OJ99U9J0 04.9C01.C9 


bene No. 


Z 1 Uoo 




Strand 


+ 


btart 


o o / 
zz 41 




End 


olo 


Name 




04 . 9C01 . C9 . ol . tm 


Method 


TBLASTX : Maize 


btart 






End 


450 


GI 


none 




Score 


157 


Exons 


224. .382, 


224. .382, 225. .383, 


286. .450 




Seq. No. 


12785 




Seq. ID 


OJ990930_04.9C01.C9 


Gene No. 


27035 




Strand 


+ 


Start 


224 




End 


515 


Name 


OJ990930 


04.9C01.C9.ol.gs 


Method 


GENSCAN 


Start 


226 




End 


380 


GI 


none 




Score 


.84 


Exons 


226. .380 








Seq. No. 


12785 




Seq. ID 


OJ990930_04.9C01.C9 


Gene No. 


27035 




Strand 


+ 


Start 


224 




End 


515 


Name 


OJ990930 


04.9C01.C9.ol.gp 


Method 


AAT/GAP 


Start 


261 




End 


515 


GI 


2796932 




Score 


427 


Exons 


261. .515 








Seq. No. 


12786 




Seq. ID 


OJ990930_04 .9C01.C10 


Gene No. 


27036 




Strand 


+ .. 


Start 


250 




End 


8124 


Name 


OJ990930 


04.9C01.C10.o2.tc 


Method 


TBLASTX: Cress 


Start 


234 




End 


1060 


GI 


none 




Score 


133 


Exons 


234. .329, 


238. .330, 424 . . 606, 


425. . 607, 


428. .610, 677. .805, 




687. .833, 


696. .812, 917. .1060, 


936. .1055 


Seq. No. 


12786 




Seq. ID 


OJ990930_04.9C01.C10 



13287 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



27036 

250 

OJ990 

249 

none 

249. . 

486. . 

936. . 

2077. 

2273. 

2518. 

2761. 

2965. 

3314. 

3648. 

3885. 



930 04 .9C01.C10.ol.ts 



323, 250.. 330, 287.. 328, 
617, 677.. 832, 687.. 833, 
1094, 1779. .1955, 1783. . 
.2118, 2080. .2136, 2081. 
.2305, 2274.. 2306, 2309. 
.2580, 2581. .2673, 2611. 
.2880, 2763. .2873, 2952. 
.3036, 3094. .3174, 3095. 
.3412, 3315. .3413,' 3496. 
.3809, 3676. .3810, 3680. 
.4139, 3898. .4140, 4240. 



Strand + 

End 8124 

Method TBLASTX: Soybean 

End 4387 

Score 131 

424. .606, 425. .607, 428. .616, 
922. .1053, 923. .1081, 936. .1094, 
1956, 1784.. 1960, 2051. .2077, 
.2137, 2131. .2166, 2132. .2167, 
.2374, 2310. .2375, 2354. .2389, 
.2673, 2755. .2871, 2757. .2867, 
.3035, 2963. .3034, 2964. .3035, 
.3190, 3101. .3196, 3313. .3411, 
.3594, 3498. .3602, 3499. .3594, 
.3802, 3681. .3812, 3704. .3814, 
.4377, 4241. .4387 



Seq. No. 12786 Seq. ID 

Gene No. 27036 Strand 

Start 250 End 

Name OJ990930JD4 . 9C01 .C10 . ol . gs Method 

Start 250 End 

GI none Score 
Exons 



OJ990930_04 . 9C01.C10 
+ 

8124 
GENSCAN 
8010 
. 92 



1963, 2048.. 2168, 
3102. .3175, 



250. .329, .427. .606, 695. .808, 938. .1096, 1786. 
2272. .2387, 2521. .2674, 2762 .. 2871 ,' 2965 .. 3034 
3315. .3410, 3682-.. 3809, 3900. .4134, 4241. .4405, 4482. .4583, 
4635.-4835, 5241. .5417, 6061. .6171, 6304. .6480, 6553. .6681, 
6950. .7138, 7214. .7380, 7937. .8010 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12786 Seq. ID 

27036 Strand 

250 End 

OJ990930_04 . 9C01 . C10 . ol . np Method 

250 End 

6730738 Score 



OJ990930_04 . 9C01.C10 
+ 

8124 
AAT/NAP 
8124 
3670 



250. .329, 427. .606, 695. .808, 938. .1096, 1786. .1963, 2048. .2162, 
2269. .2387, 2965. .3034, 3102. .3175, 3315. .3410, 3499. .3594, 
3682.-. 3809, 3900. .4134, 4241. .4415, 4555. .4835, 6000. .6171, 
6304. .6480, 6553. .6681, 6772. .6867, 6950. .7138, 7214. .7380, 
7934. .8124 

(AC018849) unknown protein [Arabidopsis thaliana] 



12786 Seq. ID 

27036 Str.and 

250 End 
OJ990930_04 . 9C01 . C10 . o2 . tm Method 

966 End 

none Score 

966. .1094, 966. .1094, 967. .1104, 1762. 
1784.. 1960, 2051. 
2090.. 2185, 2270. 



OJ990930_04.9C01.C10 
+ 

8124 

TBLASTX: Maize 
2330 
196 

.1956, 1784. .1960, 
,2092, 2053. .2091, 2080. .2166, 2087. .2167, 
,2329, 2271. .2330, 2286. .2330 



Seq. No. 
Gene No. 
Start 
Name 
Start 



12786 
27036 
250 

OJ990930_04 , 
1849 



9C01.C10.o5.tc 



Seq. ID OJ990930_04.9C01.C10 

Strand + 

End 8124 

Method TBLASTX : Cress 

End 2360 



13288 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 



12786 

27036 

250 

OJ990 

2331 

none 

2331. 

2757. 

2965. 

3313. 

3497. 

3681. 

4241. 

4689. 

6301. 

6525. 

6769. 

6952. 

721-1. 

7935. 



Score 



162 



930 04 . 9C01.C10.ol.tm 



.2390, 
.2867, 
.3036, 
.3411, 
.3592, 
.3812, 
.4405, 
.4838, 
. 6378, 
. 6701, 
. 6870, 
.7023, 
.7378, 
.8123 



2333. 
2762. 
3094. 
3313. 
3498. 
3897. 
4541. 
5887. 
6303. 
6551. 
6771. 
7008. 
7211. 



2386, 
2872, 
3189, 
3411, 
3602, 
4139, 
4579, 
5943, 
6389, 
6682, 
6929, 
7136, 
7378, 



1850 . 


.1966, 


1981. 


.2019, 


2081. 


.2104, 


£. O J * 


.2360 












Seq. 


ID OJ990930 


04 . 9C01.C10 




Strand + 










End 


8124- 






tm 


Method TBLASTX: 


Max ze 






End 


8123 








Score 


98 








2518 . 


.2673, 


2523. 


.2672, 


2755 . 


. 2871, 


2763 . 


.2873, 


2937. 


.3035, 


2964 . 


. 3035, 


3095 . 


.3190, 


3101. 


.3196, 


3102. 


.3197, 


3314 . 


.3412, 


3315. 


.3413, 


3496. 


.3594, 


3499 . 


.3594, 


3676. 


.3810, 


3676. 


.3810, 


3898. 


.4140, 


4240. 


.4404, 


4241. 


.4405, 


4547. 


.4579, 


4679. 


.4834, 


4679. 


.4834, 


6058. 


. 6162, 


6059. 


.6151, 


6060. 


. 6161, 


6304. 


. 6387, 


6337. 


.6498, 


6375. 


. 6497, 


6594. 


. 6683, 


6764. 


.6862, 


6764 . 


. 6862, 


6771. 


. 6863, 


6948. 


.7016, 


6950. 


.7033, 


7024 . 


.7137, 


7025. 


.7138, 


7025. 


.7138, 


7213. 


.7380, 


7924. 


.8112, 


7934. 


.8107, 



Seq. No. 12786 

Gene No. 27036 

Start 250 

Name OJ990930_04 . 9C01 . C10 . 06 . tc 

Start 2805 

GI none 

Exons 2805.. 2846, 2806.. 2871, 
3095. .3187, 3100. .3156 



Seq. ID OJ990930_04.9C01.C10 

Strand + 

End 8124 

Method TBLASTX : Cress 

End 3187 

Score 74 
2963. .3022, 2964. .3023, 2965. .3036, 



Seq. No. 12786 Seq. ID OJ990930_ 

Gene No. 27036 Strand + 

Start 250 End 8124 

Name OJ990930_04 . 9C01 . C10 . ol . gp . Method AAT/GAP 

Start 2989 End 3806 

GI uC-osroM202030h03bl Score 782 

Exons 2989.. 3034, 3102.. 3175, 3315.. 3410, 3499.. 3594, 
GI Descrip. 



04.9C01.C10 



3315. 

f 5732035/gb|AAD4 8 936. 1 |AF160760_4 9. 0e-58 (AF1607 60) 
similarity to Pfam family PF0040 - WD domain, G-beta 
score=10.8, E=3.2, N-2 [Arabidopsis thaliana] ' 



3682. .3806 

contains 
repeat ; 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12786 Seq. ID 

27036 Strand 

250 End 

OJ990930_04 . 9C01 . C10 . o4 . tc Method 

3314 End 

none Score 



OJ990930_04.9C01.C10 
+ 

8124 

TBLASTX: Cress 

3734 

152 



3314. .3412, 3321. .3413, 3325. .3420, 3498. .3593, 3499. .3594, 
3676. .3732, 3681. .3734 



Seq. No. 
Gene No. 
Start 



12786 
27036 
250 



Seq. ID 

Strand 

End 



OJ990930JD4 , 
+ 

8124 



9C01.C10 



13289 



Name 

Start 

GI 

Exons 



OJ990930_04 . 9C01 . CIO . o3 . tc Method TBLASTX : Cress 
3735 End 4357 

none Score 4 2 

3735. .3812, 3738. .3803, 3739. .3810, 3885. .4130, 3885. .4139, 
3898. .4140, 4203. .4298, 4233. .4289, 4238. .4324, 4241. .4324, 
4307. .4357 



Seq. No. 12786 
Gene No; ■ 27036 
Start 250 

Name OJ990930_04 . 9C01 . C10 . o2 . ts 

Start 4691 
GI none 
Exons 4691 

6281 

6375 



4834, 4692 

6373, 6303 

6485, 6376 

6769. .6870, 6771 

7094. .7138, 7094 

7935. .8120, 7966. .8124 



4838, 6052. 

6368, 6303. 

6498, 6552. 

6884, 6771. 

7138, 7211. 



Seq. ID OJ990930_04.9C01.C10 

Strand + 

End 8124 

Method TBLASTX : Soybean 

End 8124 

Score 170 

.6171, 6058.. 6186, 6060.. 6176, 
.6389, 6304.. 6387, 6372.. 6479, 
.6668, 6557.. 6682, 6595.. 6696, 
.6863, 6949.. 7092, 6950.. 7093, 
.7378, 7213. .7368, 7934. .8089, 



Seq. No. 12786 
Gene No. 27036 
Start 250 

Name OJ990930_04 . 9C01 . C10 . ol . tc 

Start 6133 
GI none 

Exons 6133.. 6171, 6313.. 6387, 6321. 

6552.. 6683, 6594.. 6683, 6595. 
6950. .7138, 6955. .7137, 7211. 
7935. .8123 



Seq. ID OJ990930_04.9C01.C10 

Strand + 

End 8124 

Method TBLASTX : Cress 

End 8123 . 

Score 63 

.6389, 6375.. 6485, 6376. .6498, 
.6696, 6769. .6846, 6771. .6848, 
.7387, 7213. .7386, 7934. .8107, 



Seq. No. 12786 

Gene No. 27036 

Start 250 

Name OJ990930_04 . 9C01 . C10 . o2 . gp 

Start 6548 

GI 9896_1.R1084 

Exons 6548.. 6681, 6772.. 6867, 6950. 
GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7138, 7214. .7380, 7937. .8124 
* 5922612/dbj | BAA84613.il 2.0e-34 (AP000492) EST AU078118 (E3904) 
corresponds to a region of the predicted gene.; similar to 
Arabidopsis thaliana BAC IG002P16; No definition line found. 
(AF007270) [Oryza sativa] ' 



OJ990930_04.9C01.C10 
+ 

8124 
AAT/GAP 
8124 
1290 



Seq. No. 


12786 








Seq. ID 


OJ990930_04 . 9C01 . C10 


Gene No. 


27036 








Strand 


+ 


Start 


250 








End 


8124 


Name 


OJ990930 04. 


9C01 


.ClO.ol 


tw 


Method 


TBLASTX: Wheat 


Start 


6771 








End 


7126 


GI 


■-• none 








Score 


123 


Exons 


6771. .6866, 


6772 


. 6870, 


6950. 


.7027, 6952. .7008, 7037.. 7126 


Seq. No. 


12787 








Seq. ID 


OJ990930_04.9C01.C11 


Gene No. 


27037 








Strand 




Start 


243 








End 


524 


Name 


OJ990930 04. 


9C01 


Cll.ol 


gp 


Method 


AAT/GAP 


Start 


243 








End 


524 


GI 


none 








Score 


521 



13290 



Exons 



243. .524 



Seq. No. 12787 Seq. ID 

Gene No. 27038 Strand 

Start 2380 End 

Name OJ990930_04 . 9C01 . Cll . o2 . gs Method 

Start 2380 End 

GI none Score 

Exons 2380.. 2402, 2875.. 2952, 3034.. 3190 



OJ990930_04.9C01.C11 

3190 
GENSCAN 
3190 
.84 



Seq. No. 12788 Seq. ID OJ990930_04.9C01.C12 

Gene No. 27039 Strand 

Start 1151 End 1529 

Name OJ990930_04 . 9C01 . C12 . ol . gp Method AAT/GAP 

Start 1151 End 1529 

GI 4716752 Score 466 

Exons 1151. .1529 



Seq. No. 


1 o i q a 

lz /by 




Seq. ID 


ojy yoy 30 


A A 

04 , 


. yco i . ci 3 


Gene No. 


2704 0 




Strand 


+ 






Start 


781 




End 


32 y 6 






Name 


ojyyoyjo 04 . ycoi .ci3 . 


ol . gs 


Method 


GENSCAN 






Start 


781 




End 


o o c\ f 

32 y© 






GI 


none 




Score 


. 4o 






Exons 


.781. .906, 1034. .1410, 


OTA J| 

3224 . , 


"3 O fi f 

. 3296 








Seq. No. 


12789 




Seq. ID 


OJ990930_ 


_04. 


.9C01.C13 


Gene No. 


27041 




Strand 








Start 


3952 




End 


4314 






Name 


OJ990930 04.9C01.C13. 


o2 . gs 


Method 


GENSCAN 






Start 


3952 




End 


4314 






GI 


none 




Score 


.6 






Exons 


3952. .4314 












Seq. No. 


12790 




Seq. ID 


OJ990930_ 


_04. 


. 9C01.C14 


Gene No. 


27042 




Strand 


+ 






Start 


266 




End 


547 






Name 


OJ990930 04.9C01.C14. 


ol . gs 


Method 


GENSCAN . 






Start 


266 




End 


547 






GI 


none 




Score 


.83 






Exons 


266. .547 












Seq. No. 


12790 




Seq. ID 


OJ990930_ 


_04 . 


. 9C01.C14 


Gene No. 


27043 




Strand 








Start 


595 




End 


2247 






Name 


OJ990930 04.9C01.C14. 


ol . np 


Method 


AAT/NAP 






Start 


595 




End 


2247 






GI 


3402683 




Score 


424 






Exons 


595. .619, 1613. .1893, 


1979. . 


,2247 








GI Descrip. 


(AC004697) similar to 


' latex 


allergen from Hevea 


brasiliensis 



[Arabidopsis thaliana] 



Seq. No. 12790 Seq. ID OJ990930_04.9C01.C14 

Gene No. 27043 Strand 

Start 595 End 2247 

Name OJ990930_04 . 9C01 . C14 . o2 . gs Method GENSCAN 

Start 1597 End 2188 



13291 




PT 


none 




Score 


Q4 




1 SQ7 "IftQ^ 1 Q7Q 91ftft 








Seq. No. 


12790 




Seq. ID 


OJ990930_04 . 9C01 . C14 


Gene No. 


27043 




Strand 






.J .7 w> 




End 


2247 


Name 


PiTQQOQ^O 04 QP01 PI 4 r»1 


• Lb 


Method 


TBLASTX : Soybean 


Of a y--j- 


X D fJ D 




End 


2203 


P T 
UX 


none 




Score 


194 


C V /"\ T"t c 


1646 1RQ7 1 6S1 1 ftQ6 


1 Q7^ 


.2104, 1979. .2020, 2165. .2203 


oeq . ln o . 


x ^ / .? u 




Seq. ID 


OJ990930_04 . 9C01 ,C14 


Gene No. 


27043 




Strand 




Start 


595 




End 


2247 


Name 


O.TQQOQ^O 04 QP01 PI 4 nl 


■ LW 


Method 


TBLASTX: Wheat 


DLal I 


17 90 ~~ 
X / ^ u 




End 


2104 


p y 


none 




Score 


220 




1790 lftQfi 1791 1 QOfi 


1 ft SO 


.1930, IE 


J51. .1949, 1964. .2104, 




1 QfiO 9109 








Oc^. INvJ . 


1 9 7 Q1 

X / _7 X 




Seq. ID 


OJ990930_04.9C01.C15 


Gene No. 


27044 




Strand 




Start 


1 




End 


1584 


Name 


OJ990930 04.9C01.C15.ol, 


.np 


Method 


AAT/NAP 


onar l 


1 




End 


1584 




4678298 




Score 


503 


Exons 


1..570, 601. .770, 1515., 


.1584 






bi uescrip. 


(AL049655) putative protein [Arabidopsis thaliana] 


oeq . lno . 


12791 




Seq. ID 


OJ990930_04.9C01.C15 




27044 




Strand 




Start 


1 




End 


1584 


Name 


OJ990930 04.9C01.C15.ol. 


,ts 


Method 


TBLASTX: Soybean 


oT_d.IT L 


8 




End 


154 


PT 
bi 


4290069 




Score 


185 


Exons 


8. .154 








P T Hoc i t^i 
oX UCoOXip. 


3402683 7.0e-49 (AC004697) patatin-like protein [Arabidopsi; 




thaliana] 








Con NIrt 
o fcr LJ . LN U . 


12791 




Seq. ID 


OJ990930_04.9C01.C15 


Gene No. 


27044 




Strand 




Start 


1 




End 


1584 




OJ990930 04 .9C01.C15.ol, 


,tm 


Method 


TBLASTX: Maize 


O Lai L 


247 




End 


613 


PT 


none 




Score 


74 


Exons 


247. .369, 252. .356, 271. 


, .423, 


272. .403, 427. .465, 444. .464, 




499. .612, 503. .613 








Seq. No. 


12791 




Seq. ID 


OJ990930_04 . 9C01 . C15 


Gene No. 


27044 




Strand 




Start 


1 




End 


1584 


Name 


OJ990930 04 .9C01.C15.ol. 


gp 


Method 


AAT/GAP 


Start 


762 




End 


1167 


GI 


2310664 




Score 


698 


Exons 


762. .1167 








Seq. No. 


12792 




Seq. ID 


OJ990930_04 . 9C01 . C16 



13292 




Gene No. 


27045 






Strand 


+ 




OLdLL 


2311 








JiDJ 




Name 






■ CfS 


l v J g L 1 1 LJ U 


f^FNTQPAM 
o£jIno^/-iLn 




C f- o y-4- 


2311 _ 








JiDJ 




CT 


none 






Score 






Hi2\.KJl lo 


9^11 944 ? 




i n 

Jl 1U 


■ > JlUJ 






OCVj . IN L* • 


12793 








Pj.TQQOQ^O 04 QP01 


pi i 


Gene No. 


27046 






Strand 






Start 


334 






End 


4058 




LN CUllC 


OJ990930 04 


.9C01.C17.ol 


.np 


Method 


AAT /NAP 




O LoL L 


334 






End 


4 0 Rft 
H\J DO 




r;T 

\3 ± 


5042454 






Score 


^90ft 

oz u o 




CiAUll O 


334. .977, 1511. .3399, 3456.. 


3567, 3914 


■ • T U JO 




Ul L/ C O O J_ X • 


(AC007789) 


putative polyprotein [Oryza 


eaf i its 1 
oa LI vaj 




Seq. No. 


12793 






Seq. ID 


OJ990930_04 . 9C01 


.C17 


Gene No. 


27046 






Strand 






Qfarf 

J Uai L. 


334 






End 


4 O^fi 

4 U JO 




ln a. it it. 


OJ990930 04 


.9C01.C17.o2 


.tw 


Method 


1 D±jr\0 1 A . INJlcaL. 




o l ai l 


471 






End 


f \) f 




ul 


none 






Score 


1 0^ 
X \J o 




DAU11 J 


471. .767, 474. .707, 475 


. .750 








Seq. No. 


.12793 






Seq. ID 


OJ990930_04 . 9C01, 


.C17 


Gene No. 


27046 






Strand 






<Zt a r*t- 
O Lai L 


334 






End 


/i n ^ q 

H U 0 0 




Name 


OJ990930 04 


. 9C01.C17.o2 


. LIU 


Method 


i dIjAo i a : Jxia i z e 




OLaLL 


1689 






End 


1 poo 

10 J6 




rij 

\J J. 


none 






Score 






Hi J\ KJ L I O 


1689. . 1832, 


1693. .1827 












12793 






Seq. ID 


OJ990930__04.9C01, 


.C17 


Gene No. 


27046 






Strand 






Start 


334 






End 


4058 




Name 


OJ990930 04 


. 9C01.C17.o2 


.gs 


Method 


GENSCAN 




Olai L 


1829 






End 


4000 




GI 


none 






Score 


.45 




Fvnn q 

D AUllO 


1829. .2052, 


2205. .2466, 


2533 


..3399, 3456. .3513, 3593. .3663, 




3914. .4000 














12793 






Seq. ID 


OJ990930_04.9C01. 


.C17 


Gene No. 


27046 






Strand 






Start 


334 






End 


4058 




Name 


OJ990930 04 


.9C01.C17.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


2335 






End 


2887 




GI 


none 






Score 


97 




JJAUllO 


2335. .2592, 


2369. .2608, 


2575 


..2673, 2576. .2668, 2680. .2727, 




2852. .2887 












Seq. No. 


12793 






Seq. ID 


OJ990930_04.9C01. 


,C17 


Gene No. 


27046 






Strand 






Start 


334 






End 


4058 




Name 


OJ990930 04 


. 9C01.C17.ol, 


.tm 


Method 


TBLASTX: Maize 




Start 


2437 






End 


2722 




GI 


none 






Score 


88 




Exons 


2437. .2685, 


2438. .2722 











13293 



Seq. No. 


12794 


Seq. ID 


OJ990930_04 . 9C01.C18 


Gene No . 


27047 


Strand 


+ 


Start 


178 


End 


594 


Name 


OJ990930 04. 9C01 . C18 . ol . gs 


Method 


GENSCAN 


Start 


178 ~ 


End 


594 


GI 


none 


Score 


. 62 


Exons 


178. .297, 431. .594 






Seq. No. 


12795 


Seq. ID 


OJ990930_04.9C01.C19 


Gene No. 


27048 


Strand 




Start 


1032 


End 


2706 


Name 


OJ990930 04. 9C01 . C19 . ol . np 


Method 


AAT/NAP 


Start 


1032 ~ 


End 


2706 


GI 


2464913 


Score 


174 


Exons 


1032 . . 1049, 2510 . . 2706 






GI Descrip. 


( Z 997 08 ) sugar transporter 


like protein [Arabidopsis thaliana] 


Seq. No. 


12795 


Seq. ID 


OJ990930_04.9C01.C19 


Gene No. 


27048 


Strand 




Start 


1032 


End 


2706 


Name 


OJ990930 04 . 9C01 . C19 . ol . ts 


Method 


TBLASTX: Soybean 


Start 


2524 ~~ 


End 


2706 


GI 


none 


Score 


139 


Exons 


2524.. 2706, 2528.. 2704 






Seq. No. 


12796 


Seq. ID 


OJ990930_04.9C01.C20 


Gene No. 


27049 


Strand 




Start 


397 


End 


2294 


Name 


OJ990930 04 . 9C01 . C20 . ol . gs 


Method 


GENSCAN 


Start 


397 


End 


2247 


GI 


none 


Score 


.81 


Exons 


397. .618, 1083. .1244, 1357. 


.1503, 1591. 


.1723, 1855. .2014, 




2110 . . 2247 






Seq. No. 


12796 


Seq. ID 


OJ990930_04.9C01.C20 


Gene No. 


27049 


Strand 




Start 


397 


End,, . 


2294 


Name 


■ OJ990930 04 . 9C01 . C20 . ol . gp 


Method 


AAT/GAP 


Start 


914 ~ 


End 


2294 


GI 


91997 1.R1084 


Score 


1678 


Exons 


914..T244, 1357.. 1503, 1591 


..1723, 1855. .2014, 2110. .2294 


GI Descrip. 


1 417 6420/dbj | BAA37167 | 2 . Oe 


-11 (AB008097) cytochrome P450 




[Arabidopsis thaliana] 1 






Seq. No. 


12797 


Seq. ID 


OJ990930_04 . 9C01.C21 


Gene No . 


27050 


Strand 


+ 


Start 


1 


End 


6787 


Name. 


OJ990930 04.9C01.C21.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


6787 


GI 


1076802 


Score 


137 


Exons 


1. .33, 254. .456, 562. .603, 


1822. .2036, 


4343. .4534, 6409. .6787 


GI Descrip. 


extensin-like protein - maize gi | 600118 | emb | CAA84230 | (234465) 




extensin-like protein [Zea 


mays] gi | 1096557 | prf M 2111476A 




extensin-like domain [Zea mays] 




Seq. No. 


12797 


Seq. ID 


OJ990930_04.9C01.C21 



13294 



Gene No. 27050 Strand + 

Start 1 End 6787 

Name OJ990930J34 . 9C01 . C21 . o2 . gp Method AAT/GAP 

Start 2459 End 2545 

GI 90742_1.R1084 Score 76 

Exons 2459. .2545 

GI Descrip. ? 5734 616/dbj | AP000391 . 1 | AP000391 4.0e-29 Oryza sativa genomic 
. DNA, chromosome 6, clone: P0538C01'' 



Seq. No. 12797 Seq. ID 

Gene No. 27050 Strand 

Start 1 End 

Name OJ990930_04 . 9C01 . C21 . o3 . gs Method 

Start 6562 End 

GI none Score 

Exons 6562. . 6729 



OJ990930_04 . 9C01.C21 
+ 

6787 
GENSCAN 
6729 
.43 



Seq. No. 12797 Seq. ID OJ990930_04.9C01.C21 

Gene No. 27051 Strand 

Start 296 End 438 

Name OJ990930_04 . 9C01 . C21 . ol . gp Method AAT/GAP 

Start 296 End 438 

GI 91997_1.R1084 Score 261 

Exons 296.. 438 

GI Descrip. - 1 4 17 64 20/dbj | BAA37 167 | 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] 1 





Seq. No. 


12798 








Seq. ID 


OJ990930_04 .9C01 


.C22 


= F 


Gene No. 


27052 








Strand 


+ 




!f 
•sr 


Start 


60 








End 


3206 






Name 


OJ990930 


04 . 9C01.C22 


.ol. 


gs 


Method 


GENSCAN 




sr 

'■I 


Start 


60 








End 


3065 




sr 


GI 


none 








Score 


.94 






Exons 


60. .701, 


1335. .3065 












: } 

\S 


Seq. No. 


12798 








Seq. ID 


OJ990930_04 .9C01 


.C22 




Gene No. 


27052 








Strand 


+ 






: Start 


60 








End 


3206 






Name 


OJ990930 


04.9C01.C22 


.o2. 


tm 


Method 


TBLASTX: Maize 






Start 


285 








End 


704 






GI 


none 








Score 


595 






Exons 


285. .704, 


287. .703 














Seq. No. 


12798 








Seq. ID 


OJ990930_04 .9C01 


C22 




Gene No. 


27052 








Strand 


+ 






Start 


60 








End 


3206 






Name 


OJ990930 


04 . 9C01.C22 


.ol. 


tc 


Method 


TBLASTX: Cress 






Start 


390 








End 


3017 






GI 


none 








Score " 


108 






Exons 


390. .506, 


534. .638, 


1314 




1445, 1490.. 


1606, 1491.. 1658, 





2601. .2765, 2886. .3017 



Seq. No. 12798 Seq. ID 

Gene No. 27052 Strand 

Start 60 End 

Name OJ990930_04 . 9C01 . C22 . ol . tm Method 

Start 1733 End 



OJ990930_04.9C01.C22 
+ 

3206 

TBLASTX: Maize 
2633 



13295 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

1733. .1813, 1734. .1856, 1947, 
2441. .2632, 2442.-2633 



Score 201 

.2441, 1947. .2261, 2192. .2494, 



12798 
27052 
60 

OJ990930_04 . 9C01 . C22 . o2 . np 
2046 
3142291 
2046. .2283 

(AC002411) Contains similarity to adenylate cyclase gb|AF012921 
from Magnaporthe grisae. EST gb|Z24512 comes from this gene. 
[Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990930_04 , 
+ 

3206 
AAT/NAP 
2283 
42 



9C01.C22 



12798 Seq. ID 

27052 Strand 
60 End 
OJ990930JD4 . 9C01 . C22 . ol . gp Method 
2771 End 
7139_1.R1084 Score 
2771. .3206 

'4726079/gb|AAD28303.1.|AF143940_l 3.0e-39 (AF143940) 
SWI2/SNF2-like protein [Arabidopsis thaliana] 1 



OJ990930_04.9C01.C22 
+ 

3206 
AAT/GAP 
3206 
810 



12799 Seq. ID OJ990930 

27053 Strand + 

421 End 619 

OJ990930_04 . 9C01 . C23 . ol . gs Method GENSCAN 

421 End 619 

none Score .41 
421. .619 



04.9C01.C23 



Seq. No. 12800 Seq. ID 

Gene No. 27054 Strand 

Start 72 End 

Name OJ990930_04 . 9C01 . C25 . ol . gs Method 

Start 72- End 

GI none ' Score 

Exons 72. .188, 254. .307 



OJ990930_04.9C01.C25 
+ 

307 

GENSCAN 

307 

.45 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



12801 Seq. ID OJ990930_04.9C01.C26 

27055 Strand 

1 End 82 

OJ990930_04 . 9C01 . C2 6 . ol . gp Method AAT/GAP 

1 End 82 

LIB3432-048-P2-K1-G7 Score 133 

1. .82 

, 5852170/emb|AL117265.1|OST17804 1.0e-177 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : t!7804 ' 



12802 Seq. ID 

27056 Strand 

416 End 

OJ990930_04 . 9C01 . C27 . ol . gs Method 

416 End 

none Score 



OJ990930_04.9C01.C27 
500 

GENSCAN 
500 
. 62 



13296 




Exons 416. . 500 





0 e q • in u . . 


1 ?firR 

IlOU J 








Qoo t n 

0 fc; . 1 u 


Uu^yu.?iu uo . slu j 


PT 
• L-I 




bene iNu . 


l / UJ / 








oLidnci 


_i_ 

T 






Dial L 


1 R71 








rjiiu. 


1 ft 

10 j" 






N3ITI© 


Pj.TQQOQI fl Dfi 




pi oi 


gs 




P M Q P 7\ M 






Of--, y-f- 


1 S7 1 _ 

J. ~J 1 X 








FnH 

£ji L\J. 


1 ft 
IO 






P T 


none 








Score 


• -7 I 






Exons 


1571. .1672, 


1765. 


. 1839 












Cnn No 

JClJ • tNW ■ 










Seq. ID 


OJ990910_06.9C03 


PI 
• ^ I 




f~* £\*r\ ^ M y^i 
UCilC LN(J • 


£ / UJO 








Strand 










0100 








End 


9448 






Name 


vU ^ ^7 I U \J u . 




PI n9 


O" Q 

g& 


Method 


GEN SCAN 






O Lai L 


CI op ~~ 
D I O O 








End 


9448 






ol 


none 








Score 


.53 








uioo • . v y u 0 f 


7 n S9 


7 Rft ft 


7 617 


.8923, 9050. .9448 






Seq. No. 


12803 












.CI 






27058 








Strand 








OLdl L 


6188 








End 


9448 






Name 


OJ990910 06. 


9C03. 


Cl.ol. 


np 


Method 


AAT/NAP 






OLail, 


6222 








End 


9448 




□ 


PT 
ol 


4680179 








Score 


5251 




> 5 S 

'i St? 


Exons 


6222. . 9448 














jiff 


GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa : 


subsp. indica] 




r Li 


Q /-> \s\r\ 

oeq. ln 0 . 


12803 








Seq. ID 


OJ990910_06.9C03 


p 1 
.11 




bene lno ■ 


27059 








Strand 


- 




U! 


Of 3 vf- 

oLarL 


9702 








End 


12020 




':. „; 


Name 


OJ990910 06. 


9C03. 


Cl.ol. 


L. W 


Method 


TBLASTX: Wheat 




: is 

! LI 


O Ldl L 


6383 








End 


6892 








none 








Score 


333 




r 3 i 


Exons 


6383. . 6892, 


6474 . 


. 6860 










: 

He 


Can Mo 


■ 12803 








Seq. ID 


OJ990910_06.9C03 


p 1 
• ^ I 




OCuC LNU • 


27059 








Strand 








O Lai L 


9702 








End 


12020 




NTs m e> 


OJ990910 06. 


9C03. 


Cl.ol. 


LIU 


Method 


TBLASTX: Maize 






Olal L 


6462 








End 


6820 




□ 


O -L 


none 








Score 


244 






Exons 


6462. .6800, 


6467. 


.6820, 


6474. 


.6818 










12803 








Seq. ID 


OJ990910_06.9C03 


PI 
. L-I 




Cono Mo 


27059 








Strand 








Of 3 T-t- 

0 Lai L 


9702 








End 


12020 






Name 


OJ990910 06. 


9C03. 


Cl.o2. 


L 0 


Method 


TBLASTX : Soybean 






O Lai L 


6641 








End 


6886 






P T 


none 








Score 


' 202 






Exons 


6641. .6886 
















Seq. No. 


12803 








Seq. ID 


OJ990910J36. 9C03 


.CI 




Gene No. 


27059 








Strand 








Start 


9702 








End 


12020 






Name 


OJ990910 06. 


9C03. 


Cl.oS. 


tw 


Method 


TBLASTX: Wheat 






Start 


6893 








End 


7194 






GI 


none 








Score 


111 





13297 




J_j v./ 1 1 w 


6893. .7021, 


6894 


. . 7013, 


6991 . 


.7194, 7022. .7156, 7113. .7193 


Seq. No. 


12803 








Seq. ID 


OJ990910_06.9C03.C1 


Gene No. 


27059 








Strand 


— 


Start 


9702 . 








End 


12020 


Name 


OJ990910 06. 


9C03 


.CI . o3 . 


tm 


Method 


TBLASTX: Maize 


Start 


6902 ~ 








End 


7189 


GI 


none 








Score 


103 


Exons 


6902 . . 7006, 


6997 


. .7188, 


7022. 


.7189 




Seq. No. 


12803 








Seq. ID 


OJ990910_06.9C03.C1 


Gene No. 


27059 








Strand 




Start 


9702 








End 


12020 


Name 


OJ990910 06. 


9C03 


.Cl.ol . 


ts 


Method 


TBLASTX: Soybean 


Start 


6908 ~~ 








End 


7302 


GI 


none 








Score 


69 


Exons 


6908 . .7024, 


6909 


. . 7010, 


6991 . 


.7266, 7046. .7150, 7186. .7266, 




7270. .7302, 


7271 


. . 7300 








Seq. No. 


12803 








Seq. ID 


OJ990910_06.9C03.C1 


Gene No. 


27059 








Strand 




Start 


9702 








End 


12020 


Name 


OJ990910 06. 


9C03 


.Cl.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


7189 ~ 








End 


7654 


GI 


none 








Score 


88 


Exons 


7189. .7539, 


7286 


. .7537, 


7544 . 


.7654 




Seq. No. 


12803 








Seq. ID 


OJ990910_06.9C03.C1 


Gene No. 


27059 








Strand 




Start 


9702 








End 


12020 


Name 


OJ990910 06. 


9C03 


.Cl.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


7243 ~~ 








End 


7723 


GI 


none 








Score 


205 


Exons 


7243 . . 7539, 


7286 


. .7540, 


7544 . 


.7723, 7551.. 7619 


Seq. No. 


12803 








Seq. ID 


OJ990910_06.9C03.C1 


Gene No. 


27059 








Strand 




Start 


9702 








End 


12020 


Name 


OJ990910 06. 


9C03 


.Cl.o4 . 


tw 


Method 


TBLASTX: Wheat 


Start 


7877 ~ 








End 


8302 


GI 


none 








Score 


102 


Exons 


7877 . . 8068, 


7878 


. .8042, 


8108 . 


.8302, 8154. .8252 


Seq. No. 


12803 








Seq. ID 


OJ990910_06.9C03.C1 


Gene No. 


27059 








Strand 




Start 


9702 








End 


12020 


Name 


OJ990910 06. 


9C03 


.Cl.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


7985 ~ 








End 


8305 


GI 


none 








Score 


71 


Exons 


7985 . . 8305, 


8160 


. . 8252 








Seq. No. 


12803 








Seq. ID 


OJ990910_06.9C03.C1 


Gene No. 


27059 








Strand 




Start 


9702 








End 


12020 


Name 


OJ990910 06. 


9C03 


.Cl.o4 . 


tm 


Method 


TBLASTX: Maize 


Start 


8645 








End 


8942 


GI 


none 








Score 


95 



13298 



Exons 



8645. .8941, 8732. .8941, 8754. .8942 



Seq. No. 12803 Seq. ID 

Gene No. 27059 Strand 

Start 9702 End 

Name OJ990910_06 . 9C03 . CI . o3 . tw • Method 

Start 8822 End 

GI none Score 

Exons 8822.. 9181, 8823.. 9056, 9081.. 9185 



OJ990910_06.9C03.C1 
12020 

TBLASTX: Wheat 

9185 

86 



Seq. No. 12803 Seq. ID 

Gene No. 27059 Strand 

Start ' 9702 End 

Name OJ990910_06 . 9C03 . CI . o3 . gs Method 

Start 9702 ' End 

GI none Score 

Exons 9702. . 10667 



OJ990910_06.9C03.C1 

12020 
GENSCAN 
10667 
.94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12803' Seq. ID 

27059 Strand 
9702 End 
OJ990910_06. 9C03.Cl.o2.np Method 
9705 End 
5042448 Score 
9705. .10000, 1004 0. .10601 

(AC00778 9) putative ORF0 protein of RIRE8B gypsy-type 
retrotransposon [Oryza sativa.] 



OJ990910_06.9C03.C1 

12020 
AAT/NAP 
10601 
1335 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



OJ990910_06.9C03.C1 

12020 
AAT/NAP 
12020 
109 



12803 Seq. ID 

27059 Strand 
9702 End 
OJ990910_06. 9C03.Cl.o3.np Method 
9958 End 
6721561 Score 
9958. .10202, 11913. .12020 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



12804 Seq. ID 

27060 Strand 
1 End 
OJ990910_06 . 9C03 . C2 . ol . np Method 
1 End 
5295971 Score 
1..425, 526. .712 

(AB026295) EST D24315 ( R1718 ) corresponds to a region of the' 
predicted gene.; Similar to Tobacco DNA for retroviral-like 

transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



OJ990910_06.9C03.C2 
+ 

712 

AAT/NAP 

712 

236 



12804 Seq. ID 

27060 Strand 

1 End 
OJ990910_0 6. 9C03.C2.ol.tm Method 

2 End 



OJ990910_06.9C03.C2 
+ 

712 

TBLASTX: Maize 
370 



13299 






none 






S core 


9S0 






2 223 10 


. 105, 


142 222 


21 R ^70 






Seq. No. 


12804 






Seq. ID 


OJ990910 06.9C03 


.C2 


Gene No. 


27060 






"Strand 


+ 




u LCli U 


1 






End 


712 




IN dillC 


OJ990910 06 


9C03 


C? n1 


L iC L 11U '•JL 






^f- ^ r~t- 


s ~~ 








^70 




VJ-L 


none 






Score 


163 




v -pi o 


s 290 in 


91 ^ 


9^ ^61 


242 370 






OClj i IN \J . 


12805 






Seq. ID 


0.1990910 06 9P0^ 




Gene No. 


27061 






Strand 


+ _ 




Start 


1 






End 


491 




NaiTie 


OJ990910 06 


. 9C03 


. C3 . ol . np 


Method 


AAT/NAP 




Cf- o r -|- 
ij Lai L 


1 _ 






End 


488 




GI 


364 58 99 






Score 


502 




P von 


1 . .488 












VJ -L L/ C O *w -L. • 


m68408> 5' 


end i 


not determined experimentally [Zea mays 


1 
J 


Seq. No. 


12805 






Seq. ID 


OJ990910_06.9C03 


.C3 


Gene No. 


27061 






Strand 


+ 




kJlal L 


1 






End 


491 




Name 


O.TQQ0Q1 0 06 




.C3.ol.gs 


Method 


GEN SCAN 




O Lai L 








End 


491 




rij 








Score 


.73 




Hi AUilO 


19? 4 91 

JL H £. ■ * *i _7 JL 












Seq. No. 


12805 






Seq. ID 


OJ990910_06. 9C03 


.C3 


Gene No. 


27062 






Strand 


+ 




Start 


2099 






End 


2689 




Name 


O.799091 0 06 

\JKJZ/Z/\JZ?J.\J \J \J 




.C3.o2.gs 


Method 


GENSCAN 




q-t- a v-f- 

O Ldl L 


90QQ ~ 
^ vj y z? 






End 


2685 




GI 


none 






Score 


.76 




ill A U 1 1 0 


90Q9 919? 

£,\J Zf Z? • • <£. JL -7 £ , 


94 69 


. .2685 








Ccsrr Kin 


1 9R0S 






Seq. ID. 


OJ990910_06.9C03 




Gene No. 


27062 






Strand 


+ 




Start 


2099 






End 


2689 




Name 


OJ990910 06 


.9C03 


.C3.o2.np 


Method 


AAT/NAP 




Start 


2422 ~~ 






End 


2689 




GI 


6539588 






Score 


207 




FvAn c 


2422 2689 












O JL L/COvilUt 


(AP0008371 1 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


12805 






Seq. ID 


OJ990910_06.9C03 


.C3 


Gene No. 


27063 






Strand 






Start 


1022 






End 


4334 




Name 


O.T9Q091 0 06 


. 9C03 


-C3.ol.tm 


Method 


TBLASTX: Maize 




Start 


3 — 






' End 


470 




\D JL 


none 






Score 


527 




Exons 


3. .470, 14. 


.460 










Seq. No. 


12805 






Seq. ID 


OJ990910_06.9C03 


.C3 


Gene No. 


27063 






Strand 






Start 


1022 






End 


4334 




Name 


OJ990910 06 


. 9C03 


.C3.ol. tw 


Method 


TBLASTX: Wheat 





13300 



Start 
GI 

Exons • 

Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9 End 
none Score 
9. .230, 234. .425, 249. .425 

12805 
27063 
1022 

O"J990910_06.9C03.C3.ol.ts 
15 

none 

15. .221, 20. .178, 240. .500, 254. .424 



425 
113 



Seq. ID OJ990910_06.9C03.C3 
Strand 

4334 

TBLASTX: Soybean 
500 
183 



End 

Method 

End 

Score 



12805 
27063 
1022 

OJ990910_06.9C03.C3.ol.tc 

105 

none 

105. .236, 258. .470 



Seq. ID OJ990910_06.9C03.C3 
Strand 

End 4334 

Method TBLASTX : Cress 

End 470 

Score 83 



Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 

GI Descrip. 



12805 
27063 
1022 

OJ990910_06. 9C03.C3.o3.np 
1022 
4263827 



Seq. ID OJ990910_06. 9C03.C3 
Strand 

4334 
AAT/NAP 
4334 
347 



End 

Method 
End 
Score 

1022. .1089, 2775. .2941, 3103. .3156, 3250 .. 3388 ,' 3542 .. 3729, 
4184. .4334 

(AC006067) putative receptor-like protein kinase [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12805 
27063 
1022 

OJ990910_06. 9C03.C3.o3.gs 

3050 

none 



Seq. ID OJ990910_06.9C03.C3 
Strand 

End 4334 

Method GENSCAN 

End 4012 

Score .83 



.3.050. .3174, 3262. .3388, 3542. .3744, 3846. .4012 



12805 
27063 
1022 

OJ990910_06 . 9C03 . C3 . o2 . tm 

3257 

none 



Seq. ID OJ990910_06.9C03.C3 
Strand 

End 4334 

Method TBLASTX : Mai ze 

End 3727 

Score 97 



3257. .3391, 3258. .3380, 3361. .3399, 3539. .3727, 3540. .3719 



12806- 

27064 

9648 

OJ990910_06 . 9C03 . C4 . ol . np 

9648 

4539303 



Seq. ID OJ990910_06.9C03.C4 

Strand + 

End 12383 

Method AAT/NAP 

End 12383 

Score 839 



9648. .9788, 10764 .. 11021, 11166 .. 11250, 11355 .. 11752, 
12135. .12383 

(AL049480) putative protein [Arabidopsis thaliana] 
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Seq. No. 


12806 




Seq. ID 


OJ990910_06. 


9C03 
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Gene No. 
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Strand 
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Name 


ptqqoqio 06 qpo7 p^ 
uuyyuyxu uo . ycuo . cfi . 


o4 . gs 


• lyietnoa 


PPM CP aw 








1 J JO J 




una 


1 A A 9 R 
X H H Z D 








none 




Score 


QQ 

. yy 






C 1 v t^I O 

HjXons 


1 7 Rft 7 1 AA9^ 












Seq. No. 


12806 




Seq. ID 


OJ990910_06. 


9C03 


.C4 


Gene No. 


27066 




Strand 


+ 






ot art 


907^9 




HI Id 


91 OQR 






Name 


nTQQHQi n nfi qpo7 p/i 


o b . gs 


irie t no a 


PPMCPZiM 






bt art 


Z U JJi 






oi not 
z j. u y o 






PT 


none 




Score 


ft 7 






hjXons 


9 0 7 R9 91 nQR 

zuooz. . ziuyo 












o e q . in o . 


1 9ft06 
1 Z O U D 




Seq. ID 


OJ990910_06. 


9C03 


CA 


Gene No. 


27067 




Strand 


+ 






Start 


26130 




End 


28618 






Name 


PjTQQOQIO 06 QP07 P4 


o4 . np 


Method 


AAT/NAP 








OC1 1 R ~ 




End 


28618 






P T 


/Q1 A Al Q 

f± 1 fi f± X ^ 




Score 


1045 






Exons 


OC1 1 C OfTOCQ 9677/1 


9 6ft 77 


27229. .27405, 27896. .28618 




GI Descrip. 


(ALiUDUoDzj putative 


protein 


[Arabidopsis- thaliana] 






Seq. No. 


12806 




Seq. ID 


OJ990910JD6. 


9C03 


C4 


Gene No. 


27067 




Strand 


+ 






biart 


9 £ i 




End 


28618 






Name 


PTQQHQin H£ QPH*5 P/l 

ujyyuyiu ub.ycuj.C4i. 


o7 . gs 


Method 


GENSCAN 






otsrt 


Z O ± OU 




End 


28491 






P T 


none 




Score 


.51 






TP v r^i r> 

kxons 


96170 9696Q 9677/1 
ZD1JU. .ZOZOy, Z0/O4i. 


9 6ft 77 


27229. .27405, 27896.. 28 


491 




o e q . in o . 


1 9ft06 
1 Z 0 U D 




Seq. ID 


OJ990910_06. 


9C03 


r*A 


P. o m M a 


97067 
Z f U D / 




Strand 


+ 






Start 


26130 




End 


28618 






Name 


OJ990910 06.9C03.C4. 


o3 . gp 


Method 


AAT/GAP 






otait 


28352 




End 


28618 






PT 


2310308 




Score 


526 






Exons 


28352. .28618 












P T /—i o v* "i t™\ 

kj-L UcSCiip . 


4914419/emb|CAB43670 


.11 l.Oe 


-37 (AL050352) putative 


protein 




[Arabidopsis thaliana] 










Seq. No. 


12806 




Seq. ID 


OJ990910_06. 


9C03 


C4 


Gene No. 


27068 




Strand 








C+- a r-+- 


759 




End 


3367 






Name 


OJ990910 06.9C03.C4. 


ol.gp 


Method 


AAT/GAP 






oldiL 


564 




End 


1020 






PT 


2280911 




Score 


890 






Exons 


564. .1020 












Seq. No. 


12806 




Seq. ID 


OJ990910_06. 


9C03. 


C4 


Gene No. 


27068 




Strand 








Start 


759 




End 


3367 






Name 


OJ990910 06.9C03.C4. 


ol . gs 


Method 


GENSCAN 






Start 


759 




End 


1798 






GI 


none 




Score 


.77 







13302 



Exons 


759. .860, 885. .1015, 1207. .1285, 1372 


i /i no i /ion i coo 




1^1/1 1 £T3 1 TOO 1 7QQ 






Seq. No. 




Seq. ID 


OJ990910_06.9C03.C4 


bene wo. 


27068 


Strand 




Start 


759 


End 


3367 


Name 


r^TQQnQin n£ Qpn^ ca r\0 <~tr\ 
ujyyu^iu u d . ybu j . b4i . oz . gp 


Method 


AAT/GAP 


Start 


1 A Q "5 


End 


3367 


GI 


DUloZ l.KlUofl 


Score 


680 


Exons 


1 /IQO 1 COO 1"7'50 IQPin 1 QQQ 


,2011, 3223.. 3367 


GI Descrip. 




■37 (AL050352) putative protein 




L/AraDiaopsis L.naiianaj 






Seq. No. 


12806 


Seq. ID 


OJ990910_06.9C03.C4 


Gene No. 


9 7 H £ Q 


Strand 




btart 


T 9ft97 


End 


14488 


Name 


niQonQi n opm ha rrc 
ujyyuyiu u d . i?bu o . . o o . g s 


Method 


GENSCAN 


btart 


T 9Q97 


End 


13355 


bl 


none 


Score 


.69 


Exons 


1 9Q97 1 QQfiQ i TTOQ no:: 






beq. No. 


12806 


Seq. ID 


OJ990910_06.9C03.C4 


Gene No. 


27069 


Strand 




Start 


12827 


End 


14488 


Name 


OJ990910 06.9C03.C4 .o2.np 


Method 


AAT/NAP 


Start 


13209 


End 


14488 


GI 


3036805 


Score 


596 


Exons 


13209. .13355, 13606 13872 , 13939.. 14488 


GI Descrip. 


(AL022373) thaumatin-like protein [Arabidopsis thaliana] 


Seq. No. 


12806 


Seq. ID 


OJ990910_06. 9C03.C4 


Gene No . 


27070 


Strand 




Start 


15744 


End 


17149 


Name 


OJ990910 06.9C03.C4 ,o7.tm 


Method 


TBLASTX: Maize 


Start 


903 


End 


3383 


GI 


none 


Score 


89 


Exons 


903. .986, 903. .1001, 910. .987, 


1208. .: 


1285, 1208.. 1285, 




1369. .1410, 1376. .1405, 1479.. 


1538, 1480. .1560, 1712. .1798, 




1728. .1799, 1730. .1801, 1731.. 


1799, 1732. .1818., 1735. .1803, 




1894. .1959, 1894. .2007, 1898.. 


2011, 1898. .2008, 1899. .2015, 




1965. .2012, 3224. .3337, 3279.. 


3332, 3338. .3382, 3342.-3383 


beq. No. 


12806 


Seq. ID 


OJ990910_06. 9C03.C4 


Gene No. 


27070 


Strand 




Start 


15744 


End 


17149 


Name 


OJ990910 06.9C03.C4.ol.tw 


Method 


TBLASTX: Wheat 


Start 


9675 


End . 


10995 


bl 


none 


Score 


183 


Exons 


9675. .9794, 9696. .9788, 9725.. 


9793, 10731. .10877, 10751.. 108- 




10755. .10994, 10763 .. 10993,' 10945 .. 10995, 10945. .10995 


Seq. No. 


12806 


Seq. ID 


OJ990910JD6. 9C03.C4 


Gene No. 


27070 


Strand 




Start 


15744 


End 


17149 


Name 


OJ990910 06.9C03.C4 .ol.tm 


Method 


TBLASTX: Maize 


Start 


9690 


End 


11243 


GI 


none 


Score 


108 



13303 






Exons 


Q6Q0 Q7Q4 107*31 


10877, 10751.. 10834 


, 10761. . 11021, 








10763 1 OQR 1 111 36 


1 1 904 
. * X 1 Z U 4 , 


11208. .11243 






beq . ino . 






Seq. ID 


OJ990910_06.9C03 


p/i 




Gene No. 


27070 




Strand 








Start 


15744 




End 


17149 






Name 


OTQQ0Q10 06 QP03 P4 




Method 


TBLASTX: Cress 






Cf a y-f- 


1 07ft ft 




End 


11728 






P T 


none 




Score 


41 






n.xons 


1 A7RQ 10ft93 10P.93 


11011 

• • X1UXX, 


10827. .11021, 11154. .11255, 








1133? 1 1 4 Q6 113^4 


1 1 ^30 


11564. .11728 






beg. no. 


1 9ft06 
X.£ O U O 




Seq. ID 


OJ990910_06. 9C03 


HA 
. L-4 




Gene No. 


27070 




Strand 








Start 


15744 




End 


17149 






Name 


HTQQ0Q10 06 QPD3 P4 


. OZ .us 


Method 


TBLASTX: Soybean 






otari 


1 07 QO 

iu / 




End 


11746 






P T 
val 


none 




Score 


277 






Exons 


107QO 1100ft 107Q1 
iu / . . llUUo, iu / yi 


1 1 D91 

• • 11U£.1, 


11136. .11255, 11165. .11254, 








1 1 3S 3 1 1 4 Q6 1 1 "3^4 

1 1 J JJ . . 114 JO; 11 JJ4 


1 1 ^4 ft 
• • X X O 4 0 , 


11537. .1174 6, 11551. .1174 2 






Seq. No. 


12806 




Seq. ID 


OJ990910_06.9C03 


C4 




Gene No. 


27070 




Strand 






Q 


OLQIL 


1 R7 A A 




End 


17149 




's sf 


Name 


PiTGQOQIO AC QPH3 P/I 


. oo . t.m 


Method 


TBLASTX: Maize 




; : '■- • 


b tar z 


1 1 3 R /I 
11-30 4 




End 


11554 




: i_: 


Lrl 


none 




Score 


186 




a? 


Exons 


1T3R/I 1 1 CCyl 










LiJ 


beq . NO . 


LZ O U 0 




Seq. ID 


OJ990910JD6. 9C03 


P A 


, s c 


Gene No. 


27070 




Strand 






1 LI 


Start 


15744 




■ End 


17149 






Name 


PiTQQOQIO 06 QP03 C A 


• o b . tm 


Method 


TBLASTX: Maize 




Q 


Cf n y~+- 
OLall 


1 1 6ft 1 _ 
X X DO X 




End 


12326 








none 




Score 


72 




""Si 




1 1 Aft 1 117 61 19117 
X X OO X . ,11/01/ 1^11 / 


1 9933 

• • 1ZZ JJ; 


12132. .1232 6, 12134. .12325, 








199ftft 19*396 












Seq. .No. 


12806 




Seq. ID 


OJ990910_06. 9C03 


C4 




Gene No. 


27070 




Strand 








OLdl U 


1 S 7 4 4 
X O / 4 4 




End 


17149 






Name 


PiTQQOQIO 06 QP03 C A 

uu yyuyiu UD.-?uuj.cfi 


. ob . ts 


Method 


TBLASTX: Soybean 






Cf a r f 


1913 9 ~ 
IzIjZ 




End 


12406 






PT 


none 




Score 


229 






Exons 


1 91 39 1 93*^3 19133 
1Z1JZ . . IZjJJf 1Z1 jj 


1 93R4 
. . XZ 0 O 4 , 


12137. .12406 






b e q . no. 


1 9 ft 0 6 
IZoUD 




Seq. ID 


OJ990910_06. 9C03. 


P A 
U4 




Gene No. 


27070 




Strand 








Start 


15744 




End 


17149 






Name 


PjTQQOQIO 06 QP03 P4 


r\ 3 +- c 
• O j • IS 


Method 


TBLASTX: Soybean 






Cf 3 yf 

b car c 


1 3 CO A 
1 O DU 4 




End 


14431 






GI 


none 




Score 


143 






Exons 


13604. .13816, 13668 


. .13817, 


14006. .14050, 14105. .14164, 








14121. .14165, 14165 


. .14185, 


1424 0. . 14 4 31, 14241. . 14 4 08 






Seq. No. 


12806 




Seq. ID 


OJ990910_06. 9C03. 


C4 




Gene No. 


27070 




Strand 







13304 




Start 


15744 






End 


17149 




Name 


OJ990910 06.9C03.C4 


. o2 . tc 


Method 


TBLASTX: Cress 




Start 


13607 






End 


13817 






none 






Score 


93 




Exons 


13607. 


.13756, 13665 


. . iJ / Ol , 


13754. .13816, 13758. .13817 




Seq. No. 


12806 






Seq. ID 


OJ990910_06.9C03 


.C4 


Gene No. 


27070 






Strand 


- 




otart 


15744 






End 


17149 




Name 


OJ990910 06.9C03.C4 


. o2 . tw 


Method 


TBLASTX : Wheat 




Start 


13643 






End 


13816 




bl 


none 






Score 


167 




Exons 


13643. 


.13816, 13668 










Seq. No. 


12806 






Seq. ID 


OJ990910_06.9C03 


,C4 


Gene No. 


27070 






Strand 


- 




b rart 


15744 






End 


17149 




Name 


OJ990910 06. 9C03. C4 


. oo . tm 


Method 


TBLASTX: Maize 




oiart 


13646 






End 


13814 




r* t 
bl 


none 






Score 


159 




Exons 


13646. 


.13813, 13668, 


1 Q Q 1 A 
. . 1 OO 14 








beq. no. 


12806 






Seq. ID 


OJ990910_06.9C03 


. C4 


Gene No. 


27070 






Strand 






Start 


15744 






End 


17149 




Name 


OJ990910 06.9C03.C4. 


. ob . tc 


Method 


TBLASTX: Cress 




Start 


14006 






End 


14413 




GI 


none 






Score 


60 




Exons 


14006. 


.14050, 14105- 


..14164, 


14118. .14165, 14165. . 14185, 






14240. 


. 14413, 14265, 


. .14 4 08 








beq. No. 


12806 






Seq. ID 


OJ990910_06. 9C03 


. C4 


Gene No. 


27070 






Strand 






Start 


15744 






End 


17149 




Name 


OJ990910 06.9C03.C4. 


, o3 . tm 


Method 


TBLASTX: Maize 




O A , v~ 4- 

btart: 


14108 






End 


14431 




bl 


none 






Score 


78 




Exons 


14108. 


.14128, 14132, 


. . 14 loo , 


14133. .14186, 14234 .. 14 4 31,. 






14238. 


.14408 










Seq. No. 


12806 






Seq. ID 


OJ990910_06.9C03 


.C4 


Gene No. 


27070 






Strand 






b rar l 


15744 






End 


17149 




Name 


OJ990910 06.9C03.C4. 


. oo . gs 


Method 


GENSCAN 




Start 


15744 






End 


17136 




C T 
b 1 


none 






Score 


.91 




Exons 


15744. 


.15978, 16730. 


1 c n n c 

. Id / /o, 


17004. .17136 




beq. no. 


12806 






Seq. ID 


OJ990910_06.9C03, 


. C4 . 


bene no . 


27070 






Strand 








15744 






End 


17149 




Name 


OJ990910 06.9C03.C4. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


15747 






End 


17140 




GI 


none 






Score 


114 




Exons 


15747. . 


.15983, 15748. 


.15876, 


15761. .15979, 1578 6 .. 1598 6, 






15940. . 


.15993, 16715. 


. 16777, 


16727. .16777, 1 6728 .. 1 6778 , 






16729. . 


.16809, 17002. 


. 17136, 


17003. . 17140 





13305 



Seq. No. 


12806 




Seq. ID 


OJ990910_06. 9C03 


.C4 


Gene No. 


27070 




Strand 






Of 2 


1 ^74 4 




End 


17149 




Name 


pitqqoqio 06 qpo^ ca 


✓->, ~3 f f> 

Oj . to 


Method 


TBLASTX: Cress 




Of a -y~¥ 
OtalL 


1 R7 60 ~ 




End' 


17137 




PT 


none 




Score 


76 




T7' w /~n r*i c? 


1S760* 1 SfilQ 1 S771 


1 S Qfl ^ 

• X U J O J f- 


15804 .. 15977, 15934 . . 15993, 






1 6797 1 67R*3 1 679Q 


i 6R0Q 


17002. .17136, 17003. .17137 




Seq. No. 


12806 




Seq. ID 


OJ990910_06. 9C03 


.C4 


Gene No. 


27070 




Strand 






Cf 3 y-f 


1 ^74 4 

X D / 4 4 




End 


17149 




Name 


htqqoqio 06 qpo^ P4 


Oj . tS 


Method 


TBLASTX: Soybean 




Cf 2 V*"t- 


1 ^fi 1 6 




End 


17149 




PT 


none 




Score 


75 




Exons 


1RR16 1 RQQQ 1 COOO 
IjOID . . IJ^OJ/ 1 JOZi . 


1 RQ77 
. x D y f if 


15934. .15978, 16729 16809, 






17009 1714R 1700^ 
1/UUZ..1/140, 1 / UUj . 


1 7 1 4 Q 
. x /my 








Seq. No. 


12806 




Seq. ID 


OJ990910_06.9C03 


.C4 


Gene No. 


27070 




Strand 






Of a y-f 

OLalL 


1 c. 7 /I A 
X 3 / 4 4 




End 


17149 




Name 


pjtqqoqio 06 qph^ ca 


o3 ,np 


Method 


AAT/NAP 




Of -J vf 


1 RQ99 




End 


17136 










Score 


293 




Exons 




.16775, 


17004 . .17136 




GI Descrip. 


/at no'sno/i \ t^i-i-i — if-; tt /-> 
(ALUzouyfij putative 


ribosomal protein 


S16 [Arabidopsis 


thaliana J 


Seq. No. 


12806 




Seq. ID 


OJ990910_06. 9C03 


.C4 


Gene No. 


27071 




Strand 






Cf ^ -f*f 


0 C7 A A 
Z D / 4 4! 




End 


28055 




Name 


PiTQQOQIO 06 QPO^ P4 


o4 . ts 


Method 


TBLASTX : Soybean 




Of -a y-f 


9 6744 




End 


28008 




PT 


none 




Score 


118 




Exons 


96744 96R^6 9799^ 
ZD/44. . ZOOjO/ z / z z o • 


.27407, 


27227. .27415, 27228 .. 27422, 






oipio oonn^ oipQ/i 

Z/0/Z..ZOUU.J, Z / O :? 4 . 


.28004, 


27895. .28008 




Seq. No. 


12806 




Seq. ID 


OJ990910_06.9C03 


■ C4 


Gene No. 


27071 




Strand 






Of 3 yf 


Z O / 4 4 




End 


28055 




Name 


PiTQQOQIO 06 QPO^ P4 


o5 . tc 


Method 


TBLASTX: Cress 




jLalt 


9 7 9 4 9 
Z / Z 4 Z 




End 


28055 




pT 


none 




Score 


255 




Exons 


97949 97491 9794*3 
Z/Z4Z. -Z / 4 Z ± , Z/Z4J. 


.27422, 


27243. .27440, 27887 .. 28045, 






OTpQO opnm 97RQ4 

z/oyj. . z o u o x , z/oy4. 


.28055, 


27895. .28053 




Seq. No. 


12806 




Seq. ID 


OJ990910_06.9C03 


.C4 


Gene No. 


27072 




Strand 






Cf r f 


9 R 07 R 
Z O U / 0 




End 


28617 




Name 


n TQQflQI 0 06 Qpm P4 


ol. ts 


Method 


TBLASTX : Soybean 




Start 


28078 




End 


28617 




GI 


none 




Score 


233 




Exons 


28078. .28293, 28108. 


.28140, 


28197. .28295, 28308 .. 28508, 






28324 . .28548, 28555. 


.28617 








Seq. No. 


12806 




Seq. ID 


OJ990910_06. 9C03 


.C4 


Gene No. 


27072 




Strand 







13306 




Start 


zoU / o 


Lnd 


O O (Z T "7 
ZO Dl / 


Name 


ojyyuyiu ub. ycuj.L4 .04 . tm 


Method 


TBLASTX : Maize 


Start 


zolUz 


hna 


zo j Jb 


GI 


none 


Score 


Z / J 


Exons 


OQ1 HO OQO-DC OOI m 9 P T "3 £ 
ZOlUZ. .^Ojjj/ ZoIUj . . jjD 






Seq. No. 


12806 


Seq. ID 


OJ990910_06.9C03.C4 


Gene No. 


27072 


Strand 




Start 


28078 


End 


28617 


Name 


OJ990910 06.9C03.C4.o4.tc 


Method 


TBLASTX: Cress 


Start 


28324 


End 


28542 


GI 


none 


Score 


257 


Exons 


28324 . .28542, 28326 .. 284 99, 28360.. 28500 


Seq. No. 


12807 


Seq. ID 


OJ990910_06.9C03.C5 


Gene No. 


27073 


Strand 


+ 


Start 


1 


End 


1525 


Name 


OJ990910 06.9C03.C5.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1243 


GI 


5032258 


Score 


210 


Exons 


1..662, 720. .1024, 1097. .1243 






GI Descrip. 


(AF126057) microtubule-associated protein [Arabidopsis thaliana 


Seq. No. 


12807 


Seq. ID 


OJ990910_06.9C03.C5 


Gene No. 


27073 


Strand 


+ 


Start 


1 


End 


1525 


Name 


OJ990910 06. 9C03.C5.ol.gs 


Method 


GENSCAN 


Start 


64 


End 


1246 


GI 


none 


Score 


.82 


Exons 


64. .1024, 1097. .1246 






Seq. No. 


12807 


Seq. ID 


OJ990910_06. 9C03.C5 


Gene No . 


27073 


Strand 


+ 


Start 


1 


End 


1525 


Name 


OJ990910 06. 9C03.C5.ol.gp 


Method 


AAT/GAP 


b tar u 


902 


End 


1525 


bl 


26003 1.R1084 


Score 


1018 


Exons 


902. .1024, 1097. .1525 






GI Descrip. 


'3250674/emb| CAA19682.il 4 . 0e- 


-14 (AL024 


i486) putative protein 




[Arabidopsis thaliana] f 






beq. No. 


12807 


Seq. ID 


OJ990910_06.9C03.C5 


bene No . 


27074 


Strand 




Start 


2549 


End 


9507 


Name 


OJ990910 06. 9C03.C5.o3.tm 


Method 


TBLASTX: Maize 


otart 


511 


End 


1021 


bl 


none 


Score 


86 


Exons 


511. .561, 512. .601, 512. .565, 


556. .702, 


560. .733, 566. .706, 




709. .849, 713. .898, 713..;859, 


851. .892, 


912. .971, 923. .1021, 




960. .1016, 967. .1020 






Seq. No. 


12807 


Seq. ID 


OJ990910_06.9C03.C5 


Gene No. 


27074 


Strand 




Start 


2549 


End 


9507 


Name 


OJ990910 06.9C03.C5.o2.gs 


Method 


GENSCAN 


Start 


2549 


End 


9457 


GI 


none 


Score 


.56 



13307 




Exons 


979fi ^047 ^1 R7 




..5470, 5482. .5636, 5819. .6036, 




79R7 749R 7RQ7 IQfin 


fi a i n 

OH ±u 


..8481, 8535. .8653, 9004. .9457 


C d TvJ r\ 
OGCj. LNU. 


J. £ O VJ / 




Seq. ID 


OJ990910_06.9C03.C5 


Gene No. 


27074 




Strand 




Start 


2549 




End 


9507 


Name 


OJ990910 06.9C03.C5.o2. 


np 


Method 


AAT/NAP 


otan 


3778 




End 


5308 




3250674 




Score 


826 


Exons 


3778. .4547, 4602. .5161, 


5231 


..5308 




OX UcSClip . 


(AL024486) putative protein 


[Arabidopsis thaliana] 


Corf M r\ 

oeq . lnq . 


12807 




Seq. ID 


OJ990910_06. 9C03.C5 




27074 




Strand 




Start 


2549 




End 


9507 


Name 


OJ990910 06.9C03.C5.o2. 


gp 


Method 


AAT/GAP 




3855 




End 


4328 




4878776 




Score 


860 


Exons 


3855. .4328 










3250674 /emb|CAA19682. 1 | 


4 .0e 


-14 (AL02^ 


486) putative protein 




[Arabidopsis thaliana] 








O C ^ • LN ^ . 


12807 




Seq. ID 


OJ990910_06. 9C03.C5 


Gene No. 


27074 




Strand 




Start 


2549 




End 


9507 


Name 


OJ990910 06.9C03.C5.o3. 


np 


Method 


AAT/NAP 


Start 


7792 




End 


9507 


GI 


130582 




Score 


1431 


Exons 


7792. .9363, 9406. .9507 









GI Descrip. RETROVI RUS - RELAT E D POL POLYPROTEIN FROM TRANSPOSON TNT 1-94 



[CONTAINS: PROTEASE ; REVERSE TRANSCRIPTASE ; ENDONUCLEASE ] 
gi | 100342 | pir | | S04273 hypothetical protein - common tobacco 
gi|20045|emb|CAA32025| (X13777) ORF [Nicotiana tabacum] 



Seq. No. 


12807 








Seq. ID 


OJ990910_06. 9C03.C5 


Gene No. 


27074 








Strand 




Start 


2549 








End 


9507 


Name 


OJ990910 06. 


9C03 


.CS.ol. 


tin 


Method 


TBLASTX: Maize 


Start 


7797 








End 


8223 


GI 


none 








Score 


153 


Exons 


7797. .8042, 


7799 


. .8221, 


7801. 


.8223 




Seq. No. 


12807 








Seq. ID 


OJ990910_06.9C03.C5 


Gene No. 


27074 








Strand 




Start 


2549 








End 


9507 


Name 


OJ990910 06. 


9C03 


CS.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


7801 








End 


8400 


GI 


none 








Score 


51 


Exons 


7801. .8010, 


8026 


.8172, 


8173. 


.8253, 8290.. 8400 


Seq. No. 


12807 








Seq. ID 


OJ990910_06.9C03.C5 


Gene No. 


27074 








Strand 




Start 


2549 








End 


9507 


Name 


OJ990910 06. 


9C03 


C5.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


7801 








End 


8197 


GI 


none 








Score 


51 


Exons 


7801. .7914, 


7802. 


.7900, 


7916. 


.8197, 7924. .8193, 8087. .8197 
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Seq. No. 12807 

Gene No. 27074 

Start 2549 

Name OJ990910_06 . 9C03 . C5 . o3 . tw 

Start 7825 

GI none 

Exons 7825.. 8016, 7825.. 8025, 7847, 



Seq. ID OJ990910_06.9C03.C5 
Strand 

End 9507 

Method TBLASTX : Wheat 

End 8260 

Score 61 

.8026, 8044. .8247, 8069. .8260 



Seq. No. 12807 

Gene No. 27074 

Start 2549 

Name OJ990910_06 . 9C03 . C5 . o2 . tm 

Start 8279 

GI none 

Exons 8279. .8491, 8284. .8544, 8494, 
8632.. 8724 



Seq. ID OJ990910_06.9C03.C5 
Strand 

End 9507 

Method TBLASTX : Maize . 

End 8724 

Score 142 

.8589, 8499. .8588, 8562. .8723, 



Seq. No. 12807 

Gene No. 27074 

Start 2549 

Name OJ990910_06 . 9C03 . C5 . o2 . tw 

Start 8374 

GI none 

Exons 8374.. 8490, 8393.. 8491, 8499. 

8844.. 8951, 8945.. 89,92 



Seq. ID OJ990910_06. 9C03.C5 
Strand 

End 9507 

Method TBLASTX : Wheat 

End 8992 

Score 48 

.8807, 8523. .8753, 8617. .8808, 



Seq. No. 12807 

Gene No. 27074 

Start 2549 

Name OJ990910_06 . 9C03 . C5 . ol . ts 

Start 8933 

GI none 

Exons 8933.. 9295, 8982.. 9242 



Seq. ID OJ990910_06. 9C03.C5 
Strand 

End 9507 

Method TBLASTX : Soybean 

End 9295 

Score 180 



Seq. No. 12807 

Gene No. 27074 

Start 2549 

Name OJ990910JD6 . 9C03 . C5 . o4 . tm 

Start 8947 

GI none 

Exons 8947.. 9147, 8948.. 9154, 8951, 

Seq. No. 12807 

Gene No. 27074 

Start 2549 

Name OJ990910_06 . 9C03 . C5 . o2 . tc 

Start 8948 

GI none 

Exons 8948.. 9151, 8948.. 9154 



Seq. ID OJ990910_06. 9C03.C5 
Strand 

End 9507 

Method TBLASTX : Maize 

End 9154 

Score 158 
.9148, 8982. .9149 

Seq. ID OJ990910_06.9C03.C5 
Strand 

End 9507 

Method TBLASTX : Cress 

End 9154 

Score 80 



Seq. No. 12807 

Gene No. 27074 

Start 2549 

Name OJ990910_06 . 9C03 . C5 . ol . tw 

Start 8995 

GI none 



Seq. ID OJ990910_06.9C03.C5 
Strand 

End 9507 

Method TBLASTX : Wheat 

End 9432 

Score 384 



13309 



Exons 



8995. .9312, 8996. .9430, 8996. .9415, 9036. .9431, 9244. .9432 



Seq. No. 12808 
Gene No. 27075 
Start 7202 

Name OJ990910_06 . 9C03 . C6 . o2 . gs 

Start . 7202 

GI none 

Exons 7202.. 7465, 8064.. 8274 

10795. .11051, 11938 
12679. .13172, 13553 



Seq. ID 
Strand 

End 14001 
Method GENSCAN 
End 13606 
Score .51 
8902.. 8920, 9545.. 9657, 
12129, 12231. .12433, 12477 
13606 



OJ990910_06. 9C0.3.C6 
+ 



9908. . 9983, 
. 12595, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12808 
27075 
7202 

OJ990910_06. 9C03.C6.o3.np 

10755 

4938475 



Seq. ID 
Strand 
End 

Method 
End 
Score 

10755. .11058, 12253. .124 33, 12535. .13172, 13553. .13691, 
13803. .13883, 13974. .14001 

(AL078464) serine/threonine-specif ic receptor protein kinase 
LRRPK [Arabidopsis thaliana] 



OJ990910_06. 9C03.C6 
+ 

14001 
AAT/NAP 
14001 
462 



Seq. No. 12808 Seq. ID OJ990910_06 . 9C03 . C6 

Gene No. 27076 Strand 

Start 1 End 14001 

Name OJ990910_06 . 9C03 . C6 . ol . np Method AAT/NAP 

Start 1 End 1629 

GI 130582 Score 748 

Exons 1.. 1629 

GI Descrip. RETROVIRUS -RELATED POL POLYPROTEIN FROM TRANSPOSON TNT 1-94 
[CONTAINS: PROTEASE ; REVERSE TRANSCRIPTASE ; ENDONUCLEASE] 
gi 1 100342 | pir | | S04273 hypothetical protein - common tobacco 
gi I 20045 | embl CAA32025 | (X13777) ORF [Nicotiana tabacum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12808 . 

27076 

1 

OJ990910_06.9C03.C6.ol.gs 

161 

none 



Seq. ID OJ990910_06. 9C03.C6 
Strand 

End 14001 

Method GENSCAN 

End 5722 

Score .53 



161. .1253, 1297. .1569, 1690. .1769, 1872. .2080, 2228. .2411, 
2436.. 2509, 2584.. 2636, 2794.. 3391, 5370.. 5722 



Seq. No. 12808 

Gene No. 27076 

Start 1 

Name OJ990910_06 . 9C03 . C6 . ol . tw 

Start 861 

GI none 

Exons 861.. 914, 871.. 906, 932 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1027, 990 



OJ990910_06. 9C03.C6 
14001 

TBLASTX: Wheat 
1283 
45 

1052, 1006.. 1041, 



1044. .1154, 1045. .1137, 1050. .1139, 1134. .1283, 1141. .1266 



Seq. No. 12808 Seq. ID 

Gene No. 27076 Strand 

Start 1 End 

Name OJ990910 06 . 9C03 . C6 . o2 . tw Method 



OJ990910_06. 9C03.C6 
14001 

TBLASTX: Wheat 
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Start 2272 End 2544 

GI none Score 203 

Exons 2272.. 2544, 2354.. 2542, 2362.. 2544 



Seq. No. 12808 

Gene No. 27076 

Start 1 

Name OJ990910_06 . 9C03 . C6 . o3 . tw 

Start 2985 

GI none 

Exons 2985.. 3116, 2986.. 3117, 2986. 

-3110. .3265, 3117. .3266, 3124. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3123, 3097 
.3267, 3293 



OJ990910 06.9C03.C6 



14001 

TBLASTX: Wheat 
3328 
83 

3264, 3101.. 3229, 
3328 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12808 
27076 
1 

OJ990910_06 . 9C03 . C6 . o2 . np 

3106 

5777618 



Seq. ID OJ990910 06.9C03.C6 



Strand 
End 

Method 

End 

Score 



14001 
AAT/NAP 
14001 
106 



3106. .3306, 5402. .5842, 5993. .6040, 9979. .10111, 13964. .14001 
(AJ245900) CAA30376.1 protein [Oryza sativa] 



C 1 « VI A 

beq. no. 




Seq. ID 


OJ990910_06. 


9C03 


.C7 


Gene No . 


o n n n *7 
Z 1 u / / 


Strand 


+ 








1 
1 


End 


715 






Name 


ujyyuyxu uo . ycuj . u / . oi . np 


Method 


AAT/NAP 






o tar l 


1 
i 


End 


715 






GI 


tcocoo /i 

zdUooo4 


Score 


406 






Exons 


1..715 










GI Descrip. 


(Y12776) hypothetical protein 


[Arabidopsis thaliana 


] 




Seq. No. 


12809 


Seq. ID 


OJ990910_06. 


9C03, 


.C7 


Gene No. 


27077 


Strand 


+ 






Start 


1 


End 


715 






Name 


OJ990910 06.9C03.C7.ol.gs 


Method 


GENSCAN 






Start 


73 


End 


695 






GI 


none 


Score 


.49 






Exons 


73. .174, 204. .695 










Seq. No. 


12810 


Seq. ID 


OJ990910_06. 


9C03, 


.C8 


Gene No. 


27078 


Strand 


+ 






Start 


614 


End 


770 






Name 


OJ990910 06.9C03.C8.ol.gp 


Method 


AAT/GAP 






Start 


614 


End 


770 






GI 


jC-osleLIB3474 037gllal 


Score 


314 






Exons 


614. .770 










GI Descrip. 


t 5852182/emb|CAB55420. 1 | 9. 0e- 


-13 (AL117265) zhb0012 


.1 [Oryza 




sativa] 1 










Seq. No. 


12810 


Seq. ID 


OJ990910_06. 


9C03. 


.C8 


Gene No. 


27079 


Strand 








Start 


623 


End 


770 






Name 


OJ990910 06.9C03.C8.o5.gp 


Method 


AAT/GAP 






Start 


623 


End 


770 






GI 


uC-osflcypl53dllbl 


Score 


270 






Exons 


623. .770 











GI Descrip. '3810592 5.0e-36 (AC005398) unknown protein [Arabidopsis 



13311 



thaliana] ' 



Seq. No. 12811 Seq. ID OJ990910_06.9C03.C11 

Gene No. 27080 Strand + 

Start 6369 End 7274 

Name OJ990910_06 . 9C03 . Cll . o3 . np Method AAT/NAP 

Start 6366 End 7271 

GI 2696229 Score 1346 

Exons 6366.. 7271 

GI Descrip. (D55712) chitinase [Oryza sativa] gi I 48844 94 | dbj | BAA77768 . 1 1 

(AB027415) class III chitinase homologue (OsChib3H-a ) H- [Oryza 
sativa] gi | 4884 4 96 | dbj | BAA777 69 . 1 | (AB027416) class III 
chitinase homologue (OsChib3H-a) [Oryza sativa] 





gi| 4 884 4 98 | dbj | BAA77770.il 


(AB027417) 


class III chitinase 




homologue (0sChib3H-a) [Oryza sativa] 


ai 148845061 dbi 1 BAA77771 




/ Z\nn9 7 4 1 ft \ pi aec TTT r«h 






o e q . in o . 


1 9ft1 1 


q pn T D 
ocy* X u 


o.TQQogio Ofi 9rrn ni 

WU ZJ \J -J J-\J V> U . J • X X 


bene lno . 


27080 


Strand 


+ 


o uarxz 


6369 


End 


7274 


Name 






GENSCAN 


Start 






6845 


H T 


none 


Score 


i 

X 


Exons 








oeq . NO . 


1 9R1 1 


OCL[. J- U 


OJ990910 0 6 9C03 Cll 


bene ino . 


■ o 7 n ft n 
z / u o u 


of- r3n rl 

OLI dllv-l 






6369 


End 


7274 


Name 


OJ990910 06. 9C03.Cll.o3.gs. 


Method 




Start 


MA 9 


End 


7274 


GI 


none 


Score 


.88 




£Q4 9 7 9 7 4 








1 9ft 1 1 


Seq. ID 


OJ990910_06. 9C03.C11 


CZ o n o NT ^ 


970ft 1 


Strand 


+ 




14210 


End 


15790 


Name 


OJ990910 06.9C03.Cll.o5.gs 


Method 


GENSCAN 


Start 


14210 


End 


15790 


GI 


none 


Score 


.98 


Exons 


14210.. 15790 






Seq. No. 


12811 


Seq. ID 


OJ990910_06. 9C03.C11 


Gene No. 


27081 


Strand 


+ 


Start 


14210 


End 


15790 


Name 


OJ990910 06.9C03.Cll.o4.np 


Method 


AAT/NAP 


Start 


14279 


End 


15731 


GI 


3510250 


Score 


950 


Exons 


14279.-. 15731 






GI Descrip. 


(AC005310) unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


12811 


Seq. ID 


OJ990910_06.9C03.C11 


Gene No. 


27082 


Strand 


+ 


Start 


16450 


End 


21778 


Name 


OJ990910 06.9C03.Cll.o5.np 


Method 


AAT/NAP 


Start 


16450 


End 


21778 


GI 


2586082 


Score 


2517 


Exons 


16450. .18885, 21722.. 21778 







13312 



GI Descrip. (U72725) retrofit [Oryza longistaminata] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12811 Seq. ID 

27083 Strand 
21991 End 
OJ990910_06. 9C03.Cll.o2.gp Method 
21991 End 
111_5.R1084 Score 
21991. .23262 

'2696223/dbj |BAA23807| 0.0e+00 (D55709) chitinase [Oryza sativa] 
>gi_4884520_dbj_BAA77778.1_ (AB027425) class III chitinase 
homologue (OsChib3H-d) [Oryza sativa] 1 



OJ990910_06.9C03.C11 
+ 

23262 
AAT/GAP 
23262 
2498 



OJ990910_06.9C03.C11 
+ 

26753 
AAT/NAP 
26753 
656 



12811 Seq. ID 

27084 Strand 
25847 End 
OJ990910_06. 9C03.Cll.o8 .np Method 
25847 End 
2696229 Score 
25847. .26753 

(D55712) chitinase [Oryza sativa] gi | 4884494 | dbj | BAA77768 . 1 | 
(AB027415) class III chitinase homologue (OsChib3H-a ) H- [Oryza 
sativa] gi | 48844 96 | dbj | BAA77769 . 1 | (AB027416) class III 
chitinase homologue (OsChib3H-a) [Oryza sativa] 
gi|4884498|dbj IBAA77770.il (AB027417) class III chitinase 
homologue (0sChib3H-a) [Oryza sativa] gi | 4884506 | dbj | BAA77771 . 1 | 
(AB027418) class III ch 



Seq. No. 


12811 


Seq. ID 


OJ990910_06, 


. 9C03.C11 


Gene No. 


27085 


Strand 


+ 




Start 


31949 


End 


33631 




Name 


OJ990910 06.9C03.Cll.oll.np 


Method 


AAT/NAP 




Start 


31949 


End 


33631 




GI 


6539588 


Score 


263 




Exons 


31949. .32262, 33599.. 33631 








GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 




Seq. No. 


12811 


Seq. ID 


OJ9"90910_06, 


. 9C03.C11 


Gene No. 


27086 


Strand 






Start 


257 


End 


3869 




Name 


OJ990910 06. 9C03.Cll.ol.gs 


Method 


GENSCAN 




Start 


257 


End 


3869 




GI 


none 


Score 


.42 




Exons 


257. .329, 375. .465, 558. .671, 


3850. .3869 




Seq. No. 


12811 


Seq. ID 


OJ990910J36. 


.9C03.C11 


Gene No. 


27087 


Strand 






Start 


11246 


End 


12085 




Name 


OJ990910 06. 9C03.Cll.ol.gp 


Method 


AAT/GAP 




Start 


10742 


End 


10883 




GI 


LIB3477-003-P1-K1-E9 


Score 


83 




Exons 


10742. .107 68, 10818. .10883 








GI Descrip. 


! 2498586/sp|Q40638 IMPOl ORYSA 


2.0e-24 MAJOR POLLEN 


ALLERGEN 




S 1 PRECURSOR (ORY S I) >gi 1173557 (U31771) Ory s 


1 [Oryza 




sativa] 1 








Seq. No. 


12811 


Seq. ID 


OJ990910_06. 


.9C03.C11 



ORY 
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Gene No. 


27087 


Strand 




Start 


1124 6 


End 




Name 


OJ990910_06 .9C03.Cll.o4.gs 


Method 


GENSCAN 


Start 


1124 6 


End 


lzObo 


GI 


none 


Score 




Exons 


1124 6 . . 12085 






Seq. No. 


12811 


Seq. ID 


ojyyuyiu ub.ycuo.cii 


Gene No. 


27088 


Strand 




Start 


19298 


End 


23231 


Name 


OJ990910 06.9C03.Cll.o6.np 


Method 


AAT/NAP 


btart 


19298 


End 


21409 


GI 


6721561 


Score 


230 


Exons 


19298. .19902, 21379. .21409 






GI Descrip. 


(AP001073) EST AU082058 (C12976) corresponds to a region of 




predicted gene.; hypothetical protein 


[Oryza sativa] 




gi | 6815086 | dbj | BAA90372 . 1 | 


(AP001081) 


EST AU082058 (C12976) 




corresponds to a region of 


the predicted gene.; hypothetica 




protein [Oryza sativa] 






Seq. No. 


12811 


Seq. ID 


OJ990910_06.9C03.C11 


Gene No. 


27088 


Strand 




Start 


19298 


End 


23231 


Name 


OJ990910 06.9C03..Cll.o8.gs 


Method 


GENSCAN 


Start 


20934 


End 


23231 


GI 


none 


Score 


.85 


Exons 


20934. .20949, 21025 .. 21189, 


22306. .23231 


Seq. No. 


12811 


Seq. ID 


OJ990910_06.9C03.C11 


Gene No . 


27088 


Strand 




btart 


19298 


End 


23231 


Name 


OJ990910 06.9C03.Cll.o7.np 


Method 


AAT/NAP 


Start 


22287 


End 


23231 


GI 


2696223 


Score 


1701 


Exons 


22287. .23231 






GI Descrip. 


(D55709) chitinase [Oryza sativa] gi | < 


!884520|dbj IBAA77778. 1 




(AB027425) class III chitinase homologue (OsChib3H-d) [Oryz, 




sativa] 






Seq. No. 


12811 


Seq. ID 


OJ990910_06.9C03.C11 


Gene No. 


27089 


Strand 




Start 


23480 


End 


23636 


Name 


OJ990910 06. 9C03.Cll.o9.gs 


Method 


GENSCAN 


Start 


23480 


End 


23636 


GI 


none 


Score 


.82 


Exons 


23480. .23503, 23607.. 23636 






Seq. No. 


12811 


Seq. ID 


OJ990910_06.9C03.C11 


Gene No . 


27090 


Strand 




Start 


27616 


End 


28182 


Name 


OJ990910 06.9C03.Cll.o9.np 


Method 


AAT/NAP 


Start 


27616 


End 


28182 


GI 


3461838 


Score 


214 


Exons 


27616. .28020, 28137.. 28182 






GI Descrip. 


(AC005315) putative receptor-like protein kinase [Arabidops: 




thaliana] 
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Seq. No. 12811 

Gene No. 27091 

Start 28927 

Name OJ990910_06 . 9C03 . Cll . o4 . tm 

Start 973 

GI none 

Exons 973.. 1062, 14608 



End 

Method 
End 
Score . 
..14916, 14618. .15037 



Seq. ID OJ990910_06.9C03.C11 
Strand 

33283 

TBLASTX: Maize 
15037 
70 



Seq. No. 12811 

Gene No. 27091 

Start 28927 

Name OJ990910_06 . 9C03 . 

Start 1577 

GI none 

Exons 1577.. 1762, 1592. 



Cll.o8.tw 



End 

Method 
End 
Score 
1858, 33218.. 33283 



Seq. ID OJ990910_06.9C03.C11 
Strand 

33283 

TBLASTX: Wheat 
33283 
200 



Seq. No. 12811 

Gene No. 27091 

Start 28927 

Name OJ990910_0 6 . 9C03 . 

Start 2132 

GI none 

Exons 2132.. 2596, 2207. 

2626.. 2700, 2682. 



Cll.ol.tm 



Seq. ID OJ990910_06. 9C03.C11 
Strand 

End 33283 
Method TBLASTX : Mai ze 
End 3105 
Score 410 
,2359, 2215. .2361, 2383. .2595, 2612. .2701, 
,2735, 2749. .3060, 3082.. 3105 



Seq. No; 12811 

Gene No. 27091 

Start 28927 

Name OJ990910_06 . 9C03 . 

Start 2157 

GI none 

Exons 2157.. 2354, 2183, 



Seq. ID OJ990910_06.9C03.C11 
Strand 

End 33283 

Cll.o7.tw Method TBLASTX : Wheat 

End 24 97 

Score 63 
.2494, 2213. .2365, 2239. .2457, 2471. .2497 



Seq. No. 12811 

Gene No. 27091 

Start 28927 

Name OJ990910_06 . 9C03 . 

Start ." 2805 

GI none 

Exons 2805.. 3041, 2806, 



Seq. ID OJ990910_06.9C03.C11 
Strand 

End 33283 

Cll.o7.ts Method TBLASTX: Soybean 

End 32,16 

Score 116 
.3042, 3031. .3216, 3051. .3191 



Seq. No. 12811 

Gene No. 27091 

Start 28927 

Name OJ990910_06 . 9C03 . Cll . o5 . tw 

Start 2839 

GI none 

Exons 2839.. 3213, 3084.. 3197, 6134. 



Seq. ID OJ990910_06. 9C03.C11 
Strand 

End 33283 

Method TBLASTX : Wheat 

End 6169 

Score 224 
. 6169 



Seq. No. 12811 

Gene No. 27091 

Start 28927 

Name OJ990910_06 . 9C03 , 

Start 3061 

GI none 

Exons 3061.. 3246, 3132, 



Cll.o8.tm 



Seq. ID OJ990910_06.9C03.C11 
Strand 

End 33283 

Method TBLASTX : Mai ze 

End 3403 

Score 166 



.3245, 3250.. 3381, 3299.. 3403 



13315 




Seq. No. 


12811 








Seq. ID 


OJ990910_06.9C03.C11 


Gene No. 


27091 








Strand 




Start 


9Q Q9"7 








Hina 




Name 


ujyyuyiu ud. 




uii . oy 


. tw 


Method 


mOT 7\ Of Y . TaTVi oaf 

i Dj_t/\b i a . wneat 


b tart 


JO / y 








Lna 


a n 9 Q 




none 








Score 


O D 


Exons 




JoUl 


. JO /Of 


JO UZ • 


4 n 9 q 
. *i u z r? 




beq. no. 


1 OQ1 1 








Seq. ID 


OJ990910_0 6. 9C03.C11 


bene ino . 


97 n Q1 








Strand 




Start 


28927 








End 


33283 


Name 


OJ990910 06. 


9C03. 


Cll.o4 


.tw 


Method 


TBLASTX: Wheat 


Start 


6369 








End 


26179 


GI 


none 








Score 


158 


Exons 


6369. .6449, 


6438. 


.6569, 


6441. 


.6554, 6452.. 6568, 6570.. 6674, 




6587. .6673, 


6615. 


. 6674, 


22899 


. .23003, 


22900. .22986, 



23004. .23138, 25987 .. 26064 , 25991 .. 26065 , 26074 .. 26142, 
26075. .26143, 26156. .26179 



Seq. No. 12811 Seq. ID 

Gene No. 27091 * Strand 

Start 28927 End 

Name OJ990910_06 . 9C03 . Cll . o3 . tm Method 

Start 6420 End 

GI none Score 
Exons 



OJ990910_06.9C03.C11 
33283 

TBLASTX: Maize 

26737 

123 



6420. .6578, 6621. .6758, 6623. .6730, 67 67. .6829, 67 68. .6857, 
6888. .7112, 6903. .7067, 7167. .7262, 22299 .. 22472 , 22485.-22622, 
22701. .22763, 22809 .. 22898 , 22810 .. 228 99, 22887 .. 22952 , 
22888. .22950, 22995 .. 23111 , 22999 .. 23139, 26144 .. 2 62 63, 
26156. .26281, 2 6300 .. 26407 , 2 6537 .. 26605 , 26675. .26737 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12811 
27091 
28927 

OJ990910_06.9C03.Cll.o2 .tc 
6459 



OJ990910 06.9C03.C11 



none 
6459. , 
7167. , 
22812 
26297 



Seq. ID 
Strand 
End 

Method 
End 
Score 

6835, 6777.. 6878, 6903.. 7112, 
7259, 22293.-22469, 22485.-22622, 22698 .. 22778 , 
.22898, 22887. .22961, 22995 .. 23117 , 26144 .. 26266, 
.26374, 26537. .26605 



33283 

TBLASTX: Cress 

26605 

104 



6578, 6618.. 6761, 6773! 



Seq. No. 12811 
Gene No. 27091 
Start 28927 

Name OJ990910_06 . 9C03 . Cll . o2 . ts 

Start 6465 
GI none 
Exons 64 65. 

6885. 

22698 

22887 

25991 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990910 06.9C03.C11 



6578, 6615.. 6761, 6623. 
7067, 7167.. 7259, 22299 
.22778, 22711. .22776, 22812 
.22958, 22888. .22950, 22995 
.26065, 26306. .26389 



33283 

TBLASTX : Soybean 
26389 
105 

6697, 6779.. 6829, 6780.. 6878, 
.22403, 22494 . .22622, 

22898, 22813. .22899, 
23108, 25943. .25978, 



Seq. No. 
Gene No. 
Start 



12811 
27091 
28927 



Seq. ID 

Strand 

End 



OJ990910 06.9C03.C11 



33283 



13316 






Name 


OJ990910 06.9C03.C11 


. Ol . LS 


Method 


TBLASTX: Soybean 






oLdiC 


14246 






End 


14773 






P T 


none 






Score 


211 








14246. 


.14521, 14455. 


1 A R9D 

■ ± *i J VJ , 


14512. . 14736, 14 513. . 14773 






oeq * * 


12811 






Seq. ID 


OJ990910_06.9C03 


. Cll 




Gene No. 


27091 






Strand 








Start 


28927 






End 


33283 






KI a m & 
IN dlLlc 


OJ990910 06.9C03.C11 


nil f- r- 
• vj I • L L. 


Method 


TBLASTX: Cress 






O Leal L 


14305 






End 


14941 






P T 


none 






Score 


211 






Exons 


14305. 


.14376, 14306. 


1 A 1 


14512. .14 7 99, 14513. .14 809, 








14800. 


.14922, 14837. 


1 A QA 1 

• 1 ft -? 4 -L 










Seq. No. 


12811 






Seq. ID 


OJ990910JD6. 9C03 


.Cll 




Gene No. 


27091 






Strand 










28927 






End 


33283 






Name 


OJ990910 06.9C03.C11 


. 04 . t S 


Method 


TBLASTX : Soybean 






Otdit 


14779 






End 


15066 






PT 


none 






Score 


103 








14779. 


.14880, 14780. 


* I ft o _? u , 


14 873. .15061, 14 98 6. .15066 






Seq. No. 


12811 






Seq. ID 


OJ990910_06. 9C03 


.Cll 


: "i 


Gene No. 


27091 






Strand 








u Lai L 


28927 






End 


•33283 






Name 


OJ990910 06.9C03.C11 


Q -t-TTl 


Method 


TBLASTX: Maize 




ill 


Qf 3 r f 


15161 






End 


15463 




r\ 


P T 


none 






Score 


78 




: _ c 

i.U 


Exons 


15161. 


.15250, 15263. 


. 1 0 JZ 0 , 


15374. .154 63, 15397. .154 62 




; *: 
•isf 

V \ i 


Seq. No. 


12811 






Seq. ID 


OJ990910_06. 9C03 


.Cll 




Gene No. 


27091 






Strand 








O Lai L 


28927 






End 


33283 




n 

■S3J- 


Name 


OJ990910 06.9C03.C11 


. O*: . L.W 


Method 


TBLASTX: Wheat 




'i, ! 
™; 


Cf a r-+- 


15263 






End 


15538 




Us: 


P,T 


none 






Score 


74 




. =h 


Exons 


15263. 


.15349, 15374. 


. Ijj jO , 


15400. .15537 






Seq. No. ■ 


12811 






Seq. ID 


OJ990910_06.9C03 


.Cll 




Gene No. 


27091 






Strand 








o u a. J. u 


28927 






End 


33283 






Name 


OJ990910 06.9C03.C11 


. Oj . T. C 


Method 


TBLASTX: Cress 






Of 3 r-f- 

O Ldl L 


15374 






End 


15682 






PT 
O I 


none 






Score 


240 






Exons 


15374. 


.15577, 15400. 


1 ^ R £ A 
. J. O D D f± , 


15569. . 15682, 15592. .15681 






Seq. No. 


12811 






Seq. ID 


OJ990910_06. 9C03 


.Cll 




Gene No. 


27091 






Strand 








o L ai c 


28927 






End 


33283 






Name 


OJ990910 06.9C03.C11, 


/-s "5 f- <~. 
. Oj . LS 


Method 


TBLASTX: Soybean 






Cf a -rt- 


15383 






End 


15682 






GI 


none 






Score 


212 






Exons 


15383. 


.15559, 15397.. 


.15558, 


15571. .15678, 15572.. 15682 






Seq. No. 


12811 






Seq. ID 


OJ990910_06. 9C03, 


.Cll 




Gene No. 


27091 






Strand 








Start 


28927 






End 


33283 





13317 




LN dine 


OJ990910 06 9C03 Cll 


• 06 . tm 


Method 


TBLASTX: Maize 






15463 _ 




End 


15691 




ox 


none 




Score 


137 




Exons 


15463 15564 15470 


1 5577 


15485. .15589, 154 92 .. 15590, 






15568 15681. 15569 


. 15682, 


15578. .15691 




Seq. No. 


12811 




Seq. ID 


OJ990910_06. 9C03 


.Cll 


Gene No. 


-27091 




Strand 


- 




Start 


28927 




End 


33283 




Ma m o 


OJ990910 06 9C03 Cll 


o 6 . t w 


Method 


TBLASTX: Wheat 




OLdl L 


16495 _ 




End 


16845 




ot 
ox 


none 




Score 


223 




tt von ^ 


16495 16845 










Seq. No. 


12811 




Seq. ID 


OJ990910_06.9C03 


.Cll 


Gene No. 


27091 




Strand 






Start 


28927 




End 


33283 




Name 


OJ990910 06 9C03 Cll 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


16528 ~~ 




End 


16965 




GI 


none 




Score 


102 




R ynn *3 


16528 16653. 16660 


. 16965, 


16671. .16958 




Seq. No. 


12811 




Seq. ID 


OJ990910_06.9C03 


.Cll 


Gene No. 


27091 




Strand 


- 




o u d x u 


28927 




End 


33283 








o"7 f~ m 

> \J f . Ulll 


Method 


TBLASTX: Maize 




OLaJ. L 


1 7 987 _ 

X f £. O / 




End 


17529 




o x 


n on 




Score 


244 




LAvllO 


1 7287 17 529 1 728 9 


, 17447 










12811 




Seq. ID 


OJ990910_06.9C03 


. Cll 


Gene No. 


27091 




Strand 






Start 


28927 




End 


33283 




Name 


OJ990910 06 9C03 Cll 


. ol . tw 


Method 


TBLASTX: Wheat 




o l. dx u 


17350 _ 




End 


17742 




O X 


none 




Score 


243 






17350 17583 17350 


, 17574, 


17406. . 1757 


'6, 17578. .17742,- 






17579 17713 17592 


. 17741 








Seq. No. 


12811 




Seq. ID 


OJ990910_06.9C03 


.Cll 


Gene No. 


27091 




Strand 






Start 


28 927 




End 


33283 




Name 


OJ990910 06 9C03 Cll 


. 06 . ts 


Method 


TBLASTX : Soybean 




Start 


17809 _ 




End 


18238 




GI 


none 




Score 


161 




Rvon <*; 


17809 18024 17999 


, 18238 








Seq . No . ■ 


12811 

X £. O X X 




Seq. ID 


OJ990910_06.9C03 


. Cll 


Gene No. 


27091 




Strand 






Start 


28927 




End 


33283 




Name 


OJ990910 06.9C03.C11. 


, o3. tw 


Method 


TBLASTX: Wheat 




Start 


18058 




End 


18625 




GI 


none 




Score 


143 




Exons 


18058. .18210, 18068. . 


,18217, 


18233. .18421, 184 37. .184 99, 






18503. .18625 










Seq. No. 


12811 




Seq. ID 


OJ990910J36. 9C03 


.Cll 



13318 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



27091 Strand 

28927 End 

OJ990910_06. 9C03.Cll.o4 .tc Method 

18230 End 

none Score 



33283 

TBLASTX: Cress 

18693 

286 



18230. .18634, 18241 18498, 18634. .18693 



Seq. No. 12811 Seq. ID 

Gene No. 27091 '" Strand 

Start 28927 End 

Name OJ990910JD6 . 9C03 . Cll . o5 . ts Method 

Start 18242 End 

GI none Score 

Exons 18242. .18634 



OJ990910_06.9C03.C11 
33283 

TBLASTX: Soybean 

18634 

248 



Seq. No. 12811 Seq. ID 

Gene No. 27091 Strand 

Start 28927 End 

Name OJ990910_06 . 9C03 . Cll . o5 . tm Method 

Start 18335 End 

GI none Score 

Exons 18335. .18634, 18466.. 18609 



OJ990910_06.9C03.C11 
33283 

TBLASTX: Maize 

18634 

260 



OJ990910_06.9C03.C11 
33283 

TBLASTX: Cress 
28165 
79 

27783. .27911, 27787 .. 27 912 , 27 924 .. 28019 , 28133. .28165 



Seq. No. 12811 Seq. ID 

Gene No. 27091 - Strand 

Start 28927 End 

Name OJ990910_06 . 9C03 . Cll . o5 . tc Method 

Start 27783 End 

GI none Score 
Exons 



Seq. No. 


12811 


Seq. ID 


OJ990910 


_06.9C03. 


Cll 


Gene No. 


27091 


Strand 








Start 


28927 


End 


33283 






Name 


OJ990910 06.9C03.Cll.o8.ts 


Method 


TBLASTX: 


Soybean 




Start 


27783 


End 


28165 






GI 


none 


' Score 


64 






Exons 


27783. .27 911, 27 930. .28019, 


28133. .28 


165 ■ 






Seq. No. 


12811 


Seq. ID 


OJ990910 


_06. 9C03. 


Cll 


Gene No. 


27091 


Strand 








Start 


28927 


End 


33283 






Name 


OJ990910 06. 9C03.Cll.ol0.np 


Method 


AAT/NAP 






Start 


28927 


End 


30295 






GI 


5852179 


Score 


282 






Exons 


28927. .29184, 29258 .. 294 55 , 


30275. .30295 






GI Descrip. 


(AL117265) zhb0009.1 [Oryza 


sativa] 








Seq. No. 


12812 


$eq. ID 


OJ990830 


_05.9C06. 


C2 


Gene No. 


27092 


Strand 


+ 






Start 


330 


End 


3378 






Name 


OJ990830 05. 9C06 . C2 . ol . gs 


Method 


GENSCAN 






Start 


330 


End 


3378 






GI 


none 


Score 


.74 






Exons 


330. .449, 2138. .2626, 3211.. 


3378 









Seq. No. 12812 Seq. ID OJ990830_05 . 9C06 . C2 

13319 




Gene No. 27093 Strand 

Start 2194 End 7952 

Name OJ990830_05 . 9C06 . C2 . o2 . np Method AAT/NAP 

Start 2194 End 7862 

GI 6689614 Score 2129 

Exons 2194. .2512, 4334. .4799, 6560. .6657, 6952. .7248, 7458. .7862 

GI Descrip. (AJ011794) AUX1 protein [Zea mays] 



oeq . ino . 


1001 O 








Seq. ID 


OJ990830 


n c Qnn CL no 
Uj . yL-U 0 . Lz 


Gene No. 


27093 








Strand 






Start 


2194 








End 


7952 




Name 




. yV^U D 


. L,Z . oz . 


tin 


Method 


TBLASTX: 


Mai ze 


btart 










End 


4597 






none 








Score 


125 




Exons 


z jjO . . Z 4 D 0 , 


9 1 "3 £ 


. . Z O y O , 


9 9 97 
Zoo/ . 


.2513, 2453.. 2512, 


4 J J / . . 4 0 y / , 




4 o / 1 . . 4 o y o , 


4 0 4 1, 


. . 4 o y / 










Seq. No. 


12812 








Seq. ID 


OJ990830 


_05. 9C06.C2 


Gene No. 


27093 








Strand 






Start 


ziy4 








End 


7952 




Name 


ojyyuoju uo 


. ycuo , 


. Cz . Oz . 


t S 


Method 


TBLASTX : 


Soybean 


Start 


Z J J b 








End 


4658 




GI 


none 








Score 


103 




Exons 


z J Jb . .zJyo, 


z JJ / , 


. . Zolb, 


Z4 oU . 


.2515, 4334.. 4657, 


4 JD9 . . 4 OO'O 


Seq. No. 


12812 








Seq. ID 


OJ990830 


_05.9C06.C2 


Gene No. 


27093 








Strand 






btart 


O 1 QA 








End 


7952 




Name 


ojyyooou Oo 


. 9C0o , 


. Cz . oz . 


gs 


Method 


GENSCAN 




btart. 


A O C*3 








End 


4783 






none 








Score 


.52 




Exons 


4 z oj . . 4 z y o , 


4 004 , 


/ 7 Q 9 
. . 4 / O O 










beq . no . 










Seq. ID 


OJ990830 


n c; qpa c no 
ud . you b . CZ 


Gene No. 


27093 








Strand 






Start 


2194 








End 


7952 




Name 


uj y^uo ou ud 




CO r\0 
> L/Z . OZ . 


4- * 

r,c 


Method 


TBLASTX : 


Cress 


Of _ y.f 

otart 


a a on 
4 4 z / 








End 


4673 






none 








Score 


54 




Exons 


4 4 Z / . . 4 OO y , 


A A 9 1 
4 4 J 1 . 


A A 7 9 
. .44 / Z , 


/I coo 


.4673 






oeq . ino . 


1 9Q1 O 

±Z o ± Z 








Seq. ID 


OJ990830 


n r Qpn c no 

u o . ycu b . cz 




Z / U -70 








Strand 






Start 


2194 








End 


7952 




Name 


OJ990830 05 


.9C06, 


.C2.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


4649 








End 


7255 




GI 


none 








Score 


130 




Exons 


4649. .4798, 


4656. 


. .4790, 


6541. 


.6660, 6560. .6646, 


6952. .7251, 




6956. .7099, 


7026. 


, .7193, 


7037. 


.7255, 7093. .7251, 


7139. .7252 


Seq. No. 


12812 








Seq. ID 


OJ990830 


_05. 9C06.C2 


Gene No. 


27093 








Strand 






Start 


2194 








End 


7952 




Name 


OJ990830 05 


. 9C06. 


,C2.o3. 


gs 


Method 


GENSCAN 




Start 


6556 








End 


7865 




GI 


none 








Score 


.96 




Exons 


6556. . 6657, 


6952. 


, .7248, 


7458. 


.7865 







13320 



Seq. No. 


12812 


Seq. ID 


OJ990830_05. 9C06.C2 


Gene No. 


27093 


Strand 




^ta rt" 

jLdi I 


2194 


End 


7952 


Name 




Method 


TBLASTX: Soybean 


O Lax L 


6586 _ 


End 


7697 


PT 


none 


Score 


225 




fiSRfi fifi^fi 6949 79S1 


..7249, 7093. .7251, 7458. .7697, 




7S94 76Q9 






Seq. No. 


12812 


Seq. ID 


OJ990830_05.9C06.C2 




27093 


Strand 




OLdlL 


£ ± Z> *3 


End 


7952 


LN dint; 








OLai. L 


7012 _ 


End 


7201 


PIT 


none 




174 

J. t *3 


IT ynn c 

Hi 1 1 o 


701? 7900 701^ 7901 70RR 


7201 




Seq. No. 


12812 


Seq. ID 


OJ990830_05.9C06.C2 




27093 


Strand 




q+- = r f- 


91 94 


FnH 


7 9S? 
' jjt 


LN dlLlC? 




Mof noH 
l ie L i 1UU 


TRT AqTY • Pr-o q c 


C-t- a yf- 

OLal L 


74 4 ^ ~~ 


£jL in 


7 7^1 
f / J J. 


\J -L 


n on fa 

1 1 L>1 


OLUIC 


19? 


U 1 v An c 
£j AUIlo 


744? 77?D 7^Q4 77^1 






Seq. No. " 


12812 




UU -/3UO jU Uj . "UUO .Lt 


VjfcJllfc: IN (J. 


970Q? 
^ / u .7 j 


Strand 




q+- -a r-f- 


9194 


End 


7952 


Name 




Method 


TBLASTX: Maize 


O Lai. L. 


74 ^fi ~ 

/ 4 JO 


End 


7644 




none 


Score 


87 




74SR 764^ 74R9 7644 

/ 4 JO . • / 04 J/ f 4 J .7 • • /044 






Seq. No. 


12812 


Seq. ID 


OJ990830_05. 9C06.C2 


f^priP MO 


27093 


Strand 




Start 


2194 


End 


7952 


Name 


OJ990830 05.9C06.C2.ol.gp 


Method 


AAT/GAP 


Start 


7574 


End . 


7952 


GI 


57671 1.R1084 


Score 


715 


von q 

X-j A. 1 1 o 


7574. .7952 








'4803938/gb|AAD29811.1|AC006264 19 1.0e-10 (AC006264) putat 




aromatic amino acid permease 


[Arabidopsis thaliana] 




>gi 5139337 emb CAB45643.1 


(AJ243221) 


putative AUXl-like 




permease [Arabidopsis thaliana] 1 




Seq. No. 


12813 


Seq. ID 


OJ990830_05.9C06.C3 


f^pnp Mn 


27094 


Strand 


+ 


art 

O Ldl L 


161 


End 


298 


Name 


OJ990830 05. 9C06 . C3 . ol . gs 


Method 


GENSCAN 


Start 


161 


End 


298 


GI 


none 


Score 


.8 


Exons 


161. .298 






Seq. No. 


12814 


Seq. ID 


OJ990830_05.9C06.C8 


Gene No. 


27095 


Strand 




Start 


1018 


End 


1216 



13321 




Name 


ojyyoooo 05.ycoo.co.oi.tm 


Method 


TBLASTX : Maize 




Start 


142 


End 


418 




GI 


none 


. Score 


60 




Exons 


142. .jjy, lo4..41o, lb/..jol 








Seq. No. 


12814 


Seq. ID 


OJ990830_05.9C06, 


.C8 


Gene No. 


27095 


Strand 


+ 




Start 


1 A 1 O 

101a 


End 


12 1 0 




Name 


OJ9908ou 05 . ycub . Co . oi . tw 


Method 


TBLASTX : Wheat 




Start 


A 1 C 

215 


End 


610 




GI 


none 


Score 


T A A 

102 




Exons 


OIC occ /I 1 *3 CIA 

21b. .J55, 41J..D1U 








Seq. No. 


12814 


Seq. ID 


OJ990830_05.9C06, 


.C8 


Gene No. 


27095 


Strand 


+ 




Start 


T A "I O 

101b 


End 


1216 




Name 


/"NTAAAOOA AC AoA^T O ~ 1 — , — 

OJ990830 05 . 9C06 . Co . ol . gs 


Method 


GENSCAN 




Start 


1 A 1 O 

1018 


End 


1216 




GI 


none 


Score 


. 58 




Exons 


1A1Q 1 Ol C 
101b . . 12 1 D 








Seq. No. 


12815 


Seq. ID 


OJ990830 05.9C06, 


.C10 


Gene No. 


27096 ' 


Strand 


- 




Start 


1984 


End 


12714 




hll Name 


OJ990830 05 . 9C06 . C10 . ol . gs 


Method 


GENSCAN. 




ij'l Start 


1984 


End 


3739 




GI 


none 


Score 


. 98 




i 5? 

:f=s Exons 


1984.. 3533, 3628.. 3739 








Seq. No. 


12815 


Seq. ID 


OJ990830 05.9C06, 


. C10 


's=f Gene No . 


2 / o y o 


Strand 






: I,; O Ldl t 


1 

JL _/ O ~i 


End 


12714 




Name 


OJ990830 05.9C06.C10.ol.np 


Method 


AAT/NAP 




■I-. Start 


1987 


End 


3751 




gi 


6587832 


Score 


891 




Exons 


1987.. 3098, 3126.. 3533, 3628. 


.3751 






H" GI Descrip. 


(AC006551) Similar to LeOPTl 


[Lycopersicon esculentum] 






[Arabidopsis thaliana] 









Seq. No. 


12815 






Seq. ID 


OJ990830_05. 9C06.C10 


Gene No. 


27096 






Strand 




Start 


1984 






End 


12714 


Name 


OJ990830 05.9C06. 


C10.o2 


,np 


Method 


AAT/NAP 


Start' 


2023 






End, 


11609 


GI 


435039 






Score 


153 


Exons 


2023.. 2121, 3632. 


.3711, 


8689. 


.8748, 11212. .11609 


GI Descrip. 


(L17308) proline- 


■rich cell wall protein [Gossypium hirsutum] 


Seq. No. 


12815 






Seq. ID 


OJ990830_05.9C06.C10 


Gene No. 


27096 






Strand 




Start 


1984 






End 


12714 


Name 


OJ990830 05.9C06. 


ClO.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


2072 






End 


3180 


GI 


none 






Score 


48 


Exons 


2072. .2128, 2089. 


.2136, 


2143. 


.2376, 2188. .2319, 2449. .2577, 




2453.. 2593, 2629. 


.2730, 


2905. 


.3081, 2909.. 3076, 3127.. 3180 



13322 




Seq. No. 


12815 




Seq. ID 


OJ990830 


_05. 9C06 


.C10 


Gene No. 


27096 




Strand 










1 Qfl4 




End 


12714 






Name 




QPH£ Pin r\0 +-t-j 


Method 


TBLASTX: 


Wheat 




C -(- -3 y-f- 






End 


2323 






p t 


none 




Score 


69 






IjAUUo 


9079 91 40 


90ftQ 9 1 4 ^ 91^1 


..2322, 2188. .2319, 


2216. .2323 


Seq. No. 


12815 




Seq. ID 


OJ990830 


_05.9C06 


.C10 


Gene No. 


27096 




Strand 








O L-ci-L L 


X Z7 O *i 




End 


12714 








Pj.TQQOfi^n OR 


QPPl£ Plfl r»1 

^UUO.LxU.Ox.TJ.C 


Method 


TBLASTX: 


Cress 






91 9S _ 




End 


3168 






PT 


none 




Score 


52 






Exons 


91 9R 9^RP 


944Q 9R44 9£^9 


..2730, 2905.. 3096, 


3133. .3168 


o e q . in o . 


1 9R1 ^ 




Seq. ID 


OJ990830 


JD5.9C06 


.C10 


Gene No. 


27096 




Strand 








Start 


1984 




End 


12714 






IN dlLLC 




QPO P10 o9 t-m 


Method 


TBLASTX: 


Maize 




OLdiL 


91 9S ~~ 




End 


3168 






PT 


none 




Score 


74 






Exons 


919^ 9^4 Q 


9444 9 R 944Q 


..2565, 2632.. 2730, 


2668. .2718, 




^n i £ "3 07 ft 


"3 1 O-l (TO 










o e q . no. 


1 901 c 




Seq. ID 


OJ990830 


nc; Qpnc 


pi n 

. LIU 


Gene No. 


27096 




Strand 








Start 


1984 




End 


12714 






Name 


OJ990830 05. 


9C06.C10.o3.np 


Method 


AAT/NAP 






Q+- =1 v+- 


7410 




End- 


12714 






P T 


6689616 




Score 


358 






IT 1 w /~> r^t o 


7410. .7483, 


11092. . 11445, 11479. .11852 


, 12549.. 


12714 




wX U fc; t> L X. -X £J • 


(AJ012301) proline-rich protein [Zea mays] 






Seq. No. 


12815 




Seq. ID 


OJ990830 


_05.9C06 


.C10 


Gene No. 


27096 




Strand 








OLalL 


1984 




End 


12714 






Name 


OJ990830 05. 


9C06.C10.o3.gs 


Method" 


GENSCAN 






OLaJ. L 


11057 




. End 


12708 






PT 

ox 


none 




Score 


.61 






Exon s 


11057. .11536 


, 11563. . 11852, 


12549. .127 


08 






Can KTo 


12815 




Seq. ID 


OJ990830 


_05.9C06 


.C10 




27096 




Strand 








Of 3 -rf- 
O Lai l 


1984 




End 


12714 






Name 


OJ990830 05. 


9C06.C10.ol.tm 


Method 


TBLASTX:; 


Maize 




Start 


11107 




End 


11857 






GI 


none 




Score 


62 






.F 1 von c 


11107. .11199 


, 11120. .11200, 


11239. .11310, 11242 


. .11292, 






11244. .11279 


, 11354. .11416, 


11363. .11437, 11393 


. .11413, 






11473. .11511 


, 11485. . 11511, 


11486. .11518, 11594 


. . 11635, 






11596. .11634 


, 11650. . 11820, 


11651. .11743, 11725 


. . 11766, 






11812. .11844 


, 11825.. 11857 










Seq. No. 


12815 




Seq. ID 


OJ990830 


_05.9C06 


.C10 


Gene No. 


27096 




Strand 








Start 


1984 




End 


12714 







13323 



Name 

Start 

GI 

Exons 



OJ990830_05. 9C06 . CIO . ol . tw 

11630 

none 

11630. .11743, 11650. .11811, 
11825. . 11848, 12547. .12600 



Method TBLASTX : Wheat 
End 12600 
Score 100 
11722. .11772, 11824. .11847, 



Seq. No. 12816 

Gene No. 27097 

Start 1 

Name OJ990830_05 . 9C06 . C12 . ol . np 

Start 1 

GI 6729521 

Exons 1. .4 83 

GI Descrip. (AL132966) putative protein 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990830_05.9C06.C12 
483 

AAT/NAP 

483 

124 



[Arabidopsis thaliana] 



Seq. No. 12816 

Gene No. 27097 

Start 1 

Name OJ990830_05 . 9C06 . C12 . ol . gs 

Start 134 

GI none 

Exons 134.. 475 



Seq. ID OJ990830_05.9C06.C12 
Strand 

End 483 

Method GENSCAN 

End 475 

Score .83 



Seq. No. 12816 Seq. ID 

Gene No. 27097 Strand 

Start 1 End 

Name OJ990830_05 . 9C06 . C12 . ol . gp Method 

Start 200 End 

GI none Score 

Exons 200.. 411 



OJ990830_05.9C06.C12 
483 

AAT/GAP 

411 

376 



Seq. No. 12817 

Gene No. 27098 

Start 1327 

Name OJ990830_05.9C06.C14.ol.gs 

Start 1327 

GI none 

Exons 1327.. 1392, 1602.. 1670, 2365. 

4098. .4114, 4184. .4351 



Seq. ID OJ990830_05.9C06.C14 

Strand + 

End 4351 

Method GENSCAN 

End 4351 

Score .4 
.2436, 2565.. 2740, 2766.. 2881, 



Seq. No. 12817 Seq. ID 

Gene No. 27098 Strand 

Start 1327 End 

Name OJ990830_05 . 9C06 . C14 . ol . gp Method 

Start 2210 End 

GI 2428494 Score 

Exons 2210.. 2315, 2637.. 2686 



OJ990830_05.9C06.C14 
+ 

4351 
AAT/GAP 
2686 
231 



Seq. No. 12817 Seq. ID 

Gene No. 27098 Strand 

Start 1327 End 

Name OJ990830_05 . 9C06 . C14 . ol . np Method 

Start 2679 End 

GI 2145358 Score 

Exons 2679.. 2884 

GI Descrip. (Y10922) HD-Zip protein [Arabidopsis thaliana] 



OJ990830_05.9C06.C14 
+ 

4351 
AAT/NAP 
2884 
133 



13324 




Seq. No. 


12817 




Seq. ID 


OJ990830_05 . 9C06 . CI 4 


Gene No. 


27099 




Strand 




Start 


2607 




End 


3125 


Name 


OJ990830__05.9C06.C14.o2 


.gp 


Method 


AAT/GAP 


Start 


2607 




End 


A T A E 

3125 


GI 


75091 1.R1Q84 




Score 


one 

995 


Exons 


2607 . . 3125 








GI Descrip. 


1 214 5358/emfc> [ CAA7 1 8 5 4 | 


9 . 0e- 


09 (Y10922, 


) HD-Zip protein 




[Arabidopsis thaliana] ' 






Seq. No. 


12818 




Seq. ID 


OJ990830_05.9C06.C15 


Gene No. 


27100 




Strand 


+ 


Start 


A O 1 

281 




End 


fob 


Name 


OJ990830 05 . 9C06 . C15 . ol 


.gs 


Method 


V< XT O /"> TV XT 

GENS CAN 


Start 


281 




End 


78 6 


GI 


none 




Score 


. DO 


Exons 


281 . . 283, 730 . .78 6 








Seq. No. 


12819 




Seq. ID 


OJ990830_05.9C06.C16 


Gene No. 


27101 




Strand 




Start 


1 n f i 

1 967 




End 


z54 Z 


Name 


OJ990830_05 . 9C06 . CI 6 . ol 


,gs 


Method 


/""> V XT A T\ XT 

GENSCAN 


Start 


1967 




End 


A E A A 

2542 


GI 


none 




Score 


. 58 


Exons 


1967. .2245, 2468.-2542 








Seq. No. 


12820 




Seq. ID 


OJ990830 05.9C06.C18 


Gene No. 


27102 




Strand 


+ 


Start 


679 




End 


5924 


Name 


OJ990830 05. 9C06.C18.ol 


.gs 


Method 


GENSCAN 


Start 


679 




End 


5557 


GI 


none 




Score 


. 62 


Exons 


679. .807, 1191. .1433, 1494.. 


1720, 2209- 


A O A A C T VI A A /~ 

..2338, 2574.. 3086, 




5060. .5557 








Seq. No. 


12820 




Seq. ID 


^"\TAAAOAA AC A A /"*< -i o 

OJ990830 05.9C06.C18 


Gene No . 


27102 




Strand 


+ 


Start 


679 




End 


5924 


Name 


OJ990830 05.9C06.C18.ol 


. np 


Method 


AAT/NAP 


Start 


1263 




End 


5924 


GI 


6815097 




Score 


693 


Exons 


1263. .1780, 5113. .5470, 


5843 


. .5924 




GI Descrip. 


(AP001081) Similar to putative copia polyprotein (AC006248) 




[Oryza sativa] 








Seq. No. 


12820 




Seq. ID 


OJ990830_05.9C06.C18 


Gene No. 


27103 




Strand 




Start 


4852 




End 


4961 


Name 


OJ990830 05.9C06.C18.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


1356 




End 


1616 




none 




Score 


236 


Exons 


1356. .1616, 1371. .1580 








Seq. No. 


12820 




Seq. ID 


OJ990830_05.9C06.C18 


Gene No. 


27103 




Strand 




Start 


4852 




End 


4961 


Name 


OJ990830 05.9C06.C18.ol 


• gp 


Method 


AAT/GAP 



13325 



Start 4852 End 4961 

GI uC-osflcyp088bl2bl Score 152 

Exons 4852.. 4961 

GI Descrip. T 5257255/dbj | AP000364 . 1 1 AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P002 6F07 ' 



Seq. No. 12821 

Gene No. 27104 

Start 1434 

Name OJ990830_05 . 9C06 . C19 . ol . gs 

Start 1434 

GI none 

Exons 1434.. 1631, 1646.. 1690 



Seq. ID OJ990830_05.9C06.C19 
Strand 

End 1690 

Method GENSCAN 

End 1690 

Score .59 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12822 
27105 
1 

OJ990830_05. 9C06 . C21 . ol . np 
1 

6815097 
1. .506 

(AP001081) Similar to putative copia polyprotein (AC006248) 
[Oryza sativa] 



Seq. ID OJ990830_05.9C06.C21 

Strand + 

End 4840 

Method AAT/NAP 

End 506 

Score 499 



12822 
27105 
1 

OJ990830_05. 9C06 . C21 . o2 . np 
195 

2702268 
195. .228, 2589. .2772 

(AC003033) putative glucanse [Arabidopsis thaliana] 



Seq. ID OJ990830_05.9C06.C21 

Strand + 

End 4 84 0 

Method AAT/NAP 

End 2772 

Score 116 



Seq. No. 12822 

Gene No. 27105 

Start 1 

Name OJ990830_05 . 9C06 . C21 . ol . gs 

Start • 982 

GI none 
Exons 



Seq. ID OJ990830_05.9C06.C21 

Strand + 

End 4840 

Method GENSCAN 

End 4840 

Score ' .61 



982. .1126, 1938. .2132, 2558. .2829, 3228.-3396, 3861. .4121, 
4167. .4236, 4562. .4647, 4836. .4840 



Seq. No. 12822 

Gene No. 27105 

Start 1 

Name OJ990830_05 . 9C06 . C21 . ol . gp 

Start 3772 

GI 42941_1.R1084 

Exons 3772.. 4236, 4562.. 4608 

GI Descrip. • 2980778/emb | CAA18205 . 1 | 1.0e-09 (AL022198) hypothetical protein 
[Arabidopsis thaliana] 1 



Seq. ID OJ990830_05.9C06.C21 

Strand + 

End 4840 

Method AAT/GAP 

End 4 608 

Score 991 



Seq. No. 12822 

Gene No. 27106 

Start 5905 

Name OJ990830_05 . 9C06 . C21 . o4 . tm 

Start 5 



Seq.. ID OJ990830_05.9C06.C21 
Strand 

End 7888 

Method TBLASTX: Maize 

End 338 



13326 



GI 


none 








Score 


182 




Exons 


5 . . 211, 28 . 


.204, 


219. .338, 227. .331 






Seq. No. 


12822 








Seq. ID 


OJ990830JD5.9C06 


.C21 


Gene No. 


27106 








Strand 






Start 


5905 








End 


7888 




Name 


OJ990830 05 


.9C06 


.C21.o6 


. tm 


Method 


TBLASTX: Maize 




Start 


464 








End 


657 




GI 


none 








Score 


220 




Exons 


464.-655, 468. .656, 469 


. .657 


, 541. .657 






Seq. No. 


12822 








Seq. ID 


OJ990830J55. 9C06 


.C21 


Gene No. 


27106 








Strand 






Start 


5905 








End 


7888 




Name 


OJ990830 05 


.9C06 


.C21.o5 


.tm 


Method 


TBLASTX: Maize 




Start 


3753 








End 


4132 




GI 


none 








Score 


45 




Exons 


3753. .3884, 


3806 


. .3883, 


3892 


..3993, 3896. .4021, 4004. .4132, 




4013. .4129 














Seq. No. 


12822 








Seq. ID 


OJ990830_05. 9C06 


.C21 


Gene No. 


27106 








Strand 






Start 


5905 








End 


7888 




Name 


OJ990830 05 


.9C06 


C21.ol 


ts 


Method 


TBLASTX: Soybean 




Start 


5887 








End 


6351 




GI 


none 








Score 


81 




Exons 


5887. .6105, 


5904 


.6104, 


5904 


..6107, 5917.. 6111, 6106.. 6351, 




6113. .6214 














Seq. No. 


12822 








Seq. ID 


OJ990830_05. 9C06 


C21 


Gene No. 


27106 








Strand 






Start 


5905 








End 


7888 




Name 


OJ990830 05 


.9C06 


C21.ol, 


tm 


Method 


TBLASTX: Maize 




Start 


5893 








End 


6168 




GI 


none 








Score 


197 




Exons 


5893. .6168, 


5894 


.6163 










Seq. No. 


12822 








Seq. ID 


OJ990830_05.9C06 


C21 


Gene No. 


27106 








Strand 






Start 


5905 








End 


7888 




Name 


OJ990830 05 


.9C06. 


C21.o3. 


np 


Method 


AAT/NAP 




Start 


5899 








End 


7887 




GI 


5123711 








Score 


1369 




Exons 


5899. .7473, 


7522. 


.7887 










GI Descrip. 


(AL079347) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


12822 








Seq. ID 


OJ990830_05. 9C06. 


C21 


Gene No. 


27106 








Strand 






Start 


5905 








End 


7888 




Name 


OJ990830 05 


.9C06. 


C21.o2. 


gs 


Method 


GENSCAN 




Start 


5905 








End 


7866 




GI 


none 








Score 


. 92 




Exons 


5905. .7866 














Seq. No. 


12822 








Seq. ID 


OJ990830_05.9C06. 


C21 


Gene No. 


27106 








Strand 






Start 


5905 








End 


7888 





13327 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' T 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



OJ990830_05. 

6121 

none 

6121. .6507, 

12822 
27106 
5905 

OJ990830_05. 

6172 

none 

6172. .6330, 

12822 
27106 
5905 

OJ990830_05. 

6349 

none 

6349. .6663, 

12822 
27106 
5905 

OJ990830_05. 

7042 

none 

7042. .7269, 
7519. .7626, 

12822 
27106 
5905 

OJ990830_05. 

7075 

none 

7075. .7443 

12822 
27106 
5905 

OJ990830_05. 

7153 

none 

7153. .7299, 

12823 
27107 
1 

OJ990830_05. 
1 

none 
1. . 167 

12823 
27108 
77 



9C06.C21.o2.tc 



6446. . 6676 



9C06.C21.o7.tm 



6173. . 6325 



9C06.C21.o2.tm 



Method 

End 

Score 



TBLASTX: Cress 

6676 

87 



Seq. ID OJ990830_05.9C06.C21 
Strand 

End- 7888 

Method TBLASTX: Maize 

End 6330 

Score 74 



Seq. ID OJ990830_05.9C06.C21 
Strand 

End 7888 

Method TBLASTX : Maize 

End 6673 

Score 260 



6349.. 6600, 6354.. 6632, 6356.. 6637, 6413.. 6673 



Seq. ID OJ990830_05.9C06.C21 
Strand 

End 7888 

Method TBLASTX : Soybean 

End 7888 

Score 117 

.7209, 7195. .7443, 7370. .7444, 
.7875 



9C06.£21.o2.ts 



7043. .7165, 7084. 
7811. .7888, 7825. 



9C06.C21.ol.tc 



9C06.C21.o3. tm 
7153. .7443, 7370. 

9C06.C22.ol.gp 



Seq. ID OJ990830_05.9C06.C21 
Strand 

End 7888 

Method TBLASTX : Cress 

End 7443 

Score 290 



Seq. ID OJ990830_05.9C06.C21 
Strand 

End 7888 

Method TBLASTX : Maize 

End 7569 

Score 102 

.7447, 7394. .7450, 7522. .7569 

Seq. ID OJ990830_05.9C06.C22 
Strand 

End 167 ' 

Method AAT/GAP 

End 167 

Score 327 



Seq. ID OJ990830_05.9C06.C22 
Strand 

End 153 



13328 



Name 

Start 

GI 

Exons 



OJ990830_05.9C06.C22.ol.gs Method 

77 End 

none Score 
77. .153 



GEN SCAN 

153 

.93 



Seq. No. 12824 
Gene No. , - 27109 

Start 1846 

Name OJ990830_05 . 9C0 6. C23. ol .gs 

Start 1846 

GI none 

Exons 1846.. 3339 



Seq. ID OJ990830_05.9C06.C23 

Strand + . 

End 3744 

Method GENSCAN 

End 3339 

Score .42 



Seq. No. 12824 
Gene No. 27109 
Start 1846 

Name OJ990830_05 . 9C06 . C23 . ol . ts 

Start 2353 
GI none 
Exons 2353.. 2556, 2458 

2611. .2970, 2613 

2632. .2817, 2664 

3361.. 3696, 3400 

3487.. 3720, 3565 



2970, 2476. .2541, 2493 

2969, 2614. .2961, 2614 

2957, 2704.. 2988, 2725 

3744, 3451. .3708, 3454 
3744 



Seq. ID OJ990830_05.9C06.C23 

Strand + 

End 3744 

Method TBLASTX : Soybean 

End 3744 

Score 73 

2927, 2607.. 2969, 
2964, 2616. .2948, 
2985, 3061.. 3351, 
3735, 3472.. 3657, 



Seq. No. 

Gene No. 

Start. 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12824 
27109 
1846 

OJ990830_05, 
2449 
none 
2449. 
2620. 
2788. 
3361. 
3516. 



.2556, 
.2841, 
.2988, 
.3708, 
.3716, 



9C06.C23.ol'.tc 



2482. .2556, 2614. .2769, 2620 

2667. .2930, 2671. .2892, 2724 

2812. .2970, 2886..2993, 3088 

3361. .3528, 3384. .3710, 3394 

3517. .3714, 3547. .3744, 3564 



Seq. ID OJ990830_05.9C06.C23 
Strand + 

3744 

TBLASTX: Cress 
3744 
67 

2694, 2620.. 2868, 
2978, 2725.. 2979, 
3342, 3205.. 3345, 
3639, 3454. .3714, 
3713, 3601.. 3735 



End 

Method 

End 

Score 



12824 
27109 
1846 

OJ990830_05. 9C06 . C23 . ol . tm 

2620 

none 



Seq. ID OJ990830_05.9C06.C23 

Strand *• + 

End 3744 

Method TBLASTX : Mai ze 

End 3744 

Score 106 



2620. .2826, 2673.. 2936, 2674.. 2937, 2797. .2988, 3061.. 3255, 
3211. .3351, 3361. .3567, 3415. .3672, 3505. .3738, 3616. .3744 



12825 
27110 
1 

OJ990830_05. 9C06.C24 .o2.np 
1 

2191178 



Seq. ID OJ990830_05.9C06.C24 
Strand 

End 5866 

Method AAT/NAP 

End 4473 

Score 17 



1..48, 3342. .3497, 4387. .4473 

(AF007270) contains similarity to MIPP proteins [Arabidopsis 
thaliana] 



Seq. No. 



12825 



Seq. ID OJ990830_05.9C06.C24 



13329 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



27110 . Strand 

1 End 

OJ990830_05.9C06.C24.ol.np Method 

485 End 

4432860 Score 



5866 
AAT/NAP 
2815 
93 



485. .503, 1855. .1972, 2648. .2815 

(AC006300) putative glucose regulated repressor protein 
[Arabidopsis thaliana] 



12825 
27110 
1 

OJ990830_05. 9C06 . C24 . ol . gs 

935 

none 



Seq. ID OJ990830_05.9C06.C24 
Strand 

End 5866 

Method GENSCAN 

End 5866 

Score . 68 



935. .977, 1882. .2291, 2658. .2915, 3174. .3497, 3767. .4120, 
5404. .5542, 5631. .5866 



12825 
27110 
1 

OJ990830_05. 9C06 . C24 . ol . gp 
1538 

uC-osf Icyp064c01bl 
1538. .1591, 1616. .2106 

, 6069643/dbj | AP000616 . 1 | AP000616 1.0e-152 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 1 



Seq. ID OJ990830_05.9C06.C24 
Strand 

End 5866 

Method AAT/GAP 

End 2106 

Score 830 



Seq. No. 


12826 




Seq. ID 


OJ990830_ 


05. 


9C06 


.C26 


Gene No. 


27111 




Strand 


+ 








Start 


197 




End 


523 








Name 


OJ990830 05. 9C06.C26.ol 


.gs 


Method 


GENSCAN 








Start 


197 




End 


523 








GI 


none 




Score 


.94 








Exons 


197. .325, 439. .523 














Seq. No. 


12827 




Seq. ID 


OJ99'0830_ 


05. 


9C0 6 


.C28 


Gene No. 


27112 v 




. Strand 










Start 


718 




End 


892 








Name 


OJ990830 05. 9C06.C28.ol 


.gs 


Method 


GENSCAN 








Start 


718 




End 


892 








GI 


none 




Score 


.91 








Exons 


718. .892 














Seq. No. 


12828 




Seq. ID 


OJ990830_ 


05. 


9C06 


.C29 


Gene No. 


27113 




Strand 


+ 








Start 


3656 




End 


4761 








Name 


OJ990830 05. 9C06.C29.o2 


.gs • 


Method 


GENSCAN 








Start 


3656 




End 


4761 








GI 


none 




Score 


1 








Exons 


3656. .3830, 4121. .4761 














Seq. No. 


12828 




Seq. ID 


OJ990830_ 


05. 


9C06 


.C29 


Gene No. 


27113 




Strand 


+ 








Start 


3656 




End 


4761 








Name 


OJ990830 05.9C06.C29.ol 


.np 


Method 


AAT/NAP 








Start 


3665 




End 


4584 









13330 




GI 


6689616 




Score 


352 








Exons 


3665. 


.3830, 


4121. .4584 












\j± uescrxp. 


(AJ012301) 


proline-rich protein [Zea mays] 








Seq. No. 


12828 






Seq. ID 


OJ990830 


JDS, 


.9C06 


.C29 


Gene No. 


27114 






Strand 


- 








btart 


132 






End 


1743 








Name 


OJ990830 05 


. 9C06.C29.ol.gs 


Method 


GENSCAN 








btarc 


132 






End ' 


1743 








bi 


none 






Score 










Exons 


132. . 


344, 423. .605, 1579. .1743 










Seq. No. 


12828 






Seq. ID 


OJ990830 


_05. 


. 9C06 


.C29 


Gene No. 


27115 






Strand 


- 










4401 






End 


4988 








Name 


OJ990830 05 


.9C06.C29.ol.gp 


Method 


AAT/GAP 








C +- -i 4- 


4 4 U 1 






End 


4988 










none 






Score 










Lxons 


A A C\ 1 


A QQ Q 














Seq. No. 


12828 






Seq. ID 


OJ990830 


_05, 


.9C06 


.C29 


Gene No. 


27116 






Strand 


- 








beam 


5297 






End 


6030 








Name 


OJ990 


830_05 


. 9C06.C29.o3.gs 


Method 


GENSCAN 








Start 


5297 






End ■ 


6030 








bl 


none 






Score 


.54 








Exons 


5297. 


.5361, 


6010. .6030 












beq. No. 


12828 






Seq. ID 


OJ990830 


_05. 


.9C06 


. cz y 


Gene No. 


27117 






Strand 










Start 


6010 






End 


6342 








Name 


OJ990 


830_05 


. 9C06.C29.ol.tm 


Method 


TBLASTX : 1 


Maize 




btart 


4119 






End 


4626 








b± 


none 






Score 


129 








Exons 


4119. 


.4214, 


4120. .4215, 4261., 


.4326, 4266. .4325, 


4353. .4- 


A 0 A 




4354 . 


.4434, 


4525. .4596, 4525., 


.4605, 4603. .4626 








beq . no . 


12828 






Seq. ID 


OJ990830 


_05, 


, 9C06 


. l,z y 


Gene No. 


27117 






Strand 










Start 


6010 






End 


6342 








Name 


OJ990: 


830_05 


.9C06.C29.o2.np 


Method 


AAT/NAP 








btart 


6010 






End 


6342 








bl 


6539570 




Score 


88 








Exons 


6010. 


.6076, 


6269. .6342 












GI Descrip. 


(AP000836) : 


hypothetical protein [Oryza 


sativa] 








Seq. No. 


12829 






Seq. ID 


OJ990820 


_07. 


,9C03 


.CI 


Gene No. 


27118 






Strand 


+ 








b tdl u 


331 






End 


507 








Name 


OJ990: 


B20_07 


.9C03.Cl.ol.gs 


Method 


GENSCAN 








b car t 


331 






End 


507 








GI 


none 






Score 


. 9 








Exons 


331. .J 


507 














Seq. No. 


12830 






Seq. ID 


OJ990820_ 


_07. 


9C03 


.C2 


Gene No. 


27119 






Strand 










Start 


1760 






End 


9375 









13331 




Name 


ATQonoon a i 

uj y yuozu u / 


. 9CUo , 


. Oz . 


tw 


Method 


TBLASTX : 


Wheat 


Start 


1 C A a 

1 b4 b 








End 


8385 




GI 


none 








Score 


79 




Exons 


IT/11 

104 0..1/41, 


1 / / o . 


. iy4 o , 


1 / oc . 


.1946, 2439. .2597, 


o 1 9 / . . 8 3b4 




OZUl . .OJDO, 


834 / . 


O *3 o c 
.8385 










Seq. No. 


1^830 








Seq. ID 


OJ990820 


AT A/~iA*3 PA 

07 . 9C03 . C2 


Gene No . 


z / ny 








Strand 






Start 


1760 








End 


9375 




Name 


OJ990820_07 


. 9C03. 


C2.ol. 


np 


Method 


AAT/NAP 




Start 


loo y 








End 


9375 




GI 


boy LA 1U 








Score 


609 




Exons 


1 f nn 1QT7 

.i oo y . .iy / / , 


^4 jz . 


.2712, 


3085. 


.3233, 3394.. 3609, 


4 5 bl . . 4 0 b / 




Q1/IQ 0"5QQ 


q n i o 
yu lo . 


.9375 










GI Descrip. 


( AbUU / DUo ; 


r 1J\Z o . 


15 [Arabidopsis thaliana] 




Seq. No. 










Seq. ID 


OJ990820 


AT OPA*3 OO 

U / . 9C0 3 . CZ 


Gene No. 


27119 








Strand 






Start 


1760 








End 


9375 




Name 


uj yyuozu u / 




C2 . ol . 


gs 


Method 


GEN SCAN 




Start 


1 / bU 








End 


8408 




GI 


none 








Score 


.58 




Exons 


i / bu . . i yb y , 


A A A 1 

z4 4 1 . 


.2657, 


3011. 


.3191, 3216.. 3263, 


"0 "3 T O "3 C T A 

JJ/O. . JD / 9 




A C C 1 A H f\ A 

4 obi . .4 / U4 , 


/4 bb . 


.7700, 


8249. 


.8408 






Seq. No. 


i o o ~i a 

12830 








Seq. ID 


OJ990820 


_07 . 9C03 . C2 


Gene No. 


27119 








Strand 






Start 


1760 








End 


9375 




Name 


ojyyuozo o / 


AP A O 


C2.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


1769 








End 


8401 




GI 


none 








Score 


114 




Exons 


1 / 69 . . 19 ID, 


1 1 o c 


.1976, 


2439. 


.2597, 2647. .2739, 


o 188 . .8394 




8195. . o4 Ul 














Seq. No. 


12830 








Seq. ID 


OJ990820 


_07.9C03.C2 


Gene No. 


27119 








Strand 






Start 


i n a a 
1 / bU 








End 


9375 




Name 


ojyyuo^u u / 


AO A O 


C2.ol. 


ts 


Method 


TBLASTX : 


Soybean 


Start 


1 /oi 








End 


8400 




bl 


none 








Score 


87 




Exons 


l/oi. .iy/o, 


1 / oi). 


.1976, 


8191. 


.8400, 8204.. 8395 




Seq. No. 


12830 








Seq. ID 


OJ990820 


__07.9C03.C2 


Gene No. 


27119 








Strand 






Start 


1 /bU 








End 


9375 




Name 


ojyyuozu u / 


Ap A O 


C2.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


1/84 








End 


8388 




bl 


none 








Score 


109 




Exons 


1/84 . . 1969, 


1 *7 O C 

1785 . 


. 1964, 


2448. 


.2513, 8203. .8388, 


8204 . . 8383 


oeq. in o . 


1 op O A 
1ZO jU 








Seq. ID 


OJ990820 


m QrTi"5 no 
u / . ybuo . 


Gene No. 


27119 








Strand 






Start 


1760 








End 


9375 




Name 


OJ990820 07 


. 9C03. 


C2.ol. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


3497 








End 


4819 




GI 


none 








Score 


122 




Exons 


3497. .3616, 


3504. 


.3617, 


4556. 


.4819, 4563.. 4802 





13332 



Seq. No. 12831 

Gene No. 27120 

Start- 144 

Name OJ990820JD7 . 9C03 .C3 . ol . gs 

Start 144 

GI none 

Exons 144 . .298 



Seq. ID OJ990820_07. 9C03.C3 

Strand 

End 298 

Method GENSCAN 

End 298 

Score .71 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12832 
27121 
671 

OJ990820_07 . 9C03 .C5 . ol . np 
671 

6907089 
671.. 797 

(AP001129) hypothetical protein [Oryza sativa] 



Seq. ID OJ990820_07. 9C03.C5 

Strand + 

End 7 97 

Method AAT/NAP 

End 7 97 

Score 186 



Seq. ID OJ990820_07.9C03.C6 

Strand + 

End 5515 

Method AAT/GAP 

End 385 

Score - 597 



12833 
27122 
1 

OJ990820_07. 9C03 .C6 . ol . gp 
1 

4878407 
1..385 

6069643/dbj IAP000616. 11 AP000616 1.0e-152 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12833 
27122 
1 

OJ990820_07 . 9C03 . C6 . ol . np 
1 

2586082 

1..25, 888. .1432, 5490. .5515 

(U72725) retrofit [Oryza longistaminata] 



Seq. ID OJ990820_07. 9C03.C6 

Strand -f 

End 5515 

Method AAT/NAP 

End 5515 

Score 402 



12833 
27122 
1 

OJ990820_07 . 9C03 . C6 . ol . gs 

773 

none 



Seq. ID OJ990820_07.9C03.C6 

Strand + 

End ' 5515 

Method GENSCAN 

End 4032 

Score .71 



773. .851, 875. .1985, 2085. .4032 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



12833 
27122 
1 

OJ990820_07 . 9C03 .C6 . o2 . np 
1432 
6907089 
1432. .1985, 2085. .4029 

(AP001129) hypothetical protein [Oryza sativa] 



Seq. ID OJ990820_07.9C03.C6 
Strand + 

5515 
AAT/NAP 
4029 
2919 



End 

Method 

End 

Score 



12833 
27123 
4653 



Seq. ID OJ990820_07.9C03.C6 
Strand 

End 87 92 



13333 




Name 


ujyyuozu u / . ycuo .Lb . 04 . tm 


Method 


TBLASTX : Maize 


Start 




End 


1 Cl c 

i jyo 


GI 


none 


Score 


CI 
0 1 


Exons 


QQC GOT 11 yl Q 1 Oyl Q ITCH 

oyo.-ys/, ii4y..io4y, liou.. 


uyo, liou 


iq*"7T i Q/rc 1*3Q/1 

..U//, lJbo..ljy4 


Seq. No. 


12833 


Seq. ID 


OJ990820_07.9C03.C6 


Gene No. 


27123 


Strand 




Start 




hna 




Name 


ujyyuozu u / . ytuj ,ld. o / . tw 


Method 


i biiAo i a : wneat. 


Start 


i o q n 


End 


1 A "3 1 

1 4 ol 


GI 


none 


Score 


z 1U 


Exons 


i oon i onn 10*31 i /i oi i oco 


1 A O O 

. . 14 ^ 




Seq. No. 


1 OOT3 
lZOO J 


Seq. ID 


OJ990820__07.9C03.C6 


Gene No. 


OT1 

^ / 1^ J 


Strand 




Ofa r 4- 


4UJJ 


End 


8792 


Name 


OJ990820 07. 9C03 . C6 . o3 . np 


Method 


AAT/NAP 


Start 


4653 


End 


8792 


GI 


6498441 


Score 


5082 


Exons 


4653. .4934, 5028. .6425, 6597 


..7079, 7272. .7512, 7687. .7821, 




8005. .8378, 8442. .8792 






GI Descrip. 


(AP000815) EST C72786 (E2258 ) 


corresponds to a region of the 



predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 


12833 










Seq. ID 


OJ9?0820_07. 9C03 


.C6 


Gene No. 


27123 










Strand 






Start 


4653 










End 


8792 




Name 


OJ990S 


320_07 


.9C03 


.C6.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


4653 










End 


4794 




GI 


none 










Score 


124 




Exons 


4653.. 


.4793, 


4654 


. .4794 










Seq. No. 


12833 










Seq. ID 


OJ990820_07. 9C03 


.C6 


Gene No. 


27123 










Strand 






Start 


4653 










End 


8792 




Name 


OJ990820 07 


.9C03 


.C6.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


4662 










End 


5264 




GI 


none 










Score 


83 




Exons 


4662. , 


,4787, 


4666 


. .4788, 


4974. 


.5264, 4981. .5259 




Seq. No. 


12833 










Seq. ID 


OJ990820_07. 9C03 


.C6 


Gene No. 


27123 










Strand 






Start 


4653 










End 


8792 




Name 


OJ990820 07 


.9C03 


.C6.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


5265 










End 


5646 




GI 


none 










Score 


165 




Exons 


5265. . 


,5645, 


5296 


• .5544, 


5590. 


.5646 






Seq. No. 


12833 










Seq. ID 


OJ990820_07.9C03 


.C6 


Gene No. 


27123 










Strand 






Start 


4653 










End 


8792 




Name 


OJ990820 07 


. 9C03 


.C6.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


5460 










End 


5783 




GI 


none 










Score 


192 




Exons 


5460. . 


5783, 


5473 


. .5754 











13334 




Seq. No. 


12833 






Seq. ID 


OJ990820_07.9C03 


C6 


Gene No. 


27123 






Strand 






Of ■avf 

istart 


A C c; o 






hjna 


o / y £. 




Name 


uj yyuozu u/. 




.LO. Oo . LW 


Method 


i dLiAo i X : wneat. 




C +- -=i v-t- 

Otait 


oy / d 








CO Q Q 




C T 


none 






Score 


b / 




Exons 


0 y / b . . d^jd, 


bl 


. . bzoo 








beg. wo. 








Seq. ID 


ojyyuozu u/.ycuo. 


Lb 


UC11C IN . 


?71 9*3 






Strand 






Start 


4653 






End 


8792 




Name 


OJ990820 07. 


9C03 


.C6.o2. ts 


Method 


TBLASTX : Soybean 




Start 


6036 






End 


6602 




GI 


5666795 






Score 


68 




Exons 


6036. .6236, 


6291 


..6428, 6504. .6602 






GI Descrip. 


4206306 2.0e 


-10 


(AF049110) 


prpol [Zea 


mays] 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12833 Seq. ID 

27123 Strand 

4 653 End 

OJ990820_07. 9C03 . C6 . o4 . tw Method 

6291 . End 

none Score 



OJ990820_07.9C03.C6 
8792 

TBLASTX: Wheat 

6752 

92 



6291, 
6501. 



,6440, 6292. 
, 6725 



,6429, 6294.. 6431, 6487.. 6660, 6501.. 6752, 



Seq. No. 12833 Seq. ID 

Gene No. 27123 Strand 

Start 4653 End 

Name OJ990820_07 . 9C03 . C6 . ol . ts Method 

Start 7350 End 

GI none Score 

Exons 7350.. 7721, 7561.. 7704 



OJ990820_07.9C03.C6 
8792 

TBLASTX : Soybean 

7721 

90 



Seq. No. 12833 Seq. ID 

Gene No. 27123 Strand' 

Start 4 653 End 

Name OJ990820_07 . 9C03 . C6 . o2 . tw Method 

Start 7375 End : 

GI none Score 

Exons 7375.. 7800, 7380.. 7799 



OJ990820_07.9C03.C6 
8792 

TBLASTX: Wheat 

7800 
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Seq. No. 12833 Seq. ID 

Gene No. 27123 Strand 

Start 4 653 End 

Name OJ990820_07 . 9C03 . C6 . o3 . tm Method 

Start 74 73 End 

GI none Score 

Exons 7473. .7856, 7492. .7857 



OJ990820_07.9C03.C6 
8792 

TBLASTX: Maize 

7857 

225 



Seq. No. 12833 Seq. ID 

Gene No. 27123 Strand 

Start 4 653 End 

Name OJ990820_07 . 9C03 . C6 . ol . tm Method 

Start 7884 End 

GI none Score 

Exons 7884. .8189, 7884. .8240, 7894. .8205 



OJ990820_07.9C03.C6 
8792 

TBLASTX: Maize 

8240 

116 



13335. 






Seq. No. 


12833 


Seq. ID 


OJ990820_07.9C03 


.C6 




bene lnu . 


9719^ 


OLI cillU. 








OLdlL 


A 6S ^ 


Hi 1 1 Li 


R 7 Q9 

0 / 3^- 
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Pj,TQQ0R90 07 QPO^ P6 ol 


Mo h O/H 
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OLalL 


7 QOR _ 

/ 3U O 




R ^7 1 
O J / X 
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bX 


n on o 


Score 


400 






/~v -r*» cr» 


7Q0R R^6Q 7Q0Q P^7H 7Q9R 

/ 3U O . . O OD5, / 3Uj . tOJ/U/ / 3Z O . 


fl ^7 1 








Seq. No. 


12833 


Seq. ID 


OJ990820_07 . 9C03 


.C6 




belle LNU . 


9719^ 


OLId ll\JL 








C4- -a v--|- 


4 6S ? 


Hi I IV-l 


R7 Q9 






Name 


n.TQQ0R90 07 QPO^ P6 t- 


Mof h oH 

Lit LUUU 








OLaiL 


7 Q6S ~~ 


Hi 1 LH 


R ^^0 
O J JU 






PT 
bX 


Hunts 


0 00 x c 


116 

X X 0 






Exons 


7Q6R R0Q9 R106 R^?0 










Seq. No. 


12833 


Seq. ID 


OJ990820_07.9C03 


.C6 




bcilt! LNU. 
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z / it, j 


^ t - ra nH 

JLI ClllVJ. 








OLaiL 




Hi! J.U 


R7Q9 
0 / 3^. 
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P.TQQ0R90 07 QP0"3 P6 nfi tw 


L v Jc LI1UU 
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OLdl L 
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PT 


none 


Score 


1 ^6 
ijd 




y 


Exons 


O OOO . . O / O 3 , OjOD. .0 / Ol 








C ri 


Seq. No. 


12834 


Seq. ID 


OJ990820_07.9C03 


.07 


ry 


Gene No. 


27124 


Strand 








oT_a.IT L 


i 


End 


2344 






Name 


nTQQOQ9n 07 QfA'J P7 1 no 

uoyyuoiU u / . ybuj.b/ .01 . np 


Method 


AAT/NAP 




Lit 


C -|- 3 vf- 


1 


End 


2344 




, "S 


P T 
bl 


•^04 94 R4 
D \J 4 Z *± O *1 


Score 


2448 




;c ; ; 
i 


daUI 1 o 


1 R0 ^OR 171R 1774 1RR0 


2194 . .2344 






p x c? z"' v* t "o 
bl Ucbcrip . 


fAP0077RCH nn1-a+- 1 ool wnrnfo 


in [Oryza 


sativa] 




■* 3 ; 

Us? 


Seq. No. 


12834 


Seq. ID 


OJ990820_07.9C03 


.C7 


V* 


P o n o Mo 
belle LNU . 


97194 


Strand 










1 
1 


End 


2344 






Name 


P),TQQ0R90 07 QPO^ P7 nl rrQ 


Method 


GENSCAN 






Of a r 4- 
O i_ Cll U 


9"R _ 


End 


1984 




jB 3; 


PT 
\J 1 


I lUUc 


Score 


.77 








9fl 1 71 R 1 774 1 QR4 

Z O • .1/10/ 1/ / 4 , . 










Seq. No. 


12834 


Seq. ID 


OJ990820_07.9C03 


.C7 




Con d Mo 


97194 


Strand 








oldXL 


1 
1 


End 


2344 






Name 


OTQQ0R90 07 QPO^ P7 nl f-w 

bu 3 jUOZU U / . 3b U J . b / . U 1 . LW 


Method 


TBLASTX: Wheat 






C-t- -a y-+- 

o l_ax U 


6^4 ~~ 
DO 4 


End 


1046 






PT 


none 


Score' 


83 






Exons 


6^4 Q1 1 766 Q97 RQ4 QQ9 

Uj4 . .311, / DO . . 3Z / , O 34 . .33^, 


895. .975, 


999. .1046 






Seq. No. 


12834 


Seq. ID 


OJ990820_07.9C03 


.C7 




Gene No. 


27124 


Strand 








Start 


1 


End 


2344 






Name 


OJ990820 07.9C03.C7.ol.tm 


Method 


TBLASTX: Maize 






Start 


756 


End 


1041 






GI 


none 


Score 


89 






Exons 


756. .1004, 757. .1041 









13336 




Seq. No. 


12835 




Seq. ID 


OJ990820_07 


.9C03. 


C8 


Gene No. 


27125 




Strand 


+ 






C4-a rt" 
OX-CL1.Z. 


993 




End 


2579 






Name 


OJ990820 07.9C03 


.C8.ol.np 


Method 


AAT/NAP 






o tar u 


993. 




End 


2579 






C T 
bl 


4680204 




Score 


708 






U 1 y\ 


993.-2426, 2501. 


.2579 










bi uescrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 






Seq. No. 


12835 




Seq. ID 


OJ990820_07 


.9C03. 


C8 


bene ino . 


27125 




Strand 


+ 








993 




End 


2579 






Nartie 


OJ990820 07.9C03 


.C8 .ol.gs 


Method 


GENSCAN 








1008 




End 


2426 






bl 


none 




Score 


. 64 






Exons 


1008.. 1851, 1912 


. .2426 










Seq. No. 


12835 




Seq. ID 


OJ990820 07 


9C03. 


C8 


bene ino . 


27125 




Strand 


+ 






o uaxi- 


993 




End 


2579 






Name 


OJ990820 07.9C03 
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Method 


TBLASTX: Wheat 
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1638 




End 


2036 






C T 
bl 


none 




Score 


135 






Exons 


1638. .1796, 1805 


..1891, 1955. .2035, 1959. .2036 






Seq. No. 


12836 




Seq. ID 


OJ990820_07 


9C03. 


C9 


Gene No. 


27126 




Strand ■ 


+ 






otart 


138 




End 


1890 






Name 


OJ990820 07.9C03 


.C9.ol .gs 


Method 


GENSCAN 
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138 




End 


1890 






bl 


none 




Score 


.73 
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1275, 1360. 


.1432, 1527. 


1625, 






1705. . 1890 












O C2 • IN \J . 


12836 




Seq. ID 


OJ990820_07 


9C03. 


C9 


Gene No . 


27127 




Strand 


+ 






Start 


2266 




End 


2413 






Name 


OJ990820 07.9C03 


.C9.ol.gp 


Method 


AAT/GAP 








2266 




End 


2413 






PT 
bl 


21474 1.R1084 




Score 


259 






Exons 


2266. .2413 












ul UcbLIip. 


'3894159 2.0e-10 


(AC005312) 


hypothetical protein [Arabidop 




thaliana] 1 












Seq. No. 


12836 




Seq. ID 


OJ990820 07. 


9C03. 


C9 


ocne lno . 


27128 




Strand 


+ 








4835 




End 


5348 






Name 


OJ990820 07.9C03 


C9.o2 .gs 


Method 


GENSCAN 






Start 


4835 




End 


5348 






GI 


none 




Score 


.7 






Exons 


4835. .5127, 5246 


.5348 










Seq. No. 


12836 




Seq. ID 


OJ990820_07. 


9C03. 


C9 


Gene No. 


27129 




Strand 








Start 


6514 




End 


7391 






Name 


OJ990820 07.9C03. 


C9.o3.gs 


Method 


GENSCAN 







13337 




Start 
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Score 


. 65 
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OJ990820_07. 
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Strand 
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End 


13637 
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Method 


TBLASTX: Wheat 




Start 
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End 
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Score 
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LrX 
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Score 
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bi uescrip. 


(AP000559) hypothetical protein [Oryza 


sat i va J 






Seq. No. 
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Seq. ID 


OJ990820_07. 


9C03 
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Gene .No. 


27130 


Strand 
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11802 


End 
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End 










none 
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Seq. No. 


12837 


Seq. ID 


OJ990820_07. 


9C03 
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Gene No. 
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Strand 


+ 
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Name 
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Method 
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66 


End 
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P T 
LrX 
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Score 








Exons 
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Seq. ID 
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Gene No. 
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End 
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OJ990820_07. 
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Gene No. 


27133 


Strand 
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End 
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OJ990820 07.9C03.Cll.ol.-gs 
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GENSCAN 
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46 


End. 


2278 
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none 


Score 


.88 
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OJ990820_07. 
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Gene No. 
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Start 
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End 
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Method 


AAT/NAP 
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Start 
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End 


1468 








GI 


5922630 


Score 


133 
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GI Descrip. 


(AP00-0492) EST C98748 (E3038) 


corresponds to a region of 
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predicted gene.; hypothetical 


protein 


[Oryza sativa] 








gil 60168 63 | db j | BAA852Q6.il (AP000570) 


EST C9874 


8 (E3038) 








corresponds to a region of the predicted gene.; 


hypothetica 






protein [Oryza sativa] 












Seq. No. 
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Seq. ID 


OJ990820 
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Strand 










Start 
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End 
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Method 
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Start 


1443 


End 


1648 








GI 


4680186 


Score 


82 
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1443. .1648 












GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 








Seq. No. 
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OJ990820_ 
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27136 


Strand 
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Start 


582 


End 


1645 








Name 
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Method 
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Start 
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End 


1645 
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GI 
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Score 


155 
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GI Descrip. 
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C12 
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27136 


Strand 
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582 


End 


1645 
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OJ990820 07.9C03.C12.ol.gs 


Method 


GEN SCAN 
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Start 
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End 
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GI 


none 


Score 


. 66 
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Exons 
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Seq. No. 


12839 


Seq. ID 
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_07 . 9C03 


C12 


it 


Gene No. 


27136 


Strand 


+ 






1 3 ! 


Start 


582 


End 


1645 








Name 


OJ990820 07.9C03.C12.o2.gs 


Method 


GENSCAN 








Start 


1374 


End 


1610 
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GI 


none 


Score 


.58 








Exons 


1374. .1456, 1514. .1610 












Seq. No. 


12839 


Seq. ID 


OJ990820_ 


_07 . 9C03 


C12 




Gene No. 


27137 


Strand 


+ 








Start 


2441 


End 


6043 








Name 


OJ990820 07.9C03.C12.o2.np 


Method 


AAT/NAP 








Start 


2441 


End 


6043 








GI 


4680183 


Score 


4755 








Exons 


2441.. 4906, 5402.. 5444, 5532. 


.5947, 6018. .6043 








GI Descrip. 


(AF111709) gag-pol protein [Oryza sativa subsp. 


indica] 






Seq. No. 


12839 


Seq. ID 


OJ990820_ 


_07.9C03. 


C12 




Gene No. 


27137 


Strand 


+ 








Start 


2441 


End 


6043 








Name 


OJ990820 07.9C03.C12.o3.gs 


Method 


GENSCAN 








Start 


2441 


End 


5224 







13339- 



GI 

Exons 



none 

2441. . 5224 



Score 
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Gene No. 27137 Strand 
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Start 3730 End 

GI none ' Score 
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OJ990820_07.9C03.C12 
+ 

6043 

TBLASTX: Wheat 
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GI none 
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Seq. ID OJ990820_07.9C03.C12 

Strand + 

End 6043 

Method TBLASTX : Wheat 
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Seq. No. 12839 Seq. ID 

Gene No. 27137 Strand 

Start 2441 End 

Name OJ990820_07 . 9C03 . C12 . o2 . tm Method 

Start 5014 End 

GI none Score 
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Seq. No. 12839 Seq. ID 

Gene No. 27137 Strand 

Start 2441 End 

Name OJ990820_07 . 9C03 . C12 . ol . tw Method 

Start 5383 End 

GI none Score 
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Seq. No. 12839 Seq. ID 

Gene No. 27137 Strand 

Start 2441 End 

Name OJ990820_07 . 9C03 . C12 . ol . ts Method 

Start 5423 End 

GI none Score 

Exons 5423.. 5647, 5654.. 5788 



OJ990820_07.9C03.C12 
+ 

6043 

TBLASTX: Maize 

5161 

183 



OJ990820_07.9C03.C12 
+ 

6043 

TBLASTX: Wheat 

5839 

488 



OJ990820_07.9C03.C12 
+ 

6043 

TBLASTX : Soybean 

5788 

138 



Seq. No. 12839 Seq. ID 

Gene No. 27137 Strand 

Start 2441 End 

Name OJ990820JD7 . 9C03 . C12 . o4 . gs Method 

Start 5438 End 

GI none Score 

Exons 5438.. 5728 



OJ990820_07.9C03.C12 
+ 

6043 
GENSCAN 
5728 
.94 



Seq. No. 12839 Seq. ID 

Gene No. 27137 Strand 

Start 2441 End 

Name OJ990820_07 . 9C03 . C12 . ol . tm Method 

Start 5513 End 

GI none Score 



OJ990820_07.9C03.C12 
+ 

6043 

TBLASTX: Maize 

5869 

371 



13340 
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. joby 






Seq. No. 
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Seq. ID 


OJ990820_07.9C03 
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Gene No. 


27137 


Strand 
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DU 4 3 




Name 


Uw yyuo^u U / . "LU J .bit .04 . tw 


Metnoa 


1 hsijAb I a : wnea t 




btart 


c o o q ~~ 




oU4 3 




p t 


none 


Score 


Z 3 4 






Dooy . . DUjU, 3 0 4 U . . OU 4 O 








beq. no. 


i oq/i n 
xz o 4 U 


Seq. ID 


OJ990820 07.9C03 


. C13 


Gene No. 


27138 


Strand 


+ 




Start 


1 


End 


2120 




Name 


uuj^uo^u u / . ybu j . bi o . oi . np 


Method 


AAT/NAP 






1 
x 


End 


2117 




P T 


S Qf! 9 4 4 S 
O .7 U Z 4 4 j 


Score 


3605 






1 9117 










InDU OUZO J / bnb rUL precursor 


[Oryza sativa] 




Seq. No. 


12840 


Seq. ID 


OJ990820_07.9C03 


.C13 


Gene No. 


27138 


Strand 


+ 




Cj-3 -v-4- 

O LdX L. 


i 

X 


End 


2120 




Name 


PTQQHQOn H7 Qpm pi O ^ 1 

ujyyuozu u / . ytu o .ul j . 01 .gs 


Method 


GENSCAN 




o tar t 


A £ 


End 


2120 




PT 
LjX 


none 


Score 


.41 




Exons 


/ c ino 1 qi oion 
4d. .xuy, xoi. . zi^u 








Seq. No. 


12840 


Seq. ID 


OJ990820_07.9C03, 


.C13 


Gene No. 


27139 


Strand 


- 




oLaiL 


Z H Jj 1 


End 


3520 




Name 


0 TQonQon m Qpm pi o ^/i j- tt 
vjjyyuozu u / . ytu j . lij . 04 . tw 


Method 


TBLASTX: Wheat 






z 


End 


252 




PT 

L^X 


none 


Score 


229 




Exons 


9 9 S fl ^ 9 A Q 1 S /I ORO 
Z . . Z 3 U , J. ,Z40 r X 3 4 . . Z 0 Z 








Seq. No. 


12840 


Seq. ID 


OJ990820_07.9C03. 


.C13 


Gene No. 


27139 


Strand 






O Lax U 


94 "37 

Z ft 3 / 


' End 


3520. 




Name 




Method 


TBLASTX: Soybean 




OtaiL. 


94^ 

Z 4 J 


End 


631 




fir 


none 


Score 


88 




Exons 


94"3 ^47 9S1 £"31 "3R7 COQ 
Z 4 3 . . 34 / , Z 3 X . . o31 , 30 / . . OZ i? 








Seq. No. 


12840 


Seq. ID 


OJ990820_07.9C03. 


,C13 


Gene No. 


27139 


Strand 






Qi- ^ -rt- . 
OLal L ' 


94^7 


End 


3520 




Name 


r> TQQfiP9n m Qpm pi ^ 


Method 


TBLASTX: Wheat 




Of -a r-4- 


z oz 


End 


674 




PT 
bjX 


none 


Score, 


416 




Exon s 


9 s 9 £7 4 9^n £ £4 

Z3Z..O/4/ ZOU..004 








Seq. No. 


12840 


Seq. ID 


OJ990820_07.9C03. 


C13 


Gene No. 


27139 


Strand 






Start 


2437 


End 


3520 




Name 


OJ990820 07.9C03.C13.o3.tm 


Method 


TBLASTX: Maize 




Start 


305 


End 


578 




GI 


none 


Score 


126 





13341 




Exons 


305. .475, 306. .476, 480 


. . D 1 O 


RIO 
, 3 1Z . . D 1 f 






Seq. No. 


12840 








Seq. ID 


OJ990820JD7.9C03 


.C13 


Gene No. 


27139 








Strand 






o tar t 


2437 








Cjiia 


JJ^U 




Name 


OJ990820 07 


.9C03 


.C13.o5 


. tw 


Method. 


i bij/\o i a . wneat 




otarc 


690 










y o y 






none 








Score 






Exons 


690.. 824, 8 


4 9. .98 9 










Seq. No. 


12840 








Seq. ID 


OJ990820_07.9C03 


.C13 


Gene No. 


27139 








Strand 








2437 








End 


3520 




Name 


OJ990820 07 


.9C03 


.C13.ol 


. tin 


Method 


TBLASTX: Maize 






987 








End 


1349 




bl 


none 








Score 


447 




Exons 


987. .1310, 


1007. 


.1321, 


IUU / , 


.1297, 1301. .1348, 1302. .1349 


Seq. No. 


12840 








Seq. ID 


OJ990820_07.9C03 


C13 


Gene No. 


27139 








Strand 








2437 








End 


3520 




Name 


OJ990820 07 


.9C03 


.C13.ol 


.tw 


Method 


TBLASTX: Wheat 




btart 


992 








End 


1379 




C T 


none 








Score 


420 




Exons 


992. .1303, 


993. . 


1379, 1194.. 


1379 






Seq. No. 


12840 








Seq. ID 


OJ990820JD7. 9C03 


C13 


Gene No. 


27139 








Strand 






ot art 


2437 








End 


3520 




Name 


OJ990820 07 


.9C03 


.C13.o4 


. tm 


Method 


TBLASTX: Maize 




b tart 


1451 








End 


1724 




bl 


none 








Score 


95 




Exons 


1451. .1549, 


1452 


. .1550, 


1541 


..1615, 1545. .1628, 1638. .1724 


Seq. No. 


12840 








Seq. ID 


OJ-990820_07.9C03 


C13 


Gene No. 


27139 








Strand 








2437 








End 


3520 




Name 


OJ990820 07 


.9C03 


.C13.o3 


.tw 


• Method 


TBLASTX: Wheat 




Of 3r f 

ot art 


1494 








End 


2108 




bl 


none 








Score 


257 




Exons 


1494 . .1754, 


1655 


. .1756, 


1827 


..1985, 1971. .2108, 1982. .2104 


Seq. No. 


12840 








Seq. ID 


OJ990820_07.9C03. 


C13 


Gene No. 


27139 








Strand 






OC a J. t 


2437 








End 


3520 




Name 


OJ990820 07 


.9C03 


.C13.o2 


.tm 


Method 


TBLASTX: Maize 




otart 


1836 








End . 


2069 






none 








Score 


152 




Exons 


1836. .1988, 


1937 


. .1987, 


1967 


..2068, 1968. .2069 






12840 








Seq. ID 


OJ990820_07.9C03. 


C13 


Gene No. 


27139 








Strand 






Start 


2437 








End 


3520 




Name 


OJ990820 07 


. 9C03 


.C13.o2 


.gs 


Method 


GENSCAN 




Start 


2437 








End 


3330 




GI 


none 








Score 


.94 




Exons 


2437. .2885, 


2958 


. .3062, 


3135 


. .3330 







13342 






oeq. iNO . 


1 9ft a n 




Seq. ID 


OJ990820_ 


u / 


. ybuo 






bene lml> • 


/ J. J .7 




Strand 












Start 


2437 




End 


3520 










Name 


OJ990820__07.9C03.C13.o2 


.np 


Method 


AAT/NAP 










onair L 


Z 4 4 U 




End 


3520 










bx 


DDjl / J. D 




Score 


772 










Exons 


9/i/in ooqc oqrcs v^mn 
z 4 4 u . .zooj, z y o o . . o u / u , 


3221. 


.3324, 3401.. 3520 










bx uescrip . 


vi-ir uu u 4 ; nypotne cicax 


protein [Oryza 


sativa] 












gi|ooyx/x/| cld j | fl/iHO yjy / 


.1! (AP000570) 


hypothetical 


protein 






[Oryza sativa] 
















Seq. No. 


12841 




beq. ID 


OJy yuozu 


(J / 


. ycu 6 


. CI 4 




belle LnU * 


97 1 A n 




Strand 


+ 












97 **7 
Z / .3 / 




End 


6039 










Name 


UjyyUoZU U / . ybU J . LI 4 . OZ 


.gs 


Method 


GENSCAN 










Of 3 

otart 


97 ^7 
Z 1 O / 




End 


6039 












none 




Score 


. 69 










Exons 


97^7 9P17 /tQCyl "",0^7 
Z / D / . . Z 0 X / , 4 y 04 . .DUD/, 


5762 . 


. 6039 












Seq. No. 


12841 




Seq. ID 


OJ990820_ 


_07 


.9C03 


-C14 




bene jno . 


Z / X 4 X 




Strand 












otarc 


4 Z 




End 


1757 










Name 


ujyyuozu u / . ybUo.bX4 .ox 


.gs 


Method 


GENSCAN 










btart 


4 Z 




End 


1757 








rf? 


bX 


none 




Score 


.85 








f Lf 


Exons 


4Z . . /OO, O/O. .1/0/ 
















Seq. No. 


12841 




Seq. ID' 


OJ990820_ 


_07 


.9C03 


.C14 




Gene No. 


27141 




Strand 










w 




4 Z 




End 


1757 








i 3 ; z 


Name 


ujyyuozu u / . ytuj . L14 . oi 


.np 


Method 


AAT/NAP 








: s? 


C +- -n v-+- 

otart 


Q £A 
O 04 




End 


1757 










r t 


0 y UZ 4 4 O 




Score 


1548 








:" "i 


Lxons 


QC^ 1 TCI 
O C>4 . . X / 3 / 














i. w t 


bi uescrip. 


IHtsujU^o jj on j L^ryza ; 


sativa 


j 










In £s 
Ri 


Seq. No. 


12841 




Seq. ID 


OJ990820_ 


_07 


.9C03 


. C14 




bene INO • 


97149 
Z / X 4 Z 




Strand 












Q+- a T-+- 


04 0 D 




End 


10647 








ri 


Name 


ujyyuozu u / . yuuo . ux 4 . ox 


. tw 




TBLASTX: Wheat 






Of 2 r--h 
OLai L 


1^47 
X J 4 / 




End 


1637 












none 




Score 


211 










Exons 


10/7 1 £ *3 7 
X O 4 / . . IDj I 
















Seq. No. 


12841 




Seq. ID 


OJ990820_ 


07 


.9C03 


.C14 




bene lno . 


9*7 1 A 9 
Z / X 4 Z 




Strand 












Cf 3 v+- 

o l air l 


Oft 0 0 




End 


10647 










Name 


ujyyuozu u / . yuuj .bX4 . oj 


.gs 


Method 


GENSCAN 










Start 


6485 ~~ 




End 


10647 










GI 


none 




Score 


.6 










Exons 


6485. . 6727, 6941. .7219, 


10539 


. .10647 












Seq. No. 


12842 




Seq. ID 


OJ990820_ 


07, 


.9C03, 


.C15 




Gene No. 


27143 




Strand 


+ 










Start 


246 




End 


297 










Name 


OJ990820 07.9C03.C15.ol, 


.gs 


Method 


GENSCAN 









13343 



Start 
GI 

Exons 



246 
none 

246. .297 



End 
Score 



297 
.88 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



12843 Seq. ID 

27144 Strand 

1 End 

OJ990820_07 . 9C03 . C16 . ol . gp Method 

1 End 

3859115 Score 
1..240, 336. .491, 602. .1294 

3859116 1.0e-159 (AF031609) unknown [Oryza sativa] 



OJ990820_07.9C03.C16 
+ 

1914 
AAT/GAP 
1294 
1950 



12843 - Seq. ID 

27144 Strand 

1 End 

OJ990820_07 . 9C03 . C16 . ol . np Method 

1 End 

3859116 Score 
1..240, 336. .491, 602. .1003 
(AF031609) unknown [Oryza sativa] 



12843 
27144 

1 ; 

OJ990820_07.9C03.C16.ol.tc 
51 

none 

51. .209, 52. .246, 330. .425 

12843 
27144 
1 

OJ990820_07 . 9C03 . CI 6 . o2 . tm 
51 

none 

51. ,209, 52. .246, 56. .238, 330. .371 



Seq. ID 
Strand 
End 

Method 
End 
Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



12843 
27144 
1 

OJ990820_07 . 9C03 . C16 . o2 . tw 
52 

none 

52. .246, 55. .246, 57. .254 

12843 
27144 
1 

OJ990820_07. 9C03 . C16 . ol . gs 

115 

none 

115. .240, 336. .491, 602. .754, 

12843 
27144 
1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990820_07 . 9C03.C16 
+ 

1914 
AAT/NAP 
1003 
1188 



OJ990820_07.9C03.C16 
+ 

1914 ■ - 
TBLASTX: Cress 
425 
244 



OJ990820_07.9C03.C16 
+ 

1914 

TBLASTX: Maize 

371 

302 



OJ990820_07.9C03.C16 
+ 

1914 

TBLASTX: Wheat 

254 

307 



OJ990820_07.9C03.C16 
+ 

1914 
GENSCAN 
1914 
.71 



806. .945, 1245. .1353, 1864. .1914 

Seq. ID OJ990820_07.9C03.C16 
Strand + 
End 1914 



13344 






Name 


Pj,tqqor90 D7 Qrn^ pi £ ni 


+■ LI 










Of 3 r-f- 


0 0/ 






P. £Q 
0 DO 






P T 


none 




Score 


1 Q7 
15/ 






Lxonb 


4Q1 ^^Q 4Q"5 ^Q9 


A Q0 


coo 7C0 

OOO. . / JO/ 


COO OC7 cop 
OOO. .OO/, O 50 . . 


7 R Q 
/ 0 5 , 






609 ftfift fiO^ ftfi^ 7QC 

DUZ . , OQO, OUO..OOO, / ?0 


ft 67 










Seq. No. 


12843 




Seq. ID 


OJ990820_07.9C03 


.C16 




Gene No. 


27144 




Strand 


+ 






OLal L 


i 

-L 






1 Q1 4 
1514 






Name 


Pitqqop.90 07 qpo^ pi ^i 
L/U55Uozu u / . yuuj . lid. oi 


f- 0 


+- l~i A 


1 nij/io 1 a . ooyoean 






O Lai L 


O D 5 




IjuU 


£ Q7 

D5 / 






pt 

ol 


none 




Score 


17ft 
1/0 








"3£Q 4 Q1 "371 4Q^ "3Qft 

JD5 . .151; J / 1 . . *t 5 J; J JO 


A ft 1 


RQ9 fiQfi 

O 5Z . . O 5 O , 


05D. .05/ 






o e q . in v • 


1 9ft 4 ^ 

1 Z O 4 O 




oeq • 1 u 


PiTQQ0ft90 07 QPO^ 
UU J5UOZU U / * 5LUJ 


pi ^ 

• LID 




Gene No. 


27144 




Strand 


+ _ 






Start 


1 




End 


1914 






Name 


Pj.7QQ0P.90 07 QPO^ PI ni 




Lie L 1 1UU 


ffOT 7\ QTV • Ma i 70 
1 lj Lir\0 1 A . l v lcl 1Z.C 






Of -a T+- 
Otdl L 


4 09 _ 






7 £ Q 
/ D 5 






PT 


none 




Score 


14 9 
1 4i Z 






HiXons 


409 4Q1 ADA ^09 AHA 

4UZ..451, *1U*I . . OUZ; 4 U 4 


4 Q0 


con 7 00 
005. * / OO, 


fTflO 7^^ ^09 
DUU . . /OO, DUZ. . 


7 £ Q 
/ O 5 , 






609 76Q 
out . • / o 5 










*E 8? 


Seq. No. 


12843 




Seq. ID 


OJ990820_07.9C03 


-C16 




Gene No. 


27144 




Strand 


+ 






Of 3 r f 


i - 




Ejna 


1 Q1 4 
1 5 1 4 




r Li 


Name 


n TQQHQOn m QpnT PI C aO 

ujyyuozu u / . ytuo . lid. 


4- A 

. tc 


Method 


iriLAoiA : Lress 






Qf -y-f. 


A 9 C 
4Z 0 






/by 






P T 


none 




Score 


Q C 
O O 




| ; S 




yioc /1Q1 C Q a icq 
4 Z O . .451, jjD. . / D5 










j M 


Seq. No. 


12843 




Seq. ID 


OJ990820_07.9C03 


.C16 




Gene No. 


27144 




Strand 


+ 




ii 


Of- a r +- 
OUdl L 






End 


1914 




U 


Name 


Pi7QQ0ft90 07 QPO'} PI £ a "3 


. llu 


Method 


TBLASTX: Maize 




J 
•6 


Of 3 r-+- 


7 Q £ 




End 


1026 






P,T 
LjI 


none 




Score 


112 




. 3 i 


TP von c 


7Q6 fi7Q 7Q7 QOc: 017 


1 094 

. • 1 U Z 4 , 


919. .1026, 925. .1026 




□ 


Seq. No. 


12844 




Seq. ID 


OJ990820_07.9C03 


.C17 


Q 


Gene No. 


27145 




Strand 


+ 






OLai L 


97 97 




End 


2985 






Name 


D.TQQ0R90 07 QPO^ PI 7 o9 
UJ55UOZU U / . 5LUO . LI / . OZ 


. gs 


Method 


GENSCAN 






OLdl t 


97 97 
Z / Z / 




End 


2985 






PT 

\J 1 


none 




Score 


1 






Exons 


9797 oqqi; 

Z/Z/..Z500 












Cqa- Ma 
O r3 q . IN O ■ 


1 OR / /I 
1 Z 0 ft 4 




Seq. ID 


OJ990820_07.9C03 


pi 7 




Gene No. 


27146 




Strand 








Start 


27 




End 


1059 






Name 


OJ990820 07. 9C03.C17.ol. 


.np 


Method 


AAT/NAP 






Start 


27 




End 


1059 






GI 


6358804 




Score 


191 






Exons 


27. .355, 507. .1059 












GI Descrip. 


(AC010675) hypothetical 


protein [Arabidopsis thaliana] 






Seq. No. 


12844 




Seq. ID 


OJ990820_07.9C03 


.C17 



13345 






Gene No. 


27146 


Strand 








Start 


27 


End 








Name 


OJ990820 07 . 9C03 . CI 7 . ol . gs 


Method 


GENSCAN 






Start 


120 


End 


1059 






GI 


none 


Score 


. 98 






Exons 


120. .313, 4/2..1U5y 










Seq. No. 


12845 


Seq. ID 


OJ990820_07 . 


9C03 . C18 




Gene No. 


27147 


Strand 


+ 






Start 


757 


End 


3152 






Name 


OJ990820 07 . 9C03.Clo.ol.gs 


Method 


r~> T—i O 7\ M 






Start 


757 


End 


3152 






GI 


none 


Score 


o r 
. OD 






Exons 


757 .. 923, 1007.. 1162, 1546.. 


1704 , 2451 , 


. . 2518, Zo33 . 


o n o o 






3104 . . 3152 










Seq. No. 


12845 


Seq. ID 


OJ9 9Uo2U U / . 


ycuo . cio 




Gene No. 


27147 


Strand 


+ 






Start 


757 


End 


3152 






Name 


OJ990820JD7. 9C03.C18 .ol.np 


Method 


AAT/NAP 






Start 


7 62 


End 


2807 






GI 


5731756 


Score 


■310 






Exons 


762. .923, 1007. .1162, 1546.. 


1704, 1805, 


..1888, 2448. 


. 2502 , 


'ssf 




2617 . . 2807 










GI Descrip. 


(AL109819) putative protein 


[Arabidopsis thaliana] 




Cf! 

ry 


Seq. No. 


12846 


Seq. ID 


OJ990820_07. 


9C03.C19 




Gene No. 


27148 


Strand 


+ 




sr 


Start * 


618 


End 


3716 




!-U 


Name 


OJ990820 07 . 9C03.C19.ol . gs 


Method 


GENSCAN 




: ssr 


Start 


618 


End 


2441 




1=1 r 


GI 


none 


Score 


.83 




;-* 


Exons 


618. .779, 1394. .1549, 1892.. 


1943, 2017 


..2175, 2334. 


.2441 


j i 


Seq. No. 


1284 6 


Seq. ID 


OJ990820_07. 


ycu 3 . ci y 


;. : 

'•Li 

•i 


Gene No. 


27148 


Strand 


+ 




: . 
ji s: 


" Start 


618 


■End 


3716 




. c i 


Name 


OJ990820_07 . 9C03 . CI 9 . ol . np 


Method 


AAT/NAP 




S 57 
,3 31 


Start 


1394 


End 


3716 




u? 


GI 


5731756 


Score 


64 




'•i at 


Exons 


1394. .1669, 2033. .2188, 3635 


. .3716 








GI Descrip. 


(AL1 09819) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


12847 


Seq. ID 


OJ990820J37. 


9C03.C20 




Gene No. 


27149 


Strand 


+ 






Start 


96 


End 


2518 






Name 


OJ990820_07 . 9C03 . C20 . ol . gs 


Method 


GENSCAN 






Start 


96 


End 


1335 






GI 


none 


Score 


.79 






Exons 


96 . . 1335 










Seq. No. ' 


12847 


Seq. ID 


OJ990820_07. 


9C03.C20 




Gene No. 


27149 


Strand 


+ 






Start 


96 


End 


2518 






Name 


OJ990820 07.9C03.C20.ol.gp 


Method 


AAT/GAP 






Start 


601 


End 


1073 






GI 


none 


Score 


930 





13346 



Exons 



601. .1073 



Seq. No. 12847 Seq. ID 

Gene No. 2714 9 Strand 

Start 96 End 

Name OJ990820_07.9C03.C20.o2.gp Method 

Start 1213 End 

GI 30Q97_1.R1084 "Score 

Exons 1213.. 1318, 2082.. 2219, 2301.. 2351, 2475.. 2518 

GI Descrip. ' 1710805/sp | P54681 | RTOA_DICDI 6.0e-09 RTOA PROTEIN {RATIO-A) 

>gi_1206019 (U48298) rtoA gene product [ Dictyostelium 

discoideum] ' 



OJ990820_07 . 9C03.C20 
+ 

2518 
AAT/GAP 
2518 
618 





Seq. No. 


12847 




Seq. ID 


OJ990820_07 . 9C03.C20 




Gene No. 


27150 




Strand 






Start 


2027 




End 


2189 




Name 


OJ990820_07 . 9C03 .C20 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


617 




End 


1073 




GI 


none 




Score 


55 




Exons 


617. .667, 650. .817, 


664. .816, 


733. .834, 


814. .840, 858. .884, 






887. .1072, 888. .1073 








.S St. 


Seq. No. 


12847 




Seq. ID 


OJ990820_07.9C03.C20 


'5 3? 


Gene No. 


27150 




Strand 




I ~f 

is? 


Start 


2027 




End 


2189 


':-} I 


Name 


OJ990820 07.9C03.C20 


. o2 . gs 


Method 


GENSCAN 


r li 


Start 


o n o n 
ZVZ 1 




End 


2189 




GI 


none 




Score 


.86 




Exons 


2027. .2189 










Seq. No. 


12848 




Seq. ID 


OJ990820J37 . 9C03.C22 


rl! 


Gene No. 


27151 




Strand 


+ 




Start 


538 




End 


1185 


□ 


Name 


OJ990820 07.9C03.C22 


. ol . np 


Method 


AAT/NAP 




Start 


538 




End 


1185 


" 


GI 


6691211 




Score 


138 


i ; 

JSCS 


Exons 


538. .803, 996. .1185 








: t 
:e! 


GI Descrip. 


(AC007508) F1K23.16 


[Arabidopsis thaliana] 


□ 

.3 El 


Seq. No. 


12848 




Seq. ID 


OJ990820_07.9C03.C22 


u 


Gene No. 


27151 




Strand 


+ 




Start 


538 




End 


1185 




Name 


OJ990820 07.9C03.C22 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


593 




End 


1107 




GI 


none 




Score 


160 




Exons 


593. .781, 597. .764, 


746. .808, 


766. .801, 


1011. .1100, 1012. .1107 



Seq. No. 12849 

Gene No. 27152 

Start 1 

Name OJ990820_07 . 9C03 . C23 . ol . np 

Start 1 

GI 6691210 

Exons 1..29, 564. .761, 1794. .2154, 
3560. .3866 

GI Descrip. (AC007508) F1K23.15 [Arabidopsis thaliana] 



Seq. ID OJ990820_07.9C03.C23 

Strand + 

End 3866 

Method AAT/NAP 

End 3866 

Score 648 
2251. .2471, 2588. .2727, 2939. .3217, 



13347 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12849 
27152 
1 

OJ990820_07 . 9C03 . C23 . o2 . gs 

1914 

none 



Seq. ID OJ990820 07.9C03.C23 



Strand 
End 

Method 

End 

Score 



+ 

3866 
GENSCAN 
3767 
.7 



1914. .2154, 2367. .2471, 2579. .2727, 3043. .3213, 3579. .3767 



Seq. No. 12849 Seq. ID 

Gene No. 27153 Strand 

Start 511 End 

Name OJ990820_07 . 9C03 . C23 . ol . gs Method 

Start 511 End 

GI none Score . 

Exons 511 . . 813 



OJ990820_07.9C03.C23 

3787 
GENSCAN 
813 
. 59 



Seq. No. 12849 

Gene No. 27153 

Start 511 

Name OJ990820_07 . 9C03 . C23 . ol . tc 

Start 568 

GI none 
Exons 



Seq. ID OJ990820_07.9C03.C23 
Strand 
End 

Method 
End 
Score 



3787 

TBLASTX: Cress 

3760 

199 



568. .762, 2933. .2995, 2994. .3050, 3057. .3185, 3599. .3703, 
3600.. 3737, 3734.. 3760 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12849 
27153 
511 

OJ990820_ 

568 

none 



07.9C03.C23.ol.ts 



Seq. ID OJ990820_07.9C03.C23 
Strand 
End 

Method 
End 
Score 



3787 

TBLASTX : Soybean 

3787 

203 



568. .765, 3599. .3727, 3600. .3728, 3734. .3787 



Seq. No. 12849 Seq. ID 

Gene No. 27153 Strand 

Start 511 End 

Name OJ990820_07 . 9C03 . C23 . ol . tm Method 

Start . 571 End 

GI none Score 

Exons 571.. 768, 642.. 707, 682.. 771, 1947 

2277. .2366, 2313. .2366, 2393. .2464, 2407, 

2576. .2629, 2577. .2714, 2584. .2727, 2592. 

2978. .3205, 2984. .3166, 2994. .3215, 2997. 

3600. .3749 



OJ990820 07.9C03.C23 



3787 

TBLASTX : Maize 
374 9" 
185 

2042, 2037. .2159, 
,2451, 2435. 
,2726, 2936. 
,3203, 3599. 



.2542, 
.2995, 
.3721, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12849 



Seq. ID OJ990820 07.9C03.C23 



27153 Strand 

511 End 

OJ990820_07 . 9C03 . C23 . o2 . tw Method 

601 End 

none Score 
601. .768, 682. .741, 3057. .3218, 3602. 
3678. .3746, 3734. .3766 



3787 

TBLASTX: Wheat 

3766 

192 

3733, 3603. .3734, 



Seq. No, 
Gene No. 
Start 



12849 
27153 
511 



Seq. ID 

Strand 

End 



OJ990820 07.9C03.C23 



3787 



13348 



Name 

Start 

GI 

Exons 



OJ990820_07 . 9C03 . C23 . ol . tw Method TBLASTX : Wheat 
1913 End 2363 

none Score 59 

1913. .2002, 1913. .2152, 1914. .2159, 1915. .2178, 2044. .2154, 
2225.. 2350, 2225.. 2350, 2226.. 2363, 2250. .2360 



Seq. No. ■ 12850 Seq. ID 

Gene No. 27154 Strand 

Start 503 End 

Name OJ990820_07 . 9C03 . C24 . ol . gs Method 

Start 503 End 

GI none Score 

Exons 503.. 545, 1218.. 1403 



OJ990820_07.9C03.C24 
+ 

1403 
GENSCAN 
1403 
.89 



Seq. No. 12851 Seq. ID 

Gene No. 27155 Strand 

Start 54 End 

Name OJ990820_07 . 9C03 . C25 . ol . gs Method 

Start 54 End 

GI none Score 

Exons 54 . . 360 



OJ990820_07 . 9C03 .C25 
+ 

360 

GENSCAN 

360 

.93 



Seq. No. 12851 Seq. ID 

Gene No. 27156 Strand 

Start 1044 End 

Name- OJ990820_07 . 9C03 . C25 . o2 . gs Method 

Start 1044 End 

GI none Score 

Exons 1044.. 1157 



OJ990820_07 . 9C03 .C25 

1157 
GENSCAN 
1157 
.48 



Seq. No. 12852 Seq. ID 

Gene No. 27157 Strand 

Start 594 End 
Name " OJ990820JD7 . 9C03 . C26 . ol . gp Method 

Start 594 End 

GI none Score 

Exons 594.. 1023 



OJ990820_07.9C03.C26 
+ 

1023 
AAT/GAP 
1023 
860 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12852 Seq. ID 

27158 Strand 
1053 End 
OJ990820_07 . 9C03 . C26 . o2 . gp Method 
1053 End 
39307_1.R1084 Score 
1053. .1278 

, 3875708/emb|CAA84658| 2.0e-09 (235598) Asparagine, Serine and 
Glycine rich predicted protein [Caenorhabditis elegans] 
>gi_3880108_emb_CAA864 61 . 1_ (Z46343) Asparagine, Serine and 
Glycine rich predicted protein [Caenorhabditis elegans] ' 



OJ990820_07.9C03.C26 
+ 

1278 
AAT/GAP 
1278 
439 



1-2852 Seq. ID 

27159 Strand 

806 End 
OJ990820_07. 9C03 . C26 . ol . gs Method 

806 End 

none Score 
806. .1260 



OJ990820_07.9C03.C26 

1260 
GENSCAN 
1260 
.41 



13349 



Seq. No. 12853 

Gene No. 27160 

Start 349 

Name OJ990820_07 . 9C03 . C27 . ol , 

Start 349 

GI none 

Exons 349.. 503 



gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990820_07 . 9C03 . C27 
503 

GENSCAN 

503 

.83 



Seq. No. 12854 

Gene No. 27161 

Start 1 

Name OJ990820_07 . 9C03 . C28 . ol , 

Start 1 

GI 342_1.R1084 

Exons 1..978 

GI Descrip. 1 4574406/gb | AAD24042 . 1 | 
sativa] 1 



gp 



Seq. ID OJ990820_07.9C03.C28 

Strand + 

End 978 

Method AAT/GAP 

End 978 

Score 1710 



0.0e+00 (AF121139) RIM2 protein [Oryza 



Seq. No. 12854 

Gene No. 27161 

Start 1 

Name OJ990820_07 . 9C03 . C28 . ol . np 

Start 1 

GI 6742729 

Exons 1..978 

GI Descrip. (AF121139) RIM2 protein 

Seq. No. 12854 

Gene No. 27161 

Start 1 

Name OJ990820_07 . 9C03 . C28 . ol . gs 

Start 232 

GI none 

Exons 232.. 931 



Seq. ID 

Strand 

End 

Method 
End ' 
Score 



[Oryza sativa] 



OJ990820_07 . 9C03.C28 
+ 

978 

AAT/NAP 

978 

1465 



Seq. ID OJ990820_07.9C03.C28 

Strand + 

End 978 

Method GENSCAN 

End 931 

Score .84 



Seq. No. 12854 

Gene No. 27161 

Start 1 

Name OJ990820_07.9C03.C28.ol. 

Start 296 

GI none 

Exons 296.. 547, 296.. 739, 309. 



tw 



Seq. No. 12854 

Gene No. 27161 

Start 1 

Name OJ990820_07 . 9C03 . C28 . ol . tm 

Start 316 

GI none 

Exons 316.. 630, 327.. 602, 400.. 630 



Seq. ID OJ990820_07.9C03.C28 

Strand + 

End 978 

Method TBLASTX : Wheat 

End 975 

Score 99 



.974, 312.. 752, 313.. 975 



Seq. ID OJ990820_07.9C03.C28 

Strand + 

End 978 

Method TBLASTX : Mai ze 

End 630 

Score 316 



Seq. No. 12854 

Gene No. 27161 

Start 1 

Name OJ990820_07.9C03.C28.ol. 

Start 557 



tc 



Seq. ID OJ990820_07.9C03.C28 

Strand + 

End 978 

Method TBLASTX : Cress 

End 975 



13350 




GI 


none 


Score 


111 






Exons 


557. .739, 561. .716, 561. .974, 


565 . . 975, 


571. . 975 






Seq. No. 


12855 


Seq. ID 


OJ990820_07 , 


. 9C03, 


.C30 


Gene No. 


27162 


Strand 


+ 






Start 


266 


End 


1193 






Name 


. OJ990820 07.9C03.C30.ol.gp 


Method 


AAT/GAP 






Start 


266 


End 


1193 






GI 


2310235 


Score 


306 






Exons 


266. ,303, 716. .855, 1146. .1193 








GI Descrip. 


58521o2/emb | CAB55420 . 1 | 9.0e- 


13 (AL117265) zhb0012. 


. 1 [Oryza 




sativa] 










Seq. No. 


12855 


Seq. ID 


OJ990820_07 . 


. 9C03 , 


.C30 


Gene No. 


27162 


Strand 


+ 






Start 


266 ' 


End 


1193 






Name 


OJ990820 07.9C03.C30.ol.gs 


Method 


GENSCAN 






Start 


716 


End 


1175 






GI 


none 


Score 


. 8 






Exons 


716. .1175 










Seq. No. 


12855 


Seq. ID 


OJ990820_07 , 


. 9C03, 


.C30 


Gene No. 


27162 


Strand 


+ 






Start 


266 


End 


1193 






Name 


OJ990820 07. 9C03 . C30 . ol . np 


Method 


AAT/NAP 






Start 


716 


End 


1045 






GI 


5852182 


Score 


429 






Exons 


716. .1045 










GI Descrip. 


(AL117265) zhb0012.1 [Oryza sativa] 








Seq. No. 


12856 


Seq. ID 


OJ990820__07 . 


. 9C03 . 


.C31 


Gene No. 


27163 


Strand 


+ 






Start 


941 


End 


1234 






Name 


OJ990820 07.9C03.C31.ol.gs 


Method 


GENSCAN 






Start 


941 


End 


1234 






GI 


none 


Score 


. 54 






Exons 


941. .1028, 1200. .1234 










Seq. No. 


12857 


Seq. ID 


OJ990820_07, 


. 9C03 , 


. C32 


Gene No. 


27164 


Strand 








Start 


1368 


End 


2484 






Name 


OJ990820 07.9C03.C32.ol.gs 


Method 


GENSCAN 






Start 


1368 


End 


2332 






GI 


none 


Score 


.6 






Exons 


1368. .1829, 1955. .2196, 2224. 


.2332 








Seq. No. 


12857 ' 


Seq. ID 


OJ990820_07. 


, 9C03. 


.C32 


Gene No. 


27164 


Strand • 








Start 


1368 


End ' 


2484 






Name 


OJ990820 07.9C03.C32.ol.np 


Method 


AAT/NAP 






Start 


1371 


End 


2484 






GI 


2586082 


Score 


1333 






Exons 


1371. .2484 










GI Descrip. 


(U72725) retrofit [Oryza longistaminata] 






Seq. No. 


12857 


Seq. ID 


OJ990820_07. 


9C03. 


C32 


Gene No. 


27164 


Strand 









13351 




Start 


1 *3 C O 

1 Job 








End 


2484 


Name 


/-\taaaooa m 

. OJ99U820_U / 


. 9C03 . 


/■> A A -i 

C32 . ol 


. tc 


Method 


TBLASTX: Cress 


Start 


1 A C\ A 

14 04 








End 


1746 


GI 


none 








Score 


58 


Exons 


'X A f\ A 1 CI O 

1 4 U4 . . Iblo, 


1 A Q A 

1 4 y 4 . 


. 1 bl J, 


1 Ol 1 . 


.1745, 1624. .1746 


Seq. No. 


*1 A O C T 

12857 








Seq. ID 


OJ990820_07.9C03.C32 


Gene No. 


27164 








Strand 




Start 


1368 








End 


2484 


Name 


ojyyub20 u / 


AO A "3 

. 9C0 J . 


C32 . ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


1 A O A 

1422 








End 


2017 


GI 


none 








Score 


87 


Exons 


1 vi A A 1 C A O 

1422 . . 1598 , 


i >i a a 

1423 . 


*1 C A A 

. 1599, 


1626 . 


.1820, 1627. .1824, 1627. .1821, 




1676. . 1888 , 


i o a a 

1823 . 


A A 1 "7 

. 201 / 








Seq. No. 


12857 








Seq. ID 


OJ990820_07.9C03.C32 


Gene No. 


27164 








Strand 




Start 


1368 








End 


2484 


Name 


uo yyuozu o / 


. you j . 


LoZ . Ol 


. tm 


Method 


TBLASTX: Maize 


Start 


T A A O 

14 28 








End 


1826 


GI 


none 








Score 


105 


Exons 


1 i Oft 1 "7 1 C 

1428 . . 1715, 


14 38. 


1 C A A 

. 1593, 


14 94 . 


.1595, 1636. .1716, 1716. .1823, 




1 /22 . .182 6 












Seq. No. 


12857 








Seq. ID 


OJ990820_07.9C03.C32 


Gene No. 


27164 








Strand 




Start 


1368 








End 


2484 


Name 


OJ990820 07 


. 9C03 . 


C32 . ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


1782 








End 


2218 


GI 


none 








Score 


45 


Exons 


1 T O A 1 O A O 

1782 . . 1823, 


1783 . 


. 1824 , 


1 O A A 

18 23. 


.2218, 1838. .2053, 1860. .2156 


Seq. No. 


12857 








Seq. ID 


OJ990820JD7 . 9C03.C32 


Gene No. 


27164 








Strand 




Start 


1 O d o 

13 68 








End 


2484 


Name 


OJ990820 07 


A/"> A A 

. 9C03 . 


A A ~ o 

C32 . o2 


. tm 


Method 


TBLASTX: Maize 


Start 


i o a a 

1829 


- 






End 


2099 


GI 


none 








Score 


164 


Exons 


i o a o o a n o 

io2y. . 2oy o , 


1 O O A 
lb JO . 


A A A A 

. 2uy y 








Seq. No. 


12857 








Seq. ID 


OJ990820_07.9C03.C32 


Gene No. 


27164 








Strand 




Start 


1 Job 








End 


2484 


Name 


/^TAAAOAA A "7 

OJ99U82U 0 / 


C\r* A A 
. 9C0 J . 


/"* a a « a 

C32 . o3 


. tm 


Method 


TBLASTX: Maize 


Start 


a i c a 
2159 








End 


2483 


GI 


none 








Score 


45 


Exons 


A 1 C A OOC/I 

2159 . . 2254 , 


A T A A 

2199. 


A A 1 O 

. 2318 , 


2321 . 


.2482, 2424. .2483 


Seq. No. 


12857 








Seq. ID 


OJ990820_07.9C03.C32 


Gene No. 


27164 








Strand 




Start 


1368 








End 


2484 


Name 


OJ990820 07 


.9C03. 


C32.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


2321 








End 


2483 


GI 


none 








Score 


65 


Exons 


2321. .2482, 


2339. 


.2479, 


2355. 


.2483 




Seq. No. 


12858 








Seq. ID 


OJ990920_04 . 9C10.C1 



13352 



Gene No. 

Start 

Name 

Start 

GI 

Exons. 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27165 Strand 
1 End 2006 

OJ990920_04 . 9C10 . CI . ol . np Method AAT/NAP 

1 End 2006 

4539346 Score 545 

1..128, 478. .608, 826. .961, 1107. .1277, 1352. .1503, 1811. .2006 

(AL035539) putative protein [Arabidopsis thaliaha] 



12858 
27165 
1 

OJ990920_04 . 9C10 . CI . ol . tm 
1 

none 



Seq. ID OJ990920_04 .9C10.C1 
Strand 
End 

Method 
End 
Score 



2006 

TBLASTX: Maize 
1447 
87 

581, 824.. 955, 824, 



1..69, 3. .86, 468. .581, 475. .576, 510 
825. .959, 825. .959, 1118. .1258, 1121. .1249, 1373. .1447, 
1389. .1445 



,958, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12859 
27166 
7382 

OJ990920_04.9C10.C2.ol.gp 
7382 

9262 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 

_ Score 
7382. .7832, 7956. .8006, 8314. .8401, 8491. .8554 

' 4 539332 /emb | CAB37 480 . 1 1 2.0e-26 (AL035539)" glycosyltransf erase 
like protein (fragment) [Arabidopsis thaliana] 1 



OJ990920_04.9C10.C2 
+ 

11326 
AAT/GAP 
8554 
1156 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12859 
27166 
7382 

OJ990920_04 
7764 
4539332 
7764. .7832, 
9822. .9867, 



9C10.C2.o3.np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990920_04 , 
+ 

11326 
AAT/NAP 
11326 
542 



9C10.C2 



7956. .8010, 8318. .8401, 8491. .8567, 9412. .9491, 
9950. .10014, 10912. .11169, 11234. .11326 
(AL035539) glycosyltransf erase like protein (fragment) 
[Arabidopsis thaliana] 



Seq. No. 12859 Seq. ID 

Gene No. 27167 Strand 

Start 156 End 

Name OJ990920_04 . 9C10 . C2 . ol . gs Method 

Start 156 End 

GI none Score 

Exons 156.. 2339 



OJ990920_04.9C10.C2 

2339 
GENSCAN 
2339 
1 



Seq. No. 12859 

Gene No. 27168 

Start 2742 

Name OJ990920JD4 . 9C10 . C2 . o3 . ts 

Start 564 

GI none 

Exons 564. .749, 762. .902, 864. .1181, 1371. .1502 



Seq. ID -OJ990920_04.9C10.C2 
Strand 

End 8730 

Method TBLASTX : Soybean 

End 1502 

Score 61 



Seq. No. 
Gene No. 



12859 
27168 



Seq. ID 
Strand 



OJ990920 04.9C10.C2 



13353 






Start 


2742 


End 


8730 




Name 


oTQQnQ9n r\A Qpin no r\0 
uj^yuyzu uft . yuiu . uz . oz . tw 


Method 


TBLASTX: Wheat 




Start 


g;7 "3 


End 


1664 




GI 


none 


Score 


89 




Exons 


cto no c-c 7 qoi 77/1 imQ 


, 784. .1083, 1020. .1220, 






IjOU. . 1 0 0 <i , 1 j . . ID70 








beg. NO. 


I/O 


OcC] ■ 1 U 


niQQHQOn HA QPl 0 P9 




Gene No. 


27168 


OCX CU1Q. 






Start 


2742 


Hi! ILi. 


P7^n 

O / jU 




Name 




f\J\ r~\ 4- Y\ /-\ >-J 


1 DJ_ir\o 1 A . LYla lZc 




otart 


^ ft R 
JOD 


End 


1892 




bl 


none 


Score 


102 




Exons 


JOD . . / jj, //1..1U01, / / / . . IUj 


9, 1134.. 


1220, 1383.. 1682, 






1411 1 ^ Q Q 1 6ft ft 1 ft Q 9 








oeq. no. 


i open 


Seq. ID 


OJ990920_04.9C10.C2 




Gene No . 


9 71 £ft 
Z / 1 DO 


Strand 






Start 


2742 


End 


8730 




Name 


OJ990920 04 . 9C10 . C2 . o2 . tc 


Method 


TBLASTX : Cress 




OLdiL 


7 ^ 
/DO 


End 


1901 




bl 


none 


Score 


70 




Exons 


7£^ Q9G 7£C: i i Qyi n C. c. QPl 9 


, 766. .969, 774. .1034, 1134. .1 


.6 81. 
t j 

; ;sr 




l^ftl 1 1"3ft£ 1 ££4 1^ft£ 
1 JOi . . IDOj, 1 JOD . . 1 Jo 0 . 


.1499, 1419. .1901, 1593.. 1892, 


j ~ = 




1 C7 1 1 7 G Pi 1 £ 7 1 17QQ 1 £ Q H 

ib/i. .1/3U/ ib/i. .1 /yy, loou. 


.1841 




rf i 


oeq. no. 


i/o oy 


Seq. ID 


OJ990920_04.9C10.C2 


ry 


Gene No. 


27168 


Strand 






Start 


2742 


End 


8730 


i.y 


Name 


OJ990920 04.9C10.C2.ol.np 


Method 


AAT/NAP 




otart 


2728 


End 


4567 


I s ii 


C T 
bl 


6554482 


Score 


812 


: cr 


Exons 


272,8. .3802, 4465. .4567 






j: 


kj± uescrip • 


(AC012394) putative protein kinase [Arabidopsis thaliana] 


M 


Seq. No. 


12859 


Seq. ID 


OJ990920_04.9C10.C2 


;* =: 


Gene No. 


27168 


Strand 








2742 


End 


8730 




Name 


OJ990920 04.9C10.C2.o2.gs 


Method 


GENSCAN 


□ 


otdi L 


2742 


End 


3836 




P T 


none 


Score 


. 92 




j-ixurio 


2742. .3836 








oeq. no. 


12859 


Seq. ID 


OJ990920_04.9C10.C2 




Gene No. 


27168 


Strand 






Start 


2742 


End 


8730 




Name 


OJ990920 04 . 9C10 . C2 . ol . tc 


Method 


TBLASTX: Cress 




Of -v —4- 

o cart 


2799 


End 


3725 




pT 


none 


Score . 


56 




Exons 


2799. .2978, 2967. .3008, 3063. 


.3305/ 3093. .3305, 3151.. 3306, 






3337.. 3387, 3349.. 3606, 3402. 


.3605, 3618. .3725, 3622. .3672 




Seq. No. 


12859 


Seq. ID 


OJ990920_04.9C10.C2 




Gene No. 


27168 


Strand 






Start 


2742 


End 


8730 




Name 


OJ990920 04.9C10.C2.ol.tm 


Method 


TBLASTX: Maize 




Start 


2803 


End 


3717 



13354 






GI 


none 








Score 


102 




Exons 


9ftn7 9QR9 


Z 0 u o . 


9 Q7 ^ 
. z y /Of 


9 Q £7 

z y o / . 


,.3008, 3060. .3386, 3078. .3332, 






-31 AO 77P.7 


74 17 


7 fin q 


74 91 


..3603, 3624. .3716, 3631. .3717 




Seq. No. 










Seq. ID 


OJ990920_04 .9C10.C2 




Gene No. 


27168 








Strand 






Start 


2742 








End 


8730 




Name 




qpi n 


P9 r» 1 




Method 


TBLASTX: Soybean 




C -1 1 

btarc 


ZoUO 








End 


3720 






none 








Score 


98 




Exons 


ZoUD . . Zyo4 , 


z o u y . 


9 Q7 n 
. z y / u , 


7n fi 7 


,.3386, 3073. .3237, 3286. .3363, 








74 91 


7fin7 


7 fin q 
o du y . 


..3719, 3622. .3720 




Seq. No. 


12859 








Seq. ID 


OJ990920_04 .9C10.C2 




Gene No. 


27168 








Strand 








01 AO 

£ i 4 Z 








End 


8730 




Name 


OTQQnQ9n n 4 

ujyyuyzu 


qpi n 


P9 r>>1 


LW 


Method 


TBLASTX: Wheat 




O caiTL. 


7n fi 7 








End 


3381 




P T 


none 








Score 


112 




Exons 




71 


79 77 


7 7 77 


. .3381 






oeq . no . 


±zo o y 








Seq. ID 


OJ990920_04 .9C10.C2 




Gene No. 


27168 








Strand 




□ 


Start 


2742 








End 


8730 




Name 


Uu y y u yzu u 4 


.9C10. 


C2.o2. 


np 


Method 


AAT/NAP 




btart 


4Zo y 








End 


6425 


Hi 




4 1 j Jo y b 








Score 


93 




Exons 


4Zo y . . 4 JUo / 


5344. 


.5578, 


5886. 


, . 6175, 6402. . 6425 


! j i 


Lii uescrip. 


f zmn 9 9 9 n q \ 
v /\d u z z z u y ; 


ribonucleoprotein 


F [Rattus 


norvegicus ] 




beq. no. 


1 9 Q c; Q 

izo o y 








Seq. ID 


OJ990920_04 .9C10.C2 


rii 


Gene No . 


z / loo 








Strand 






o rare 


9 7/19 
Z / 4 Z 








End 


8730 




Name 


n tq qpi Q9 n n /i 
uu y y u yzu u 4 


.9C10. 


C2.o2. 


tm 


Method 


TBLASTX: Maize 


':sf 


Start 


5222 








End 


6445 


"' i.1 


GI 


none 








Score 


40 




Exons 


R999 c;97Q 
3 Z Z Z . . 3 Z / O , 


5223. 


.5321, 


5323. 


.5454, 5327. .5461, 5328.-5465, 






R 74 n R/1 £9 
jj^U . . D 4 OZ , 


5444. 


;-5566, 


5454 . 


.5576, 5454. .5576, 5455. .5577, 


or 




0 0 o 4 . . OZ / 4 , 


5839. 


.6264, 


5873. 


.6274, 5892. .6275, 5939. .6067, 






ouft y . . du yu , 


6086. 


.6163, 


6261. 


.6428, 6267. .6368, 6272. .6376, 






£797 fi7R7 
OOZ / . * O jo O / 


6363. 


. 6404, 


6410. 


, .6445 






Seq. No. 


12859 








Seq. ID 


OJ990920_04 .9C10.C2 




Gene No. 


27168 








Strand 






C 4- -3 

oLail 


9 7 4 9 
Z / 4 Z 








End 


8730 




Name 


uu y y u yzu u 4 


.9C10. 


C2.o3. 


gs 


Method 


GENSCAN 




Of -5 v- f" 


DZDU 








End 


8730 




PT 


none 








Score 


.59 




TP vr /"v t"\ C* 

txons 


oz o u . .oo y j , 


5741. 


.5760, 


5991. 


.6223, 8677. .8730 




o c q • in u . 


1 9ff 








Seq. ID 


OJ990920_04 .9C10.C2 




Gene No. 


27168 








Strand 






Start 


2742 








End 


8730 




Name 


OJ990920 04 


.9C10. 


C2.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


5514 








End 


6433 




GI 


none 








Score 


257 




Exons 


5514. .5582, 


5882. 


. 6172, 


5901. 


.6173, 5901. .6179, 5917. .6180, 



13355 



6327. .6428, 6328. .6384, 6330. .6392, 6338. .6433 



Seq. No. 12859 

Gene No. 27169 ' 

Start 10945 

Name OJ990920_04 . 9C10 . C2 . o4 . tm 

Start 10945 

GI none 

Exons 10945. .11013, 10946 
11100. .11168, 11230 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990920_04.9C10.C2 
11325 

TBLASTX: Maize 

11325 

109 



11035, 11086. .11166, 11091 .. 11174, 
11325, 11245.. 11325 



Seq. No. 12859 

Gene No. 27169 

Start 10945 

Name OJ990 920^04 . 9C10 . C2 . o3 . tc 

Start 10948 

GI none 

Exons 10948. .11010, 1094 9. .11035, 
11245. .11325, 1124 9. .11323 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990920_04.9C10.C2 
11325 

TBLASTX: Cress 

11325 

95 



1108 6. .11166, 11103. .11174, 



Seq. No. 12859 Seq. ID 

Gene No. 27169 Strand 

Start 10945 End 

Name OJ990920_04 . 9C10 . C2 . o4 . ts Method 

Start 10952 End 

GI none Score 

Exons 10952. .11035, 10954 .. 11010, 

11245. .11325, 11251. .11322 



OJ990920_04.9C10.C2 
11325 

TBLASTX: Soybean 
11325 
95 

11086. .11166, 11103. .11174, 



Seq. No. 12860 Seq. ID OJ990920_04 . 9C10 . C3 

Gene No. 27170 Strand + 

Start 1 End 196 

Name OJ990920_04 . 9C10 . C3 . ol . gp Method AAT/GAP 

Start 1 End 196 

GI 1082_1.R1084 Score 2 98 

Exons 1 . . 196 

GI Descrip. 1 1402910/emb | CAA66960 | 1.0e-24 (X98316) peroxidase [Arabidopsis 
thaliana] >gi_1429223_emb_CAA67550__ (X99096) peroxidase . 
[Arabidopsis"- thaliana] 1 



Seq. No. 


12860 




Seq. ID 


OJ990920_04.9C10.C3 


Gene No. 


27171 




Strand 


+ 


Start 


274 




End 


620 


Name 


OJ990920 04.9C10.C3.ol. 


gs 


Method 


GENSCAN 


Start 


274 




End 


620 


GI 


none 




Score 


.75 


Exons 


274. .353, 519. .601, 603 


. .620 






Seq. No. 


12861 




Seq. ID 


■OJ990920_04.9C10.C5 


Gene No. 


27172 




Strand 


+ 


Start 


1 




End 


1685 


Name 


OJ990920 04.9C10.C5.ol. 


gp 


Method 


AAT/GAP 


Start 


1 




End 


278 


GI 


LIB34 32-017-P1-K1-C11 




Score 


536 


Exons 


1. .278 








GI Descrip. 


1 4263722/gb|AAD15408 | 4 


.0e-49 


(AC006223) putative glucan 



synthase [Arabidopsis thaliana] ' 



13356 



# 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12861 
27172 
1 

OJ990920_04 . 9C10 . C5 . ol . np 
1 

3935157 



Seq. ID OJ990920__04 . 9C10.C5 

Strand + 

End 1685 

Method AAT/NAP 

End 1571 

Score 1429 



1..607, 1049. .1247, 1326. .1571 

(AC005106) T25N20.21 [Arabidopsis thaliana] 



12861 Seq. ID 

27172 Strand 

1 End 
OJ990920_04 . 9C10 . C5 . ol . ts Method 

2 End 
none Score 
2. .100, 3. .419, 6. .401, 140. .409 



OJ990920_04.9C10.C5 
+ 

1685 

TBLASTX : Soybean 

419 

579 



Seq. No. 12861 Seq. ID 

Gene No. 27172 Strand 

Start 1 End 

Name OJ990920_04 . 9C10 . C5 . o2 . tw Method 

Start 3 End 

GI none Score 

Exons 3. .230, 3. .239, 5. .232, 94. .237 



OJ990920_04 . 9C10.C5 
+ 

1685 

TBLASTX: Wheat 

239 

391 



Seq. No. 12861 Seq. ID 

Gene No. 27172 Strand 

Start 1 End 

Name OJ990920__04 . 9C10 . C5 . o2 . tc Method 

Start 6 End 

GI none Score 

Exons 6. .227, 8. .103, 48. .230 



OJ990920_04.9C10.C5 
+ 

1685 

TBLASTX: Cress 

230 

295 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



12861 Seq. ID 

27172 Strand 

1 End 

OJ990?20_04 . 9C10 .C5.ol.gs Method 

4 8 End 

none ' Score 



OJ990920_04.9C10.C5 
+ 

1685 
GENSCAN 
1574 
.96 



48. .617, 723. .773, 805. .852, 1062. .1247, 1326. .1574 



12861 
27172 
1 

OJ990920_04 . 9C10 .C5.ol.tm 
57 

none 



Seq. ID OJ990920JD4.9C10.C5 

Strand + 

End 1685 

Method TBLASTX : Maize 

End 1574 

Score 589 



57. .449, 59. .508, 59. .103, 69. .449, 140. .610, 498. .596, 
714. .779, 1041. .1247, 1056. .1118, 1179. .1253, 1326. .1574, 
1340. .1570 



Seq. No. 12861 Seq. ID 

Gene No. 27172 Strand 

Start 1 End 

Name OJ990920_04 . 9C10 . C5 . o3 . tc Method 

Start 255 End 



OJ990920_04 . 9C10.C5 
+ 

1685 

TBLASTX: Cress 
502 



13357 



GI 

Exons 

Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 



none Score 201 

255. .449, 270. .449, 284. .502, 337. .498 



12861 
27172 
1 

OJ990920_04 . 9C10 . C5 . o2 . ts 

485 

none 



Seq. ID OJ990920_04.9C10.C5 

Strand + 

End 1685- 

Method TBLASTX : Soybean 

End 1584 

Score 55 



485. .595, 487. .588, 494. .592, 498.-599, 714. .779, 723. .773, 
1056. .1118, 1061. .1243, 1061. .1126, 1071. .1244, 1176. .1253, 
1320. .1574, 1323. .1541, 1343. .1573, 1477. .1584 



Seq. No. 12861 
Gene No. 27172 
Start 1 

Name OJ990920_04 . 9C10 . C5 . ol . 

Start 1077 

GI . none 

Exons 1077.. 1247, 1080.. 1118, 

1337. .1573, 1477. .1575 

Seq. No. 12861 
Gene No. 27172 
Start 1 

Name OJ9909'20_04 . 9C10 . C5 . ol . 

Start 1109 
GI none 

Exons 1109.. 1246, 1113.. 1247, 

1361. . 1573 



Seq. ID OJ990920_04 . 9C10.C5 

Strand + 

End 1685 

tw Method TBLASTX : Wheat 

End 1575 

Score 57 
1082. .1243, 1179. .1253, 1326. .1571, 



Seq. ID OJ990920_04.9C10.C5 

Strand + 

End 168 5 

tc Method TBLASTX : Cress 

End 1576 

Score 99 
117 9. .1253, 1326. .1574, 1328. .157 6, 



Seq. No. 12861 Seq. ID 

Gene No. 27172 Strand 

Start 1 End 

Name OJ990920_04 . 9C10 . C5 . o2 . gp Method 

Start 1188 End 

GI 17247_2.R1084 Score 

Exons 1188.. 1247, 1326.. 1685 

GI Descrip. ' 4521193/dbj | AB013450 . 1 | AB0134 50 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene 1 



OJ990920_04.9C10.C5 
+ 

1685 
AAT/GAP 
1685 
752 



Seq. No. 12862 Seq. ID 

Gene No. 27173 Strand 

Start 68 End 

Name OJ990920_04 . 9C10 . C6 . ol . gp Method 

Start 68 End 

GI none Score 

Exons 68 . . 474 



OJ990920_04.9C10.C6 
+ 

474 

AAT/GAP 

474 

799 



Seq. No. 12862 Seq. ID 

Gene No. 27174 Strand 

Start 383 End 

Name OJ990920_04 . 9C10 . C6 . ol . gs Method 

Start 383 End 

GI none Score 

Exons 383. . 1470 



OJ990920_04.9C10.C6 
+ 

1470 
GENSCAN 
1470 
.55 



13358 



Seq. No. 12862 Seq. ID 

Gene .No. 27175 Strand 

Start 2379 End 

Name OJ990920_04 . 9C10 . C6 . o2 . gp Method 

Start 2365 End 

GI none Score 

Exons 2365.. 2619 



OJ990920_04. 
+ 

3025 
AAT/GAP 
2619 
498 



9C10.C6 



□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12862 Seq. ID 

27175 Strand 

237 9 End 

OJ990920_04 . 9C10 . C6 . o2 . gs Method 

2379 ' End 

none Score 

2379. .2661, 2741. .2849, 3016. .3025 



12862 
27176 
4810 

OJ990920_04 . 9C10 . C6 . ol . ts 

697 

none 

697. .891 



12862 
27176 
4810 

OJ990920_ 

703 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990920_04 .9C10.C6 
+ 

3025 
GENSCAN 
3025 
.84 



OJ990920 04.9C10.C6 



4818 

TBLASTX • ' 



in 



Seq. ID OJ990920_04 .9C10.C6 



04 . 9C10.C6.ol. tm 



Strand 
End 

Method 

End 

Score 



4818 

TBLASTX: Maize 

1018 

259 



703. .888, 823. .888, 940. .1017, 952. .1017, 956. .1018 



12862 Seq. ID 

27176 Strand 

4810 End 

OJ990920_04 . 9C10 . C6 . o2 . tm Method 

2598 End 

none Score 



OJ990920_04.9C10.C6 
4818 

TBLASTX: Maize 

2967 

87 



2598.. 2663, 2606.. 2665, 2735.. 28.45, 2739.. 2846, 2739.. 2849, 
2740.. 2850, 2740.. 2850, 2892.. 2963, 2910.. 2963, 2926.. 2967 



Seq. No. 12862 Seq. ID 

Gene No. 27176 Strand 

Start 4810 End 

Name OJ990920_04 . 9C10 . C6 . o3 . gs Method 

Start 4810 End 

GI none Score 

.Exons 4810.. 4818 



OJ990920_04 . 9C10.C6 

4818 
GENSCAN 
4818 
.45 



Seq. No. 12863 

Gene No. 27177 Strand 

Start 270 End 

Name OJ990920_04 . 9C10 . C8 . ol . gs Method 

Start 270 End 

GI none Score 

Exons 270. .326, 362. .499, 577. .680, 797. .890 



Seq. ID OJ990920 04.9C10.C8 



+ 

1257 
GENSCAN 
890 
.86 



13359 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12863 
27177 
270 

OJ990920_04 . 9C10 -C8.ol.np 
374 

4836907 



Seq. ID OJ990920_04 . 9C10.C8 

Strand + 

End 1257 

Method AAT/NAP 

End 1257 

Score 301 



374. .499, 604. .680, 797. .887, 1099. .1257 

(AC007153) Highly similar to putative callose synthase catalytic 
subunit [Arabidopsis thaliana] 



12864 
27178 
1 

OJ990920_04 . 9C10 . C9 . ol . np 
1 

4836907 



Seq. ID OJ990920_04 . 9C10.C9 

Strand + 

End 1173 

Method AAT/NAP 

End 1173 

Score 637 



1..229, 312. .395, 483. .599, 699. .791, 891. .982, 1072. .1173 
(AC007153) Highly similar to putative callose synthase catalytic 
subunit [Arabidopsis thaliana] 



12864 
27178 
1 

OJ990920_04 . 9C10 . C9 . ol . ts 

131 

none 



Seq. ID OJ990920_04.9C10.C9 

Strand + 

End 1173 

Method TBLASTX : Soybean 

End 737 

Score 70 



131. .208, 133. .171, 282. .398, 282. .398, 480. .602, 480. .602, 
696. .737 



Seq. No. . 12864 

Gene No. 27178 

Start 1 

Name OJ990920_04 . 9C10 . C9 . ol . gs 

Start 285 

GI none 
Exons 



Seq. ID OJ990920_04.9C10.C9 

Strand + 

End 117 3 

Method GENSCAN 

End 1142 

Score .89 



285..39S, 483. .599, 891. .982, 1072. .1142 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12864 
27178 
1 

OJ990920_04.9C10.C9.ol.tc 

300 
none 



Seq. ID OJ990920_04.9C10.C9 

Strand + 

End 1173 

Method TBLASTX : Cress 

End 737 

Score 141 



300. .398, 300. .410, 474. .605, 474. .602, 675. .737 



Seq. No. 12864 

Gene No. 27178 

Start 1 

Name OJ990920_04 . 9C10 . C9. ol . tw 

Start 661 

GI none 
Exons 



Seq. ID OJ990920_04 . 9C10.C9 

Strand + 

End 1173 

Method . TBLASTX: Wheat 

End 1172 

Score 84 



661. .783, 674. .799, 681. .794, 882. .983, 894. .983, 895. .984, 
1070. .1171, 1073. .1171, 1113.. 1172 



Seq. No. 
Gene No. 
Start 



12865 
27179 
1 



Seq. ID OJ990920_04.9C10.C10 
Strand + 
End 4 58 



13360 



Name OJ990920_04 . 9C10 . CIO . ol . np Method AAT/NAP 

Start 1 End 458 

GI 5922631 Score 315 

Exons 1 . .458 

GI Descrip. (AP000492) ESTs C26347 (C12145) , AU078074 (C12145) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi | 6016864 |dbj IBAA85207.1I (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 12865 

Gene No. 27180 

Start 530 

Name OJ990920_ 

Start 440 

GI none 

Exons 440. .772, 454. .648, 657. .704 



04 .9C10.C10.ol.tw 



Seq. ID OJ990920_04.9C10.C10 

Strand + 

End 772 

Method TBLASTX : Wheat 

End 772 

Score 287 



Seq. No. 


12865 




Seq. ID 


OJ990920 


_04 


9C10 


.C10 


Gene No. 


27180 




Strand 


+ 








Start 


530 




End 


772 








Name 


OJ990920 04 


. 9C10.C10.o2.np 


Method 


AAT/NAP 








Start 


530 




End 


772 








GI 


5902445 




Score 


372 








Exons 


530. .772 














GI Descrip. 


(AB030283) 


GAG-POL precursor 


[Oryza sativa] 








Seq. No. 


12866 




Seq. ID 


OJ990920 


_04 


9C10 


.Cll 


Gene No. 


27181 




Strand 


+ 








Start 


8615 




End 


9038 








Name 


OJ990920 04 


. 9C10.Cll.ol.gp 


Method 


AAT/GAP 








Start 


8615 




End 


9038 








GI 


none 




Score 


818 








Exons 


8615. . 9038 














Seq. No. 


12866 




Seq. ID 


OJ990920 


_04 


9C10 


.Cll 


Gene No. 


27182 




Strand 


+ 








Start 


9851 




End 


10223 








Name 


OJ990920 04 


.9C10.Cll.o2.gp 


Method 


AAT/GAP 








Start 


9851 




End 


10223 








GI 


5667192 




Score 


720 








Exons 


9851. .10223 















Seq. No. 12866 Seq. ID 

Gene No. 27183 Strand 

Start 306 End 

Name OJ990920JD4 . 9C10 . Cll . ol . gs Method 

Start 306 End ■ 

GI none Score 

Exons 306.. 688, 798.. 987, 1081.. 1479 



OJ990920_04.9C10.C11 

1479 
GENSCAN 
1479 
.81 



Seq. No. 12866 Seq. ID OJ990920JD4 . 9C10 . Cll 

Gene No. 27184 Strand 

Start 11184 End 11324 

Name OJ990920_04 . 9C10 . Cll . ol . ts Method TBLASTX : Soybean 



13361 



Start 


7367 




End 


7834 


GI 


none 




Score 


100 


Exons 


7367. .7480, 7534. .7632, 


7535 . , 


.7675, 7709. .7834, 7735. .7830 


Seq. No. 


128 66 




Seq. ID 


OJ990920_04.9C10.C11 


Gene No. 


27184 




Strand , 




Start 


11184 




End 


11324 


Name 


ojy 90 9zu_U4 . ycio.cii.oi. 


, tm 


Method 


TBLASTX: Maize 


Start 


1 "3 O O 

7388 




End 


7623 


GI 


none 




Score 


126 


Exons 


7388. ./489, 7388. .7513, 


7390 . . 


,7524, 7428. .7514, 7499. .7603, 




7508. . /ozl, /51y..7b23 








Seq. No. 


12866 




Seq. ID 


OJ990920_04.9C10.C11 


Gene No. 


27184 




Strand 




Start 


1118 4 




End 


11324 


Name 


OJ990920_04 . 9C10.Cll.o3. 


■ gs 


Method 


GEN SCAN 


Start 


11184 




End 


11324 


GI 


none 




Score 


.61 


Exons 


11184 . . 11324 








Seq. No. 


12867 




Seq. ID 


OJ990920_04.9C10.C12 


bene no . 


27185 




Strand 




Start 


191 




End 


3264 


Name 


OJ990920 04. 9C10.C12.ol. 


np 


Method 


AAT/NAP 


Start 


191 




End 


3264 


GI 


6822324 




Score 


517 


Exons 


191. .355, 442. .506, 2699. .2762, 2867. .2976, 3080. .3264 


GI Descrip. 


(AF218381) small GTP binding protein RACDP [Oryza sativa subsp 




japonica] 








Seq. No. 


12867 




Seq. ID 


OJ990920_04.9C10.C12 


Gene No. 


27185 




Strand 




Start 


191 




End 


3264 


Name 


OJ990920 04.9C10.C12.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


237 




End 


3212 


GI 


none 




Score 


78 


Exons 


237.'. 356, 290. .355, 441. 


.506, 


442 . .489, 


443. .508, 2694. .2765, 




2701. .2763, 2849. .3004, 


2868. . 


,2978, 3078. .3212, 3079. .3168 ' 


Seq. No. 


12867 




Seq. ID 


OJ990920_04.9C10.C12 


Gene No. 


27185 




Strand 




Start 


191 




End 


3264 


Name 


OJ990920 04.9C10.C12.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


237 




End 


3212 


GI 


none 




Score 


98 


Exons 


237. .359, 290. .355, 291. 


.356, 


441. .506, 


442. .489, 446. .508, 




459. .506, 2694. .2765, 2701. .2763, 2849. 


.3004, 2868. .2978, 




3078. .3167, 3078. .3212, 


3079. . 


3168 




oeq . no . 


12867 




Seq. ID 


OJ990920_04.9C10.C12 


Gene No. 


27185 




Strand 




Start 


191 




End 


3264 


Name 


OJ990920 04.9C10.C12.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


237 




End 


3212 


GI 


none 




Score 


103 


Exons 


237. .356, 290. .355, 442. 


.489, 


446. .508, 


2694. .2765, 2701.. 2763, 



13362 



2849. .3004, 2862. .2951, 2875. .2967, 3078. .3212, 3079. .3168 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12867 Seq. ID 

27185 Strand 

191 End 

OJ990920_04 . 9C10 . C12 . ol . gp Method 

2 90 End 

1082 1.R1084 Score 



OJ990920 04.9C10.C12 



3264 
AAT/GAP 
3167 
668 
2976, 3080. 



3167 



290. .355, .442. .506, 2699. .2762, 2867. 
' 1402910/emb|CAA66960| 1.0e-24 (X98316) peroxidase [Arabidopsis 
thaliana] >gi_1429223_errib_CAA67550_ (X99096) peroxidase 
[Arabidopsis thaliana] ' 



Seq. No. 


12867 


Seq. ID 


OJ990920_04.9C10.C12 


Gene No . 


27185 


Strand 




Start 


191 


End 


3264 


Name 


OJ990920 04 . 9C10 . C12 . ol . tw 


Method 


TBLASTX : Wheat 


Start 


290 


End 


2945 


GI 


none 


Score 


92 


Exons 


290. .355, 291. .356, 291. .356, 


292. .357, 441. .506, 442. .489, 




443. .508, 459. .506, 2681. .2764, 2694.. 


2783, 2701. .2763, 




2826..294S, 2862. .2927, 2864.. 


2944 




Seq. No. 


12868 


Seq. - ID 


OJ990920_04.9C10.C13 


Gene No. 


27186 


Strand 


+ 


Start - 


4334 


End 


" 4586 


Name 


OJ990920 04 . 9C10 . C13 . o2 . gp 


Method 


AAT/GAP 


Start 


4334 


End 


4586 


GI 


4714532 


Score 


463 


Exons 


4334 . . 4586 






Seq. No. 


12868 


Seq. ID 


OJ990920JD4 . 9C10 .C13 


Gene No. 


27187 


Strand 


+ 


Start 


8146 


End 


12797 


Name 


OJ990920 04.9C10.C13.o3.gs 


Method 


GENSCAN 


Start 


8146 


End 


12769 


GI 


none 


Score 


.45 


Exons- 


8146. .8264, 8876. .8933, 9018.. 


9110, 9179.. 9332, 9412.. 9551, 




98 69. .11268, 11365. .11638, 11705. .127 69 



Seq. No. 12868 
Gene No. 27187 
Start 8146 

Name OJ990920_04 . 9C10 . C13 . ol . np 

Start 8970 

GI 5922631 

Exons 8970.. 9412, 

11883. .12797 

GI Descrip. (AP000492) ESTs C26347 (C 
region of the predicted 
retrotransposon Cinful-1 
gi| 6016864 | dbj IBAA85207. 
C26347 (C12145) ,AU078074 ( 
predicted gene.; Similar 
Cinful-1. (AF049110) [Or 



Seq. ID OJ990920_04.9C10.C13 

Strand + 

End 12797 

Method AAT/NAP 

End 127 97 

Score 3856 

9458.. 10029, 10072 .. 10223, 10350 .. 1127 6, 

12145) ,AU078074(C12145) correspond to a 
gene.; similar to prpol; Zea mays 
. (AF049110) [Oryza sativa] 
1| (AP000570) ESTs 

C12145) correspond to a region of the 

to prpol; Zea mays retrotransposon 
yza sativ 



Seq. No. 



12868 



Seq. ID OJ990920 04.9C10.C13 



13363 



Gene No. 27188 Strand 

Start 1 End 424 

Name OJ990920__04 . 9C10 . C13 . ol . gp Method AAT/GAP 

Start 1 End 424 

GI 1082_1.R1084 Score 344 

Exons 1..19, 227.. 424 

GI Descrip. 1 1402910/emb I CAA66960 | 1.0e-24 (X98316) peroxidase [Arabidopsis 
thaliana] >gi__1429223_emb_CAA67550_ (X99096) peroxidase 
[Arabidopsis thaliana] ' 



Seq. No. 


12868 








Seq. ID 


OJ990920 


_04.9C10.C13 


Gene No. 


27189 








Strand 






btart 


/ J 








End 


5636 




Name 


ujyyuy^u U4 


. yL-LU 


. U± O . OZ 


.gs 


Method 


GENSCAN 




Start 


1 0 








End 


5636 






none 








Score 


.54 




Exons 


O O "7 C. "3 "3 "7 *7 




. .O/OO/ 


"3 Q A O 
JO 4 L . 


.3929, 4517. .5038, 


0 14 3 . . JJOl , 




o4(jy . . jdjd 














Seq. No. 


12868 








Seq. ID 


OJ990920 


JD4 . 9C10.C13 


Gene No. 


27189 








Strand 






otari: 


/ 0 








End 


5636 




Name 


OJ9yU9zU 04 


. 9C1U 


. C13 . ol 


. tc 


Method 


TBLASTX: 


Cress 


Start 


4 4 87 








End 


5465 




GI 


none 








Score 


79 




Exons 


a a o n / o *i n 
4 4 o / . . 4 o 1U , 


4 4 y4 


y| o *D c 


>1 H O 1 

4 / o / . 


.4969, 4821. .4907, 


4 y4 / . . oUlz , 




4 y /U . . oUoo , 


Ol4 J 


. .ooi/, 


ol 4 / . 


.5332, 5409.. 5465, 


041U . . 04 bU 


Seq. No. 


12868 








Seq. ID 


OJ990920 


_04.9C10.C13 


Gene No. 


27189 








Strand 






cm — < 


OZ / O 








End 


5636 




Name 


vjjyyuy^iu U4 


. yuiu 


.Llo . Ol 


4- — , 


Method 


TBLASTX : 


Soybean 


otiart: 


yl COO 








End 


5465 




C T 


none 








Score 


72 




Exons 


4 JJZ . . 4 O 1 U / 


4 o y o 


A fi ^ 


AH Ql 
4 I O / . 


.4969, 4821. .4970, 


4 y bo . . ou o y , 




4 y / u . . ouoj, 


CI y| Q 

o i ^ y 


cott 
. . JOJ / , 


010U . 


.5332, 5409.. 5465, 


. .04 bU 


Seq. No. 


12868 








Seq. ID 


OJ990920 


_04.9C10.C13 


Gene No. 


27189 








Strand 




- 




0<£ / 0 








End 


5636 




Name 


ujyyuyzu U4 


. yuiu 


. Llj . Ob 


tw 


Method 


TBLASTX: 


Wheat 


Start 


4805 








End 


5441 




GI 


none 








Score 


97 




Exons 


4805. .5038, 


4845 


. .5036, 


5143. 


.5283, 5147. .5203, 


5254 . .5337, 




5412. .5441 














Seq. No. 


12868 








Seq. ID 


OJ990920 


_04.9C10.C13 


Gene No. 


27189 








Strand 






Start 


3275 








End 


5636 




Name 


OJ990920 04 


.9C10 


.C13.o2 


tm 


Method 


TBLASTX : 


Maize 


Start 


4821 








End 


5337 




GI 


none 








Score 


40 




Exons 


4821. .4892, 


4823 


. .5035, 


4914 . 


.5036, 5131. .5334, 


5150. .5335, 




5254. .5337 














Seq. No. 


12868 








Seq. ID 


OJ990920 


_04.9C10.C13 


Gene No. 


27189 








Strand 







13364 




Start 3275 End 5636 

Name OJ990920_04 . 9C10 . C13 . o3 . gp Method AAT/GAP 

Start 4948 End 5323 

GI 428783 Score 471 

Exons 4948.. 5038, 5143.. 5323 



GI Descrip. 1402910/emb | CAA66960 | 1.0e-24 (X98316) peroxidase [Arabidopsis 
thaliana] >gi_1429223_emb_CAA67 550_ (X99096) peroxidase 
[Arabidopsis thaliana] 



Seq. No. 


12868 






Seq. ID 


OJ990920_04 . 9C10. 


.C13 




27190 






OLiailQ 






Of-, r-4- 


9634 






bna 


lUUoO 




Naine 


OJ990920 04.9C10.C13 


. o5 . tw 


rJcLflOQ 


i tJiiAb i a : wnea l 




OLqi L 


9634 












(IT 


none 






Score 


Zoo 




Exons 


9634. . 


9738, 9635. .10036 








Seq. No. 


12868 






Seq. ID 


OJ990920_04.9C10. 


■ C13 


Cono XT r\ 


27191 






o Liana 






otart 


10649 






Lna 


1 1 1 A1 

111U1 




Name 


OJ990920 04.9C10.C13 


.o3 . tw 


Metnoa 


TBLASTX : Wheat 




jtalL 


10649 






rr> _ _] 

hna 


i i n c n 




P T 


none 






Score 






Exons 


10649. 


.11050, 10711. 


.11034 








Seq. No. 


12868 






Seq. ID 


OJ990920_04 . 9C10. 


C13 


ocilti LN L> . 


27191 






Strand 






OCalL 


10649 






End 


111U1 




Name 


OJ990920 04.9C10.C13 


. o4 . tm 


Met:noa 


TBLASTX : Max ze 




O Lai L 


10924 






i^na 


11 1 A1 

11 1U1 






none 






Score 


1 QQ 

loo 




Exons 


10924. 


.11070, 10925. 


.11101 








Seq. No. 


12868 






Seq. ID 


OJ990920_04.9C10. 


C13 


OCHC IN lw> . 


27192 






oLiana 






O Lai L 


11293 






•hjna 


i i Tin 

n / / y 




Name 


OJ990920 04.9C10.C13 


. ol . tw 


Method 


IdLAoIa : wneat 




O L. a -L L, 


1 11293 






Lna 


I it / Q 

I I / 4 y 




PtT 


none 






Score 


/I Q C 

4i y o 




ill A Ul 1 o 


11293. 


.11748, 11294. 


.11749 








Seq. No. 


12868 






Seq. ID 


OJ990920JD4.9C10. 


C13 


Gene No. 


27192 






Strand 






Start 


11293 






End 


11779 




Name 


OJ990920 04.9C10.C13 


.o3 . ts 


Method 


TBLASTX : Soybean 




Start 


11333 






End 


11698 




GI 


none 






Score 


142 




Exons 


11333. 


'.11557, 11564. 


.11698 








Seq. No. 


12868 






Seq. ID 


OJ990920JD4 . 9C10. 


C13 


Gene No. 


27192 






Strand 






Start 


11293 






End 


11779 




Name 


OJ990920 04.9C10.C13 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


11423 






End 


11779 




GI 


none 






Score 


353 




Exons 


11423. 


.11779, 11464., 


.11757 









13365 




Seq. No. 


12868 






Seq. ID 


OJ990920_04 .9C10 


.C13 


Gene No. 


27193 






Strand 






Q f- -3 v- 4- 


11749 








It, J4 1 




Name 


OJ990920 04.9C10.C13 


. 04 . tw 




TRT Z\ CTY • Whoa +- 






11749 






Hill (a 


iZUD / 




P T 


none 






Score 


JJ1 




"W 7^1 


11749. . 


12066,, 11750. 


i onan 








Seq. No. 


12868 






Seq. ID 


OJ990920_04.9C10 


.C13 


Gene No. 


27193 






Strand 






oiart 


11749 






End 


.12541 




Name 


OJ990920 04.9C10.C13 




Method 


TBLASTX: Soybean 




d cart: 


11859 






End 


12343 






none 






Score 


324 






11859. . 


11909, 11942. 


• 1l J r 


11959. .12102, 12139.. 12309 




o e q • in o • 


12868 






Seq. ID 


OJ990920_04 .9C10 


PI ^ 


Gene No. 


27193 






Strand 






Start 


11749 






End 


12541 




Name 


OJ990920 04.9C10.C13 


• o 1 • tm 


Method 


TBLASTX: Maize 






12010 






End 


12454 




P T 


none 






Score 


284 




Exons 


12010. . 


12264, 12011. 


i oocc; 

. 1ZZ DO , 


12011. . 12268, 12287. .12430, 






12428. . 


12454 










Seq. No. 


12868 






„Seq. ID 


OJ990920_04.9C10 


.C13 


Gene No. 


27193 






Strand 








11749 






End 


12541 




Name 


OJ990920 04.9C10.C13 


. OZ . U.W 


Method 


TBLASTX: Wheat 






12106 






End 


12541 




p t 


none 






Score 


95 




Exons 


12106. . 


12522, 12112. 


1 OOOI 


12113. . 12541 




Seq. No. 


12868 






Seq. ID 


OJ990920_04.9C10 


.C13 


Gene No. 


27194 






Strand 








12544 






End 


12796 




Name 


OJ990920 04.9C10.C13 


. o / . tw 


Method 


TBLASTX: Wheat 






12544 






End 


12796 






none 






Score 


169 




Exons 


12544. . 


12669, 12545. 




12712. .12795, 12713.. 12796 




o e q . In o . 


12869 






Seq. ID 


OJ990920__04.9C10 


Pi 4 


Gene No. 


27195 






Strand 


+ 




Start 


1 






End 


1216 




Name 


OJ990920 04.9C10.C14 


. ol . np 


Method 


AAT/NAP 




Cf a v+- 


1 






End 


1216 




P T 


5902445 






Score 


1920 




Exons 


1. .1216 












P_ T Ho c r 1 y i 

<d J. ip • 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




beq. jmo . 


12869 






Seq. ID 


OJ990920_04.9C10 


f"1 A 


Gene No. 


27195 






Strand 


+ 




Start 


1 






End 


1216 




Name 


OJ990920 04.9C10.C14 


.ol .gs 


Method 


GEN SCAN 




Start 


34 






End 


1095 




GI 


none 






Score 


1 




Exons 


34. .1095 











13366 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12869 
27195 
1 

OJ990920J34 . 9C10 . C14 . ol . tm 

171 

none 



Seq. ID OJ990920_04.9C10.C14 

Strand + 

End 1216 

Method TBLASTX : Maize 

End 534 

Score 452 



171. .494, 172. .495, 486 .. 533, 487 534 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



12869 
27195 
1 

OJ990920_04 . 9C10 . C14 . ol . tw 

175 

none 



Seq. ID OJ990920_04.9C10.C14 

Strand + 

End 1216 

Method TBLASTX : Wheat 

End 566 

Score 423 



175. .336, 177. .488, 178. .564, 373 . . 564 , 519 . . 566 



12869 
27195 
1 

OJ990920_04 . 9C10 . C14 . o3 . tm 

636 

none 



Seq. ID OJ990920_04.9C10.C14 

Strand + 

End 1216 

Method TBLASTX : Mai ze 

End 909 

Score 99 



636. .743, 637. .735, 726. .800, 733. .813, 823. .909 



128 69 
27195 
1 

OJ990920_04 . 9C10 . C14 . o2 . tw 

678 

none 



Seq. ID OJ990920_04.9C10.C14 

Strand + 

End 1216 

Method TBLASTX : Wheat 

End 1212 

Score 343 



678. .788, 679. .1170, 829. .858, 840. .968, 1162. .1212 



12869 
27195 
1 

OJ990920_04 . 9C10 . C14 . o2 . tm 

991 

none 



Seq. ID OJ990920_04.9C10.C14 

Strand + 

End 1216 

Method TBLASTX: Maize 

End 1215 

Score 163' 



991. .1173, 1047. .1172, 1152. .1214, 1153. .1215 



Seq. ID OJ990920_04.9C10.C15 
Strand 

End 2470 
Method AAT/NAP 
End 2470 
Score 1831 

1..296, 371. .484, 634. .736, 811. .998, 1077. .1256, 1333. .1435, 
1512.. 1694, 1900.. 2470 

(AP000492) hypothetical protein [Oryza sativa] 
gi I 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] 



12870 
27196 
1 

OJ990920_04 . 9C10 . C15 . ol . np 
1 

6691716 



12870 
27196 
1 

OJ990920 04.9C10.C15.ol.gs 



Seq. ID OJ990920_04.9C10.C15 
Strand 

End 2470 

Method GENSCAN 



13367 



Start 
GI 

Exons 



81 End 2226 

none Score .76 

81. .288, 811. .1010, 1077. .1435, 1512. .1804, 1892. .2226 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI "Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12871 Seq. ID OJ990920_04 . 9C10 . CI 6 

27197 Strand + 

1 End " . 1479 

OJ990920_04 . 9C10 . C16 . ol . np Method AAT/NAP 

1 End 1479 

5922620 Score 102 

1..49, 1370. .1479 

(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6016853|dbj IBAA85196.1I (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



12871 Seq. ID 

27197 Strand 

1 End 
OJ990920_04 . 9C10 . C16 . ol . gs Method 

838 End 

none Score 

838. .924, 1380. .1455 



OJ990920_04.9C10.C16 
+ 

1479 
GENSCAN 
1455 
.78 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12871 Seq. ID OJ990920_04.9C10.C16 

27198 Strand + 

1819 End 4776 

OJ990920_04 . 9C10 . C16 . o2 . np Method AAT/NAP 

1756 End 4773 

5922620 Score 682 

1756. .1794, 1834. .1947, 1993. .2045, 2640. .2811, 2859. .3035, 
3143. .3227, 4643. .4773 

(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6016853 I dbj I BAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] ' 



12871 
27198 
1819 

OJ990920_04. 

1819 

none 

1819. .1947, 
4300. .4433, 



9C10.C16.o2.gs 



2345. .2581, 
4617. .4776 



3143, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3227, 



OJ990920_ 
+ 

4776 
GENSCAN 
4776 
.66 

3834 . .3948, 



04.9C10.C16 



4002. .4173, 



Seq. No. 12871 Seq. ID 

Gene No. 27199 Strand 

Start 5260 End 

Name OJ990920_04 . 9C10 . C16 . o3 . gs Method 

Start 5260 End 

GI none Score 

Exons 5260.. 5343, 6346.. 6433, 6638.. 7047 



OJ990920_04.9C10.C16 
+ 

7047 
GENSCAN 
7047 
.7 



Seq. No. 



12871 



Seq. ID OJ990920_04.9C10.C16 



13368 




Gene No. 


27200 


Strand 


+ 








Start 


8938 


End 


1UU 1j 








Name 


OJ990920 04.9C10.C16.ol.gp 


Method 


7\ 7\ rp 1 r"t\T) 

AA1 / KjH.tr 








Start 


8788 


End 


1UU1 0 








GI 


none 


Score 


i by y 








Exons 


8788. .9210, 9369. .9446, 9607. .10015 










Seq. No. 


12871 


Seq. ID 


OJ990920 


04. 


9C10 


.C16 


Gene No. 


27200 


Strand 


' + 








btart 


0300 


End 


lUUlD 








Name 


OJ990920 04.9C10.C16.o4.gs 


Method 


C X? XI c r* 7\ M 








Start 


8938 


End 


y do 4 










none 


Score 


. oo 








Exons 


8938. .9210, 9607. .9684 












Seq. No. 


12871 


Seq. ID 


OJ990920^ 


04. 


9C10 


.C16 


Gene No. 


27201 


Strand 


+ 








Of vf 

b tarn 


18453 


End 


21045 








Name 


PkTQQflQOn DA QP1 fl C 1 £ ^9 /-rr^ 
Uu j!?U!7iU U ft . jUI U . L L D . 0£ * yp 


Method 


AAT/GAP 








btart 


18453 


End 


20971 










none 


Score 


957 








Exons 


18453. .18746, 20310 .. 20399, 


20691. .20771, 20915. 


.20971 




beq. No. 


12871 


' Seq. ID 


OJ990920_ 


04 . 


9C10 


.Lib 


Gene No. 


27201 


Strand 


+ 








Start 


18453 


End 


21045 








Name 


OJ990920 04.9C10.C16.o6.np 


Method 


AAT/NAP 








Start 


20310 


End 


21045 








GI 


6456167 


Score 


366 








Exons 


20310. .20399, 20691 .. 2077 1 , 


20915. .21045 








hi uescnp. 


(AC011622) unknown protein 


[Arabidopsis thaliana] 






beq. no. 


12871 


Seq. ID 


OJ990920_ 


04. 


9C10 


.Lib 


bene lno . 


27202 


Strand 










OLail. 


4913 


End 


4996 








Name 


OJ990920 04.9C10.C16.o3.np 


Method 


AAT/NAP 








Start 


4913 


End ■ 


4996 








C T 

bi 


6630699 


Score 


73 








Exons 


4913. .4996 












GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 










gi| 6721536 |dbj IBAA8 9566.1 | 


(AP001073) 


hypothetical 


protein 




[Oryza sativa] 












Seq. No. 


12871 


Seq. ID 


OJ990920_ 


04. 


9C10 


.C16 


Gene No. 


27203 


Strand 










OldiL 


11732 


End 


12338 








Name 


OJ990920 04.9C10.C16.o5.gs 


Method 


GENSCAN 








otart 


11732 


End 


12338 








C T 


none 


Score 


.8 








Exons 


11732. .11737, 12231. '.12338 












Seq. No. 


12871 


Seq. ID 


OJ990920_ 


04. 


9C10, 


.C16 


Gene No. 


27204 


Strand 










Start 


13274 


End 


15610 








Name 


OJ990920 04.9C10.C16.o6.gs 


Method 


GENSCAN 








Start 


13274 


End 


15610 








GI 


none 


Score 


.92 









13.369 




Exons 13274 . . 15610 



Seq. No. 


12871 




Seq. ID 


OJ990920_04.9C10 


Gene No. 


Z f ZvQ 




Strand 




Start 


1 "D O H A 

1 52. 1 4 




End 


15610 


Name 


ojyyuyzu U4.yciu.cib 


. o4 . np 


Method 


AAT/NAP 


Start 


1 "D O "7 O 

1 / O 




End 


15598 


GI 


4 ooo bbb 




Score 


739 


Exons 


/ o . . loo yo 








GI Descrip. 


(ACUU/Uoo) putative 


Na/H antiporter [Arabidopsis thaliai 


Seq. No. 


1Z 0 / 1 




Seq. ID 


OJ990920_04.9C10 


Gene No. 


27204 




Strand 




Start 


13274 




End 


15610 


Name 


OJ990920 04.9C10.C16 


. ol . tm 


Method 


TBLASTX: Maize 


Start 


14011 




End 


14437 


GI 


none 




Score 


71 


Exons 


14011. .14052, 14011. 


.14061, 


14012. .142 


45, 14013. .14198, 




14039. . 14224, 14222. 


.14317, 


14259. .143 


18, 14300. .14431, 




14316. . 14378, 14327. 


. 14437 







Seq. No. 12871 

Gene No. 27205 

Start 20688 

Name OJ990920_04 . 9C10 . CI 6 . o2 . tm 

Start 20688 

GI none 
Exons 



Seq. ID OJ990920 04.9C10.C16 



Strand 
End 

Method 

End 

Score 



21045 

TBLASTX: Maize 

21045 

129 



20688. .20774, 20690 .. 20782, 20914 .. 21045, 20915. .21043 



Seq. No. 12872 Seq. ID 

Gene No. 27206 Strand 

Start 144 End 

Name OJ990920_04 . 9C10 . C17 . ol . gs Method 

Start 144 End 

GI none Score 

Exons 144.. 362, 508.. 600 



OJ990920__04.9C10.C17 
+ 

729 

GENSCAN 

600 

.98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12872 
27206 
144 

OJ990920_04. 9C10 . C17 . ol . np 
144 

6456167 

144. .362, 508. .624, 696. .729 

(AC011622) unknown protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990920_ 

+ - 

729 

AAT/NAP 

729 

315 



04.9C10.C17 



12872 Seq. ID 

27206 Strand 

144 End 
OJ990920_04 . 9C10 . C17 . ol . tm Method 

144 End 

none Score 

144 . .278, 153. .278 



OJ990920JD4 . 9C10.C17 
+ 

729 

TBLASTX : Maize 

278 

214 



Seq. No. 12872 Seq. ID OJ990.920_04.9C10.C17 

Gene No. 27206 Strand + 

Start 144 End 729 



13370 



Name 


OJ990920 04 


.9C10 


.C17.ol 


. tc 


Metnod 


TBLASTX : Cress 




Start 


149 








End 


iC A A 

609 




GI 


none 








Score 


O O *3 

loo 




Exons 


149. .364, 153. .362, 196 




h yj . . buu , 


Add CflQ 




Seq. No. 


12872 








Seq. ID 


OJ990920JD4 . 9C10 


.C17 


Gene No. 


27206 








Strand 


+ " 




otar l 


144 








bna 


"7 O Q 

/ z y 




Name 


OJ990920 04 


-9C10 


.C17.ol 


.gp 


Metnoa 


AA1 /bAr 




brart 


327 














GI 


none 








Score 






Exons 


327. .362, 508. .604 










Seq. No. 


12873 








Seq. ID 


OJ990920_04 . 9C10 


.C18 


Gene No. 


27207 








Strand 


+ 




olaiL 


1948 








tna 


oZZo 




Name 


OJ990920_04 


. 9C10 


.C18.ol 


. gp 


Method 


AA1 /GAr 




Of -,yf 


i y 4 o 










Z 4 U 1 




GI 


none 








Score 


0 4 U 




Exons 


1948. .2401 














Seq. No. 


12873 








Seq. ID 


OJ990920_04.9C10 


.C18 


Gene No. 


27207 








Strand 


+ 




o tar u 


1948 








hna 


"D O O Q 
OZZo 




Name 


OJ990920_04 


. 9C10, 


.C18.ol. 


.gs 


Metnod 


GENSCAN 




Start 


z uz u 








End 


o o o o 

3228 




GI 


none 








Score 


. 98 




Exons 


2020. .3228 














Seq. No. 


12873 








Seq. ID 


OJ990920_04 . 9C10 


.C18 


Gene No. 


27208 








Strand 






C +- -4 V-+- 

otiarr. 


4716 








hna 


0 / iz 




Name 


OJ990920_04 


.9C10. 


,C18.o2, 


.gs 


Method 


GENSCAN 




otart 


/TIC 
ft / 1 D 








End 


o / Iz 




C T 


none 








Score 


. oZ 




Exons 


4716. .4973, 


4999. 


. .5182, 


Q. C "3 C 
3DJD. 


. D 1 1Z 






Seq. No. 


12873 








Seq. ID 


OJ990920JD4.9C10 


-C18 


Gene No. 


27209 








Strand 






OldiL 


7457 








hna 


yz yo 




Name 


OJ990920 04 


.9C10. 


.CI8.0I. 


. tm 


Metnod 


TBLASTX : Mai ze 




Of -a >-+- 


2061 








End 


z4o / 




bi 


none 








Score 


a q a 




Exons 


2061. .2456, 


2062, 


, .2457 










Seq. No. 


12873 








Seq. ID 


OJ990920_04. 9C10 


.C18 


Gene No. 


27209 








Strand 








7457 








End 


9293 




Name 


OJ990920 04 


.9C10. 


X18.ol. 


. t c 


Method 


TBLASTX: Cress 




otart 


2067 








End 


2493 




GI 


none 








Score 


376 




Exons 


2067. .2420, 


2068. 


.2424, 


2419. 


.2493, 2445. .2489 




Seq. No. 


12873 








Seq. ID 


OJ990920_04.9C10 


.C18 


Gene No. 


27209 








Strand 






Start 


7457 








End 


9293 




Name 


OJ990920 04 


.9C10. 


C18.o2. 


ts 


Method 


TBLASTX: Soybean 





13371 




OLaiL 


90ft0 








Hi I id 


9494 




P T 


none 








jLUI c 


4 97 




TT v An c 
.DXUIlo 


90ft0 9494 


90ft 9 


2315, 


2314 . 


.24 24 






Seq. No. 


12873 








Seq. ID 


OJ990920JD4.9C10 


.C18 


Gene No. 


27209 








Strand 








74 57 








End 


9293 




Name 


n,TQQ0Q90 04 


■ -7^ X \J . 


. C18 . ol 






TRT.A9TY • ^nvhppn 
J. Dijno 1 a • ouyjjcan 




jLdi L 


9 67 4 ~ 








FnH 


^1 69 




vj X 


none 








OLUl. <3 


9^4 




Exon s 


9674 9Q^4 


y 6. y > 


3162 


2938 

t.^ JO • 


31 62 






Seq. No. 


12873 








Seq. ID 


OJ990920_04.9C10 


.C18 


Gene No. 


27209 








Strand 






Cf 3 r -|- 

o Lai u 


7 4 S7 








End 


9293 




Name 


o.tqqoq90 04 

\juyy\jy£.\j 


Qn 0 

• y\^ ±\j , 


PI ft r>9 

• LIO , Ut. 


• LU 


Method 


TBLASTX: Cress 




Otdi U 


9ft R4 _ 








End 


3162 




PT 


nunc 








Score 


59 




U 1 v T-) Q • 
Hi 1 i O 


9RS4 9Q34 


99S3 

^ y ~j < 


3169 


£^ y *J . 


.3144, 3075. .3161 




Seq. No. 


12873 








Seq. ID 


OJ990920_04.9C10 


.C18 


Gene No. 


27209 








Strand 






O Lai L 


74 S7 








End 


9293 




Name 


OTQQ0Q90 04 


qpi n 


PI ft n9 


* Lit I 


Method 


TBLASTX: Maize 




Olail 










End 


- 324.1 v 




P T 
uX 


none 








Score 


90 




T7" V /"N C 1 


OOC.7 O Q7 A 




*31 6R 


9 Q60 


.3241, 2987. .3163, 3075. .3167 


Seq. No. 


12873 








Seq. ID 


OJ990920_04 . 9C10 


.C18 


Gene No. 


27209 








Strand 






O Lai L 


74 R7 








End 


9293 




Name 


Pi TQ QO Q9 0 0 4 
KJUyy\Jy£\J U4 


QPI 0 


P1 ft 


. gs 


Method 


GENSCAN 




q-j- -j y-4- 
oLal L 


7 4 R7 ~ 








End 


9293 




pt 


none 








Score 


.72 




P von q 


7 4 R7 7 S4 Q 


7 694 


7 74 9 


994 S 

y &* ri *J • 


. 9293 






Seq. No. 


12873 








Seq. ID 


OJ990920_04 . 9C10 


.C18 


Gene No. 


27209 








Strand 






O Lai l_ 


74 S7 








End 


9293 






O.TQQ0Q90 04 


QPI 0 


n r o9 


. gp 


Method 


AAT/GAP 




OLalL 


ft Q^4 ~ 

07J4 






End 


9251 




PT 

\J X 


n 0 n 0 
nunc 








Score 


615 




Pyrin q 


O .7 J 4 . . -7 —> X 
















1 9ft7 4 








Seq. ID 


OJ990820_08.9C17 


.C3 


Gene No. 


27210 








Strand 






Start 


1 








End 


367 




LN CtllltJ 


O.TQQ0R90 Oft 


.9C17. 


X3.ol.: 


np 


Method 


AAT/NAP 




OLdlL 


1 — 

X 








End 


367 




pr 


S04 9 4 4 7 

D U ft Z 4 f± / 








Score 


616 




Exons 


1 ^67 

X . .00/ 














GI Descrip. 


(AC007789) ] 


putative polyprotein [Oryza 


sativa] 




Seq. No. 


12874 








Seq. ID 


OJ990820_08. 9C17 


,C3 


Gene No. 


27210 








Strand 






Start 


1 








End 


367 




Name 


OJ990820 08 


. 9C17. 


,C3.ol.' 


tm 


Method 


TBLASTX: Maize 





13372 



Start 
GI 

Exons 



19 End 367 

none Score 67 

19. .171, 21. .218, 26. .367, 33. .359 



Seq. No. 12874 Seq. ID 

Gene No. 27210 Strand 

Start 1 End 

Name OJ990820_08 . 9C17 . C3 . ol . tw Method 

Start 26 End 

GI none- - Score 

Exons 26.. 367, 33.. 365 



OJ990820_08.9C17.C3 
367 

TBLASTX : Wheat 

367 

304 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12875 
27211 
1 

OJ990820_08. 9C17 .C6.ol .np 



5902447 
1. .86 
(AB030283) 



Seq. ID OJ990820_08.9C17.C6 

Strand 

End 8 6 

Method AAT/NAP 

End 86 

Score 130 



orf4 [Oryza sativa] 



12876 
27212 
89 

OJ990820_08 . 9C17 . C8 . ol . gs 
89 

none 

89. .192, 385. .558 



Seq. ID OJ990820_08.9C17.C8 

Strand + 

End 558 

Method GENSCAN 

End 558 

Score .78 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12877 Seq. ID 

27213 Strand 

1 End 1361 

OJ990820_08 . 9C17 . Cll . ol . np Method AAT/NAP 

1 End 977 

5902445 Score 1605 
1. .977 

(AB030283) GAG-POL precursor [Oryza sativa] 



OJ990820 08.9C17.C11 



12877 Seq. ID 

27213 Strand 

1 End 
OJ990820_08 . 9C17 . Cll . ol . gs Method 

13 End 

none Score 
13. .928, 1057. .1349 



OJ990820_08.9C17.C11 

1361 
GENSCAN 
1349 
.89 



Seq. No. 12877 Seq. ID 

Gene -No. 27213 Strand 

Start 1 " End 

Name OJ990820_08 . 9C17 . Cll . o2 . tw Method 

Start 60 End 

GI none Score 

Exons 60.. 395, 61.. 456, 62.. 412 



OJ990820_08.9C17.C11 
1361 

TBLASTX: Wheat 

456 

259 



Seq. No. 
Gene No. 
Start 



12877 
27213 
1 



Seq. ID 

Strand 

End 



OJ990820_08.9C17.C11 
1361 



13373 






Name 


DTQQnP90 Dft QP1 7 Til n1 
VJU-7.7UOZU UO . 3^/1 / • l, x x .ox 


. L5 




TRT ZiQTV* Qnuhoan 






OtdlL 


(Z A ~ 
D f± 




CjUU 


-370 








none 




Score 


I 1 c: 

II J 






C v o 


64 "37ft 91 ft "361 












Seq. No. 


12877 




Seq. ID 


OJ990820._08.9C17 


.Cll 




Gene No. 


27213 




Strand- 








olgii. 


1 




EjI 1LI 


IjDl 






Name 


nTQQ0ft90 Oft orn pi i n9 


■ LilL 


l J C L 1 1 L> U. 








Of 2 yt 


i JU 




Hi 1 1H 


Jl J 






C T 


none 




Score 


X Dj 








i ju • i ji j; xjx. * *i \j y 












Seq. No. 


12877 




Seq. ID 


OJ990820_08.9C17 


.Cll 




Gene No. 


27213 




Strand 










i 

X 




Hi 1 1LI 


1 JUl 






Name 


O.TQQDft^O Oft QPl 7 PI 1 


• L W 


L iC L 1 IUU 


1 DlinO 1 /\ • vv i its Q L 






O Lai. L 


4 S7 ~~ 






J ^ X 








none 




OLULC 










4S7 SQ1 4SR SRfi 












Seq. No. 


12877 




Seq. ID 


OJ990820_08.9C17 


.Cll 




Gene No. 


27213 




Strand 






■SKI 


OLari, 


i 

X 






IjDl 




u 


Name 


.Uu^jUoZU UO ■ i?L^X / . Lll .OX 


. Lill 


ixie l noa 


TRT QQTY «Ma i -70 
i OXj/IO 1 A . lYla. X Z c 






OLdll 


0 41 1 




tina. 


P £7 

oo/ 




rfi 

; ; ; ? 


LrX 


none 




Score 


4 £ 




r-i E 
; ! • 


Exons 


^41 RPR RQP £m 
041 . . jo JJi . . jjO/ DUX 


P £7 
. .DO// 


ac\o R ^9 






Q 


Seq. No. 


12877 




Seq. ID 


OJ990820_08.9C17 


.Cll 


ui 


Gene No. 


27213 




Strand 






Q 


ot d.1/ L 


i 

X 




End 


1361 






Name 


nTQQ0P9n Oft QPl 7 PI 1 ni 
UUjjUOZU UO . ;7^X / . U X X .OX 


. L W 


Method 


TBLASTX: Wheat 






OUal L 


J3J 




End 


1032 








none 




Score 


192 






Exons 


RQS PP9 RQfi 877 876 
J?J . . OO^/ o y D ■ . o / / f o/o 


. . lUJi 


, 907.. 1032 




|s sis 


Seq. No. 


12877 




Seq. ID 


OJ990820_08.9C17 


.Cll 




Gene No. 


• 27213 




Strand 






.SB l 

U 


O Lai. L 


i 

X 




End 


1361 






Name 


PJ.TQQ0R90 OR QPl 7 PI 1 n9 


• Lb 


Method 


TBLASTX: Soybean 








D^ O 




End 


992 






o x 


n o n o 




Score 


78 






Exons 


fi9ft 769 76Q P76 PQ4 


QQ9 










O c Lj . In (J • 


1 9Q77 

X £. O f t 




Seq. ID 


OJ990820_08.9C17 


PI 1 

1 til 




Gene No. 


27213 




Strand 








Start 


1 




End 


1361 






LNaUlfcS 


OJ990820 08. 9C17.Cll.o2 


.np 


Method 


AAT/NAP 






oLdl L 


1044 




End 


1361 








5902444 




Score 


533 






Exons 


1044. . 1361 












GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 






Seq. No. 


12878 




Seq. ID 


OJ990820_08.9C17 


C12 




Gene No. 


27214 




Strand 


+ 






Start 


666 




End 


850 





13374 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990820JD8 . 9C17 . C12 . ol . np Method AAT/NAP 
666 End 850 

629693 Score 73 

666. .850 

probable integrase - common tobacco (fragment) 

gi I 530742 | emb | CAA56791 1 (X80830) integrase [Nicotiana tabacum] 



12879 
27215 
1 

OJ990820_08 . 9C17 . C13 . ol . np 
1 

5902445 
1. .1211 

(AB030283) GAG-POL precursor [Oryza sativa] 



Seq. ID OJ990820_08.9C17.C13 

Strand + 

End 1211 

Method AAT/NAP 

End 1211 

Score 2010 



12879 
27215 
1 

OJ990820_08. 9C17.C13.o2 . tw 
59 

none 

59. .163, 61. .150, 151. .387 

12879 
27215 
1 

OJ990820_08 . 9C17 . C13 . ol . gs 

187 

none 

187. .673, 694. .1091 



Seq. ID OJ990820_08.9C17.C13 

Strand + 

End 1211 

Method TBLASTX : Wheat 

End 387 

Score 118 



Seq. ID OJ990820_08.9C17.C13 

Strand + 

End 1211 

Method GENSCAN 

End 1091 

Score .51 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12879 
27215 
1 

OJ990820_08. 9C17 . C13 . ol . tm 
. 523 
none 



Seq. ID OJ990820_08.9C17.C13 

Strand + 

End 1211 

Method TBLASTX : Maize 

End 884 

Score 199 



523. .681, 543. .683, 662. .832, 672. .845, 836. .883, 837. .884 



12879 
27215 
1 

OJ990820_08. 9C17 . C13 . ol . tw 

528 

none 



Seq. ID OJ990820_08.9C17.C13 

Strand + 

End 1211 

Method TBLASTX : Wheat 

End 914 

Score 175 



528. .683, 529. .681, 647. .829, 657. .914, 662. .838, 723. .914 



12879 
27215 
1 

OJ990820_08 . 9C17 . C13 . o3 . tw 

968 

none 

968. .1210, 1069. .1203 



Seq. ID OJ990820_08.9C17.C13 

Strand + 

End 1211 

Method TBLASTX : Wheat 

End 1210 

Score 221 



Seq. No. 



12880 



Seq. ID OJ990820_08.9C17.C16 



13375 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



27216 Strand 

1 End 257 

OJ990820_08 . 9C17 . C16 . ol . np Method AAT/NAP 

1 End 257 

4006893 Score 117 

1..257 

(Z99708) aminopeptidase-like protein [Arabidopsis thaliana] 



12880 
27216 
1 

OJ990820_08 . 9C17 . C16 . ol . ts 
12 

none 

12. .110, 14. .121, 15. .122 



Seq. ID OJ990820_08.9C17.C16 
Strand 

End 257 

Method TBLASTX : Soybean 

End 122 

Score 136 



Seq. No. 12880 

Gene No. 27216 

Start 1 

Name OJ990820_08 . 9C17 . C16 . ol . tm 

Start 14 

GI none 

Exons 14. .118, 14. .121, 15. .131 



Seq. ID OJ990820_08.9C17.C16 
Strand 

End 257 

Method TBLASTX : Maize 

End 131 

Score 144 



Seq. No. 12880 

Gene No. 27216 

Start 1 

Name OJ990820_08 . 9C17 . C16 . ol . gs 

Start 16 

GI none 

Exons 16.. 120 



Seq. ID OJ990820_08.9C17.C16 
Strand 

End 257 

Method GENSCAN 

End 120 

Score . 5 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12881 
27217 
1 

OJ990820_08.9C17.C17.ol.np 
1 

2827661 
1..175, 423..S66 

(AL021637) hyuC-like protein [Arabidopsis thaliana] 



Seq. ID OJ990820_08.9C17.C17 
Strand 

End 587 

Method AAT/NAP 

End 566 

Score 177 



12881 
27217 
1 

OJ990820_08.9C17.C17.ol.tm 
78 

none 

78. .176, 86. .175, 87. .176, 95. .178, 260. .373, 264. .374, 
.264. .374, 449. .568, 457. .567, 459. .587, 459. .587 



Seq. ID OJ990820_08.9C17.C17 
Strand 

End 587 

Method TBLASTX : Mai ze 

End 587 

Score 138 



Seq. No. 12881 

Gene No. 27217 

Start 1 

Name OJ990820_08 . 9C17 .CI 7 . ol . ts 

Start 86 

GI none 
Exons 



Seq. ID OJ990820_08.9C17.C17 
Strand 

End 587 

Method TBLASTX : Soybean 

End 571 

Score 64 



86. .130, 87. .125, 123. .176, 131. .175, 260. .361, 264. .374, 



13376 




4S4..567, 456. .569, 458. .571 





Seq. No. 


12881 


Seq. ID 


OJ990820_08.9C17 


.C17 




Gene No. 


27217 


Strand 








b tart 


1 


End 


587 






Name 


OJ990820 08.9C17.C17.ol.gp 


Method 


AAT/GAP 






Start 


87 


End 


567 






bl 


48621 1.R1084 


Score 


538 






Exons 


87. .175, 266. .371, 457. .567 










GI Descrip. 


•4062935/dbj 1 AB0034 95 . 1 1 AB0034 95 3".0e- 


•14 Oryza sativa DNA fc 






dihydrof lavonol 4-reductase, 


complete 


cds 1 






oeq. in o * 


12881 


Seq. ID 


OJ990820_08.9C17 


pi n 
.Li / 




Gene No . 


27217 


Strand 








otar t 


1 


End 


587 






Name 


OJ990820 08.9C17.C17.ol.gs 


Method 


GENSCAN 






OLdlL 


89 


End 


371 






P T 


none 


Score 


.74 






Exons 


89. .175, 266. .371 










oeq . iNo . 


12881 


Seq. ID 


OJ990820_08.9C17 


. CI / 




Gene No . 


27217 


Strand 








Start 


1 


End 


587 




"1 


Name 


OJ990820 08.9C17.C17.ol.tc 


Method 


TBLASTX: Cress 




"i 


btart 


102 


End 


569 




Cri 


bl 


none 


Score 


42 




Hi 


Exons 


102. .125, 128. .178, 260. .373, 264. .374, 457\.567, 459.. 


c c o 

569 


£=! 


beq. no. 


12882 


Seq. ID 


OJ990820_08.9C17 


.C19 


Lj 


bene no . 


27218 


Strand 


+ 






btart 


970 


End 


2033 




nf 


Name 


OJ990820 08.9C17.C19.ol.gs 


Method 


GENSCAN 






btart 


970 


End 


2033 




ii 


PT 


none 


Score 


.66 




Q 
W 


Exons 


970. .1255, 1936. .2033 








* 


Seq. No. 


12882 


Seq. ID 


OJ990820_08.9C17 


.C19 




.Gene No. 


27219 


Strand 


+ 






'-"qfavf 


" 712.7* 


End 


7662 " 






Name 


OJ990820 08.9C17.C19.ol.gp 


Method 


AAT/GAP 






b tar u 


7127 


End 


7662 






PT 


uC-osflcyp079allal 


Score 


1028 






Exons 


7127. .7662 










ui uescrip. 


'4176420/dbj |BAA37167| 2.0e- 


11 (AB008097) cytochrome P450 






[Arabidopsis thaliana] ' 










Seq. No. 


12882 


Seq. ID 


OJ990820_08.9C17 


.C19 




bene no . 


27220 


Strand 


+ 






btart 


10918 


End 


13034 






Name 


OJ990820 08.9C17.C19.o3.gs 


Method 


GENSCAN 






Start 


10918 


End 


13034 






GI 


none 


Score 


.65 






Exons 


10918. .10955, 11062. .11374, 


11684 .. 11864, 11907. .1204 5, 








12294. .12419, 12538. .12736, 


12978. .13034 






Seq. No. 


12882 


Seq. ID 


OJ990820_08.9C17 


.C19 




Gene No. 


27221 


Strand 







13377 



Start 


3373 










End 


10419 




Name 


OJ990820 08. 


yGl / 


. gi y . 


. gs 


Method 


GENSCAN 




Start 


3373 










End 


10419 




GI 


none 










Score 


.66 




Exons 


3373. , 


.3798, 


Al AH 


A Q a 


uUZ J 


..6487, 7335. .8032, 8537. .8678, 




8778. , 


.9061, 


Qi on 

y iz u , 


i n a 1 q 
. . i u 4 1 y 










Seq. No. 


12882 










Seq. ID 


OJ990820_08.9C17, 


.C19 


Gene No. 


27222 










Strand 






C 4- -i vA- 

btart 


18376 










End 


19616 




Name 


OJ990820 08. 


yGi / . 


. gi y . oi , 


. tc 


Method 


TBLASTX: Cress 




Start 


7353 










End 


7838 




GI 


none 










Score 


56 




Exons 


7353. . 


.7490, 


h ah o 


. . / O 1 u , 




..7682, 7674. .7778, 7782. .7838 


Seq. No. 


12882 










Seq. ID 


OJ990820_08. 9C17, 


.C19 


Gene No. 


27222 










Strand 






btart 


18376 










End 


19616 




Name 


OJ990820 08. 


yGi / . 


. g i y . oz . 


. Lin 


Method 


TBLASTX: Maize 




OA i v4- 


7783 










End 


8630 




GI 


none 










Score 


264 




Exons 


7783. . 


.8034, 


/ / OD , 


P 0 "3 "3 




. .8630 






Seq. No. 


.12882 










Seq. ID 


OJ990820_08.9C17, 


.C19 


Gene No. 


27222 










Strand 






Start 


18376 










End 


19616 




Name 


OJ990£ 


320_08. 


yci / , 


. gi y . oj . 


A- -m 


Method 


TBLASTX : Maize 




Start 


9103 










End 


9609 




GI 


none 










Score 


56 




Exons 


9103. . 


. 9333, 


y i o o . 


Q T Pi H 


y o / o 


..9447, 9379. .9447, 9437. .9538, 




9439. . 


,9531, 


QCAQ 

youo . 


. . y du y , 




. .9607 






beq. no. 


12882 










Seq. ID 


OJ990820_08.9C17, 


.C19 


Gene No. 


27222 










Strand 






Start 


18376 










End 


19616 




Name 


OJ990820 08. 


9C17, 


.C19.ol. 


. tm 


Method 


TBLASTX: Maize 




O 4- vA- 

b tart 


9817 










End 


10227 




GI 


none 










Score 


100 




Exons 


9817. . 


.9996, 


9819. 


. .9998, 


9819 


..9998, 10003. .10125, 10004, 


. .10: 




10010. 


..10132, 10112. . 10213, 


10120. .10227 




Seq. No. 


12882 










Seq. ID 


OJ990820_08.9C17. 


.C19 


Gene No. 


27222 










Strand 






b c.ar u 


18376 










End 


19616 




Name 


OJ990E 


320_08. 


9C17. 


.C19.04. 


.gs 


Method 


GENSCAN 




btart 


18376 










End 


19616 




GI 


none 










Score 


.74 




Exons 


18376. 


, .18612 


, 19241. .19381, 


19488. .19616 




oeq. in o . 


12883 










Seq. ID 


OJ990820_08.9C17. 


.C20 


Gene No. 


27223 










Strand 


+ 




Start 


11671 










End 


12295 




Name 


OJ990E 


i20_08. 


9C17. 


,C20.o2. 


gs 


Method 


GENSCAN 




Start 


11671 










End 


12295 




GI 


none 










Score 


. 4 




Exons 


11671. 


. 12036, 12173. . 12295 









13378 



beq. no. 


1 OOO -3 
1ZOO J 




Seq. ID 


OJ990820 


uo . yui / 


p on 
. b<£ U 


bene ino. 


z. f £ c. 1 




Strand 


+ 






btaru 


1611? 




End 


36590 






Name 


n.TQQ0ft9n Oft QP1 7 P90 


. o4 . gs 


Method 


GENSCAN 






C 4- -a v- +- 

otart 


1611? ~~ 




End 


36590 








■ none 




Score 


.49 






Exons 


1611? 1 694^ 1 6R9 Q 


16719 


16985. .17140, 18302 


1 ft 4 Oft 






18593. .18791, 20451. 


.20628, . 


20675. .21671, 22243 


. .22283, 






22807. .22967, 25467. 


.25928, 


26153. .26288, 26329 


. .26424, 






967RD 96ftft1 9QP)Rn 


9 Q1 Q? 


30034 . .30125, 30824 


?0Q0 S 






?0Q46 ?10nft ?14Q9 


?1 677 


32529. .32' 


644, 32725 


"397ft ? 






??706 ??ftD6 ??Q7ft 




34208. .34357, 34479 


?4 61 ? 

. . J H O -L 3 , 






^949 ?S9QQ ^^ftD 


? R6ft n 

• O O DO U , 


36099. .36133, 36336 


?6S4 4 






?6S7? ?6SQD 
.3 o «j / -j • • JU J 












o e q . in u * 


.L ^ O V J 




Seq. ID 


OJ990820_ 


Oft Qfl 7 


P9D 




27224 




Strand 


+ 






OLaL L. 


16113 




End 


36590 






Name 


OJ990820 08.9C17.C20 


.o3.np 


Method 


AAT/NAP 






Start 


25217 




End 


25874 






bi 


2129478 




Score 


81 






TT' Vf o 


25217. .25310, 25505. 


.25874 










bi uescrip. 


chitinase {EC 3.2.1. 


14) precursor - beet gi | 488731 1 emb | 1 


CAA55883 | 




(X79301) chitinase [Beta vulgaris] gi 


I 829258 |emb|CAA56946| 




(X81056) Chitinase [Beta vulgaris] 








Seq. No. 


12883 




Seq. ID 


OJ990820_ 


_08.9C17 


.C20 


Gene No. 


27224 




Strand 


+ 








16113 




End 


36590 






Name 


OJ990820 08.9C17.C20 


.ol.gp 


- Method 


AAT/GAP 






d car l 


25699 




End 


26819 








none 




Score 


770 






TT 1 w ^-v r"1 r> 


25699. .25928, 26047. 


.26107, 


26329. .26424, 26780 


. .26819 




OcCJ, IN O . 


12883 




Seq. ID 


OJ990820_ 


_08.9C17 


.C20 


bene ino . 


27224 




Strand 


+ 






o t ait. 


16113 




End 


36590 






Name 


OJ990820 08.9C17.C20 


. o4 . np - 


Method 


AAT/NAP 






D Idl L 


25843 




End 


35678 






GI 


6714345 




Score 


2225 






Exons 


25843.-25928, 26023. 


.26107, 


26329. .26536, 26780 


. .26881, 






27448. .27531, 28210. 


.28290, 


29050. .29193, 30034 


. .30125, 






30824. .30905, 31492. 


.31677, 


32529. .32644, 32725 


. .32783, 






33706. .33806, 33978. 


.34028, 


34178. .34357, 34479 


. .34613, 






34705. .34779, 35242. 


.35299, 


35380. .35678 






vjj. uescrip . 


(AC016162) AREl-like 


protein 


l [Arabidopsis thaliana] 




o c q . LN o . 


12883 




Seq. ID 


OJ990820_ 


_08.9C17 


.C20 


belle LNO . 


27224 




Strand 


+ 






Start 


16113 




End 


36590 






Name 


OJ990820 08.9C17.C20 


.o2.gp 


Method 


AAT/GAP 






Start 


28190 




End 


32584 






GI 


18829 1.R1084 




Score 


1147 






Exons 


28190. .28290, 29050. 


.29193, 


30034 . .30125, 30824 


. .30905, 






31492. .31677, 32529. 


.32584 










GI Descrip. 


'3850063/emb|CAA11566| 3.0e- 


26 (AJ223830) ARE1 


[Rattus 





norvegicus] 1 



13379 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12883 
27224 
16113 

OJ990820_08 . 9C17 . C20 . o3 . gp 
34457 

LIB3434-013-P1-K1-H10 
34457. .34613, 34705 .. 3477 9, 
'3811383 1.0e-19 (AF100956) 



Seq. ID OJ990820_08.9C17.C20 

Strand + 

End 36590 

Method AAT/GAP 

End 35627 

Score 960 
35242. .35299, 35380.. 35627 
Sacm21 [Mus musculus] 1 



12883 Seq. ID 

27225 Strand 
37938 End 
OJ990820_08 . 9C17 . C20 . o5 . np Method 
37938 End 
6630696 Score 
37938. .37960, 44922. .48703 

(AP000969) ESTs D22114 (C10364 ) , AU07 6106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



OJ990820_08 . 9C17.C20 
+ 

48703 
AAT/NAP 
48703 
6146 



Seq. No. 12883 

Gene No. 27225 

Start 37938 

Name OJ990820_08 . 9C17 . C20 . 06 . gs 

Start 40163 

GI none 

Exons 40163. .40360, 40565 .. 4 1109, 
■4.3827. .43941, 4404 9 .. 4 4236, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990820_ 
+ 

48703 
GENSCAN 
45905 
. 67 



08.9C17.C20 



41661. .41770, 41902. 
44732. .45646, 45757, 



,42963, 
,45905 



Seq. No. 12883 Seq. ID 

Gene No. 27225 Strand 

Start 37938 End 

Name OJ990820_08 . 9C17 . C20 . o4 . gp Method 

Start 44941 End 

GI 101595_1.R1084 Score 

Exons 44941.. 45641 

GI Descrip. '3047066 3.0e-15 (AF058825) contains similarity to 

retrovirus-related POL polyproteins [Arabidopsis thaliana] 1 



OJ990820_08.9C17.C20 
+ 

48703 
AAT/GAP 
45641 
1269 



Seq. No. 


12883 








Seq. ID 


OJ990820_ 


_08.9C17 


.C20 


Gene No. 


27225 








Strand 


+ 






Start 


37938 








End 


48703 






Name 


OJ990820 08. 


9C17.C20, 


. o7 . gs 


Method 


GENSCAN 






Start 


46388 








End 


48328 






GI 


none 








Score 


.73 






Exons 


4 6388. 


. .48328 














Seq. No. 


-12883 








Seq. ID 


OJ990820_ 


_08.9C17 


.C20 


Gene No. 


27226 








Strand 


+ 






Start 


53235 








End 


57861 






Name 


OJ990E 


J20_08. 


9C17.C20. 


. o9 . gs 


Method 


GENSCAN 






Start 


53235 








End 


57861 






GI 


none 








Score 


.47 






Exons 


53235. 


, .53310 


, 53363.. 


.53534, 


55347. .5544 


8, 55507 


. .55592, 






56424 . 


, .56556 


, 57726.. 


.57861 











13380 



Seq. No. 12883 Seq. ID 

Gene No. 27227 Strand 

Start 61198 End 

Name OJ990820_08 . 9C17 . C20 . 08 . np Method 

Start 61198 End 

GI 2129478 Score 

Exons 61198. .61276, 61841.. 62194 

GI Descrip. chitinase (EC 3.2.1.14) precursor - beet gi | 4 88731 | emb | CAA55883 | 
(X79301) chitinase [Beta vulgaris] gi | 829258 | emb | CAA5 694 6 | 
(X81056) Chitinase [Beta vulgaris] 



OJ990820_08 . 9C17 . C20 
+ 

66498 
AAT/NAP 
62194 
99 



Seq. No. 


12883 




Seq. ID 


OJ990820_ 


08. 9C17 


.C20 


Gene No-. 


27227 




Strand 


+ 






otan 


oi i y O 




End 


66498 






Name 


ujyyuozu uo.ybi/.b^u 


. 06 . gp 


Method 


AAT/GAP 






C 4- -i v 4- 

btart 


biy DO 




End 


65218 






bl 


1 1 . KlUo 4 




Score 


1495 






Exons 


Diyob . . ozuyD , djooo. 


. 64185, 


64841. . 65218 






GI Descrip. 


4doUz1z/ go | Pd\U/. 10 10 


.1IAF114171JL7 5. 


0e-10 (AF11 


4 1 / 1 J 






hypothetical protein 


[Sorghum bicolor 


] ' 






Seq. No. 


12883 




Seq. ID 


OJ990820_ 


08.9C17 


.C20 


Gene No. ■ 


27227 




Strand 


+ 






Start 


61198 




End 


66498 






Name 


OJ990820 08.9C17.C20 


. oil . gs 


Method 


GENSCAN 






Start 


63910 




End 


66498 






bl 


none 




Score 


.85 






Exons 


63910. .64185, 64215. 


. 64263, 


65251. . 65325, 65963. 


. 66054, 






66295.-66498 












beq . no . 


12883 




Seq. ID 


OJ990820_ 


08.9C17, 


.C20 


Gene No. 


27228 




Strand 








Start 


261 




End 


10567 






Name 


OJ990820 08.9C17.C20 


. ol . gs 


Method 


GENSCAN 






olall 


261 




End 


10567 








none 




Score 


.52 






Exons 


261. .433, 812. .981, 


993. .1206, 3720..: 


3887, 3987. 


.4158, 






4381. .4488, 4585. .5040, 5081 


..5121, 5559. .5765, 


6070. .6179, 




6619. .6766, 6833.. 7120, -7229 


..7502, 7667.. 7801, 


7816. .8382, 




8472.. 8758, 8949.. 9236, 9789 


..9998, 10486.. 10567 






Seq. No. 


12883 




Seq. ID 


OJ990820_ 


08.9C17, 


X20 


Gene No. 


27228 




Strand 








Start 


261 




End 


10567 






Name 


OJ990820 08.9C17.C20 


. ol . np 


Method 


AAT/NAP 






Start 


4762 




End 


9635 






GI 


4539357 




Score 


1293 






Exons 


4762. .7467, 9610. . 9635 










GI Descrip. 


(AL049525) putative protein- 


[Arabidppsis thaliana] 




Seq. No. 


12883 




Seq. ID 


OJ990820_ 


08. 9C17. 


,C20 


Gene No. 


27229 




Strand 








Start 


12530 




End 


14397 






Name 


OJ990820 08.9C17.C20 


. o3 . gs 


Method 


GENSCAN 






Start 


12530 




End 


14397 






GI 


none 




Score 


.62 






Exons 


12530. . 12720, 12742. 


.12876, 


13234 13355, 13398. 


.13664, 





13381 




14204. .14397 



Seq. No. 


12883 


Seq. ID 


OJ990820_08.9C17 


.C20 


Gene No. 


27230 


Strand 






Start 


20650 


End 


21670 




Name 


OJ990820 08. 9C17 . C20 . o2 . np 


Method 


AAT/NAP 




Start 


20650 


End 


21670 




GI 


116317 


Score 


1691 




Exons 


20650. .21670 








GI Descrip. 


BASIC ENDOCHITINASE 2 PRECURSOR gi | 100669 | pir | | S15997 chitinas 




(EC 3.2.1.14) - rice gi I 22784 5 | prf || 17 12313A basic chitinase 




[Oryza sativa] 








Seq. No. 


1 o o o o 
IZo o J 


Seq. ID 


OJ990820_08.9C17 


. czo 


Gene No . 


O 1 O O 1 

Z IZ31 


Strand 






Start 


3oo 1Z 


End 


39322 




Name 


ojyyuozu Uo . yci / . czu . oo . gs 


Method 


GENSCAN; 




Start 


3oo 1Z 


End 


39322 






none 


Score 


.7 




Exons 


3oo 1<£ . . 37 loo , 3 /253 . . 3 loZb, 


37374. .37508, 38219 .. 38324 , 






3o 3 / y . . 3o b4 / , 3yzlo..jy3zz 








Seq. No. 


12883 


Seq. ID 


OJ990820_08.9C17 


.C20 


Gene No. 


O T O O O 

21Z3Z 


Strand 






Start 


4 9594 :: * 


End 


53019 




Name 


OJ990820 08 . 9C17 . C20 . 08 . gs 


Method 


GENSCAN 




Start 


A d C O /I 

4 9o y 4 


End 


53019 




GI 


none 


Score 


. 64 




Exons 


yinco/i /inno^ cnooo cn^cn 


52290. .52650, 52984. .53019 




Seq. No. 


12883 


Seq. ID 


OJ990820_08. 9C17 


.C20 


Gene No. 


27232 


Strand 






Start 


49594 


End 


53019 




Name 


OJ990820 08.9C17.C20.o5.gp 


Method 


AAT/GAP 




Start 


51375 


End 


51683 






77434 1.R1084 


Score 


89 




Exons 


51375. .51422, 51641. .51683 








GI Descrip. 


, 2827528/emb|CAA16536.1| 2. 


0e-10 (AL021633) predicted protein 




[Arabidopsis thaliana] 1 








Seq. No. 


12883 


Seq. ID 


OJ990820_08.9C17 


C20 


Gene No . 


27233 


Strand 






Start 


55078 


End 


56157 




Name 


OJ990820 08.9C17.C20.o6.np 


Method 


AAT/NAP 




Start 


55078 


End 


56157 




GI 


6815053 


Score 


393 




Exons 


55078. .55502, 55999. .56157 








GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 




Seq. No. 


12883 ' 


Seq. ID 


OJ990820_08.9C17 


C20 


Gene No.- 


27234 


Strand 






Start 


59085 


End 


60076 




Name 


OJ990820 08.9C17.C20.o7.np 


Method 


AAT/NAP 




Start 


59085 


End . 


60076 




GI 


5852084 


Score 


86 




Exons 


59085. .59334, 59884. .60076 








GI Descrip. 


(AL117264) zwh0007.1 [Oryza 


sativa] 







13382 






Seq. No. 


12883 






Seq. ID 


OJ990820_08.9C17 


,C20 




ocllc i 


27235 






Strand 








C4- -a r-4- 


60958 






End 


62591 






Name 


OJ990820 08. 


9C17 


.C20.ol0.gs 


Method 


GENSCAN 


- 




C -|- -3 v-f- 


60958 






End 


62591 








none 






Score 


.47 








60958. .61018, 61312 .. 61427, 


62220. .62591 






Seq. No. 


12883 






Seq. ID 


OJ990820_08. 9C17 


-C20 




Hon 0 Mn 


27236 






Strand 








D L a. X l_ 


67755 






End 


70326 






\7 3 TTI 

L\ 0.1UC 


OJ990820 08. 


9C17, 


.C20.o6. tw 


Method 


TBLASTX: Wheat 






u Lai 1. 


4792 






End 


5212 






\J X 


none 






Score 


122 






LiAUllO 


4792. .5094, 


4862, 


..5032, 5098 


..5205, 5132.. 5212 






Seq. No. 








c orT t n 
oci^ • x u 


O,TQQ0ft9n Oft QP1 1 


.C20 






27236 






Strand 










67755 






End 


70326 






IN diucr 


OJ990820 08. 


9C17, 


.C20.o7.tm 


Method 


TBLASTX: Maize 






OUai L 


4864 






End 


5244 






\J X 


none 






Score 


101 




□ 




4864'. .5244, 


4892, 


. .5197 










Seq. No. 








Seq. ID 


OJ990820_08.9C17 


.C20 


m 




27236 






Strand 






1 Lf 




67755 






End 


70326 




UP 


Name 


OJ990820 08. 


9C17, 


.C20.O10. tw 


Method 


TBLASTX: Wheat 




Ul 


DT-dx 1_ 


5534 






End 


5758 




: B = 


vj X 


none 






Score 


110 




'a ; r 

| s i! 


Exoris 


5534 . .5758, 


5590. 


. .5757 








} c: 


Seq. No. 


12883 






Seq. ID 


OJ990820_08. 9C17 


.C20 


!™& 


vJCllC Vi\J * 


27236 






Strand 






h. : 


OLdl L 


67755 






End 


70326 




y s 


Name 


OJ990820 08. 


9C17, 


.C20.ol0.tm 


Method 


TBLASTX: Maize 






O u d x u 


5590 






End 


6021 






VJ X 


none 






Score 


114 




i as | 


DAvJl 1 0 


5590. .5838, 


5863, 


. .6021 










Seq. No. 


12883 






Seq. ID 


OJ990820_08.9C17 


.C20 




UC11C IN <w/ • 


27236 






Strand 








0 u a. x L, 


67755 






End 


70326 








OJ990820 08. 


9C17. 


.C20.o4.tw 


Method 


TBLASTX: Wheat 






0 u ax l. 


5759 






End 


6183 






GI 


none 






Score 


69 








5759. .5842, 


5761, 


,.5844, 5851 


..6183, 5866. .6039, 5885. .6178 




Seq. No. 


12883 






Seq. ID 


OJ990820_08. 9C17 


.C20 




Gene No. 


27236 






Strand 








Start 


67755 






End 


70326 






Name 


OJ990820 08. 


9C17. 


.C20.ol.ts 


Method 


TBLASTX : Soybean 






Start 


20663 






End 


21608 






GI 


none 






Score 


48 






Exons 


20663. .20815 


, 20699. .21118, 


20859. .21116, 21152. .21277, 





21165. .21266, 2134 1 .. 21430, 21492 .. 21608, 21515. .21607 



13383 




Seq. No. 


12883 






Seq. ID 


OJ990820_08.9C17, 


.C20 




27236 






Strand 






C 4- a y+- 


67755 






End 


70326 




LVCtltLt; 


OJ990820 08.9C17.C20, 


o 1 tm 


Method 


TBLASTX : Maize 




91- ^ rt" 


20693 






End 


212 69 




r:T 

\J ± 


none 






Score 


119 




Exoris 


20693. 


,.21268, 20697. 


901 


20859. .21269 






12883 






Seq. ID 


OJ990820_08. 9C17, 


. C20 


Gene No. 


27236 






Strand 






Start 


67755 






End 


70326 






OJ990820 08.9C17.C20, 


n't tr 


Method 


TBLASTX: Cress 




O Lai i. 


20699 






End, 


21608 




r;T 

vJJ -L 


none 






Score 


77 






20699. 


.21142, 20700., 


. 20792, 


20783. .20821, 20859 .. 2114 3, 






21149. 


.21277, 21165., 


, 21266, 


21341. .21430, 21492. .21509, 






21515. 


.21607, 21516., 


. 21 608 








Seq. No. 


12883 






Seq. ID 


OJ990820_08.9C17, 


.C20 




27236 






Strand 






O Lai t 


67755 






End 


70326 




Name 


OJ990820 08.9C17.C20, 




Method 


TBLASTX: Wheat 




Qr^rr 
oLdl I 


21200 






End 


21430 






none 






Score 


112 - 




Exons 


21200. 


.21277, 21201., 


9 1 9 fiQ 


21341. .21430 




Seq. No. 


12883 






Seq. ID 


OJ990820_08.9C17. 


.C20 


Gene No. 


27236 






Strand 






= rr 

O Lai L 


67755 






End 


70326 




Name 


OJ990E 


J20JD8 . 9C17 .C20. 




Method 


TBLASTX: Maize 




O Lai L 


21341 






End 


21674 




GI 


none 






Score 


82 






21341. 


.21430, 21363., 


,214 31, 


21492. .21674, 21515 .. 21607 , 






21640. 


.21654 












12883 






Seq. ID 


OJ990820_08..9C17. 




w cue ln u . 


27236 






Strand 






Start 


■ 67755 






End 


70326 




Name 


OJ990820 08.9C17.C20, 


oil. tm 


Method 


TBLASTX: Maize 




O Ual L 


25860 






End 


30908 




GI 


none 






Score 


105 




Exons 


25860. 


.25946, 26051.. 


,26107, 


26325. .26453, 26328 26432, 






26329. 


.26433, 26771., 


,2 6887, 


26771. .26887, 26773 .. 26895, 






26778. 


.26894, 27441.. 


97 SfiQ 


27441. .27530, 274 4 5 .. 27534 , 






27446. 


.27535, 28177.. 


98290 


28199. .28291, 28 199 .. 28291 , 






28207. 


.28293, 29047.. 


99196 


29047. .29133, 2904 9 .. 291-92, 






29061. 


.29210, 30012., 


10128 

, J \J J- O f 


30027. .30128, 30031 .. 30129, 






30818. 


.30907, 30821.. 


10907 


30822. .30908 




Seq. No. 


12883 






Seq. ID 


OJ990820_08.9C17, 


,C20 


Gene No. 


27236 






Strand 






Start 


67755 






End 


70326 




Name 


OJ990820 08.9C17.C20. 


,o2.ts 


Method 


TBLASTX : Soybean 




Start 


30031 






End 


35692 




GI 


none 






Score 


149 




Exons 


30031. 


.30129, 30031.. 


,30129, 


30820. .30906, 30821. .30907, 





13384 






30822. 


.30908, 


31471. 


.31596, 


31479. . 


31595, 31489. 


.31602, 




31584. 


.31679, 


31600. 


.31677, 


32520. . 


32648, 32526. 


.32645, 




19 S?7 


19 64 6 


32528 . 




191 9 fi 


Jt,UUU/ — ' f _> • 


. 32800, 




JJ ' U J • 


■ O O O VJ .7 / 


33717 . 


119, n 6 


33974. . 


34030, 33975. 


• J1U Jl; 




,5 ft ± O 4 • 


^4 "369 




^4 ^ 
• j4 J D J / 


34476. . 


34649, 34478. 






Jfi 0 -/O • 


.34781, 


34696. 


^4 7 7 Q 


35242. . 


35295, 35411. 


.35692, 




^R4 T ^ 


.35526, 


35426. 


■ JJOJJ/ 


35427. . 


35687 




beq. no. 










Seq. 


ID OJ990820 


08.9C17 


Gene No . 


9 7 9 ^ £ 








Strand 




btart. 


£7 *7 ^ 








End 


70326 




Name 




20 08.9C17.C20 


. . LIU 


Method TBLASTX: Maize 


otart 


^ 1 A Q 9 








End 


35708 




C T 


none 








Score 


276 






314 92. 


.31677, 


31494. 


. 3167 9, 


32526. . 


32645, 32527. 


.32646, 




32527. 


.32643, 


32528. 


.32647, 


32722. . 


32784, 32726. 


.32785, 




32726. 


.32806, 


33700. 


.33801, 


33704. . 


33802, 33705. 


.33809, 




33705. 


.33806, 


33975. 


.34031, 


33981. . 


34031, 33982. 


.34035, 




34154. 


.34369, 


34177. 


.34359, 


34476. . 


34622, 34477. 


.34620, 




34478. 


.34621, 


34690. 


.34782, 


34693. . 


34779, 34703. 


.34783, 




35242. 


.35298, 


35363. 


.35707, 


35376. . 


35708 







beq • NO . 


1 Z o o J 






Seq. ID 


OJ990820__08.9C17 


pf 


Gene No. 


9 7 9 7 £ 






Strand 




If 


otart 


D / / DO 






End 


70326 


f! 


Name 


nTQQflP 


90 flR QP1 7 P90 


. O 4 . t C 


Method 


TBLASTX: Cress 




btart 


oi c / -j 
jlDI j 






End 


33806 


jj 


GI 


none 






Score 


75 




Exons 


31543. 


.31602, 31584. 


.31679, 


31600. .31677, 32526 .. 32645 , 






32526. 


.32648, 32528. 


.32668, 


32724. .328 


01, 32726. .32806, 






33705. 


.33806 










Seq. No. 


12883 






Seq. ID 


OJ990820_08.9C17 




Gene No. 


27236 






Strand 






Start 


67755 






End 


70326 




Name 


OJ9908 


20_08.9C17.C20 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


35423 






End 


35687 


"i 


GI 


none 






Score 


346 


-r 
-i 


Exons 


35423. 


.35677, 35427. 


.35687 






:> 


Seq. No. 


12883 






Seq. ID 


OJ990820_08.9C17 




Gene No. 


27236 






Strand 






Start 


67755 






End 


70326 




Name 


OJ9908 


20_08.9C17.C20 


.08. tw 


Method 


TBLASTX: Wheat 




Start 


37833 






End 


45190 




GI 


none 






Score 


122 




Exons 


37833. 


.37949, 44929. 


.45189, 


44979. .451 


70, 45008. .45190 




Seq. No. 


12883 






Seq. ID 


OJ990820_08.9C17 




Gene No. 


27236 






Strand 






Start 


67755 






End 


70326 




Name 


OJ9908 


20_08.9C17.C20 


. o7 . tw 


Method 


TBLASTX: Wheat 




Start 


40232 






End 


40654 




GI 


none 






Score 


245 




Exons 


40232. 


.40489, 40261. 


.40488, 


40488. .405 


74, 40513. .40650, 






40517. 


.40654 









1338 



5 




Seq. No. 


12883 






Seq. ID 


OJ990820JD8. 9C17 


.C20 


Gene No. 


27236 






Strand 






Start 


67755 






End 


70326 




Name 


OJ990820 08.9C17.C20 


. 06 . ts 


Method 


TBLASTX : Soybean 




Start 


40265 






End 


40684 




GI 


none 






Score 


162 




Exons 


40265 


.40534, 40373. 


a r\ a "3 a 

. 4 Ubo4 , 


40526. .4 0684, 4 0543. .4064 7 




Seq. No. 


12883 






Seq. ID 


OJ990820_08.9C17 


.C20 


Gene No. 


27236 






Strand 






Start 


67755 






End 


70326 




Name 


OJ990820 08.9C17.C20 


. ol2 . tm 


Method 


TBLASTX: Maize 




Start 


41954 






End 


42137 




GI 


none 






Score 


204 




Exons 


41954. 


.42136, 41955. 


. 4z 13 1 








Seq. No. 


12883 






Seq. ID 


OJ990820_08.9C17 


.C20 


Gene No. 


27236 






Strand 






Start 


67755 






End 


70326 




Name 


OJ990820 08.9C17.C20 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


41973 






End 


42509 




GI 


none 






Score 


365 




Exons 


41973. 


.42509, 42164. 


A O A c n 


42192. .42509 




Seq. No. 


12883 






Seq. ID 


OJ990820JD8.9C17 


.C20 


Gene No. 


27236 






Strand 






Start 


67755 






End 


70326 




Name 


OJ990£ 


i20_08.9C17.C20 


. o7 . ts 


Method 


TBLASTX : Soybean 




Start 


41976 






End 


42359 




GI 


none 






Score 


134 




Exons 


41976. 


.42155, 42159. 


. 42359 








Seq. No. 


12883 






Seq. ID 


OJ990820_08 . 9C17 


.C20 


Gene No. 


27236 






Strand 






Start 


67755 






End 


70326 




Name 


OJ990E 


S20_08.9C17.C20 


. oo . tm 


Method 


TBLASTX: Maize 




Start 


44941 






End 


45249 




GI 


none 






Score 


311 




Exons 


44941. 


.45249, 44944. 


/ C O A C 

. 4 DZ 4 b 








Seq. No. 


12883 






Seq. ID 


OJ990820_08.9C17 


.C20 


Gene No. 


27236 






Strand 






o tart 


67755 






End 


70326 




Name 


OJ990820 08.9C17.C20 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


45767 






End 


46116 




GI 


none 






Score 


239 




Exons 


45767. 


.46045, 45772. 


a ez c\ c c\ 

.4 6050, 


45774. .46040, 46075. .46116 




Seq. No. 


12883 






Seq. ID 


OJ990820_08.9C17 


.C20 


Gene No. 


27236 






Strand 






O lol L 


67755 






End 


70326 




Name 


OJ990820 08.9C17.C20 


.o9. tm 


Method 


TBLASTX: Maize 




Start 


46258 






End 


46693 




GI 


none 






Score 


72 




Exons 


46258. 


.46380, 46403. 


46693, 


46510. .46686 




Seq. No. 


12883 






Seq. ID 


OJ990820_08.9C17 


.C20 



13386 




Gene No. 


27236 








Strand 






67755 








End 


70326 


Name 


OJ990820 08. 






Method 


TBLASTX: Wheat 


O J- — —4- 

otaiL 


46336 








End 


46536 




none 








Score 


81 


Exons 


46336. 


.46407 






46405. .46536, 46406. .46534 




12883 








Seq. ID 


OJ990820_08.-9C17 


Gene No. 


27236 








Strand 




Start 


67755 








End 


70326 


Name 


OJ990820 08. 


9C17.C20 


.o4 . ts 


Method 


TBLASTX : Soybean 


Start 


46481 








End 


46879 


GI 


none 








Score 


207 


Exons 


46481. 


.46702 


, 46483. 


.46698, 


46706. .46879 





O r-\ r~t NT s-\ 

beq . jno . 






Seq. ID 


OJ990820_08.9C17 


con 
. L-z u 




Gene No . 


o n o o £ 
Z / ZOO 




Strand 














End 


70326 






Name 


OJ990820 08.9C17.C20, 


. ol . tw 


Method 


TBLASTX: Wheat 






Start 


46537 




End 


47284 






GI 


none 




Score 


296 






Exons 


46537. .46998, 46537., 


.47280, 


4 654 4. .4 7284, 4 7093. .47284 




q 


Seq. No. 


12883 




Seq. ID 


OJ990820_08.9C17 


,C20 




Gene No. 


27236 




Strand 






t'fi 


Start- 


67755 




End 


70326 




ni 

i kF 


Name 


OJ990820 08.9C17.C20, 


. o3 . ts 


Method 


TBLASTX: Soybean 




I'll 


Start 


47204 




End 


47668 




i : : 


GI 


5509260 




Score 


392 






Exons 


47204. .47668, 47299. - 


.47460, 


47491. .47520 




ry 


GI Descrip. 












is 


Seq. No. 


12883 




Seq. ID 


OJ990820_08. 9C17 


.C20 


'sof 

! U 


Gene No. 


27236 




Strand 






Start 


67755 




End 


70326 




*: 


Name 


OJ990820 08.9C17.C20. 


. o3 . tc 


Method 


TBLASTX: Cress 






Start 


47297 




End 


47557 




: "c 
■: - 1 


GI 


none 




Score 


291 




.s a: 
i I 


Exons 


47297. .47557, 47299., 


.47469 









Seq. No. 12883 

Gene No. 27236 

Start 67755 

Name OJ990820_08 . 9C17 . C20 . o4 . tm 

Start 47338 

GI none 
Exons 



Seq. ID OJ990820_08.9C17.C20 



Strand 
End 

Method 

End 

Score 



70326 

TBLASTX: Maize 

47803 

353 



47338.-47469, 4 7339 47803 , 47474 .. 47554 , 47590. .4768* 



Seq. No. 12883 

Gene No. 27236 

Start 67755 

Name OJ990820_08 . 9C17 . C20 . o3 . tw 

Start 47339 

GI none 

Exons 47339. .47683, 47356 .. 47520, 47675. .47884 



Seq. ID OJ990820_08.9C17.C20 



Strand 
End 

Method 

End 

Score 



70326 

TBLASTX: Wheat 
47884 
317 



Seq. No. 12883 Seq. ID OJ990820_08.9C17.C20 

13387 




Gene No. 


27236 






Strand 






67755 






End 


70326 


Name 


OJ990820 08.9C17.C20. 


r\ ^ -He 


Method 


TBLASTX : Soybean 


c; +- => r+- 


47737 






End 


48085 




none 






Score 


144 


CjAUl 1 o 


47737. 


.47865, 47738.. 


47896, 


47897. .48085, 47968. .48084 


Seq. No. 


12883 






Seq.' ID 


OJ990820_08.9C17 


Gene No. 


27236 






Strand 




pl rt" 


67755 






End 


70326 




OJ990820 08.9C17.C20. 




Method 


TBLASTX: Maize 


OlaL L 


47888 






End 


48236 




none 






Score 


324 


P von q 


47888. 


.48235, 47894.. 


48226, 


47902. .48234, 47988.-48236 


Seq. No. 


12883 






Seq. ID 


OJ990820_08.9C17 


Gene No. 


27236 






Strand 




OLCIl U 


67755 






End 


70326 


ln emit; 


OJ990820 08.9C17.C20. 




Method 


TBLASTX : Soybean 


o Lai t 


48086 






End 


48439 




none 






Score 


97 




48086. 


.48211, 48230.. 


48439 






C o rr Klri 
O c QJ . IN U . 


12883 






Seq. ID 


OJ990820_08. 9C17 


Cpnp Kin 


27236 






Strand 




Start 


67755 






End 


70326 


Name 


OJ990820 08.9C17.C20. 


o2.tw 


Method 


TBLASTX: Wheat 


Start 


48092 






End 


48567 


GI 


none 






Score 


109 


Exons 


48092. 


.48166, 48093.. 


48158, 


48097. .48186, 4 8097 4 8 165, 




48173. 


.48562, 48181. . 


48567 







Seq. No. 12883 

Gene No. 27236 

Start 67755 

Name OJ990820_08 . 9C17 . C20 . ol3 . tm 

Start 63900 

GI ' none 

Exons t 63900. . 63980, 63941 .. 63979, 
64138. . 64209, 64152 .. 64208, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990820_08.9C17.C20 
70326 

TBLASTX: Maize 

64899 

126 



64065. .64115, 
64840. .64899 



64081. . 64143, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



12883 
27236 
67755 

OJ990820_08 . 9C17 . C20 . ol2 . tw 
63903 



none 
63903. 
64088. 
64152. 



Seq. ID OJ990820_08.9C17.C20 
Strand 

End 70326 
_ Method TBLASTX : Wheat 

End 64919 
Score 108 

63968, 63941. . 63973, 64 065 .. 64 148 , 64 081 .. 64 14 6, 
64153, 64091. .64156, 64 138 .. 64209, 64 138 .. 64 185, 
64196, 64839. .64919, 64840. .64914 



12883 Seq. ID. 

27236 Strand 

67755 End 

OJ990820_08 . 9C17 . C20 . ol2 . gs Method 

67755 End 

none Score 



OJ990820_08.9C17.C20 

70326 
GENSCAN 
70326 
.67 



13388 



Exons 67755. .67793, 68315 68393, 70289.. 70326 



Seq. No. 12884 Seq. ID 

Gene No. 27237 Strand 

Start 1 End 

Name OJ990820_08 . 9C17 . C21 . ol . np Method 

Start 1. End 

GI 1173624 Score 

Exons 1. .59, 159. .758 

GI Descrip. (U34744) cytochrome P-450 [Phalaenopsis sp. 'hybrid SM9108 1 ; 



OJ990820_08.9C17.C21 
+ 

758 

AAT/NAP 
758 
'761 



Seq. No. ' 


12884 




Seq. ID 


OJ990820_08.9C17.C21 


Gene No . 






ot ranu 


+ 


btart 


1 




U 1 


/JO 


Name 


ujyyuozu uo . yti / 


. uz I . oi . gs 


Method 


P P M C P 7\ lil 


btart 








^ EL Q 
/JO 




none 




Score 


. O / 


Exons 


Z / . . / DO 








Seq. No. 


12884 




Seq. ID 


OJ990820_08.9C17.C21 


Gene No. 


27237 




Strand 


+ 


Start 


1 




End 


758 


Name 


OJ990820 08.9C17 


.C21.ol.gp 


Method 


AAT/GAP 


Start 


278 




End 


706 


GI 


18425 1.R1084 




Score 


•813 


Exons 


278. .706 








GI Descrip. 


'1173624 3.0e-49 


(U34744) 


cytochrome P- 


-450 [ Phalaenopsis sp 




1 ? hybrid SM9108 * 


'] ' 






Seq. No. 


12884 




Seq. ID 


OJ990820_08.9C17.C21 


Gene No. 


27238 




Strand 


+ 


Start 


1295 




End 


3409 


Name 


OJ990820 08.9C17 


.C21.o2.gs 


Method 


GENS CAN 


Start 


1295 




End 


3409 


GI 


none 




Score 


.49 


Exons 


1295.. 1513, 3374 


. .3409 







Seq. No. 12884 

Gene No. 27239 

Start" 4738 

Name OJ990820_08 . 9C17 . C2 1 . ol . ts 

Start 3 

GI none 
Exons 



■Seq. ID OJ990820_08.9C17.C21 

Strand + 

End 6455 

Method TBLASTX : Soybean 

End 752 

Score 60 



3. .59, 125. .427, 144. .419, 414. .677, 414. .533, 672. .752 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12884 
27239 
4738 

OJ990820_08. 9C17 .C21.ol.tm 

111 

none 



Seq. ID OJ990820_08.9C17.C21 
Strand 
End 

Method 
End 
Score 

111. .278, 131. .277, 276 . . 521 , 27 6 . . 521, 522. .752, 605. .727 



+ 

6455 

TBLASTX: Maize 

752 

166 



Seq. No. 12884 Seq. ID OJ990820_08.9C17.C21 

Gene No. 27239 Strand + 

Start 4738 End 6455 

Name OJ990820 08 . 9C17 . C21 . ol . tw Method TBLASTX : Wheat 



13389 






1 96 




Diia 


4 £ 1 
ft D 1 






none 




Score 


17 0 
1 / U 




Exons 


i Of; ^77 i op ^70 9Q1 


^ro 

. . J o u , 


4 01 4 60 

4 U X • • 4 OU 


4 09 4 61 




Seq. No. 


12884 




Seq. ID 


OJ990820_08. 9C17 


.C21 


Gene No. 


27239 




Strand 






Of a r~f 


4 7 ^R 

4 / JO 




EjLKJ. 


D4 J J 




Name 


P>TQQ0R90 OR Qfl 7 P91 r\1 


f n 




TRT ZiQTY'Procc 

i DLtriD i a . bre 5 S 




Of -irf 


1 4 Q 




EjIKJ. 


6 69 




p t 
bl 


none 




S core 


1 7 Q 

J. / .7 




IT* V /"N O 


14Q ?76 1 SQ ^77 ?R7 










Seq. No. 


12884 




Seq. ID 


OJ990820 08.9C17 


.C21 


Gene No. 


27239 




Strand 


+ 




Pf 2 v-f- 


4 7 ^R 

4 / JO 






64 S S 

D4 J J 




Name 


pj.tqqor90 or qpi7 P9i n9 


f w 


Mo f fi /^nH 


TRT A^TY • Whoa h 




Of a r~f- 


R^l ~~ 






7 OR 




p T 


none 




Score 


IRS 

X O J 




IT 1 Vf /"\ Y"\ C 


S^l 66R 697 66R 661 


70R 








C /-\ /-» N"I/-\ 

oeq . ino . 


1 9RR4 




oeq • xu 


OTQQ0R90 OP QP17 


P9 1 
• Li x 




27239 




Strand 


+ — 




Start 


4738 




End 


6455 




Name 


OJ990820_08 . 9C17 . C21 . o2 


.np 


Method 


AAT/NAP 




Qf 2 rf 

o tar c 


4 7 "3R 

4 / JO. 




End 


6455 




p t 
bl 


en/ 9 / / A 
DU 4Z 4 4 4 




Score 


381 




Exons 


4 / jo. . 4 o y u , 4 y y 4 . . jzjj, 


6424. 


.6455 






GI Descrip. 


/ ZiPOO"77 R Q \ nnf of i ttq 1 ^t-i 

. (i\L,uu / toy) putdtive low 


molecular early light-inducible 


protein 




[Ory z a s at i va ] 










o e q . in o . 


1 OOOC 




Seq. ID 


OJ990820_08.9C17 


poo 


Gene No. 


27240 




Strand 






Start 


1 




End 


1822 




Name 


OJ990820 08.9C17.C23.ol 


.np 


Method 


AAT/NAP 




Of a >-f 


1 




End 


356 




P T 


5902444 




Score 


547 




Exons 


1. .356 










kJ± C o -L. -L £J • 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


12885 




Seq. ID 


OJ990820_08.9C17 


.C23 


Gene No. 


27240 




Strand 






C,f a r*+- 
O Lai L 


1 




End 


1822 




Name 


OJ990820 08.9C17.C23.ol 


.gs 


Method 


GENSCAN 




Cf a r f 


18 




End 


1822 




pt 


none 




Score 


.48 




T7 1 v t"> o 


18. .138, 186. .360, 796. 


.942, 


1422. .1541, 1809. .1822 




oeq . ino . 


12886 




Seq. ID 


OJ990820_08.9C17 


P9 4 


Gene No. 


27241 




Strand 


+ 




Start 


1 




End 


174 




Name 


OJ990820 08.9C17.C24.ol 


np 


Method 


AAT/NAP 




Start 


1 




End 


174 




GI 


5902446 




Score 


272 




Exons 


1. .174 










GI Descrip. 


(AB030283) orf5 [Oryza sativa] 






Seq. No. 


12886 




Seq. ID 


OJ990820_08.9C17 


.C24 



13390 




Gene No. 


27242 




Strand 






cf art 


4 93 




End 


575 




Name 


OJ990820 08 9C17 C24 ol 


. 


Mp1~ hod 






O Lai t 


4 93 ~~ 




End 


575 




(IT 


none 




Score 


. 64 




F von c; 


493 575 










Corr No 


12886 




Seq. ID 


OJ990820 08 


, 9C17 . C24 


Gene No. 


27243 




Strand 






Start 


4'96 




End 


686 




Name 


OJ990820 08 9C17 C24.o2 




Mo f hod 


AAT /NAP 




O C CI A. L- 


496 ~~ 




End 


686 






4680180 




Score 


312 




F von s 


496 686 










O J- UCOUJ — L • 


fAF1117091 Dolvnrotein 


[ Ory za 


sa t i va 




1 
i 


O C y . t H v . 


12887 




Seq. ID 


OJ990820 08 


9C17 C27 


Gene No. 


27244 




Strand 


+ ~ 




Start 


15 




End 


295 




Name 


OJ990820 08.9C17.C27.ol 


.gp 


Method 


AAT /GAP 




Start 


15 




End 


295 




GI 


41611 1.R1084 




Score 


527 




Exons 


15. .295 










GI Descrip. 


1 458597 6/gb|AAD25612. 1|. 


AC005287_14 3. 


Oe-21 (AC0052* 


37) Unknown 



protein [Arabidopsis thaliana] 1 





Seq. No. 


12887 






Seq. ID 


OJ990820_08.9C17.C27 


Gene No. 


27244 






Strand 


+ 


□ 


Start 


15 






End 


295 


: ; Li 


Name 


OJ990820 08.9C17.C27 


.ol. 


gs 


Method 


GENSCAN 


i.l 
:sr 


Start 


187 






End 


295 


: i 
: : : 


GI 


none 






Score 


.96 


i =? 


Exons 


187. .295 










Co! 


Seq. No. 


12888 






Seq. ID 


OJ990820_08.9C17.C28 


'M 


Gene No. 


27245 






Strand 


+ • 


Li t 
I- 


Start 


1 






End 


296 


, = i 


Name 


OJ990820 08.9C17.C28 


.ol. 


np 


Method 


AAT /NAP 


! ^ = r 


Start 


1 






End 


296 




GI 


4006893 






Score 


264 


j"l 


Exons 


1..129, 213. .296 












GI Descrip. 


(Z99708) aminopeptidase- 


like 


protein 


[Arabidopsis thaliana] 




Seq. No. 


12888 






Seq. ID 


OJ990820_08 . 9C17 . C28 




Gene No. 


27246 






Strand 


+ 




Start 


213 






End 


347 




Name 


OJ990820 08.9C17.C28 


.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


1 






End 


290 




GI 


none 






Score 


.181 




Exons 


1. .129, 3. . 125, 209. 


.235 


, 210 


..236, 240. .290 




Seq. No. 


12888 






Seq. ID 


OJ990820_08.9C17.C28 




Gene No. 


27246 






Strand 


+ 




Start 


213 






End 


347 




Name 


OJ990820 08.9C17.C28 


.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1 






End 


296 




GI 


none 






Score 


208 



13391 




Exons 


i i on i ion 
1 . . 129 , 1 . . 129 , 


onn one oin 

209 . . 2y5, 210 


o n a 

. . 2y6 






Seq. No. 


12888 




Seq. ID 


OJ990820_08.9C17 


.C28 


Gene No. 


27246 




Strand 


+ 




Start 


o i o 

213 




End 


347 




Name 


/->. Annor\ no nr^ i ^ 

OJ990820_08 . 9C17 


. C28 . ol . ts 


Method 


TBLASTX: Soybean 




Start 


1 




End 


347 




GI 


none 




Score 


177 




Exons 


1 . . 132 , 3 . . 131 , 


ion *doo im 
180 . . 323 , 1 y7 


..295, 198. .347 




Seq. No. 


12888 




Seq. ID 


OJ990820_08.9C17 


.C28 


Gene No. 


27246 




Strand 


+ 




Start 


o 1 o 

213 




End 


347 




Name 


ojyyuozu Uo . yci / 


. C2 8 . ol . gs 


Method 


GENS CAN 




Start 


213 




End 


293 




GI 


none 




Score 


.4 




Exons 


zio. . 2 y j 










Seq. No. 


12889 




Seq. ID 


OJ990820_08.9C17 


.C31 


Gene No. 


27247 




Strand 


- 




Start 


A O 

4 o 




End 


239 




Name 


ojyyuo20 oa . yci / 


. C31 . ol . gs 


Method 


GENSCAN 




Start 


4 o 




End 


239 




GI 


none 




Score 


. 91 




Exons 


yi o o o n 

4 8.. . 2 3 y 










Seq. No. 


12890 




Seq. ID 


OJ990820_08.9C17 


.C34 " 


Gene No. 


27248 




Strand 






Start 


199 




End 


432 




Name 


/"\-ronnoon no n^iT 

OJ990820 08.9C17 


. C34 . ol . gs 


Method 


GENSCAN 




Start 


inn 

199 




End 


432 




GI 


none 




Score 


.82 




Exons 


inn a o o 

199 . .4 32 










Seq. No. 


i o o n t 

128 91 




Seq. ID 


OJ990820_08.9C17 


C35 


Gene No. 


2 /24 y 




Strand 


+ 




Start 


1 




End 


950 




Name 


OJ990820_08. 9C17 


.C35.ol.gp 


Method 


AAT/GAP 




Start 


-i 
1 




End 


629 




GI 


9b / J 1 . R10o4 




Score 


884 




Exons 


i o i n /iio ^ o n 
1 . . 31U , 413.. DZ y 










bi uescrip. 


ZDDUb/o Z.Ue-b/ 


(AC002342) Dreg-2-like protein [Arabidopsis 




tnalianaj 










Seq. No. 


12891 




Seq. ID 


OJ990820__08.9C17 


C35 


Gene No. 


27249 




Strand 


+ 




Start 


1 




End 


950 




Name 


OJ990820 08.9C17 


. C35 . ol . np 


Method 


AAT/NAP 




Start 


47 




End 


950 




GI 


2660676 




Score 


907 






47. .310, 413. .619, 730. .950 








GI Descrip. 


(AC002342) Dreg- 


2 like protein [Arabidopsis thaliana] 




Seq. No. 


12891 




Seq. ID 


OJ990820_08.9C17. 


C35 


Gene No. 


27249 




Strand 


+ 




Start 


1 




End 


950 




Name 


OJ990820 08.9C17 


.C35.ol.gs 


Method 


GENSCAN 





13392 




Start 






q n 9 

y uz 


bl 


none 


Score 


. 0 y 


Exons 


Tin / 1 q £ia ion ono 






C « « Kin 

Seq. No. 


1 OQQ1 

izo y i 


Seq. ID 


OJ990820_08.9C17.C35 


Gene No. 


27250 


Strand 




Start 


876 


End 


950 


Name 


mQQHQOC) ClQ QP1 7 P^S ^1 -He 
UJyyUtJ^U UO t / .Ujj.01.LS 


Method 


TBLASTX : Soybean 


b tar t 


O Q 

z y 


End 


879 


P T 

bl 


none 


Score 


396 


Exons 


OQ Tin C: O OfiQ oo oi o on 

z y . . j i u , dz. . ouy, o^. , jii, yu 


..341, 389. .619, 412. .615, 




71 1 pip 791 QTQ 

/i/. .o/o/ / z i . . o / y 






Seq. No. 


12891 


beq. ilj 


O TQQAQOn HQ QP17 P *3 c; 

ujyyuozu uo.ybi/.boo 


Gene No. 


27250 


Strand 




otar u 


fl 7 £ 
0 / D 


_na 


o r n 
you 


Name 


n TQQHQon rip on 7 p^r —0 4-— 


Method 


TOT ACTV.Mii — ^ 

1 Dii/ib 1 a . Ma 1 z e 




1 A Q 

1 4 y 




/ICQ 

4 ©y 


p t 


none 


Score 


ZO 1 


Exons 


14 y . . OlU , Ijd . . Z 34, ID / . . J1Z , 


157. .309, 


379. .468, 389. .469 


Seq. No. 


12891 


Seq. ID 


OJ990820_08.9C17.C35 


Gene No. 


27250 


Strand 




otiar t 


Q 7 £ 
O/O 


End 


950 


Name 


OjyyUozu Uo . ybi / . Coo . 01 . tm 


Method 


TBLASTX: Maize 


Start 


c: a c\ 
DDI) 


End 


948 


GI 


none 


Score 


101 


Exons 


ddu. . biy, ooz..oio, /zi..y4o, 


729. . 947 




Seq. No. 


1 O O Q 1 

iz 0 y 1 


Seq. ID 


OJ990820_08.9C17.C35 


bene ino . 


979 en 

z / z 0 u 


Strand 






876 


End 


950 


Name 


OJ990820 08.9C17.C35.o2.gp 


Method 


AAT/GAP 


Start 


876 


End 


950 


P T 

bl 


1270 1.R1084 


Score 


142 


Exons 


876. .950 






GI Descrip. 


f 1362147/pir MS56690 2.0e-17 


hypothetical protein (clone AFD1) 




wild oat (fragment) >gi 726471 (U19996) 


putative ORF1 [Avena 




fatua] ' 






beq. no. 


12892 


Seq. ID 


OJ990820_08.9C17.C37 


Gene No. 


27251 


Strand 




Start 


1 


End 


268 


Name 


OJ990820 08.9C17.C37.ol.np 


Method 


AAT/NAP 


beam 


1 


End 


268 


P T 
bl 


4680182 


Score 


89 


Exons 


1. .268 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp. 


indica] 


Octj. IN Q . 


12892 


Seq. ID 


OJ990820_08.9C17.C37 


Gene No. 


27251 


Strand 




Start 


1 


End 


268 


Name 


OJ990820 08.9C17.C37.ol.tm 


Method 


TBLASTX: Maize 


Start 


2 


End 


185 


GI 


none 


Score 


153 


Exons 


2. .178, 3. .185, 87. .185 







13393 






Seq. No. 


12892 








Seq. ID 


OJ990820JD8. 


9C17 


.C37 




Gene No. 


27251 








Strand 










btart 


i 










ZOO 








Name 


ATQQflP9n HQ QPI "7 

ujy juozu uo.ybi/. 


Lo / 


. 01 


.gs 


Method 


bbMbbAN 








Start 


/ y 








hna 


0 gl n 








bl 


none 








Score 


Q ^ 








Exons 




















XT 

Seq. No. 


iz 0 








beq. id 




Qpl -I 

ybi / 


. b j y 




Gene No. 


27252 








Strand 


+ 








Start 


1 








End 


582 








Name 


OJ990820 08.9C17. 


C39 


.01 


.np 


Method 


7\ 7\ rn / VT 7\ n 








btart 


1 










too 








bl 


4680179 








Score 


4 14 








Exons 


1. .582 


















GI Descrip. 


(AF111709 ) polyprotein 


[Oryza 


sat 1 va 


subsp. indica] 








Seq. No. 


128 93 








Seq. ID 


OJ990820 08. 


9C17 


.C39 




Gene No. 


27252 








Strand 


+ 










1 








iiina 


582 








Name 


OJ990820 08.9C17. 


C39 


.01 


. tm 


Method 


TBLASTX: Maize 






o tart 


15 










368 








bl 


none 








Score 


188 






Us? 


Exons 


15. .368 
















; a F: 


Seq. No. 


12893 








Seq. ID 


OJ990820JD8. 


9C17 


.C39 


i 5 i i 
I s ■ : 


Gene No. 


£ / ZDZ 








Strand 


+ 






■ 


otart 


1 








hna 


582 






f"l 

■sir 


Name 


OJ990820 08.9C17. 


C39 


ol 


.gs 


Metnoa 


GENSCAN 






LL: 


btart 


22 








hna 


555 








bl 


none 








Score 


.44 






ru 


Exons 


22. .27, 72. .102, 


289 


.555 












Seq. No. 


12893 








Seq. ID 


OJ990820J)8. 


9C17 


.C39 


Si 

M 


Gene No. 


27252 








Strand 


+ 






;. s 


Of -i -y-f- 

btart 


1 










582 






M> 


Name 


OJ990820 08.9C17. 


C39 


ol 


.tw 


Method 


TBLASTX: Wheat 






btart 


51 








bna 


473 








bl 


none 








Score 


164 








Exons 


51. .260, 107. .259 


, 305. 


.418, 


one A *7 "3 










beq. wo. 


12894 








beq. id 


OJ990820_08. 


9C17 


. b4 U 




Gene No. 


27253 








Strand 


+■ 








Start 


1 








End 


417 








Name 


OJ990820 08.9C17. 


C40. 


ol 


.np 


Method 


AAT/NAP 








Cf iv-f 

btart 


1 








End 


417 








bl 


6630459 








Score 


96 








Exons 


1..122, 201. .417 


















GI Descrip. 


(AC007190) F23N19 


.12 


[Arabidopsis thaliana] 








beq. No. 


12894 








Seq. ID 


OJ990820_08. 


9C17 


. C4 0 




Gene No. 


27254 








Strand 










Start 


239 








End 


368 








Name 


OJ990820 08.9C17. 


C40. 


ol 


.gs 


Method 


GENSCAN 








Start 


239 








End 


368 








GI 


none 








Score 


.94 








Exons 


239. .368 

















13394 



Seq. No. 12895 

Gene No. 27255 

Start 1 

Name OJ990820_08 . 9C17 . C41 . ol . np 

Start 1 

GI 4680179 

Exons 1 . . 651 

GI Descrip. (AF111709) polyprotein [Oryza 



Seq. ID OJ990820_08.9C17.C41 

Strand + 

End 651 

Method AAT/NAP 

End 651 

Score 941 

sativa subsp. indica] 



Seq. No. 12895 Seq. ID 

Gene No. 27255 Strand 

Start 1 End 

Name OJ990820_08 . 9C17 . C4 1 . ol . tw Method 

Start 1 End 

GI none Score 

Exons 1..198, 2. .283, 3. .284 



OJ990820_08.9C17.C41 
+ 

651 

TBLASTX: Wheat 

284 

85 



Seq. No. 12895 

Gene No. 27255 

Start 1 

Name OJ990820_08 . 9C17 . C41 . o2 . tm 

Start ■ 3 

GI none 

Exons 3. .206 



Seq. ID OJ990820_08.9C17.C41 
Strand 
End 

Method 
End 
Score 



+ 

651 

TBLASTX: Maize 

206 

199 



Seq. No. 12895 Seq. ID 

Gene No. 27255 Strand 

Start 1 End 

Name OJ990820_08 . 9C17 . C4 1 . ol . tm Method 

Start 213 End 

GI none Score 

Exons 213. .284, 310. .357, 418. .651, 471. .599 



OJ990820_08.9C17.C41 
+ 

651 

TBLASTX: Maize 

651 

68 



Seq. No. 12895 Seq. ID 

Gene No. 27255 Strand 

Start 1 End 

Name OJ990820J38,. 9C17 . C4 1 . ol . ts Method 

Start 267 " End 

GI none Score 

Exons 267. .287, 295. .363, 300. .353, 301. .639, 



OJ990820_08.9C17.C41 
+ 

651 

TBLASTX : Soybean 

651 

37 

418. .651, 426. . 647 



Seq. No. 12895 Seq. ID 

Gene No. 27255 Strand 

Start 1 End 

Name OJ990820_08 . 9C17 . C4 1 . o2 . tw Method 

Start 401 End 

GI none Score 

Exons 401. .475, 421. .651, 423. .650 



OJ990820_08.9C17.C41 

+ 

651 

TBLASTX: Wheat 

651 

46 



Seq. No. 12896 

Gene No. 27256 

Start 4 9 

Name OJ990820_08 . 9C17 . C42 . ol . gs 

Start 49 

GI none 

Exons 49.. 73, 253.. 362 



Seq. ID OJ990820_08.9C17.C42 

Strand 

End 362 

Method GENSCAN 

End 362 

Score .77 



13395 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
.Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12897 
27257 
397 

OJ990820_08. 9C17 . C4 3 . ol . np 
397 

4680183 
397. .521, 1550. .1652 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



Seq. ID OJ990820_08.9C17.C43 
Strand 

End 1652 

Method AAT/NAP 

End 1652 

Score 140 



12898 
27258 
22 

OJ990820_08.9C17.C4 4 .ol.gs 
22 

none 

22. .200, 952. .1243 



Seq. ID OJ990820_08.9C17.C44 
Strand 

End 1243 

Method GENSCAN 

End 1243 

Score .45 



12899 
27259 
23 

OJ990820_08 . 9C17 . C4 7 . ol . np 
23 

5852180 
23. .215 

(AL117265) zhbOOOlO.l [Oryza sativa] 



Seq. ID OJ990820_08.9C17.C47 
Strand 

End 215 

Method AAT/NAP 

End 215 

Score 167 



12900 
27260 
1 

OJ990820__08.9C17.C4 8. ol.gp 
1 

61605_1.R1084 
1. .204 

, 5852170/emb|AL117265.1|OST17804 1.0e-137 Oryza sativa 
indica (GLA4) genomic DNA, chromosome 4, BAC clone : t 17 804 1 



Seq. ID OJ990820_08.9C17.C48 
Strand + 

204 

AAT/GAP 
204 
350 



End 

Method 

End 

Score 



12901 
27261 - ■ 
1 

OJ990820_08.9C17.C4 9.ol.np 
1 

4680179 
1. .238 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990820_08.9C17.C49 
Strand 

End 238 

Method AAT/NAP 

End 238 

Score 333 



12901 
27261 
1 

OJ990820_08.9C17.C4 9.ol.tw 
1 

none 

1..237, 8. .238 



Seq. ID OJ990820_08.9C17.C49 

Strand 

End 238 

Method TBLASTX : Wheat 

End 238 

Score 164 



Seq. No. 
Gene No. 
Start 



12901 
27261 
1 



Seq. ID OJ990820_08.9C17.C49 

Strand 

End 238 



13396 




Name 


Pj.TQQHfl^n Ofi QP1 7 PdQ ol 1-m 

UJ 3?UO_U UO • -7k_-X / . LM ^ . Ol . LIU 




TBLASTX: Maize 






7 ~~ 




91 1 






p t 


none 


Score 


70 






IT v r^T» Q 
Zi ALHlo 


7 211 49 189 










Seq. No. 


12902 


Seq. ID 


OJ990820_08, 


.9C17. 


.C50 


Gene No. 


27262 


Strand 








OLdl L 


.25 * 


End 


1 6 61 

X \J \J — 








"OJ990820 08. 9C17 . C50 . ol . gs 


Method 


PFN^PAN 






OT_a.iL 


25 


End 


1 661 






P T 


none 


Score 


4 ft 






Exons 


25. .918, 978. .1272, 1579. .1661 








Oon Kirs 

o e q . l v u . 


12903 


Seq. ID 


OJ990820_08. 


. 9C17, 


PM 


Gene No. 


27263 


Strand 


+ 






Start 


1255 


End 


1455 






LN diUtr 


OJ990820 08.9C17.C51.ol.np 


Method 


AAT /NAP 






Oldl L 


1255 


End 


1 4 






P T 


4680186 


Score 


143 






Exons 


1255. .1455 












(AF111709) unknown [Oryza sativa subsp 


•1 nHi c 1 

. _L 1 1\JL J- O CI J 






Seq. No. 


12903 


Seq. ID 


OJ990820_08. 


.9C17, 


.C51 


Gene No. 


27264 


Strand 










420 


End 


1 9 R Q 

X ^ D _? 






Name 


OJ990820__08.9C17.C51.ol.gs 


Method 








otar l 


*i _, U 


End 


1 OCQ 
X c. D 






P T 
LjX 


none 


Score 










420. .486, 1141. .1259 










Seq. No. 


12904 


Seq. ID 


OJ990820JD8. 


.9C17. 


.C52 


Gene No. 


27265 


Strand 








uLdl L 


9 


End 


64 9 






Name 


OJ990820 08.9C17.C52.ol.gs 


Method 


PFN9PAN 






O LaX L. 


9 


End 


S04 

«J u *i 






PT 
o x 


none 


Score 


61 

• U X 






Exons 


9. .270, 383. .504 










Cpn Mo 


12904 


Seq. ID 


OJ990820_08. 


, 9C17, 


PS? 


Gene No. 


27265 


Strand 








Start 


9 


End 


642 






Name 


OJ990820 08.9C17.C52.ol.np 


Method 


AAT /NAP 






O Lai l 


12 


End 


642 






PT 


4680179 


Score 


820 






Hi ALUlO 


12. . 642 












(AF111709) polyprotein [Oryza 


sativa subsp. indica] 






Seq. No. 


12904 


Seq. ID 


OJ990820_08. 


, 9C17, 


.C52 


Gene No. 


27265 


Strand 








oiai L 


9 


End 


642 






Name 


OJ990820 08.9C17.C52.ol.tm 


Method 


TBLASTX: Maize 




Start 


238 


End 


642 






GI 


none 


Score 


181 






Exons 


238. .642, 254. .640 










Seq. No. 


12904 


Seq. ID 


OJ990820_08. 


9C17. 


,C52 


Gene No. 


27265 


Strand 









13397 




b t arc 


Q 






EjilQ 


£4 9 
D ft Z 




Name 


Pi TQQO P 90 
UJ :? u o z u 


Oft QP1 7 P^9 ol 


. L W 


i v ie \~ nou 


1 DlzrtO 1 A . wrica t 




CM ! v-f 


Z DO 






IjIIQ 


0 DO 




P T 
bl 


none 






Score 


1 4 Q 




Exons 


ore 

ZOO. . 004/ 


occ 4 R4 sn^ 

ZDD. • ft O ft , jUj 


. . O DO 








oeq. in o . 


- 1 
It jUj 






Cprr T n 
oeq ■ X 


Pj.TQQ0P.9D OR QP1 7 




Gene No. 


27266 






Strand 






Start 


1 






End 


1041 




Name 


Pi TQQOP 90 


Dfi QP1 7 P'n ^ ol 


. np 


Mo f fi /H 


A&T /NAP 




OH > >- f 

o tar u 


-1 _ 
X 






rjnci 


X U ft X 




P T 


1 DOUl / -7 






Score 


1 R1 1 
X O X 1 




Exons 


i 1 n 4 1 














/ 7\ u 1 1 1 1 7f)Q 
^ r\n X X X l \J y 




f 

l ur y z a 


sat i va i 


cnhcri "i n H i 1 




Seq. No. 


12905 






Seq. ID 


OJ990820_08. 9C17 


.C53 


Gene No. 


27266 






Strand 






o car l 


i 

X 






End 


1041 




Name 


Pi TQQ0P90 


DP QP1 7 f^^ n9 


.tw 


Method 


TBLASTX: Wheat 




olaiL 


9 — 
Z 






End 


339 




P T 


none 






Score 


55 




Exons 


9 ft 9 ^ 
Z . . 0 Z , o* 


71 6P 4 

./X, DO . . JJ4 , 


71. .331, 73. .339, 228. .266 




Seq. No. 


12905 






Seq. ID 


OJ990820_08. 9C17 


.C53 


Gene No. 


27266 






Strand 






Cf a yf 


1 






EjIICI 


1041 
X U 4 X 




Name 


o to g ri p 9 o 
uj y yuozu 


08.9C17.C53.ol 


.tm 


Method 


TBLASTX: Maize 




btart 


b o 






End 


381 




bl 


none 






Score 


174 




Exons 


DO. • J jo / 


67. .276, 68. .370, 73. 


, .381 






Seq. No. 


12905 






Seq. ID 


OJ990820_08.9C17 


,C53 


Gene No. 


27266 






Strand 






Of 3 -r +- 


i 
x 






End 


1041 




Name 


Pj TOO 0 ft 9 0 
wu y y U O Z U 


08.9C17 .C53.ol 


.gs 


Method 


GENSCAN 




Of o -y-f 


1/0 






End 


1015 




pT 
ol 


none 






Score 


.75 




Exons 


1 7 S 7 p o 

1 / o . . / 0 U , 


782. .1015 










Seq. No. 


12905 






Seq. ID 


OJ990820J38.9C17 


.C53 


Gene No. 


27266 






Strand 






Cf a r f 


i 

X 






End 


1041 




Name 


Pi TQQOP 9 D 


08.9C17.C53.ol 


.ts 


Method 


TBLASTX : Soybean 




jLdiL 


9 Q7 

Z :? / 






End 


558 




P T 
bl 


none 






Score 


183 






Z 17 / • . ft J ft , 


298. .558, 299 


. .547 








Seq. No. 


12905 






Seq. ID 


OJ990820JD8.9C17 


.C53 


Gene No. 


27266 






Strand 






O Lai L 


i 

X 






End 


1041 




Name 


Pi TGQOQ 9 0 

uj y y uo z u 


08.9C17.C53.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


322 






End 


648 




GI 


none 






Score 


84 




Exons 


322. .465, 


341. .463, 466 


. .648 








Seq. No. 


12905 






Seq. ID 


OJ990820_08.9C17 


.C53 


Gene No. 


27266 






Strand 







13398 



Start 


1 


Name 


OJ990820 08.9C17.C53 


Start 


345 


GI 


none 


Exons 


345. .ozo, 34o../59, 


Seq. No. 


12905 


Gene No. 


27266 


Start 


1 


Name 


OJ990820 08.9C17.C53 


Start 


382 


GI 


none 


Exons 


3oZ. . /(JZ, Joo. . /U3, 


Seq. No. 


12905 


Gene No. 


27266 


Start 


1 


Name 


OJ990820 08.9C17.C53 


Start 


914 


GI 


none 


Exons 


914. .1036, 914. .1039 


Seq. No. 


12906 


Gene No. 


27267 


Start 


330 


Name 


OJ990820_08 . 9C17 .C54 


Start 


330 


GI 


none 


Exons 


330 . .402, 728 . . 813 


Seq. No. 


12906 


Gene No. 


£ /ZOO 


Start 


1244 


Name 


OJ990820 08.9C17.C54 


Start 


1244 


GI 


uC-osflcyp033a04bl 


Exons 


1244. .1556 


GI Descrip. 


, 6016845/dbj IAP00057 



End 

Method 

End 

Score 



1041 

TBLASTX: Wheat 

886 

151 



Seq. ID OJ990820_08.9C17.C53 
Strand 

End 1041 

Method TBLASTX : Mai ze 

End 729 

Score 153 



Seq. ID OJ990820_08.9C17.C53 
Strand 

1041 

TBLASTX: Wheat 
1040 
83 



End 

Method 
End 
Score 
1040 



Seq. ID OJ990820_08.9C17.C54 

Strand + 

End 813 

Method GENSCAN 

End 813 

Score .59 



Seq. ID OJ990820_08.9C17.C54 

Strand + 

End 1556 

Method AAT/GAP 

End 1556 

Score 565 



DNA, chromosome 1, clone : P0711E10 • 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12906 
27269 
1 

OJ990820_08. 9C17 .C54 .ol.np 
1 

5852180 

1..324, 376. .493, 1469. .1556 
(AL117265) zhbOOOlO.l [Oryza sativa] 



Seq. ID OJ990820_08.9C17.C54 
Strand 

End 1556 

Method AAT/NAP 

End 1556 

Score 454 



12907 
27270 
1 

OJ990820_08. 9C17 .C57. ol.np 
1 

322652 
1..228 

S-receptor kinase (EC 2.7.1.-) precursor - rape gi 1167181 



Seq. ID OJ990820_08.9C17.C57 
Strand 

End 228 

Method AAT/NAP 

End 228 

Score 80 



13399 




(M97667) serine/threonine kinase receptor [Brassica napus] 



Seq. No. 


12908 


Seq. ID 


OJ990820_ 


_08 


.9C17 


.C60 


Gene No. 


27271 


Strand 


+ 








Start 


1 


End 


A O C 








Name 


OJ9.90820 08.9C17.C60.ol.np 


Method 


7\ 71 rn / VI TV n 

AAT/NAP 








Start 


1 


End 










GI 


4512231 


Score 


Q Q A 








Exons 


1. .394 












GI Descrip. 


(AB014741) ORF0 protein [Oryza sativa] 










Seq. No. 


12908 


Seq. ID 


uo y yuw zu 


Uo 


. yci / 


. CoU 


Gene No . 


27271 


Strand 










Start 


1 


End 


/IOC 
4 Z D 








Name 


OJ990820 08.9C17.C60.ol.gs 


Method 










Start 


4 


End 


A O C 
4 Z O 








GI 


none 


Score 


. bo 








Exons 


4 . .426 












Seq. No. 


12909 


Seq. ID 


uj y yuozu 


Uo 


ftp 1 T 

. yci / 


. Col 


Gene No. 


27272 


Strand 










Start 


45 


End 


4 z y 








Name 


OJ990820 08.9C17.C61.ol.gs 


Method 


GENSCAN 








Start 


45 


End 


3 z y 








GI 


none 


Score 


. 85 








Exons 


45. .281, 319. .429 












Seq. No. 


12910 


Seq. ID 


OJy 90820 


08 


. 9C17 


. C62 


Gene No . 


27273 


Strand 


+ 








Start 


226 


End 


1391 








Name 


OJ990820 08.9C17.C62.ol.gs 


Method 


GENSCAN 








Start 


226 


End 


1195 








GI 


none 


Score 


r 

. D 








Exons 


226. .307, 802. .1195 












Seq. No. 


12910 


Seq. ID 


OJ990820_ 


08 


. 9C17, 


.C62 


Gene No . 


27273 


Strand 


+ 








Start 


226 


End 


1391 








Name 


OJ990820 08.9C17.C62.ol.np 


Method 


AAT/NAP 








Start 


287 


End 


i j y i 










5852179 


Score 


O A O 

ZhZ 








Exons 


287. .307, 735. .957, 1030. .1241, 1351.. 


1 OQ1 

1 J91 








GI Descrip. 


(AL117265) zhb0009.1 [Oryza 


sativa] 










Seq. No. . 


12911 


Seq. ID 


ojy yuo30 


r\ o 

Oo 


. 9C13 , 


. C2 


Gene No . 


27274 


Strand 










Start 


625 


End 


1 /4 / 








Name 


OJ990830 08.9C13.C2.ol.gs 


Method 


GENSCAN 








Start 


625 


End 


174 7 








GI 


none 


Score 


.48 








Exons 


625. .687, 981. .1053, 1339.. 


1512, 1617. 


.1747 








Seq. No. 


12912 


Seq. ID 


OJ990830_ 


08 


.9C13. 


.C3 


Gene No. 


27275 


Strand 


+ 








Start 


126 


End 


1813 








Name 


OJ990830 08.9C13.C3.ol.gs 


Method 


GENSCAN 








Start 


126 


End 


1813 









13400 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

126. .179, 1691. .1813 

12913 
27276 
8307 

OJ990830__08 . 9C13 . C5 . o3 . gs 

8307 

none 



Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



8307.. 8374, 8475.. 8626, 10190.. 10260 

12913 Seq. ID 

27277 Strand 
1392 End 
OJ990830_08 . 9C13 .C5.ol.gs Method 
1392 End 
none Score 
1392.. 1538, 2539.. 2697, 2699.. 2920 

12913 Seq. ID 

27278 Strand 
3827 End 
OJ990830_08 . 9C13 . C5 . o2 . gs Method 
3827 End 
none * Score 
3827. .5545 



.84 



OJ990830_08 . 9C13.C5 
+ 

10260 
' GENSCAN 
10260 
.58 



OJ990830_08'. 9C13.C5 

2920 
GENSCAN 
2920 
.85 



OJ990830__08.9C13.C5 

5545 
GENSCAN 
5545 
.56 



Seq. No. 12913 Seq. ID 

Gene No. 27278 Strand 

Start 3827 End 

Name OJ990830__08 . 9C13 . C5 . ol . gp Method 

Start 4635 End 

GI 3061236 Score 

Exons 4635. .4975 



OJ990830_08.9C13.C5 

5545 
AAT/GAP 
4975 
663 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



12913 
27279 
11549 

OJ990830__08.9C13.C5.ol.ts 

3911 

none 



Seq. ID OJ990830_08.9C13.C5 
Strand 
End 

Method 
End 
Score 



12181 

TBLASTX : Soybean 

4162 

54 



3911. .4036, 3936. .4037, 4016. .4162, 4053. .4112 



12913 

27279 

11549 

OJ990830 

11549 

none 



08 .9C13.C5.o4 . gs 



Seq. ID OJ990830_08.9C13.C5 
Strand 

End 12181 

Method GENSCAN 

End 12181 

Score . 61 



11549. . 11620, 11891. . 11955, 12139. .12181 



12914 
27280 
116 

OJ990830 

114 

none 



08.9C13.C6.ol.ts 



Seq. ID OJ990830_08.9C13.C6 

Strand + 

End 894 

Method TBLASTX : Soybean 

End 412 

Score 81 



13401 




Rxons 


114. .185, 115. .183, 281. .403, 


286. .405 


, 287 . . 412 




Seq. No. 


12914 


Seq. ID 


OJ990830 08.9C13 


C6 


Gene No. 


27280 


Strand 


+ 




Start 


116 


End 


894 




Name 


OJ990830 08.9C13.C6.ol.np 


Method 


AAT/NAP 




Start 


116 


End 


894 




GI 


4586113 


Score 


137 




Exons 


116. .220, 285. .440, 810. .894 








GI Descrip. 


(AL04 9638) putative DNA-binding protein [Arabidopsis thaliana 


Seq. No. 


12914 


Seq. ID 


OJ990830_08. 9C13 


C6 


Gene No. 


27280 


Strand 


-!- 




Start 


116 


End 


894 




Name 


OJ990830 08.9C13.C6.ol.tm 


Method 


TBLASTX: Maize 




Start 


151 


End 


418 




GI 


none 


Score 


52 




Exons 


151. .183, 153. .185, 286. .417, 


287. .418 






Seq. No. 


12915 


Seq. ID 


OJ990830_08.9C13 


C7 


Gene No. 


27281 


Strand 


+ 




Start 


1055 


End 


2135 




Name 


OJ990830 08. 9C13 . C7 . ol . gs 


Method 


GENSCAN 




Start 


1055 


End 


2022 




GI 


none 


Score 


.82 




F.xon s 

i-j *k \y i k *— ) 


1055. .1093, 1288. .1506, 1645. 


.2022 






Sea No 


12915 


Seq. ID 


OJ990830_08.9C13 


C7 


Gene No. 


27281 


Strand 


+ 




Start 


1055 


End 


2135 




Name 


OJ990830 08. 9C13 . C7 . ol . np 


Method 


AAT/NAP 




Start 


1288 


End 


2016 




GI 


3193332 


Score 


151 




Exons 


1288. .1474, 1645. .1795, 1910. 


.2016 






GI Descrip. 


(AF069299) similar to Arabidopsis AT-hook protein 1 







(GB:AJ222585) [Arabidopsis 


thaliana] 








Seq. No. 


12915 


Seq. ID 


OJ990830_08 


. 9C13 


C7 


Gene No. 


27281 


Strand 


+ 






Start 


1055 


End 


2135 






Name 


OJ990830 08. 9C13 . C7 . ol . gp 


Method 


AAT/GAP 






Start 


1779 


End 


2135 






GI 


5003392 


Score 


688 






Exons 


1779. .2135 










Seq. No. 


12915 


Seq. ID 


OJ990830_08 


9C13 


C7 


Gene No. 


27282 


Strand 


+ 






Start 


5162 


End 


5605 






Name 


OJ990830 08. 9C13 . C7 . o2 . np 


Method 


AAT/NAP 






Start 


5129 


End 


5584 






GI 


6143874 


Score 


253 






Exons 


5129. .5584 










GI Descrip. 


(AC010927) unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


12915 


Seq. ID 


OJ990830_08 


9C13 


C7 


Gene No. 


27282 


Strand 


+ 






Start 


5162 


End 


5605 







13402 



Name 


PiTQQOP^n OP 


QP1 ^ 


P7 ^ 


gs 


"f" Vi 

L v ie unoci 




Start 










Cjiia 


jDUj 


Ol 


none 








Score 


4 7 


Exons 














Seq. No. 


12915 








Seq. ID 


OJ990830__08.9C13.C7 


Gene No. 


27283 








Strand 


+ 


Of -1 V»f 


7 








Hi 11 LA 




Name 


nTQQnfl^n hp 
uj yyuo ju uo 




P7 n>0 
U / * OZ . 


9P 


Mcb f fi /^i *H 




otart 


/OjU 










PHI 1 


bl 


o 7 /r p p o o 








Score 


j j j 


Exons 


7(TOf) PD11 












Seq. No. 


12915 








Seq. ID 


OJ990830_08 . 9C13.C7 


Gene No. 


27284 








Strand 




Of a yf 


Z f *i H 










A 9 SO 


Name 


nTQQOP^n dp 

Uu yyUO jU UO 




CI n9 

V— f . VJZ . 


gs 




O Ej IN O 


Of a v-+- 


01 A A 








£jLL\Ji 


4 9 RO 


p t 


none 








Score 




Exons 


9744 ^061 

Z / 1 1 • . JUUl/ 


4 1 SP 

4 J — JO. 


4 9 SO 








beq. no. 


1Z Z7 ID 








Seq. ID 


OJ990830JD8.9C13.C7 


Gene No. 


27285 








Strand 




Start 


6291 








End 


6717 


Name 


Pi TQ Qn Q "30 HQ 
UJ y y U o jU Uo 


QP1 7 


P7 rsO 
U / . OZ . 


f m 


Method 


TBLASTX : Maize 


btart 










End 


1793 


bl 


none 








Score 


84 


Exons 




1Z O 3 . 


. 1 / , 


1 9 P 7 
1Z O / . 


.1409, 1326. .1448, 1345. .1530, 




1 £4 1 1 CQ7 

1041. .lor*// 


1 £4 9 
1 O 4 Z . 




1 7 £7 
1 / O / . 


.1793 




Seq. No - . 


12915 








Seq. ID 


OJ990830_08.9C13.C7 


Gene No. 


27285 








Strand 




Qf 2 r f 

o tar l 










End 


6717 


Name 


uj yyuo o u uo 


QP1 ^ 

. yui o . 


P7 ol 
U / . Ol . 


LW 


Method 


TBLASTX: Wheat 


C +■ a v-+- 

oiari 


t; i £ i 

0 1 O 1 








End 


5452 


PT 


none 








Score 


218 


Exons 


JlDl i , JJ4D/ 


Jlo J . 


£9 
. O O OZ , 


R^9 1 
J O Z 1 . 


.5452, 5326. .5415, 5427. .5450 


Seq. No. 


12915 








Seq. ID 


OJ990830_08.9C13.C7 


Gene No. 


27285 








Strand 




Q-t- a v+- 
OLdlL 


£9 Q1 
OZ ^ J. 








End 


6717 


Name 


nTQQDR^n np 

UU ""UO jU uo 




P7 r>1 


fm 

till 


Method 


TBLASTX: Maize 


Qf 2 -w~f 


M fi7 ~~ 








End 


5452 


P T 


none 








Score 


242 


Exons 


M £7 S "34 £ 

Jlu / • .0040/ 


r i p n 


. D O OZ , 


^^9 6 

JjZD. 


.5415, 5327. .5452, 5427. .5450 


Seq. No. 


12915 








Seq. ID 


OJ990830_08.9C13.C7 


Gene No. 


27285 








Strand 




OLdll 


£9 Q1 








End 


6717 


Name 


Pi TQQOQ "3 H HP 

uj yyuo j u uo 


QP1 "5 


P7 ^ 1 
U / . Ol . 


TIC 


Method 


TBLASTX: Cress 


OH 1 i~f 

otart 


c; o *3 1 








End 


5452 


GI 


none 








Score 


91 


Exons 


5231. .5320, 


5233. 


. 5319, 


5338. 


.5400, 5339.. 5452 


Seq. No. 


12915 








Seq. ID 


OJ990830_08.9C13.C7 


Gene No. 


27285 








Strand 




Start 


6291 








End 


6717 



13403 



Name 

Start 

GI 

Exons 



OJ990830_08 . 9C13 . C7 . o4 . gs Method GENSCAN 

6291 End 6717 

none Score .87 
6291. .6608, 6613. .6717 



Seq. No. 12916 Seq. ID OJ990830_08 . 9C13 . C8 

Gene No. 27286 Strand + 

Start 1847 End 4423 

Name OJ990830_08 . 9C13 . C8 . ol . gs Method GENSCAN 

Start 1847 End 4351 

GI none Score .83 

Exons 1847. .2545, 2639. .2727, 2843. .2942, 3186. .3305, 3793. .3962, 
4195. .4351 



Seq. No. 12916 

Gene No. 27286 

Start 1847 

Name OJ990830_08 . 9C13 . C8 . ol . np 

Start 1847 

GI 4580397 

Exons 1847.. 2055, 2113.. 2203, 2240. 

3186. .3467, 3838. .3980, 4216. 

GI Descrip. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.2545, 
.4423 



OJ990830_ 
+ 

4423 
AAT/NAP 
4423 
648 
2639. .2727, 



08.9C13.C8 



2843. .2942, 



(AC007171) putative ATP-dependent RNA helicase [Arabidopsis 
thaliana] 



Seq. No. 12916 

Gene No. 27286 

Start 1847 

Name OJ990830_08 . 9C13.C8 .ol. 

Start 2248 

GI none 

Exons 2248.. 2286, 2249.. 2308, 
2635. .2727, 2636. .2728, 

Seq. No. 12916 

Gene No. 27286 

Start 1847 

Name OJ990830_08'. 9C13.C8.ol. 

Start 2390^ 

GI none 

Exons 2390.. 2548, 2395.. 2547, 
2846. .2947, 3186. .3290 

Seq. No. 12916 

Gene No. 27286 

Start 1847 

Name OJ990830_08 . 9C13 . C8 . ol . 

Start 2428 

•.GI . . none 

'Exons 2428.-2526, 2471.. 2548, 
2844 . .2942 



Seq. ID OJ990830_08. 9C13.C8 

Strand + 

End 4423 

tm Method TBLASTX : Maize 

End 2864 

Score 8 6 
22 94. .2548, 2323. .2547, 234 8. .2551, 
2844. .2864 

Seq. ID OJ990830_08 . 9C13.C8 

Strand + 

End 4423 

ts Method TBLASTX : Soybean 

End 3290 

Score 141 
2636.-2728, 2638. .2712, 2844. .2945, 



Seq. ID OJ990830JD8. 9C13.C8 

Strand + 

End 4423 

tc Method TBLASTX : Cress 

End 2942 

Score 63 
2636.-2728, 2638.-2727, 2843. .2941, 



Seq. No. 12916 Seq. ID OJ990830_08 . 9C13 . C8 

Gene No. 27286 Strand + 

Start 1847 End 4423 

Name OJ990830_08 . 9C13 . C8 . ol . gp Method AAT/GAP 

Start 2666 End 3976 



13404 






16381 1.R1084 




Score 


1067 




Exons 


2666. .2727, 2843. .2942, 31 


86. . 


.3443, 3793.-3976 




GI Descrip. 


' 4580397/gb|AAD24375.1 IAC007171 11 6.0e-28 (AC007171) putat. 




RNA helicase [Arabidopsis 


thaliana] ' 






Seq. No. 


12916 




Seq. ID 


OJ990830J38.9C13, 


.C8 


Gene No. 


27286 




Strand 


+ 




Start 


1847 




End 


4423 




Name 


OJ990830 08.9C13.C8.o2.tm 




Method 


TBLASTX : Maize 






2892 




End 


4423 






none 




Score 


68 




Exons 


2892. .2945, 2909. .2947, 3185.. 


,3340, 3185. .3346, 3186. .3341, 




3342. .3446, 3344. .3448, 3773.. 


,3961, 3774.. 3962, 3790.. 3969, 




3792. .3968, 4159. .4422, 4192.. 


,4395, 4193. .4423 




beq. no. 


12917 




Seq. ID 


OJ990830_08.9C13, 


P1 A 




27287 




Strand 






Start 


1 




End 


4445 




Name 


OJ990830 08.9C13.C14.ol.gp 




Method 


AAT/GAP 




Q 4- -J v- 4- 

o l ar t. 


1 




End 


1461 




P T 


53984 1.R1084 




Score 


2039 




Exons 


1..638, 931. .1089, 1191. .1461 








GI Descrip. 


, 6006895/gb|AAF00670.1|AC008153_22 8.0e-56 (AC008153) 






hypothetical protein [Arabidopsis thaliana] 1 




ijj beq. No. 


12917 




Seq. ID 


OJ990830_08.9C13, 


PI A 


Gene No. 


27287 * ' 




Strand 






Start 


1 




End 


4445 




["'[ Name 


OJ990830 08.9C13.C14.ol.np 




Method 


AAT/NAP 




'-M Start 


250 




End 


4445 




! ==f GI 


6862912 




Score 


1100 




j = jt Exons 


250. .638, 931. .1089, 1191. 


.1586, 2895. 


.3130, 4210. .4445 




ui uescnp. 


(AC018907) unknown protein 


[Arabidopsis thaliana] 




|»| Seq. No. 


12917 




Seq. ID 


OJ990830_08.9C13, 


Pi A 


""A Gene No. 


27287 




Strand 






i j of vf 

i:dt btarc 


1 




End 


4445 




Name 


OJ990830 08..9C13.C14.of.gs 




Method 


GENSCAN 




O +- -i v>-h 
.5 Si OLdlU 


260 




End 


3271 






none 




Score 


. 65 






260. .656, 931. .1089, 1191. 


.15E 


16, 2895. 


.3271 




Seq. No. 


12917 




Seq. ID 


OJ990830_08. 9C13. 


.C14 


Gene No. 


27287 




Strand 








1 




End 


4445 




Name 


OJ990830 08.9C13.C14.o3.tm 




Method 


TBLASTX: Maize 




o uar ti 


308 




End 


1588 




PT 


none 




Score 


83 




Exons 


308. .391, 321. .389, 1352..: 


1465 


>, 1451.. 


1588, 1461. .1532 




Qcarr Mrs 
O fci q . IN U . 


12917 




Seq. ID 


OJ990830_08.9C13. 


C14 


Gene No. 


27287 




Strand 






Start 


1 




End 


4445 




Name 


OJ990830 08.9C13.C14.ol.ts 




Method 


TBLASTX : Soybean 




Start 


317 




End 


622 




GI 


none 




Score 


110 




Exons 


317. .433, 324. .398, 431. .508, 


584. .622 







13405 



Seq. No. 12917 

Gene No. 27287 

Start 1 

Name OJ990830JD8 . 9C13 . C14 . ol . tc 

Start 338 
GI . none 
Exons 



Seq. ID OJ990830_08.9C13.C14 
Strand 

End 4445 

Method TBLASTX: Cress 

End 1427 

Score 7 6 



338..445, 360. .416, 431. .520, 584. .679, 591. .641, 930. .1091, 
931. .1095, 1193. .1261, 1194. .1262, 1238. .1426, 1326. .1427, 
1359. .1427 



Seq. No. 12917 

Gene No. 27287 

Start 1 

Name OJ990830_08 . 9C13 . C14 . ol . tm 

Start 392 

GI none 
Exons 



Seq. ID OJ990830_08.9C13.C14 
Strand 

End 4 4 4 5 

Method TBLASTX : Mai ze 

End 1350 

Score . 211 



392. .679, 393. .641, 930. .1088, 933. .1085, 1177. .1347, 
1178. .1348, 1190. .1348, 1195. .1350 



Seq. No. 12917 

Gene No. 27287 

Start 1 

Name OJ990830_08 . 9C13 . C14 . ol . tw 

Start 1193 

GI none 
Exons 



Seq. ID OJ990830_08.9C13.C14 
Strand 

End 4 4 4 5 

Method TBLASTX : Wheat 

End 2938 

Score 55 



1193. .1258, 1349. .1432, 1436. .1588, 1440. .1532, 2903. .2938 



Seq. ID OJ990830_08.9C13.C14 
Strand 

End 4445 

Method TBLASTX : Soybean 

End 3064 

Score 80 

1370. .1588, 1395. .1532, 2892. .2996, 2903. .3064, 3008. .3055 



Seq. No. 12917 

Gene No. 27287 

Start 1 

Name OJ990830_08 . 9C13 . C14 . o2 . ts 

Start 1370 

GI none 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12917 
27287 
1 

OJ990830_08.9C13.C14.o2.tm 

2892 

none 



Seq. ID OJ990830_08.9C13.C14 
Strand 

End 4445 

Method TBLASTX : Mai ze 

End 3064 

Score 120 



2892. .3011, 2906. .3022, 3020. .3064 



Seq. No. 12918 

Gene No. 27288 

Start 225 

Name OJ990830_08 . 9C13 . CI 6 . ol . gs 
Start . 225 

GI none 

Exons 225.. 327 



Seq. ID OJ990830_08.9C13.C16 

Strand + 

End 327 

Method GENSCAN 

End 327 

Score .59 



Seq. No. 12918 

Gene No. 27289 

Start 719 

Name OJ990830_08 . 9C13 . CI 6 . o2 . gs 

Start 719 



Seq. ID OJ990830_08.9C13.C16 
Strand 

End 738 

Method GENSCAN 

End 738 



13406 





GI 


none 


Score 


. 56 






Exons 


719 . . 738 










Seq. No. 


12919 


Seq. ID 


OJ990830_08 


. 9C13.C20 




Gene No. 


27290 


Strand 


+ 






Start 


148 


End 


1403 






Name 


OJ990830 08 . 9C13 . C20 . ol . gs 


Method 


GENSCAN 






Start 


148 


End 


1403 






GI 


none 


Score 


. 67 






Exons 


1 1 n —> 0 c: lire i t r\ f\ 1 /m 

148.. 385, 1155.. 11 9 9 r 1233.. 


1403 








Seq. No. 


12919 


Seq. ID 


OJ990830_08 


.9C13.C20 




Gene No. 


27291 


Strand 


+ 






Start 


1890 


End 


3137 






Name 


OJ990830_08 . 9C13 . C20 . o2 . gs 


Method 


GENSCAN 






Start 


1890 


End 


2388 






GI 


none 


Score 


. 93 






Exons 


1890. .2077, 2157. .2388 










Seq. No. 


12919 


Seq. ID 


OJ990830 08 


9C13 . C20 




Gene No . 


27291 


Strand 


+ 






Start 


1890 


End 


3137 






Name 


OJ990830 08. 9C13 . C20 . ol . np 


Method 


AAT/NAP 




n 


Start 


1948 


End 


3137 




'a a? 


GI 


6630699 


Score 


72 




X- I t 


Exons 


1948. .2212, 3059. .3137 








I s 11 


GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 








gil 6721536 | db j | BAA89566.il (AP001073) 


hypothetical 


protein 






[Oryza sativa] 










Seq. No. 


12919 


Seq. ID 


OJ990830_08 


9C13 . C20 


n 1 


Gene No. 


27292 


Strand 


+ 




t =? 


Start 


3625 


End 


5475 






Name 


OJ990830 08.9C13.C20.o3.np 


Method 


AAT/NAP 




L _i 


Start 


3625 


End 


5475 




%i 


GI 


6063554 


Score 


121 




M» 


Exons 


3625. .4090, 5308. .5475 








-1 


GI Descrip. 


(AP000615) ESTs AU075609 (C6334 4 ) , C7 1850 (E04 64 ) , C9861 1 (E04 64 ) 






correspond to a region of the predicted gene.; hypothetical 


!ss- 




protein [Oryza sativa] 










Seq. No. 


12919 


Seq. ID 


OJ990830_08 


9C13.C20 




Gene No. 


27292 


Strand 


+ 






Start 


3625 


End 


5475 






Name 


OJ990830 08.9C13.C20.o2.np 


Method 


AAT/NAP 






Start 


3876 


End 


4747 






GI 


5852178 


"Score 


436 






Exons 


3876. .4154, 4186. .4289, 4653 


. .4747 








GI Descrip. 


(AL117265) zhb0008.-l [Oryza 


sativa] 








Seq. No. 


12919 


Seq. ID 


OJ990830_08, 


9C13.C20 




Gene No. 


27293 


Strand 


+ 






Start 


6228 


End 


8062 






Name 


OJ990830 08.9C13.C20.o4.np 


Method 


AAT/NAP 






Start 


6228 


End 


8062 






GI 


6539570 


Score 


183 






Exons 


6228.. 6422, 6636.. 6702, 8020 


. .8062 







13407 






(AP000836) hypothetical 


protein [Oryza 


sat iva ] 








Seq. No. 


12919 




Seq. ID 


OJ990830_ 


_08 


.9C13 


.C20 


Gene No. 


27294 




Strand 










O Lai L 


• 3948 




End 


5217 








LNdlllt; 


OJ990830 08.9C13 C20 o3 


. gs 


Method 


GEN SCAN 








^"h art" 


3948 _ 




End 


5217 








\j± 


none 




Score 


. 89 










3 94 8.. 4105, 4237.. 4424, 


5204. 


.5217 










Seq. No. 


12919 




Seq. ID 


OJ990830_ 


_08 


9C13 


.C20 


Gene No. 


27295 




Strand 










Start 


6228 




End 


6532 








Name 


OJ990830 08 . 9C13.C20 ,o4 


. gs 


Method 


GENSCAN 








u Lai L 


6228 _ 




End 


6532 








\J X 


none 




Score 


. 42 








Hi -ti Vh/ X 1 o 


6228 . . 6532 














Seq. No. 


12920 




Seq. ID 


OJ990830_ 


_08 


.9C13 


.C21 


Gene No. 


27296 




Strand 


+ 










247 




End 


504 








NTa-mO 
LN 0.1UC- 


OJ990830 08 9C13 C21 ol 


.gs 


Method 


GENSCAN 








O L. a. X U 


247 ~~ 




End 


504 








(IT 
\J X 


none 




Score 


.86 










247 325 464 504 














O fcr . 1>HJ . 


X Z. J? Z. X 




Seq. ID 


OJ990830 


08 


. 9C13 


. C22 


Gene No. 


27297 




Strand 


+ 








Start 


572 . 




End 


1018 








Name 


.'■OJ990830 08.9C13.C22.ol 


.np 


Method 


AAT/NAP 








O L. a. X L. 


572 




End 


1018 










6587835 




Score 


147 










572. .704, 799. .1018 














f^T Dpqrri n 


(AC006551) Similar to peptide 


transporter [Arabidopsis 


thaliana 


Seq. No. 


12921 




Seq. ID 


OJ990830_ 


_08 


.9C13 


.C22 


Gene No. 


27297 




Strand 


+ 








Start 


572 




End 


1018 








Name • 


OJ990830 08.9C13.C22.ol 


.gs 


Method 


GENSCAN 








Start 


593 




End 


97 9 








GI 


none 




Score 


.92 








Rvnn a 


593. .704, 799. .979 














Seq. No. 


12922 




Seq. ID 


OJ990830_ 


_08 


.9C13 


.C25 


Gene No. 


27298 




Strand 










Start 


405 




End 


1087 








Name 


OJ990830 08.9C13.C25.ol 


. gs 


Method 


GENSCAN 








Start 


405 




End 


1087 








GI 


none 




Score 


.51 








Fynn ^ 


405. .610, 967. .1087 














Seq. No. 


12923 




Seq. ID 


OJ990830_ 


_08 


9C13 


.C26 


Gene No. 


27299 




Strand 


+ 








Start 


1753 




End 


1865 








Name 


OJ990830 08.9C13.C26.o2 


.gp 


Method 


AAT/GAP 








Start 


1753 




End 


1865 








GI 


LIB3477-003-P1-K1-E9 




Score 


109 









13408 



Exons 1753.. 1865 

GI Descrip. 1 2498586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 





beg. no. 


1 9 Q9 ^ 




c prT t n 

OC^i J- u 


\ju y y \j 0 -J \j 


OR QP1 ^ P96 




Gene No . 


07 o nn 

Z / jUU 




cjt" t*j=i nH 


_l_ 






O +- -y -v~ 4- 

btarc 


£ 1 4 o 






~J *J O 






Naine 


DTQQnfilfl Oft Qpl ^ P96 


00 . gp 


Method 


AAT/GAP 






OLdl L 


2145 




End 


2358 






GI 


none 




Score 


376 






Exons 


2145. .2358 












beg. in o . 


12923 




Seg. ID 


OJ990830_ 






Liene no . 


27301 




Strand 


+ 






bu air u 


7037 




End 


10380 






Name 


OJ990830 08.9C13.C26. 


ol . np 


Method 


AAT/NAP 








7037 




End 


10380 






GI 


4581155 




Score 


1518 






Exons 


7037. .7091, 8114. .884 


8, 8894 


..8996, 9150. .9593, 


9689. .10380 




GI Descrip. 


(AC006919) putative receptor 


-like protein kinase 


LraITclJJ_LvJ.(jpo JL 0 






tnaxiana J 










s; 
*l 


beg. no. 


1Z yZ 0 




Seg. ID 


OJ990830 


f)0 Qf 1 O ^96 




Gene No . 


27302 




Strand 


+ 




fl 


Start 


10380 




End 


10690 




i : 


Name 


OJ990830"'08. 9C13.C26. 


oS.gp 


Method 


AAT/GAP 




sf 


Start 


10380 




End 


10690 




~l 


GI 


none 




Score 


552 






Exons 


10380. .10690 










y 


beg . no . 


12923 




Seg. ID 


OJ990830 






Gene No . 


27303 




Strand 


+ 






Q-j- a v-h 
OlaiL 


11772 




End 


14400 






Name 


OJ990830 08.9C13.C26. 


o2 . gs 


Method 


GENSCAN 






b u ar u 


11772 




End 


14281 




p? 




none 




Score 


.8 




:i 


Exons 


11772. . 11929, 12216.. 


12309, 


12494. .12697, 12839. 


1 9Q94 

■ J. jl- Z? .7 1 , 






13234. .13311, 13432.. 


13563, 


13792. .13872, 14037. 


1 4 1 OR 


:i 




14192. . 14281 












Seg. No. 


12923 




Seg. ID 


OJ990830_ 


08.9C13.C26 




belle LNU . 


27303 




Strand 


+ 






Of 2 y+- 


11772 




End 


14400 






Name 


OJ990830 08.9C13.C26. 


06 . gp 


Method 


AAT/GAP 






Start 


12054 




End 


14285 






GI 


7253 1.R1084 




Score 


1746 






Exons 


12054. .12309, 12410. . 


12506, 


12600. .12697, 12839. 


.12994, 






13234. .13311, 13432.. 


13563, 


13792. .138 


72, 14037. 


. 14108, 






14192. .14285 












GI Descrip. 


'4581156/gbl AAD24640. 


1IAC006919 18 0.0e+00 (AC00 


6919) putative 






pyruvate kinase [Arabidopsis 


thaliana] 


t 






Seg. No. 


12923 




Seg. ID 


OJ990830_ 


08.9C13.C26 




Gene No. 


27303 




Strand 


+ 






Start 


11772 




End 


14400 






Name 


OJ990830 08.9C13.C26. 


o2 . np 


' Method 


AAT/NAP 





13409 




Start 


12593 


End 


14400 


GI 


4581156 


Score 


785 


Exons 


12593 .. 1269 1 , 12839 .. 12994 , 


13234. .13299, 134 32 .. 13563, 




13 / 92 . . 138 / 2 , 14 U3 / . . 14 108 , 


14192. .14400 


GI Descrip. 


(ACU06919) putative pyruvate 


kinase [Arabidopsis thaliana] 


Seq. No. 


i o r\ o u 

12923 


Seq. ID 


OJ990830_08 . 9C13 . C26 


Gene No . 


27304 ' 


Strand 




Start 


1290 


End 


1752 


Name 


OJ990830 08.9C13.C26.ol.gp 


Method 


AAT/GAP 


Start 


1290 


End 


1752 


GI 


LIB34 32-059-P1-K1-D8 


Score 


732 


Exons 


1290. .1752 






GI Descrip. 


* 5734616/dbj | AP000391.il AP000391 0.0e+00 Oryza sativa genomic 




DNA, chromosome 6, clone : P0538C01 1 




Seq. No. 


12923 


Seq. ID 


OJ990830_08 . 9C13 . C26 


Gene No. 


27305 


Strand 




Start 


8807 


End 


10386 


Name 


OJ990830 08.9C13.C26.o3.tc 


Method 


TBLASTX: Cress 


Start 


8117 


End 


8371 


GI 


none 


Score 


256 


Exons 


8117. .8371, 8119. .8232 






Seq. No. 


12923 


Seq. ID 


OJ990830_08 . 9C13 . C2 6 


Gene No. 


27305 


Strand 




Start 


8807 


End 


10386 


Name 


OJ990830 08.9C13.C26.o4.ts 


Method 


TBLASTX : Soybean 


Start 


8117 


End 


8374 


GI 


none 


Score 


116 


Exons 


8117. .8251, 8119. .8241, 8246 


. .8374 




Seq. No. 


12923 


Seq. ID 


OJ990830JD8 . 9C13 .C26 


Gene No. 


27305 


Strand 




Start 


8807 


End 


10386 


Name 


OJ990830 08.9C13.C26.o2.ts 


Method 


TBLASTX: Soybean 


Start 


8578 


End 


9755 


GI 


none 


Score 


125 


Exons 


8578. .8724, 8582. .8725, 9299 


..9595, 9346.. 9444, 9520.. 9594, 




9682.. 9729, 9687.. 9755 






Seq. No. 


12923 


Seq. ID 


OJ990830_08.9C13.C26 


Gene No. 


27305 


Strand 




Start 


8807 


End 


10386 


Name 


OJ990830 08.9C13.C26.o4.gp 


Method 


AAT/GAP 


Start 


8807 


End 


9037 


GI 


3762990 


Score 


437 


Exons 


8807. .9037 






Seq. No. 


12923 


Seq. ID 


OJ990830_08.9C13.C26 


Gene No . 


27305 


Strand 




Start 


8807 


End 


10386 


Name 


OJ990830 08.9C13.C26.ol.tm 


Method 


TBLASTX: Maize 


Start 


9296 


End 


10326 


GI 


none 


Score 


129 


Exons 


9296.. 9451, 9488.. 9595, 9682 


..9783, 9804. .10034, 9805. .10035, 




10114 . .10302, 10114. .10326 







13410 




Seq. No. 


12923 






Seq. ID 


OJ990830 


_08.9C13 


.C26 


Gene No. 


27305 






Strand 








Start 


8807 






End 


10386 






Name 


OJ990830 08.9C13.C26 


. ol . tc 


Method 


TBLASTX : 


Cress 




Start 


9311' 






End 


10302 






GI 


none 






Score 


109 






Exons 


9311. . 


9430, 9446. . 9595, 9682 


! . . 9777, 97E 


17. . 10023, 9930. . 


1002 




10108. 


.10221, 10192. 


.10302 










Seq. No. 


12923 






Seq. ID 


OJ990830 


_08.9C13 


.C26 


Gene No. 


27305 






Strand 


- 






Start 


8807 






End 


10386 






Name 


OJ990830 08.9C13.C26 


.ol.ts 


Method 


TBLASTX : 


Soybean 




Start 


9759 






End 


10386 






GI 


none 






Score 


352 






Exons 


9759. . 


10022, 9772.. 10026, 10105 10332 , 


10105 . . 


10386 




Seq. No. 


12923 






Seq. ID 


OJ990830 


_08 . 9C13 


.C26 


Gene No. 


27305 






Strand 








Start 


8807 






End 


10386 






Name 


OJ990830 08.9C13.C26 


.o2.tw 


Method 


TBLASTX: 


Wheat 




Start 


10117 






End 


10338 






GI 


none 






Score 


190 






Exons 


10117. 


.10338, 10123. 


.10212 










Seq. No. 


12923 






Seq. ID 


OJ990830 


_08 . 9C13 


.C26 


Gene No. 


27306 






Strand 








Start 


12196 






End 


14314 






Name 


OJ990830 08.9C13.C26 


.o2.tm 


Method 


TBLASTX: 


Maize 




Start 


12196 






End 


12702 






GI 


none 






Score 


39 






Exons 


12196. 


.12219, 12214. 


.12306, 


12232. .12321, 12234 


. .12317, 






12395. 


.12505, 12409. 


.12504, 


12593. .12700, 12598 


. .12702 




Seq. No. 


12923 






Seq. ID 


OJ990830 


_08 . 9C13 


.C26 


Gene No. 


27306 






Strand 








Start 


12196 






End 


14314 






Name 


OJ990830 08.9C13.C26 


.o3. ts 


Method 


TBLASTX: 


Soybean 




Start 


12237 






End 


14284 






GI 


none 






Score 


65 






Exons 


12237. 


.12308, 12238. 


.12309, 


12240. .12308, 12395 


. .12505, 






12409. 


.12504, 12592. 


.12702, 


12593. .12700, 12832 


. .12 987, 






12839. 


.13000, 13231. 


.13314, 


13233. .13313, 13396 


. . 13566, 






13429. 


.13566, 13446. 


.13568, 


13455. .13571, 13789 


. .13839, 






13843. 


.13884, 14036. 


.14107, 


14037. .14108, 14186 


. .14284, 






14191. 


.14283 












Seq. No. 


12923 






Seq. ID 


OJ990830 


_08.9C13 


. C26 


Gene No. 


27306 






Strand 








Start 


12196 






End 


14314 






Name 


OJ990830 08.9C13.C26 


.o2.tc 


Method 


TBLASTX: 


Cress 




Start 


12237 






End 


13000 






GI 


none 






Score 


63 






Exons 


12237. 


.12305, 12238. 


.12306, 


12238. .12303, 12240 


. . 12305, 






12395. 


.12505, 12409. 


.12504, 


12413. .12505, 12593 


. .12700, 






12598. 


.12702, 12832. 


. 12993, 


12839. .13000 







13411 



Seq. No. 12923 
Gene No. 27306 
Start 12196 

Name OJ990830_08 . 9C13 . C26 . o3 . tm 

Start 12825 
GI none 
Exons 12825. 

13215. 

13431. 

14034. 

14186. 



12995, 12829. 

13313, 13231. 

13568, 13791. 

14108, 14036. 

14314, 14190. 



12984, 
13314, 
13868, 
14113, 
14282, 



Seq. ID OJ990830_08.9C13.C26 
Strand 

End 14314 

Method TBLASTX : Mai ze 

End 14314 

Score 125 
12832. .13005, 12839 13000, 
13396. .13566, 134 30. .13561, 
137 92. .13884, 137 93. .1387 6, 
14036. .14107, 14172. . 14282, 
14191. .14283 



Seq. No. 12923 
Gene No. 27306 
Start 12196 

Name OJ990830_08 . 9C13 . C26 . o4 . tc 

Start 13215 
GI none 

Exons 13215. .13313, 13231. .13317, 

134 43. . 13568, 13789. .13872, 
1404 9. .14117, 1418 9. .14284, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990830_08.9C13.C26 
14314 

TBLASTX: Cress 

14284 

135 



13396. .13566, 13429. .13563, 
137 91. .138 68, 14006 14 116, 
14191. .14283 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12923 
27306 
12196 
OJ990830 
13477 
none 
13477 
13789 
14034 
14191 



08.9C13.C26.ol.tw 



.13563, 
.13872, 
.14108, 
.14283 



13479. 
13791. 
14034. 



13556, 
13892, 
14108, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
13479. .13571, 
13792. .13884, 
14166. .14282, 



OJ990830 08.9C13.C26 



14314 

TBLASTX: Wheat 
14314 
70 

13480. .13566, 
14033. .14107, 
14186. .14314, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12924 Seq. ID 

27307 Strand 

1 End 

OJ990830_08 . 9C13 . C27 . ol .np Method 

1 End 

4581156 Score 



OJ990830_08.9C13.C27 
+ 

1324 
. AAT/NAP 
1082 
458 



1..33, 100. .167, 251. .350, 483. .542, 934. .1082 

(AC006919) putative pyruvate kinase [Arabidopsis thaliana] 



Seq. No. 12924 

Gene No. 27307 

Start 1 

Name OJ990830__08 . 9C13 . C27 . ol . tm 

Start 90 

GI none 
Exons 



Seq. ID OJ990830_08.9C13.C27 

Strand + 

End 1324 

Method TBLASTX: Maize 

End 1324 

Score 82 



90. .167, 99. .167, 100. .168, 100. .168, 248. .349, 249. .356, 
464. .541, 473. .544, 480. .596, 954. .1088, 954. .1088, 955. .1089, 
956. .1102, 1147. .1185, 1153. .1185, 1154. .1186, 1188. .1229, 
1192. .1230, 1193. .1246, 1268. .1321, 1268. .1324 



Seq. No. 
Gene No. 
Start 



12924 
27307 
1 



Seq. ID OJ990830_08.9C13.C27 
Strand + 
End 1324 



13412 






Name 


OJ990830_08. 9C13.C27.ol 


. tw 


Method 


TBLASTX: Wheat 




Of nrf 

blait 


QH 




End 


1085 




p t 
bl 


none 




Score 


83 






on 1 &i qq i £7 i nn 

?U. . 1D/| jj. ,1D/, 1UU.. 


168, 248. .349, 


249. .356, 249. .359, 






R/1 1 /I coo All 


. .539, 


480. .596, 481. .540, 954. .1085, 






QCC 1 f|ft 4 
!?JD . .J.UOf± 










beq . no . 


1 ^ Z?Z *± 




Seq. ID 


OJ990830_08 . 9C13 . C27 




Gene No. 


27307 




Strand 


+ 




Start 


1 




End 


1324 




Naine 




. TJ.C 


Method 


TBLASTX: Cress 










End 


1108 




pt 
bl 


none 




Score 


107 




Exons 


qq i fn i nn 1 £R 1 9^ 


.173, 


240. .347, 


248. .331, 248. .349, 






94Q A&A R^9 4RH 


. . d y o , 


954. .1085, 956. .1108 




Seq. No. 


12924 




Seq. ID 


OJ990830_08.9C13.C27 




Gene No. 


27307 




Strand 


+ 






i 




End 


1324 




Name 


PiTQQnff^H HP. QPI Q P97 r\1 


4- c. 

. ts 


Method 


TBLASTX: Soybean 




OLarT. 


Q Q 

y y 




End 


530 




P T 
bl 


none 




Score 


107 


□ 


Exons 


qq 167 inn 1 6R o/Q 


"5 / Q 


249. .356, 


464.. 529, 480. .530 


'iaf 


Seq. No. 


12924 




Seq. ID 


OJ99,0830_08 . 9C13 .C27 




Gene No. 


27307 




Strand 


+ 




Otalt 


i 




End 


1324 




Name 


ujyyuoou Uo . ybio . / . ol 


.gs 


Method 


GEN SCAN 




C -1 1 +- 

btart 


inn 
1UU 




End 


1085 




bl 


none 




Score 


. 66 


i ; 
'fear 


Exons 


inn i oci Ten zoo 
1UU..10/, ZjI . . ODU/ 4oj 


. .542, 


972. . 1085 


: 3? 


o e q . no. 


1 9 Q9 /l 




Seq. ID 


OJ990830_08 . 9C13.C27 




P, o ri tfi KI/-^ 


27307 




Strand 


+ 




Start 


1 




End 


1324 


"a j 


Name 


OJ990830 08.9C13.C27.ol 


.gp 


Method 


AAT/GAP 




OLdl L 


327 




End 


1278 


; "* 

i s? 


PT 
bl 


7253 4.R1084 




Score 


766 




HiXOIlo 


327.1.350, 483.. 542, 934 


. .1278 






.: c;. 

: : =: 




1 458il56/gb|AAD24640.1|AC006919 18 1.0e-33 (AC006919) putative 






pyruvate kinase [Arabidopsis 


thaliana] 


i 




Seq. No. 


12924" 




Seq. ID 


OJ990830_08.9C13.C27 




Gene No. 


27307 




Strand 


+ 






1 




End 


1324 




Name 


OJ990830 08.9C13.C27.o2, 


.ts 


Method 


TBLASTX: Soybean 




o tar l 


954 




End 


1102 




p t 

bl 


none 




Score 


195 




Exons 


954. .1088, 956. .1102 










Seq. No. 


12925 




Seq. ID 


OJ990830_08.9C13.C28 




Gene No. 


27308 




Strand 


+ 




Start 


4033 




End 


4378 




Name 


OJ990830 08. 9C13.C28.ol. 


■ gp 


Method 


AAT/GAP 




Start 


4033 




End 


4378 




GI 


none 




Score 


660 




Exons 


4033. .4378 









13413 



Seq. No. 


12925 








mono Mo 


27309 










5272 








Name 


OJ990830 08 


. 9C13 


.C28.o2 


. tin 


■start. 


186 








riT 

OX 


none 








Exons 


186. .242, 186. .251, 190 


9 


Seq. No. 


12925 








Gene No. 


27309 










5272 








Name 


OJ990830 08 


.9C13 


,C28.ol 


. L W 




ijji 








PT 


none 








Hi lO 


1531. .1599, 


1533 


. .1601, 


1 vO J • 




1865. .1906, 


1865 


. .1906, 


9 9 "3^ 


C art K7f> 
oeq . 1NU . 


12925 








bene ino . 


27309 








Start 


5272 








Name 


OJ990830_08 


. 9C13 


.C28.ol 


.tm 












OX 


none 








Exons 


5196. .5438, 


5196 


. .5516,. 


CI QT 




5869. .6024, 


5870 


. .6025,- 


Do / U . 




6102. .6155, 


6102 


. .6257, 


£1 79 




6371. .6505 








Seq. No. 


12925 








Gene No. 


27309 








oldl L 


5272 








Name 


OJ990830 08 


. 9C13 


.C28 ,o2 


. L. S 


Q+- a V+- 


5206 










none 








Exons 


5206. .5523, 


5210 


. .5344, 


D H U 3 . 




5870. .5965 








Seq. No. 


12925 








Gene No. 


27309 








Start 


5272 








Name 


OJ990830 08 


. 9C13 


.C28.ol 


.np 


Start 


5272 








GI 


3023751 









Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990830_08.9C13.C28 
6509 

TBLASTX: Maize 

563 

77 

, 354. .563, 359. .562 
OJ990830 08.9C13.C28 



6509 

TBLASTX: Wheat 
2291 
65 

,1805, 1694. .1807, 1694. .1885, 
,2291 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990830 08.9C13.C28 



6509 

TBLASTX: Maize 
6509 
119 

5523, 5198.. 5524, 5868.. 6023, 
6025, 6070.. 6228, 6098.. 6151, 
6228, 6330.. 6503, 6330.. 6509, 



OJ990830JD8. 9C13.C28 
6509 

TBLASTX : Soybean 

5965 

111 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5524, 5605. .5649, 5869. .5964, 



Exons 

GI Descrip. 



5272. .5523, 5872. .6024, 



Seq. ID OJ990830_08.9C13.C28 
Strand 

End 6509 

Method AAT/NAP 

End 6509 

Score 257 
.6225, 6339.. 6509 



6103. 

70 KD PEPTIDYLPROLYL ISOMERASE . ( PEPTIDYLPROLYL CIS-TRANS 
ISOMERASE) (CYCLOPHILIN) (PPIASE) gi | 107 6772 | pir | | S55383 
peptidylprolyl isomerase (EC 5.2.1.8) - wheat 
gi|854626|emb|CAA60505| (X86903) peptidylprolyl isomerase 
[Triticum aestivum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



12925 
27309 
5272 

OJ990830 

5980 

none 



08.9C13.C28.ol.ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990830_08 . 9C13.C28 
6509 

TBLASTX : Soybean 

6509 

67 



13414 






Exons 


coon CH91 RQQH 


. . 0 U Z 4 , O ± 1 Z 


..6228, 6113. .6142, 


Dl/Z. .DZ40, 






/T'399 ^QfM £994 


ac.nc: £997 
. . DOUD/ ooz / 


. . DO U .7 








Seq. No. 


12926 




Seq. ID 


OJ990830_ 


_08.9C13.C29 




Gene No. 


27310 




Q +- y- a T-i H 








Start 


Z ± 1 




Ji.na 


9ft Q 

O O i7 






Name 




. l>z y . oi . gs 


ixiet nou 


oliilNo^rilN 






_Start 


Oil 
Z 1 1 






9ft Q 

JO J 






GI 


none 




otui 


7ft 






Exons 


911 "3ft Q 
ill . . jo y 












Seq. No. 


12927 




Seq. ID 


OJ990830_ 


_08.9C13.C30 




Gene No. 


27311 




O LIT ailU 








btart 


ft 4 




i_na. 


1 Q£ 
-L :? O 






Name 


nTQQPlQ9Pl Pift QP1 9 


. lju . oi . gs 










Start 


Q /I 
O 4 




i_nci 


1 Q£ 

ly V 






bl 


none 




Score 








Exons 


ft 4 1 

o 4 . . l^O 












Seq. No. 


12928 




Seq. ID 


OJ990830_ 


_08.9C13.C32 




Gene No. 


27312 




o L ZTdiKa 


^_ • 






otart 


ft Q 9 
o y O 




Cjiia 


9 07 4 
Z U / 4 






Name 


ujyyuoou uo . ybio 


. LjZ .01 . gs 


jxiernoa 


oEjLNobr\lN 




r 3 ; 
i ; 


, Start 


o y o 




c — -i 


9 H7 4 
Z U / 4 






GI 


none 




Score 


4 Q 






Exons 


QQO QQC 1 Pi £ 1 


i 1 £ 9 Q 
± 4 U O , J. 0 *3 :? . . 


l / 4 / , ± y o4 


9 H 7 A 
. . Z U / 4 




i 3 i ? 


Seq. No. 


12928 




Seq. ID 


OJ990830_ 


_08.9C13.C32 




Gene No. 


27313 




btrana 








Start 


ZZ / 1 




Hina 


9 ft £ 1 
Zdul 




!:f! 


Name 


ujyyuo ju uo . ytij 


poo ~ o „ 
. b jZ . OZ . gs 


Method 


bhjiNobAJN 




rl! 


Start 


9 9 9 1 

ZZ / 1 




i_na. 


9 Q £ 1 
Z O Dl 






GI 


none 




Score 


ft Q 




□ 


Exons 


9911 9 Q £1 
ZZ/1. . Z 0 O 1 










"i u i 


Seq. No. 


12929 




Seq. ID 


OJ990830_ 


_08.9C13.C33 




Gene No. 


27314 




Q+- van H 


i 






otart 






i_na 


ft 9ft 

O jo 




a 


Name 


ujyyuo jU uo . yti j 


P99 1 rrr^ 

.tjj.oi. gp 


L v ier.no a 


A7\T /PAD 
HH1 / {jf\r 






o tar t 


/IOC 

4 j j 




i_na 


ft ^ft 
O JO 




□ 


C T 


none 




Score 


7 £>1 






Exons 


Q 9ft 
4 J D . . 0 jo 












beq . mo . 


1 9 Q 9 n 

xz y ju 




Seq. ID 


OJ990830_ 








27315 




Strand 








Start 


1 




End 


1207 






Name 


OJ990830 09.9C23 


.C2.ol.gp 


Method 


AAT/GAP 






Start 


1 




End 


968 






GI 


.23415 1.R1084 




Score 


995 






Exons 


1..114, 228. .350 


, 434. .511, 


596. .745, 


872. .968 






GI Descrip. 


! 2252840 3.0e-09 


(AF013293) 


contains regions of 


similarity to 



Haemophilus influenzae permease (SP:P38767) [Arabidopsis 
thaliana] >gi_604 9882_gb_AAF02797 . 1_AF195115_17 (AF195115) 
contains regions of similarity to Haemophilus influenzae 
permease (SP:P38767) [Arabidopsis thaliana] ? 



Seq. No. 12930 Seq. ID OJ990830_09 . 9C23 . C2 



13415 



Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27315 
1 

OJ990830_09. 9C23.C2.ol.np 
1 

730125 



Strand 
End 

Method 
End 
Score 



1207 
AAT/NAP 
1207 
661 

1..114, 228. . 350, 434. .511,. 596. .745, 872. .975, 1175. .1207 
NADPH-CYTOCHROME P450 REDUCTASE gi | 322739 | pir | IS31502 
NADPH---f errihemoprotein reductase (EC 1.6.2.4) - Madagascar 
periwinkle gi | 18139 | emb | CAA4 9446 | (X69791) 
NADPH — f errihemoprotein reductase [Catharanthus roseus] 



12930 Seq. ID 

27315 Strand 

I End 
OJ990830_09.9C23.C2.ol.ts Method 

II End 
none Score 



OJ990830_09.9C23.C2 
1207 

TBLASTX : Soybean 

971 

115 



11. .115, 13. .117, 14. .115, 45. .125, 215. .349, 216. .'350, 
217. .351, 404. .487, 426. .512, 433. .513, 434. .514, 585. .644, 
594. .749, 596. .745, 872. .970, 873. .971, 873. .971 



Seq. No. 12930 Seq. ID 

Gene No. 27315 Strand 

Start .1 ♦ End 

Name ' OJ990830_09 . 9C23 . C2 . ol . tc Method 

Start 13 End 

GI none Score 
Exons 



OJ990830_09.9C23.C2 
1207 

TBLASTX: Cress 

965 

59 



13. .117, 14. .70, 25. .120, 216.-. 350, 228. .350, 229. .384, 
432. .512, 434. .514, 594. .749, 596. .757, 596. .745, 872. .964, 
873. .965 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12930 
27315 
1 

OJ990830_09. 9C23.C2 .ol.tm 
13 

none 



Seq. ID OJ990830_09. 9C23.C2 
Strand 
End 

Method 
End 
Score 



1207 

TBLASTX: Maize 

668 

146 



13. .117, 15. .116, 16. ,120, 216.. "350, 217. .351, 426. .512, 
433. .522, 434. .514, 585. .662, 594. .668, 59^. .667 



Seq. No. 12930 Seq. ID 

Gene No. 27315 Strand 

Start 1 End 

Name OJ990830_09 . 9C23 . C2 . ol . tw Method 

Start 220 End 

GI none Score 

Exons 220.. 345, 222.. "350, 228.. 350, 403.. 513, 426 

434. .514, 585. .719, 594. .749, 596. .745, 661 

872. .967, 872. .967, 873. .971, 873. .968 



OJ990830_09.9C23.C2 
1207 

TBLASTX: Wheat 
971 
132 



,512, 433. 
,747, 871. 



513, 
966, 



Seq. No. 12930 Seq. ID 

Gene No. 27315 Strand 

Start 1 End 

Name OJ990830_09 . 9C23 . C2 . ol . gs Method 

Start 228 End 

GI none Score 
Exons 



OJ990830_09. 9C23.C2 

1207 
GEN SCAN 
995 
.65 



228. .350, 434. .511, 596. .729, 872. .995 



13416 



Seq. No. 


12930 


Seq. ID 


OJ990830_09.9C23.C2 


Gene No. 


27315 


Strand 




a rt 


1 


JliXlCl 


1 907 


Name 




Method. 


1 bLiAb i a : Maize 


Of- -a v-f- 




Lna 


y / 1 




none 


Score 


1 1 c 
11 J 


LAUl ID 


fifift 74S fifiQ 7dQ £7ft 7dfi 


079 Q7H 


Ol 1 ; QCQ QT'S Q*71 




R74 QfiQ 




Seq. No. 


12931 


Seq. ID 


OJ990830_09. 9C23.C3 




27316 


C +- -r n 
Oil a I 1U 


r 


Of- r 4- 




JjUU 


£ £ /I 1 
O Oft 1 






ful /"\ 4~ V** 




Start 


*J \J -J Zs 


CjXICL 


O 0 H 1 


(IT 


none 


Score 


c 
. 0 




^fi^Q ^fi7Q SQQ4 61 7ft 6^ft9 






Seq. No. 


12931 


Seq. ID 


OJ990830_09.9C23.C3 


Gene No. 


27317 


Strand 




Start 


1 


End 


2863 


Name 


OJ990830 09.9C23.C3.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2863 


GI 


.2580499 


Score 


499 


Exons 


1..23, 679. .753, 1214. .1250, 


1346. .1429, 1519. .1576,- 2144. .2220, 



2328.. 2387, 2522.. 2863 
GI Descrip. (U6718 6) NADPH: f errihemoprotein' oxidoreductase [Eschscholzia 
calif ornica] 



Seq. No. 12931 

Gene No. 27317 

Start 1 

Name OJ990830_09 . 9C23 . C3 . ol . gs 

Start 684 

GI none 
Exons 



Seq. ID OJ990830_09.9C23.C3 
Strand 

End 2863 

Method GEN SCAN 

End 2824 

; Score . 9 

684. .753, 1214. .1250, 1519. .1576, 2144. .2220, 2328. .2387, 
2522.. 2824 



Seq. No. 12931 

Gene No. 27318 

Start 3692 

Name OJ990830_09 . 9C23 . C3 . ol . ts 

Start 669 

GI none 

Exons 669.. 755, 671.. 754, 676.. 756, 
1322. .1438, 1519. .1590, 1520. 

Seq. No. 12931 
Gene No. 27318 
Start 3692 

Name OJ990830_09 . 9C23 . C3 . ol . tm 

Start 682 
GI none 

Exons 682.. 753, 682.. 753, 683.. 754, 

1319. .1432, 1344. .1439, 1518. 
2141. .2221, 2145.. 2222, 2326. 
2522.. 2617, 2523.. 2696, 2660. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1308 
.1603 



OJ990830_09. 9C23.C3 
12366 

TBLASTX: Soybean 
1603 
84 

1388, 1316.. 1429, 



Seq. ID OJ990830_09i-SC23:C3 
Strand' 

End 12366 

Method TBLASTX : Mai ze 

End 2696 

Score 96 

1132.. 1257, 1179.. 1250, 



.1577, 1519. 
.2385, 2328. 
.2680 



.1590, 1520. .1579, 
.2399, 2331. .2390, 



13417 



Seq. No. 12931 

Gene No. 27318 

Start 3692 

Name OJ9908 30_0 9 . 9C23 . C3 . ol . tc 

Start 683 

GI none 
Exons 



OJ990830 09.9C23.C3 



Seq. ID 
Strand 
End 

Method 
End 
Score 

683. .754, 691. .756, 1293. .1439, 1316. .1432, 1512. .1586; 
1517. .1576, 1519. .1590, 1520. .1591, 2331. .2390, 2522. .2602, 
2526. .2618 



12366 

TBLASTX: Cress 

2618 

73 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12931 



Seq. ID OJ990830 09.9C23.C3 



27318 Strand 
3692 End " 12366 

OJ990830_09 . 9C23 . C3 . o2 . np Method AAT/NAP 

3692 End 8363 

6069646 Score 395 

3692. .4021, 8326. .8363 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 


12931 


Seq. ID 


. i O.J990830_09. 


9C23 


.C3 


Gene No. 


27318 


Strand 








Start 


3692 


End 


12366 






Name 


OJ990830 09.9C23.C3.o3.gs 


Method 


GENSCAN 






Start 


6965 


End 


12366 






GI 


none 


Score 


.41 






Exons 


6965. .7566, 8520. .8675, 9165. 


.9264, 12226. .12366 






Seq. No. 


12932 


Seq. ID 


OJ990830_09. 


9C23 


.C4 


Gene No. 


27319 


Strand 


+ 






Start 


634 


End 


999 






Name 


OJ990830 09.9C23.C4.ol.gp 


Method 


AAT/GAP 






Start 


634 


End 


999 






GI 


3255 1.R1084, 


Score 


637 






Exons ' 


634. .999 










GI Descrip. 


' 4206065/gb|AF064 853 IAF064 853 


2.0e-09 


Homo sapiens 


map 


7qter ; 




41.64cR from WI-8540 repeat region, complete sequence' 




Seq. No. 


12932 


Seq. ID 


OJ990830_09. 


9C23 


.C4 


Gene No. 


27320 


Strand 








Start 


1 


End 


1709 







Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



OJ990830_09. 9C23.C4 .ol.np 
1 End 
3953467 Score 
1. .21, 1233. .1387, 167 6. .1709 
(AC002328) F20N2.12 [Arabidopsis thaliana] 



Method AAT/NAP 
1709 
95 



12932 Seq. ID OJ990830_09 . 9C23 . C4 

27320 Strand 

1 End 1709 

OJ990830_09 . 9C23 . C4 . ol . gs Method GENSCAN 

922 End 1315 

none Score .69 



13418 



Exons 


m 

922 . . 994, 1277 . . 1315 




• 


Seq. No. 


12933 


Seq. ID 


OJ990830_09. 9C23 


Gene No. 


27321 


Strand 


+ 


Start 


51 


End 


597 


Name 


OJ990830 09. 9C23 . C5 . ol . gs 


Method 


GENSCAN 


Start 


51 


End 


502 


GI 


none 


Score 


.48 


Exons 


51 . .89, 284 . . 502 






Seq. No. 


12933 


Seq. ID 


OJ990830_09. 9C23 


Gene No. 


27321 


Strand 


+ 


Start 


51 


End 


597 


Name 


OJ990830 09. 9C23 . C5 . ol . np 


Method 


AAT/NAP 


Start 


280 


End 


597 


GI 


3193332 


Score 


103 


Exons 


280. .597 






GI Descrip. 


(AF069299) similar to Arabidopsis AT-hook protein 1 




(GB:AJ222585) [Arabidopsis thaliana] 




Seq. No. 


12933 


Seq. ID 


OJ990830_09.9C23 


Gene No. 


27321 


Strand 


+ 


Start 


51 


End 


597 


Name 


OJ990830 09.9C23.C5.ol.tm 


Method 


TBLASTX: Maize 


Start 


281 


End 


526 


GI 


none 


Score 


84 


Exons 


281. .355, 281. .343, 283. .405, 


322. .444 


, 341. .526, 341.. 


Seq. No. 


12934 


Seq. ID 


OJ990830_09.9C23 


Gene No. 


27322 


Strand 


+ 


Start 


925 


End 


1079 


Name 


OJ990830 09.9C23.C6.ol.gs 


Method 


GENSCAN 


Start 


925 


End 


1079 


GI 


none 


Score 


.43 


Exons 


925. .1079 






Seq. No. 


12935 


Seq. ID 


OJ990830_09.9C23 


Gene No". 


27323 


. Strand 


+ 


Start 


711 


End 


6498 


Name 


OJ990830 09.9C23.C7.ol.gp 


Method 


AAT/GAP 


Start 


711 


End 


3351 


GI 


16840 1.R1084 


Score 


1984 


Exons 


711. .861, 947. .1118, 2031. .2123, 2230. 


.2369, 2478.. 2570, 




2667. .2734, 2825. .2895, 3006. 


.3351 




GI Descrip. 


'5672692/dbj IBAA82696.il 1 . Oe 


-116 (AB028448) nuclease I 




vulgare] 1 






Seq. No. 


12935 


Seq. ID 


OJ990830JD9. 9C23 


Gene No. 


27323 


Strand 


+ 


Start 


711 


End 


6498 


Name 


OJ990830 09.9C23.C7.ol.gs 


Method 


GENSCAN 


Start 


742 


End 


6498 


GI 


none 


Score 


.7 


Exons 


742. .861, 947. .1118, 2031. .2123, 2230. 


.2369, 2478. .2570, 




2631.. 2734, 3698.. 3868, 3924. 


.4044, 4101. .4432, 6462. .6' 


Seq. No. 


12935 


Seq. ID 


OJ990830_09. 9C23 



13419 



# • 





27323 




Strand 


+ 


Start 


711 




End 


6498 


Name 


OJ990830 09.9C23 


. C7 . ol . np 


Method 


AAT/NAP 


Start 


751 




End 


3121 


GI 


3242403 




Score 


946 




751. .861, 947. .1118, 2031. .2123, 2230.. 


2369, 2478 . . 2570, 




2667.. 2734, 2825 


..2895, 3006. 


.3121 




GI Descrip. 


(D83178) endonuclease [Hordeum vulgare] 




Seq. No. 


12935 




Seq. ID 


OJ990830_09.9C23.C7 


Gene No. 


27324 




Strand 




Start 


5472 




End 


5730 


Name 


OJ990830 09.9C23 


.C7.o2.gp 


Method 


AAT/GAP 


Start 


5472 




End 


5730 


GI 


none 




Score 


389 


Exons 


5472. .5730 








Seq. No. 


12935 




Seq. ID' 


OJ990830 09. 9C23 . C7 


Gene No. 


27325 




Strand 




Start 


5774 




End 


7856 


Name 


OJ990830 09.9C23 


.C7.ol.tm 


Method 


TBLASTX: Maize 


Start 


811 ' 




End 


3115 


GI 


none 




Score 


91 


Exons 


811. .861, 819. .8 


60, 949. .993, 


956. .1048 


, 995. .1045, 1048. .1 




1049.. 1120, 2023 


..2049, 2027. 


.2059, 2053. .2124, 2054. .2122, 




2056.. 2124, 2228 


..2362, 2232. 


.2372, 2241. .2372, 2475. .2567, 




2477.. 2572, 2478 


..2570, 2661. 


.2735, 2666. .2740, 2821. .2895, 




2823.. 2906, 3001 


..3084, 3005. 


.3115, 3005.. 3103 


Seq. No. 


12935 




Seq. ID 


OJ990830_09.9C23.C7 


Gene No. 


27325 




Strand 




Start 


5774 




End 


7856 


Name 


OJ990830 09.9C23 


.C7.ol.ts 


Method 


TBLASTX : Soybean 


Start 


814 




End 


2372 


GI 


none 




Score 


73 


Exons 


814. .867, 956. .1093, 2051. .2128, 2238.. 


2372, 2255.. 2362 


Seq. No. 


12935 




Seq. ID 


OJ990830JD9. 9C23.C7 


Gene No. 


27325 




Strand 




Start 


5774 




End 


7856 


Name 


OJ990830 09.9C23 


.C7.ol.tw 


Method 


TBLASTX: Wheat 


Start 


814 




End 


1120 


GI 


none 




Score 


74 


Exons 


814. .861, 814. .8 


61, 946. .1116 


, 956. .1120 


Seq. No. 


12935 




Seq. ID 


OJ990830JD9. 9C23.C7 




27325 




Strand 




Start 


5774 




End 


7856 


Name 


OJ990830 09.9C23 


.C7.o2.tm 


Method 


TBLASTX : Maize- 


Start 


5772 




End 


7619 


GI 


none 




Score 


82 


Exons 


5772.. 5822, 5792 


..5821, 5903. 


.5932, 5904. .5930, 5906. .5935, 




5907.. 5933, 6004 


..6087, 6020. 


.6103, 6023. .6094, 6024. .6095, 




6532.. 6636, 6564 


..6635, 6565. 


.6639, 6751. .6816, 6756. .6821, 




6757.. 6822, 7315 


..7380, 7334. 


.7393, 7335.-7388, 7491. .7562, 




7494 . .7619 









13420 




Seq. No. 12935 

Gene No. 27325 

Start 5774 

Name OJ990830_09 . 9C23 . C7 . o2 . 

Start 5774 

GI 6728991 

Exons 5774.. 5820, 5905.. 5931, 
7334.. 7392, 7506.. 7554, 
GI Descrip. (AC018363) unknown prot 

Seq. No. 12936 

Gene No. 27326 

Start 51 

Name OJ990830JD9 . 9C23 . C8 . ol . 

Start 51 

GI none 

Exons 51.. 150, 366.. 450, 928. 




Seq. ID OJ990830_09.9C23.C7 
Strand 

End 7856 
np Method AAT/NAP 

End 7856 
Score 328 
6022;. 6091, 6565.. 6634, 6760.. 6819, 
7702. .7856 
ein [Arabidopsis thaliana] 

Seq. ID OJ990830_09.9C23.C8 

Strand + 

End 1370 

gs Method GENSCAN 

End ' 1370 

Score . 6 
.985, 1250. .1370 





Seq. No. 


12937 




Seq. ID 


OJ990830 


_09. 9C23.C9 




Gene No. 


27327 




Strand 


+ 






Start 


1674 




End 


3135 






Name 


OJ990830 09.9C23.C9.ol. 


gs 


Method . 


GENSCAN 






Start 


1674 




End 


3135 




.1 Bj. 
L J 


GI 


none 




Score 


.74 






Exons 


1674,. 1787, 1830.. 1961, 


2005. 


.2133, 2500. .2631, 


3058. .3135 


U! 

m. 


Seq. No. 


12937 




Seq. ID 


OJ990830 


_09. 9C23.C9 




Gene No. 


27328 




Strand 


+ 




•"so? 


Start 


3737 




End 


6964 






Name 


OJ990830 09.9C23.C9.ol. 


np 


Method 


AAT/NAP 






Start 


3737 




End 


6961 




n \ 


GI 


6907089 




Score 


4171 




; s? 


Exons 


3737. .4998, 5092. .6961 










U 


GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 




S 


Seq. No. 


12937 




Seq. ID 


OJ990830_ 


_09.9C23.C9 


!3SS 


Gene No. 


27328 




Strand 


+ 




b 


.Start 


3737 




End 


6964 




r * \ 


Name 


OJ990830 09. 9C23.C9.o2. 


gs 


Method 


GENSCAN 






Start 


3737 




End 


6964 




f s l 


GI 


none 




Score 


. 9 






Exons 


3737. .6964 











Seq. No. 12937 Seq. ID OJ990830_09 . 9C23 . C9 

Gene No. 27329 Strand + 

Start 16914 End 17664 

Name OJ990830_09. 9C23 . C9 . o3 . np Method AAT/NAP 

Start 16914 End 17664 

GI 5922623 - Score 330 

Exons 16914. .16994, 17361.. 17664 

GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 

gil 6016856|dbj IBAA85199.il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 
Gene No. 
Start 



12937 
27330 
7608 



Seq. ID 

Strand 

End 



OJ990830 09.9C23.C9 



17421 



13421 




Name OJ990830_09 . 9C23 . C9 . o2 . np Method AAT/NAP 

Start 7608 End 16331 

GI 6498441 Score 6764 

Exons' 7608.. 7889, 7983.. 9380, 9552.. 10036, 10229 .. 104 67 , 10642 .. 10776, 

10960. .11333, 11397. .11860, 12190 .. 13188 , 16267. .16331 

GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 





Seq. No. 


12937 








Seq. ID 


OJ990830_09. 9C23.C9 




Gene No. 


27330 








Strand 






Start 


7608 








End 


17421 




Name 


•OJ990830 09. 


9C23 


.C9.o4 . 


tm 


Method 


TBLASTX: Maize 




Start 


7608 








End 


7748 




GI 


none 








Score 


119 




Exons 


7608 . . 7748, 


7627 


. . 7743 










Seq. No. 


12937 








Seq. ID 


OJ990830_09. 9C23.C9 




Gene No . 


27330 








Strand 






Start 


7608 








End 


17421 




Name 


OJ990830 09. 


9C23 


.C9.o6. 


tw 


Method 


TBLASTX: Wheat 




Start 


7617 ~~ 








End 


8219 




GI 


none 








Score 


69 




Exons 


7617 . .7742, 


7630 


. .7743, 


7935 . 


.8219, 7936.. 8214 


B 


Seq. No. 


12937 








Seq. ID 


OJ990830_09.9C23.C9 




Gene No . 


27330 








Strand 






Start 


7608 








End 


17421 




Name 


OJ990830 09. 


9C23 


,C9.o4 . 


tw 


Method 


TBLASTX: Wheat 


III 


Start 


8220 _ 








End 


8601 




GI 


none 








Score 


165 


• s 'i i 
! i-; 


Exons 


8220. .8600, 


8251 


. .8499, 


8545 . 


.8601 




.n oj. 


Seq. No. 


12937 








Seq. ID 


OJ990830_09. 9C23.C9 




Gene No. 


27330 








Strand 




* h' 


Start 


7608 








End 


17421 




Name 


OJ990830 09. 


9C23 


.C9.o2. 


tm 


Method 


TBLASTX: Maize 


, -i 


Start 


8415 








End 


8738 . ' ' 




GI 


none 








Score 


191 


'so! 

□ 


Exons 


8415. . 8738, 


8428 


. .8709 










Seq. No. 


12937 








Seq. ID 


OJ990830_09.9C23.C9 




Gene No. 


27330 








Strand 






Start 


7608 








End 


17421 




Name 


" OJ990830 09. 


9C23 


.C9.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


8991 








End 


9557 




GI 


5666795 








Score 


68 




Exons 


8991. .9191, 


9246 


. .9383, 


9459. 


.9557 






GI Descrip. 


4206306 2.0e 


-10 


(AF049110) prpol [Zea 


mays] 




Seq. No. 


12937 








Seq. ID 


OJ990830_09. 9C23.C9 




Gene No. 


27330 








Strand 






Start 


7608 








End 


17421 




Name 


OJ990830 09. 


9C23 


.C9.o7. 


tw 


Method 


TBLASTX: Wheat 




Start 


9093 








End 


9539 




GI 


none 








Score 


149 




Exons 


9093. .9389, 


9160 


. .9384, 


9198. 


.9389, 9442. .9507, 9447. .9539 



13422 




Seq. No. 


12937 




Seq. ID 


OJ990830_09.9C23 


.C9 


o n o Mo 


27330 




Strand 








7 608 




End 


17491 

X / *i X 




Name 


O.T990830 09 9P93 P9 


,o3. tw 


Method 


1 DlinO 1A ■ VV 1 1 tJ d L, 




O UctJL L. 


9S4 o ~" 




End 


1 1 97 6 

X X _7 / U 




OX 


none 




Score 


54 




JjaUII o 


9 c i4 o 9696 1 1 SI 7 


11975, 11521.. 11781 


11803 11976 




Seq. No. 


12937 




Seq. ID 


OJ990830_09.9C23 


.C9 


(?Qno Mo 


27330 




Strand 






O U G X L. 


7 608 




End 


17421 




Name 


O.T990830 09 9P93 P9 


.ol.ts 


Method 


TRT.A9TX • °!nvhpan 




Start 


10305 ~~ 




End 


10676 




PT 


none 




Score 


90 






1 030S 1 0676 1 0S16 


. .10659 








Seq. No. 


12937 




Seq. ID 


OJ990830_09.9C23 


C9 


<0 C- 1 A C LNU • 


27330 




Strand 






Cf oft 


7 608 




End 


17491 

X / 4 jl. X 




Ma TTTI^ 
LN O.IUC 


OJ990830 09 9P?3 P9 


.o2.tw 


Method 


TRT.A9TX • Whppt- 




O Lai L 


1U J JU 




End 


1 07SR 




(IT 
yj x 


n on ^ 
nunc 




Score 


333 
*j ~j ~j 




Hi Awl lo 


i n^^n io33S 

1UJJU . . J.U / JJ/ 1U J J J 


. .10754 








Seq. No. 


12937 




Seq. ID 


OJ990830_09.9C23 


C9 


f^pnp Mo 


91 330 




Strand 








7 608 

/DUO 




End 


17 4 91 
x / f± Z X 




Name 


0,7990830 09 9P93 P9 


. o3 . tm 


Method 


TRT A CITY • Ma i -70 




OLaL L 


X U *4 ^ O 




End 


10819 




PT 

\3 X 


none 




Score 


9 9 6 






1 04 98 1 081 1 1 04 47 

XVJI^O. • X U O X X , lU 1 ! 4 / 


. .10812 








Seq. No. 


12937 




Seq. ID 


OJ990830_09.9C23 


C9 


Cpnp Mo 


27330 




Strand 






O Lai L. 


7 608 




End 


17421 




Name 


OJ990830 09 9P23 P9 


. ol . tm 


Method 


TBLASTX: Maize 




^ta rt 

O L, CIX U 


10839 ~~ 

j. u o j ^ 




End 


11195 




GI 


none 




Score 


110 




DAU11D 


10839 11144 10839 


. .11195, 


10849. .11160 




Seq. No. 


12937 




Seq. ID 


OJ990830_09.9C23 


C9 


Qpno Mo 


27330 




Strand 






91-^ rt 


7608 




End 


17421 




Name 


O.T990830 09 9P93 P9 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


10863 ~~ 




End 


11326 




GI 


none 




Score 


398 




F 1 von q 


10863 11394 108 64 


. .11325, 


10883. .11326 




Seq. No. 


12937 




Seq. ID 


OJ990830_09.9C23. 


C9 


Gene No. 


27330 




Strand 






Start 


7608 




End 


17421 




Name 


OJ990830 09.9C23.C9 


. o3 . ts 


Method 


TBLASTX: Soybean 




Start 


10920 




End 


11285 




GI 


none 




Score 


117 




Exons 


10920. .11054, 11061 


. .11285 









13423 






Seq. No. 


12937 


Seq. ID 


OJ990830_09.9C23 


.C9 




Gene No. 


27330 


Strand 








Start 


7608 


End 


17421 






Name 


OJ990830 09.9C23.C9.o5.tw 


Method 


TBLASTX: Wheat 






Start 


12713 


End 


13105 






GI 


none 


Score 


84 






Exons 


12713. .12970, 12825. .12986, 12953 .. 13051 , 12954 13034 , 








13058.. 13105 










Seq. No. 


12937 


Seq. ID 


OJ990830JD9.9C23, 


.C9 




Gene No. 


27330 


Strand 








Start 


7608 


End 


17421 






Name 


OJ990830 09.9C23.C9.o4.gs 


Method 


GENSCAN 






Start 


14818 


End 


17421 






GI 


none 


Score 


.52 






Exons 


14818. .14906, 15314. .15437, 15912 .. 1604 9, 16149 16194 , 








162 60. . 16855, 1734 4. .17421 










Seq. No. 


12938 


Seq. ID 


OJ990830_09.9C23. 


.C10 




Gene No. 


27331 


Strand 








Start 


1 


End 


1528 






Name 


OJ990830 09. 9C23 . C10 . ol . np 


Method 


AAT/NAP 






Start 


1 


End 


1528 






GI 


5295955 


Score 


253 




=:i 


Exons 


1..601, 1282.. 1401, 1435.. 1528 






71 


GI Descrip. 


(AB026295) Similar to Epstein- 


-Barr virus (EBV) genome. (V01555) 






[Oryza sativa] 










Seq. No. 


12939 


Seq. ID 


OJ990830_09.9C23, 


.Cll 


. Li 


Gene No. 


27332 


Strand 


+ 






Start 


1215 


End 


2080 




M f 


Name 


OJ990830 09.'9C23.Cll.ol.np 


Method 


AAT/NAP 






Start 


1215 


End 


2080 






GI 


4680179 


Score 


1085 




. ! 


Exons 


1215. .2080 








■t: 


GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




!l 


Seq. No. 


12939 


Seq. ID 


OJ990830_09. 9C23. 


.Cll 


«t 
»f 


Gene No. 


27332 


Strand 


+ 




II 


Start 


1215 


End 


2080 






Name 


OJ990830 09.9C23.Cll.ol.gs 


Method 


GENSCAN 






Start 


1218 


End 


2013 






GI 


none 


Score 


.73 






Exons 


1218. .2013 










Seq. No. 


12939 


Seq. ID 


OJ990830_09. 9C23. 


.Cll 




Gene No. 


27332 


Strand • 


+ 






Start 


1215 


End 


2080 






Name 


OJ990830 09. 9C23.. Cll . ol . tw 


Method 


TBLASTX: Wheat 






Start 


1484 


End 


1850 






GI 


none 


Score 


293 






Exons 


1484. .1846, 1488. .1850, 1701.. 


1850 








Seq. No. 


12939 


Seq. ID 


OJ990830JD9.9C23. 


■ Cll 




Gene No. 


27332 


Strand 


+ 






Start 


1215 


End 


2080 






Name 


OJ990830 09. 9C23 . Cll . ol . tm 


Method 


TBLASTX: Maize 





13424 





1728 




I-ji 1VJ. 


\J C. rt 




CI 


none 












1728 2024 1745 1 91 S 










O C vJ ■ IN ^/ • 


1294 0 




Seq. ID 


OJ990830 09 9P23 

wu y y \J \j \J \j y • y c ~j 


. C12 


Gene No. 


27333 




Strand 






Start 


1 




End 


2550 




Name 


OJ990830 09 9C23 C12 ol 


nn 


Method 


AAT/NAP 




Start 






End 


2542 




o -I 


4 6801 79 




Score 


4121 






1 . . 2542 










f^T n<=> ^ p t "i n 


(API 1 1 7091 nol vnrot e i n 


[ Or y za 


sativa subsp. indica] 




Seq. No. 


12940 




Seq. ID 


OJ990830_09.9C23 


-C12 


Gene No. 


27333 




Strand 


+ 




Start 


1 




End 


2550 




Name 


OJ990830 09 9C23 C12 06 


. tw 


Method 


TBLASTX: Wheat 




Start 


1 ~~ 




J-jl 1U 


<c j j 




V_J J. 


none 




Score 


95 




P.ynri q 


1 60. 1 54. 3 56. 73 


189, 


74 . .235, 


92. .208 




Seq. No. 


12940 




Seq. ID 


OJ990830_09. 9C23 


.C12 


Gene No. 


27333 




Strand 


+ 




o Lai L 


JL 




End 


2550 . 




LN dlLlC. 


0,19908^0 09 9P?^ PI? n4 


. L.1LL 


Method 


TBLASTX: Maize 




O L. Cl i- L. 


9? ~ 




FnH 
r_ii nj. 












Score 


149 




£j AUilO 


9? 253 239 574 326 


565 
. -y \j *j 








Seq. No. 


12940 




Seq. ID 


OJ990830_09.9C23 


.C12 


Gene No. 


27333 




Strand 


+ 




Start 


1 




End 


2550 




IN allLC 


O.T990830 09 9P?^ PI? ol 

UU J JUO JU i J^L J • LIZ, i Ul 




Method 


GENSCAN 




Start 


95 ~~ 




End 


2 54 5 

Z. ~J *4 vJ 




GI 


none 




Score 


.53 




Rxon 4 ? 

-LU 1 1 o 


95 803, 1044 2545 










Seq. No. 


12940 




Seq. ID 


OJ990830_09. 9C23 


.C12 


Gene No. 


27333 




Strand 


+ 




Start 


1 




End 


255.0 




Name 


OJ990830 09 9C23 P12 ol 


. t S 


Method 


TBLASTX: Soybean 




Start 


128 ~ 




End 


523 




GI 


none 




Score 


57 




p. von s 


128 160. 128 160. 164 


523, 


167. .241 


, 171. .305, 280..! 


522 


Seq. No. 


12940 




Seq. ID 


OJ990830_09.9C23 


.C12 


Gene No. 


27333 




Strand 


+ 




Start 


1 




End 


2550 




Name 


OJ990830 09 9P23 PI 2 n4 


. tw 


Method 


TBLASTX: Wheat 




Start 


236 _ 




End 


538 




(IT 


none 




Score 


397 




Exons 


236. .538, 274. .537 










Seq. No. 


12940 




Seq. ID 


OJ990830_09. 9C23 


.C12 


Gene No. 


27333 




Strand 


+ 




Start 


1 




End 


2550 




Name 


OJ990830 09. 9C23.C12.o2 


. tw 


Method 


TBLASTX: Wheat 





13425 



Start 
GI 

Exons 



539 
none 

539. .1048, 571. .957 



End 
Score 



Seq. No. 12940 Seq. ID 

Gene No. 27333 Strand 

Start 1 End 

Name OJ990830_09'. 9C23 . C12 . o3 . ts Method 

Start 548 End 

GI none Score 

Exons 548.. 790 



1048 
641 



OJ990830_09.9C23.C12 
+ 

2550 

TBLASTX: Soybean 

790 

197 



Seq. No. 12940 Seq. ID 

Gene No. 27333 Strand 

Start 1 End 

Name OJ990830__09 . 9C23 . C12 . o2 . tm Method 

Start 611 End 

GI none Score 

Exons 611. .964, 613. .879, 653. .949 

Seq. No. 12940 Seq. ID 

Gene No. 27333 Strand 

Start 1 End 

Name OJ990830 _09 . 9C23 . C12 . o3 . tw Method 

Start 1052 End 

GI none Score 

Exons : 1052.. 1531, 1070.. 1525, 1147.. 1530 

Seq. No. 12940 Seq. ID 

Gene No. 27333 Strand 

Start 1 End 

Name OJ990830_09 . 9C23 . C12 . ol . tc Method 

Start 1229 End 

GI none Score 

Exons 1229. .1411, 1412. .1555, 1477. .1554 

Seq. No. 12940 Seq. ID 

Gene No. 27333 Strand 

Start ' 1 End 

Name OJ990830JD9 . 9C23 . C12 . o2 . ts Method 

Start 1319 End 

GI none Score 

Exons 1319.. 1579, 1324.. 1425, 1511.. 1579 

Seq. No. 12940 Seq. ID 

Gene No. 27333 Strand 

Start 1 End 

Name OJ990830_09 . 9C23 . C12 . o3 . tm Method 

Start 1377 End 

GI none Score 

Exons 1377. .1568, 1379. .1669, 1448. .1666 

Seq. No. 12940 Seq. ID 

Gene No. 27333 Strand 

Start " 1 End 

Name OJ990830_09 . 9C23 . C12 . ol . tw Method 

Start 1538 End 



OJ990830_09.9C23.C12 
+ 

2550 

TBLASTX: Maize 

964 

483 



OJ990830_09.9C23.C12 
+ 

2550 

TBLASTX: Wheat 

1531 

590 



OJ990830_09. 9C23.C12 
+ 

2550 

TBLASTX: Cress 

1555 

90 



OJ990830_09.9C23.C12 
+ 

2550 

TBLASTX: Soybean 

1579 

299 



OJ990830_09.9C23.C12 
+ 

2550 

TBLASTX: Maize 

1669 

390 



OJ990830_09.9C23.C12 
+ 

2550 

TBLASTX: Wheat 
2164 



13426 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

1538. .2164, 1594. .2163 



12940 
27333 
1 . ' 

OJ990830JD9, 

1718 

none 

1718. .1879, 
1879. .1974, 



9C23.C12.ol.tm 



1724. 
1993. 



.1870, 
.2289, 



1726. 
2036. 



Score 669 



Seq. ID OJ990830_09.9C23.C12 

Strand + 

End 2550 

Method TBLASTX : Maize 

End 2305 

Score 226 

.1872, 1877. .1975, 1877. .1945, 



.2305, 2044. .2304 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12940 
27333 
1 

OJ990830_09.9C23.C12.o5.tw 

2164 

none 

2164. .2433, 2165. .2497 

12940 
27333 
1 

OJ990830_09 . 9C23 . C12 . o5 . tm 

2306 

none 

2306. .2518, 2338. .2427, 2488, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2550 



OJ990830_09.9C23.C12 
+ 

2550 

TBLASTX: Wheat 

2497 

360 



OJ990830_09.9C23.C12 
+ 

2550 

TBLASTX: Maize 

2550 

202 



12941 
27334 
1 

OJ990830_09.9C23.C13.ol.np 
1 

6498441 
1..294, 388. .669 

(AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990830_ 
+ 

672 

AAT/NAP 

669 

888 



09.9C23.C13 



12941 
27334 
1 

OJ990830_09.9C23.C13.ol.tw 
48 

none 

48. .71, 50. .73, 82. .342, 84, 
535. . 660 



Seq. ID OJ990830_09.9C23.C13 

Strand + 

End 672 

Method TBLASTX : Wheat 

End 660 

Score 42 
.341, 97. .474, 98. .349, 534. .656, 



Seq. No. 12941 Seq. ID 

Gene No. 27334 Strand 

Start 1 End 

Name OJ990830_09 . 9C23 . C13 . ol . gs Method 

Start 108 End 

GI none Score 

Exons 108. . 672 



OJ990830_09.9C23.C13 
+ 

672 

GENSCAN 
672 
. 92 



Seq. No. 



12941 



Seq. ID OJ990830_09.9C23.C13 



13427 




Gene No. 


27334 






Strand 


+ 






C4- 2 y\- 


i 
± 






CjIICJ. 


672 






Name 


OTQQHP^n HQ curoi, PI ^ 


. 0 1 


. LIU 


flcLIlOU 


TBLASTX: Maize 




Of 3 -r +- 


ROQ ~~ 






Ejiia 


£79 






r; t 
o 1 


none 






Score 


1 7ft 






Exons 


c;oq £79 R -3/1 ££ft 














Con KT/-\ 

oeq. IN U . 


1 9 Q4 9 
1Z j^i z 






c^rr TP) 


OJ990830 09. 


, 9C23 


PI 5 


OC11C 1NU • 


27335 






Strand 


+ 






Start 


578 






End 


1622 






Name 


OJ990830 09.9C23.C15 


.ol 


.gp 


Method 


AAT/GAP 








57 ft 






End 


877 






r-T 

ijj 1 


A 97 £1 n 






Score 


317 






Exons 


57 ft Rfin ft 9 5 R77 
















5R 59 1 7 9 /omh I PAR 5 5 41 0 
JO Jil f £ / SIILD | V^ri-D JJ41U 


1 1 




-11 (AL117265) zhb0002, 


,1 [Oryza 




bdLlVd J 














Seq. No. 


12942 






beq. id 


ujyyuoou uy, 


QPO "3 

. yoz j 


. LID 


Gene No. 


27335 






Strand 


+ 






C -f- a y4- 

jLdlL 


57 ft 

D f O 






End 


1622 






Name 


n.TQQnft^n dq qp93 n 5 


• (JJL 


. gs 


Method 


GEN SCAN 






O L-ciX t, 


D O ft 








i coo 
1 DZZ 








none 






Score 


C Q 
. DO 






Exons 


££4 PI 0 1 4 ft R 1 £99 
O 04 . . OIZ, ± 4 O 3 . . 1DZZ 














beq . im o . 


±Z y4Z 






beq. id 


uj y y u o ju u y . 


QP9 "3 

, yuz j 


PI R 


Gene No. 


27336 






Strand 








Start 


697 






End 


857 






Name 




.ol, 


.np 


Method 


AAT/NAP 








£ Q7 _ 








OJ / 








Rft R9 1 79 
JO JZl / z 






Score 


1 OQ 

loy 






Exons 


CQ7 ftR7 

Di? / . .00/ 














(~* T O ^ C? /^t V T v\ 

oi uescrip. 




[Oryza 


SaLlvd J 








Seq. No. 


12943 






T Pi 

beq. iu 


n TQQn q "5 Pi no 
ujyyuoju uy. 


QP9 *3 


PI 7 


Gene No. 


27337 






btrana 


+ 








1 3HQ 






End 


1989 






Name 


n.TQQnft^n dq qp93 pi 7 


.ol, 


■ gp 


Method 


AAT/GAP 






OLdl L 


1 3DQ ~ 






End 


1499 








4 97 5 39 

It. f J JL 






Score 


354 






P YATI Q 

uAun o 


1 3DQ 1 4 QQ 














Seq. No. 


12943 






Seq. ID 


OJ990830_09. 


9C23 


.C17 


Gene No. 


27337 






Strand 


+ 






OLal L 


1309 






End 


1989 






Name 


OJ990830 09.9C23.C17 


.ol. 


.gs 


Method 


GENSCAN 






Cf a -r-t- 
o Ldit 


1325 






End 


1989 






P,T 


none 






Score 


.97 






LAUl 1 O 


1325. .1497, 1875. .1989 












beq . JNO . 


12944 






Seq. ID 


OJ990830_09. 


9C23 


.C18 


Gene No. 


27338 






Strand 


+ 






Start 


1 






End 


315 






Name 


OJ990830 09.9C23.C18 


.ol. 


.gp 


Method 


AAT/GAP 






Start 


1 






End 


315 






GI 


none 






Score 


604 






Exons 


1. .315 















13428 



Seq. No. 12944 
Gene No. 27339 
Start 496 

Name OJ9908 30_09 . 9C23 . CI 8 . o3 . gp 

Start ..496 

GI LIB3431-010-P1-N1-F11 
Exons 496.-755 

GI Descrip. 1 287403/dbj | D10838 I RICSBE1 
branching enzyme 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990830_ 
+ 

755 

AAT/GAP 

755 

457 



09. 9C23.C18 



l.Oe-111 Rice gene for starch 



Seq. No. 


1 O O A A 

1Z 94 4 


Seq. ID 


OJ990830_09. 9C23.C1 


Gene No. 


27340 


Strand 


+ 


Start 


905 


End 


1670 


Name 


OJ990830 09.9C23.C18.ol.gs 


Method 


GEN SCAN 


Start 


905 


End 


1670 


GI 


none 


Score 


.41 


Exons 


905.. 1083, 1520.. 1670 






Seq. No. 


12944 


Seq. ID 


OJ990830 09.9C23.C1 


Gene No. 


27341 


Strand 


+ 


Start 


5577 


End 


6906 


Name 


OJ990830 09.9C23.C18.o2.np 


Method 


AAT/NAP 


Start 


5577 


End 


6906 


GI 


1488267 


Score 


598 


Exons 


5577. .5744, 6009. .6076, 6147.. 


,6175, 6267.. 6463, 6541.;'6759 




6876. .6906 






GI Descrip. 


(U57412) low affinity calcium 


antiporter CAX2 [Arabidopsis 




thaliana] 







Seq. No. 12944 Seq. ID 

Gene No. 27342 Strand 

Start 1 End 

Name OJ990830_09 . 9C23 . C18 . o2 . gp " Method 

Start 1 End 

GI none Score 

Exons 1 . . 315 



OJ990830__09.9C23.C1* 
315 

AAT/GAP 

315 

615 



Seq. No. 1294 4 

Gene No. 27343 

Start 1262 

Name OJ990830_09 . 9C23 . C18 . o4 . gp 

Start 1262 

GI 16421_1.R1084 

Exons 1262. .1666, 1786. .1899 

GI Descrip. '3075402 6.0e-12 (AC004484) 
thaliana] f 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990830_09.9C23.C18 

2907 
AAT/GAP 
1899 
969 



unknown protein [Arabidopsis 



Seq. No. 12944 

Gene No. 27343 

Start 1262 

Name OJ990830_09 . 9C23 . C18 . ol 

Start 1533 

GI 3075402 

Exons 1533.. 1666, 1786.. 1920, 



GI Descrip. (AC004484) unknown prot 



Seq. ID OJ990830_09.9C23.C18 
Strand 

End 2 907 

.np Method AAT/NAP 

End 2907 

Score 259 
2853. .2907 
ein [Arabidopsis thaliana] 



13429 



Seq. No. 12944 
Gene No. 27344 
Start 2853 

Name OJ990830_09 . 9C23 . C18 . ol . tw 

Start 1448 
GI none 

Exons 1448.. 1504, 1449.. 1505, 1515, 

1601.. 1711, 1763. .1825, 1782, 
2854. .2916, 2855. .2899 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990830_09.9C23.C18 
3232 

TBLASTX: Wheat 

2916 

37 



,1670, 1522. .1686, 1525. .1695, 
1826, 1826.. 1921, 1827.. 1922, 



Seq. No. 12944 

Gene No. 27344 

Start 2853 

Name OJ990830_09 . 9C23 . CI 8 . o2 . tm 

Start 1533 

GI none 

Exons 1533.. 1670, 1536.. 1694, 1537. 

1782. .1922, 1783. .1926, 2854, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1695, 1763 
.2916, 2855 



OJ990830 09.9C23.C18 



3232 

TBLASTX: Maize 
2916 
132 

1921, 1782.. 1922, 
2899 



Seq. No. 12944 

Gene No. 27344 

Start 2853 

Name OJ990830_09 . 9C23 . C18 . o2 . ts 

Start 1606 

GI none 

Exons 1606. . 1665, 
2854. .2916 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990830_09.9C23.C18 
3232 

TBLASTX : Soybean 

2916 

77 



1608. .1784, 1612. .1695, 1781. .1918, 1782. .1919, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12944 Seq. ID OJ990830_09.9C23.C18 

27344 Strand 

2853 End 3232 

OJ990830_09 . 9C23 . C18 . o5 . gp Method AAT/GAP 

2853 End 3232 

20948_1.R1084 Score 646 

2853. .3232 

T 4512263/dbj IBAA75232.il 3.0e-47 (AB018526) H+/Ca2+ exchanger 2 
[Ipomoea nil] 1 



Seq. No. 12944 
Gene No. 27345 
Start 5489 

Name OJ990830_09 . 9C23 . C18 . o3 . tm 

Start 5489 
GI none 
Exons 5489.. 5731, 

6009. .6077, 

6149. . 6187, 



5522. .5722, 5526. 
6019. .6084, 6146. 
6263.. 6376, 6265. 



Seq. ID OJ990830_09.9C23.C18 
Strand 

End 6757 

Method TBLASTX : Maize 

End 637 9 

Score 118 

.5744, 6004.. 6075, 6005.. 6076, 
.6175, 6148. .6174, 6148. .6186, 
.6378, 6266.. 6379 



Seq. ID OJ990830_09.9C23.C18 
Strand 
End 

Method 
End 
Score 

5640. .5729, 6006. .6077, 6008. .6076, 6148. .6174, 6265. .6474, 
6266.. 6469, 6531.. 6716, 6543.. 6719, 6547.. 6735 



Seq. No. 12944 

Gene No. 27345 

Start 5489 

Name OJ990830JD9 . 9C23 . C18 . ol . tc 

Start 5640 

GI none 
Exons 



6757 

TBLASTX: Cress 

6735 

111 



13430 






Seq. No. 


12944 








Seq. ID 


OJ990830_09.9C23.C18 




Gene No. 


27345 








Strand 






Of 3 v-f 

otart 










End 


6757 




Name 




QP9 ^ 

yuz 0 


P1 P r^l 


. L.S 


Method 


TBLASTX: Soybean 




Of 3 yf 










End 


6750 




P T 


none 








Score 


170 




Exons 


fi *3 d 0 fid fi9 


fi^d 1 


fid fi'} 


fiR ^1 
DO O 1 . 


.6749, 6538. .6750 




beq. jno . 


1 z y ft 4 








Seq. ID 


OJ990830_09.9C23.C18 




Gene No. 


27345 








Strand 






Start 


5489 








End 


6757 




Name 




QP9 "3 


PI ft O.I 




Method 


TBLASTX: Maize 




otarc 


D O 0 c. 








End 


6757 




P T 


none 








Score 


139 




Exons 


DsJoZ. .DIDO, 


DO 0 O 


fid fi^ 


fi^P d 


.6470, 6531. .6755, 6538. .6753, 






con £7 c 7 














0 e q . no. 


1 Z y h D 








Seq. ID 


OJ990830_09.9C23.C19 




Cono Ma 


27346 








Strand 


+ 




Start 


1 








End 


130 




Name 


OJ990830 09. 


9C23 


.C19.01, 


.np 


Method 


AAT/NAP 






1 








End 


130 




P T 


2580499 








Score 


101 




Exons 


1. .130 












. =a 


(ai uescrip. 


(U67186) NADPH: ferrihemoprotein oxidoreductase [Eschscholzic 


rfi 




californica] 












i" : i 

! U 


oeq. no. 


12945 








Seq. ID 


OJ990830 09.9C23.C19 


1" "5 


Gene No . 


27347 








Strand 


+ 




Start 


4974 








End 


10113 


lh 


Name 


OJ990830 09. 


9C23 


.C19.02! 


.np 


Method 


AAT/NAP 




Otall- 


4974 








End 


10113 




P T 


4836931 








Score 


677 


M 


Exons 


4974. .5011, 


7137 


. .7316, 


7595. 


.7677, 7974. .8071, 8255. .8319, 






8533. .8583, 


8699 


. .8775, 


9983. 


.10113 






iji uescrip. 


(AC006085) Hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


12945 








Seq. , ID 


OJ990830_09.9C23.C19 


q 


Gene No. 


27347 








Strand 


+ 




Cf a -rf- 

OLai. L 


4974 








End 


10113 


□ 


Name 


OJ990830 09. 


9C23 


.C19.o3. 


• gp 


Method 


AAT/GAP 




Cf a r +- 
Otdl L 


6677 






End 


7056 




PT 


426244 








Score 


461 




Exons 


6677. .6810, 


6926 


. .7056 










0 e q . no. 


12945 








Seq. ID 


OJ990830_09.9C23.C19 




Gene No. 


27347 








Strand 


+ 




Start 


4974 








End 


10113 




Name 


OJ990830 09. 


9C23, 


.C19.o3. 


,gs 


Method 


GENSCAN 






6931 








End 


10070 




PT 


none 








Score 


.94 




Exons 


6931. .7316, 


7595, 


. .7677, 


7974 . 


.8062, 8246. .8319, 8626. .8654, 






9983. .10070 














Seq. No. 


12945 








Seq. ID 


OJ990830_09.9C23.C19 




Gene No. 


27347 








Strand 


+ 




Start 


4974 








End 


10113 



13431 



Name 


OJ990830 09.9C23 


C19 


. o4 




Mpthod 


AAT /GAP 


JLdi L. 


9782 








End 


10113 


<J A. 


2310291 








Score 


664 




9782. .10113 














2652938/emb|CAA87 634 


6 


. 0e- 


10 (Z47554) 


orf TZea 


Seq. No. 


12945 








Seq. ID 


OJ-990830 


Gene No. 


•27348 








Strand 




Start 


34 








End 


215 


INOlllC 


OJ990830 09.9C23 


C19 


ol 


. ya 


Method 


GENSCAN 


Oldi L 


34 








End 


215 




none 








Score 


. 69 


P von c 


34. .215 














12945 








Seq. ID 


OJ990830 


Gene No. 


27348 








Strand 




Start 


34 








End 


215 


Name 


OJ990830 09.9C23 


C19 


ol 


.gp 


Method 


AAT / GAP 


Start 


43 








End 


170 


GI 


23415 1.R1084 








Score 


222 


Exons 


43. . 170 












GI Descrip. 


f 2252840 3.0e-09 


(AF013293) 


contains regions of 



Haemophilus influenzae permease (SP:P38767) [Arabidopsis 
thaliana] >gi_604 9882_gb_AAF027 97 . 1_AF195115_17 (AF195115) 
contains regions of similarity to Haemophilus influenzae 
permease <SP:P38767) [Arabidopsis thaliana] 1 



Seq. No. 


12945 










Seq. ID 


OJ990830 


_09 


9C23.C19 


Gene No. 


27349 










Strand 








Start 


1541 










End 


4439 






Name 


OJ990830 09. 


9C23 


C19 


.o2 


.gs 


Method 


GENSCAN 






Start 


1541 










End 


4439 






GI 


none 










Score 


.5 






Exons 


1541. .1687, 


1969 


.2092, 


3153. 


.3314, 3409.. 3780, 


3831. .3931, 




4380. .4439 


















Seq. No. 


12946 










Seq. ID 


OJ990830_ 


_09 


9C23.C20 


Gene No. 


27350 










Strand 


+ 






Start 


7 










End 


396 






Name 


OJ990830 09. 


9C23 


C20 


ol 


gs. 


Method 


GENSCAN 






Start 


7 










End 


396 






GI 


none 










Score 


.97 






Exons 


7. .396 


















Seq. No. 


* 12947 










Seq. ID 


OJ990830_ 


_09. 


9C23.C21 


Gene No. 


27351 










Strand 








Start 


664 










End 


945 






Name 


OJ990830 09. 


9C23 


C21 


ol 


gs 


Method 


GENSCAN 






Start 


664 










End 


945 . 






GI 


none 










Score 


.79 






Exons 


664. .945 


















Seq. No. 


12947 










Seq. ID 


OJ990830_ 


_09. 


9C23.C21 


Gene No. 


27352 










Strand 








Start 


6314 










End 


12839 






Name 


OJ990830 09. 


9C23. 


C21 


o3. 


gs 


Method 


GENSCAN 






Start 


6314 










End 


8713 







13432 






none 




Score 


.81 








TP \r y^v y\ O 


c^i 4 c/oo 7^0 


ft ??n 


.8344, 8665. .8713 














Seq. ID 


OJ990830_ 






CO 1 

. ^— Z. X 


Gene No. 


27352 




Strand 










Start 


6314 




End 


12839 








LN dine 


OJ990830 09 9C23 C21 ol 


.np 


Method 


AAT/NAP 










6Q67 _ 
D / 




End 


8698 








ox 


D .7 U / UOD 




Score 


- 534 










6Q67 7fiSf) 714R 7S29 


7696. 


.7852, 7911. .8698 










\r\n\J\J 2. X } IiypO Lilt: L itdl 


protein [Oryza 


sativa] 








O C vJ • IN \J . 


"I ?Qd 7 




Seq. ID 


OJ990830_ 


_09 




P9 1 


Gene No. 


27352 




Strand 










Start 


6314 




End 


12839 










OJ990830 09.9C23.C21.o2 


.np 


Method 


AAT/NAP 










8090 




End 


12839 








Kj X 


4680186 




Score 


387 








Ej AVjl 10 


8090. .8116, 9834. .9994, 


10601 


. .10752, 


12806. .12839 






\J X L/COLoXXLJ. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 








Seq. No. 


12947 




Seq. ID 


OJ990830_ 


_09 


9C23 


.C21 


Gene No. 


27352 




Strand 










OLai u 


6314 




End 


12839 








Name 


OJ990830 09.9C23.C21.o4 


.gs 


Method y r 


GENSCAN 








otait 


10602 




End 


10764 










none 




Score 


.93 










10602. .10764 














oeq - no . 


12948 




Seq. ID 


OJ990830_ 


_09. 




coo 


Gene No. 


27353 




Strand 


+ 








Start 


1326 




End 


1552 








Name 


OJ990830 09.9C23.C22.o2 


.gp 


Method 


AAT/GAP 








Start 


1326 




End 


1552 








GI 


3761181 




Score 


350 








Exons 


1326. .1552 















GI Descrip. 4 521193/dbj | AB0134 50 . 1 | AB013450 1.0e-99 Oryza sativa DNA, 



similar sequence to Pib gene 



Seq. No. 


12948 




Seq. ID 


OJ990830_09. 9C23.C 


Gene No. 


27354 




Strand 




Start 


8 




End 


1773 


Name 


OJ990830 09.9C23.C22 


.ol.gs 


Method 


GENSCAN 


Start 


8 




End 


1773 


GI 


none 




Score 


. 54 


Exons 


8. .307, 1522. .1773 








Seq. No. 


12948 




Seq. ID 


OJ990830JD9. 9C23.C 


Gene No. 


27354 




Strand 




Start 


8 




End 


1773 


Name 


OJ990830 09.9C23.C22 


.ol.gp 


Method 


AAT/GAP 


Start 


1212 




End 


1317 


GI 


5816518 




Score 


151 


Exons 


1212. .1317 








GI Descrip. 


4521193/dbj IAB013450 


.1IAB013450 3.0e-40 


Oryza sativa DNA, 




similar sequence to 


Pib gene 







13433 






Cart M/™» 
oeq . lMO . 


1 0 Qd Q 


oeq. ±u 








Gene No. 


27355 


Strand 


+ ~ 






Start 


1 


End 


2152 






Name 


OJ990830 09.9C23.C23.ol.np 


Method 








Q-t- ■= v t- 
uLall 


1 


End 


^ -L D £ 








5091513 


Score 


1 1 ft ft 






LAUl Id 


1..712, 1456. .2152 












- (AB023482) Hypothetical protein [Oryza 


s a 1 1 v.a J 






Seq. No. 


12950 


Seq. ID 


OJ990830_09. 9C23 


.C24 




Gene No. 


27356 


Strand 










377 


End 


d n q 






Name 


OJ990830 09.9C23.C24.ol.gs 


Method 


C IT K7 Q P a Kl 






Q+- a -r t- 
O Lai L 


377 


End 


A 0 Q 
*i V _? 








none 


Score 


Q 






Exons 


377. .409 










JCLJ. LW . 


12951 


Seq. ID 


n.TQQOft^n nQ Qr"?^ 








27357 


Strand 


■f ~~ 






Start 


1 


End 


725 






Name 


OJ990830 09. 9C23 . C25 . ol . np 


Method 


AAT/NAP 






Start 


1 


End 


725 






(IT 
Ox 


6498441 


Score 


783 




•5 CT 


IjAUIlb 


1..336, 508.. 725 












(AP000815) EST C72786 (E2258 ) 


corresponds to a region of 


the 


i!fi 




predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3 type 






retrotransposon RetroSorl. (AF098806) 


[Oryza sativa] 






Seq. No. 


12951 


Seq. ID 


OJ990830_09.9C23 


.C25 


i , : 


Gene No. 


27357 


Strand 


+ 




'•ill 


O Lai L 


1 


End 


725 




f\l 


Name 


OJ990830 09. 9C23 . C25 . ol . tw 


Method 


TBLASTX: Wheat 






Of a v-+- 


181 


End 


642 




is 


CT 


none 


Score 


234 






Hi A U'i 1 0 


181. .432, 208. .432, 273.-446, 493. .642, 502. .639, 504-.. 


641 


J~ 




12952 


Seq. ID 


OJ990830JD9. 9C23 


.C27 




Rpnp TJr> 


27358 


Strand 


+ 




i..!} 


Start 


1 


End 


541 




•k isr 


Name 


OJ990830 09.9C23.C27.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


538 






O -L 


6498441 


Score 


670 






LiAUilo 


1..163, 257. .538 












(AP000815) EST C7278 6 (E2258 ) 


corresponds to a region of 


the 






predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3 type 






retrotransposon RetroSorl. (AF098806) 


[Oryza sativa] 






Seq. No. 


12952 


Seq. ID 


OJ990830_09. 9C23 


.C27 




Gene No. 


27358 


Strand 


+ 






Start 


1 


End 


541 






Name 


OJ990830 09. 9C23 . C27 . ol . gs 


Method 


GENSCAN 






Start 


49 


End 


541 






GI 


none 


Score 


. 94 






Exons 


49. .541 










Seq. No. 


12952 


Seq. ID 


OJ990830JD9.9C23 


.C27 




Gene No. 


27359 


Strand 







13434 > 






C 4- -» -v- 4- 

btart 


1 1 

1 100 


TP r^i 


1 QQfj 

lo y u 










Name 


ujyyuosju u y . ybz o . bz / . oz . gs 


Method 












O 4 , 4- 

brart: 


1 1 0 O 


kna 


loZ U 










P T 

bl 


none 


Score 


. DO 










Exons 


1100 . . 1 OZ U 














beq,. JNO . 


1Z y OZ 


oeq . i u 


n tq Qnft ^n 

UJ y y U 0 jU 


HQ 

u y . 


ybz o 


pOT 

. bZ / 




Gene No. 


27359 


Strand 












Start 


1158 


End 


1890 










Name 


OJ990830 09. 9C23 . C27 . o2 . np 


Method 












o cart 


1161 


End 


lo y U 










P T 


5803259 


Score 


Q1 c; 
y 10 










Exons 


1161. .1890 














GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sat i va ] 










becj . jno . 


12953 


Seq. ID 


uj y y u o ou 


n q 
uy . 


QPO *5 

ybz o 


poo 
. bZ O 




Gene No. 


27360 


Strand 












Start 


1 


End 


2195 










Name 


OJ990830 09.9C23.C28.ol.np 


Method 














1 


End 


z i y o 










p t 


6907089 


Score 


Z O Z O 










Exons 


1..837, 937. .2195 












Q 


oi uescrip . 


(AP001129) hypothetical protein [Oryza 


sat iva ] 








"ssF 

■ 5 SI 


Seq. No. 


12953 


Seq. ID 


OJ990830_ 


_09. 


9C23 


.C28 


: : i 
«iS * 


Gene No. 


27360 


Strand 










rjj 


C-) 1 -v- 4- 

b tart 


1 


End 


z i y o 










Name 


OJ990830 09. 9C23 . C28 . ol . gs 


Method 


bENbbAN 








1- L: 


C7 4 , -v~ 4- 

otart 


84 


End 


z i yo 










p T ; 
bl 


none 


Score 


Q 








rii 


Exons 


84. .837, 937. .2195 












is 


beq . JNO . 


12954 


Seq. ID 


Pi TQQH Q "5 H 

uj y y u o ou 


uy . 


QPO *5 

yuz o 


POQ 

. bz y 


U 


Gene No. 


27361 


Strand 


+ 








S.I 


Start 


1 


End 


3815 








■i 

M= 


Name 


OJ990830 09.9C23.C29.ol.np 


Method 


7\ 7\ T / M 7\ D 










otart 


1 


End 


JO 1 J 










pT 

bl 


5042454 


Score 


loo 








i <S i 
•i =: 


Exons 


1..141, 455. .543, 3784. .3815 












V'l 


bl uescrip. 


(AC007789) putative polyprotein [Oryza 


• 

sat iva J 










Seq. No. 


12954 


Seq. ID 


OJ990830_ 


_09. 


9C23 


.C29 




Gene No. 


27361 


Strand 


+ 










OLdlL 


1 


End 


JOlO 










Name 


OJ990830 09.9C23.C29.ol.gs 


Method 


P IT M C P 7\ \T 

bJljlNbb/\N 










otart 


345 


End 


c; c; o 
00i 










PT 
bl 


none 


Score 


. 4 O 










Exons 


345. .552- 
















12954 


Seq. ID 


OJ990830_ 


no. 








Gene No. 


27362 


Strand 












Start 


1588 


End 


3002 










Name 


OJ990830 09.9C23.C29.o2.gs 


Method 


GENSCAN 










Start 


1588 


End 


3002 










GI 


none 


Score 


.93 










Exons 


1588. .1776, 1870. .2020, 2095. 


.2297, 2929.. 3002 









13435 




Seq. No. 


12955 




Seq. ID 


OJ990830 


_09.9C23.C30 


Gene No. 


27363 




Strand 


+ 




btart 


0 0 fi 

zzu 




End 


1496 




Name 




. gs 


Method 


GENSCAN 




btart 


z z u 




End 


1496 






none 




Score'. . 


.75 . 




Exons 






1105.. 1139, 1247. 


. ±Z f 1 jo X . 


beq. JNO. 


1 0 Q C c 




Seq. ID 


OJ990830 


HQ Qro^ por\ 
u y . . LJU 


bene ino . 






Strand 


+ 




O L. d X. L. 


220 




End 


1496 




Name 


OJ990830 09.9C23.C30.ol. 


.gp 


Method 


AAT/GAP 




Start 


878 




End 


1387 




GI 


uC-osflcypl7 6b02bl 




Score 


1004 




Exons 


878. .1387 










GI Descrip. 


' 45211 93/dbj IAB0134 50.1 


IAB013450 l.Oe- 


99 Oryza 


sativa DNA, 




similar sequence to Pib 


gene ' 









Seq. No. 12956 Seq. ID 

Gene No. 27364 Strand 

Start 35 End 

Name OJ991121_31 . 0103 .CI . ol ..gs Method 

Start 35 End 

GI " none - Score 

Exons 35 . . 85 



OJ991121_31.0103.C1 
85 

GENSCAN 

85 

.79 



Seq. No. 12957 Seq. ID 

Gene No. 27365 Strand 

Start 956 End 

Name OJ991121_31 .0103 . C3 . ol . gs Method 

Start 956 End 

GI none Score 

Exons 956.. 979 



OJ991121_31.0103.C3 
+ 

979 

GENSCAN 

979 

.84 



Seq. No. 
Gene No. 
Start ... 
Name 
Start 
GI 

Exons 

GI Descrip. 



12958 Seq. ID OJ991121_31 . 0103 . C4 

27366 Strand 

522 End 1794 

OJ991121_31 .0103.C4 .ol.np Method AAT/NAP 

204 End 1794 

1061334 Score 37 

204. .284, 856. .990, 1752. .1794 

(U34258) cappuccino [Drosophila melanogaster ] 

gi 1 1584 652 | prf | | 2123320A cappuccino gene [Drosophila 

melanogaster] 



Seq. No. 12958 

Gene No. 27366 

Start 522 

Name OJ99112 1_31 . 0103 . C4 . ol . gs' 

' Start 522 

GI none 
Exons 



Seq. ID OJ991121_31.0103.C4 
Strand 

End 17 94 

Method GENSCAN 

End 1700 

Score .78 



522. .880, 1090. .1130, 1226. .1452, 1655. .1700 



Seq. No. 12959 Seq. ID OJ991121_31 . 0103 . C5 

Gene No. 27367 Strand + 

Start 1773 End 1948 

Name OJ991121_31 . 0103 . C5 . ol . gs Method GENSCAN 



13436 




Otdl L 


177? 
X / / j 


DllU 


1 Q/O 

x h o 




C T 


none 


S core 


. j O 




C vr /~\ t~» o 


1 77? 1 Q4ft 

X / / J • •X_7 t iO 








Oct]. 1\U . 


X _7 J _/ 


Cp n t n 
otrtj . x u 


H TQQ1 1 91 


"3i m n ? pr 

j1.U1Uj.Lj 




27368 


Strand 






Start 


1406 


End 


1484 




Name 


OJ991121 31.0103.C5.ol.gp 


Method 


AAT/GAP 




OLCti. L 


1406 


End 


1 4 ft 4 




PT 


90742 1.R1084 


Score 


-7 O 




Hi 2^ 11 J 


1406. .1484 










1 5734 616/dbj | AP000391 . 1 | AP000391 4 . Oe- 




saliva y til KjIUl L- 




DNA, chromosome 6, clone : P0538C01 1 






Seq. No. 


12959 


Seq. ID 


OJ991121 


_31.0103.C5 


Gene No. 


27369 


Strand 






Start 


3306 


End 


?4 ?n 




Name 


OJ991121 31.0103.C5.o2.gs 


Method 


nFM^f AN! 

O Hi LN O L-rilN 




Of- r f- 
O Lai L 


j j \j \j 


End 


?4 ?n 




P,T 


none 


Score 


• o 






3306. .3430 








Seq. No. 


12960 


Seq. ID 


OJ991121 


__31.0103.C6, 


Gene No. 


27370 


Strand 


+ 




O l_ a. X. L 


578 


End 


99 ^£ 




Name 


OJ991121 31.0103.C6.ol.gs 


Method 


P J? XT Q P Zi M 
Li Hi IN QLrilN 




OLaLt 


j / o 


End 


99 ^£ 
Z Z J O 




pT 


none 


Score 


7 A 




Exons 


578. .646, 1711. .2236 










12960 


Seq. ID 


OJ991121 


j1.U1Uj.LO 


Gene No. 


27370 


Strand 


+ 




Start 


578 


End 


2236 




Name 


OJ991121 31.0103. C6.ol.tm 


Method 


TBLASTX: 


Lid X Z.C 


qf art- 


1728 


End 


2229 




o X 


none 


Score 


45 




Hj 2\KJL lo 


1728. .1790, 1739. .1789, 1811. 


.1918, 1816. .1959, 


IOlj, . X :7U J , 




1827.. 1922, 1904. ,.2215, 1914. 


.2228, 1984.. 2229, 


9096 999Q 


Seq. No. 


12961 


Seq. ID 


OJ991121 


_31.0103.C7 


Gene No. 


27371 


Strand 


+ 




Start 


74 


End 


666 




INdlUC 


OJ991121 31.0103.C7.ol.gs 


Method 


GEN SCAN 




Start 


74 


End 


666 




rir 

\J X 


none 


Score 


.85 




DAUilo 


74. .666 








Seq. No. 


12961 


Seq. ID 


OJ991121 


_31.0103.C7 


Gene No.- 


27372 


Strand 






Start 


7905 


End 


14003 




Name 


OJ991121 31.0103.C7.o3.tm 


Method 


TBLASTX: 


xiai ze 


Start 


181 


End 


4867 




GI 


none 


Score 


249 




Exons 


181. .522, 198. .533, 276. .530, 


4781. .4867 




Seq. No. 


12961 


Seq. ID 


OJ991121 


_31.0103.C7 


Gene No. 


27372 


Strand 


+ 





13437 



Start 


7905 




End 


14003 




Name 


OJ991121 31. 


0103.C7.o2.tm 


Method 


TBLASTX: Maize . 




Start 


3601 ~~ 




End 


13932 




GI 


none 




Score 


88 




*»■ \J X i- <J 


3601 . . 3699, 


3610. . 3699, 3692 


..3748, 3718. .3912, 3721. .3834, 




3726. . 3893, 


3925.. .3993, 3939 


..3992, 10240. . 10308, 10241 


. . 10309, 




10260.., 10334 


, 10327. .10521,- 


10330. .104 43, 10335. . 10502, 






105347:10602 


, 10545. . 10601, 


12207. .12248, 12270. .12380, 






12287 . . 12394 


, 12299. . 12376, 


12304. .12393, 12386. .12409, 






12449. . 12685 


, 12451 .. 12687, 


12483. .12647, 12547 .. 12675, 






13561 . . 13641 


, 13581 . . 13643, 


13593. .13664, 13660 13782, 






13668 . . 13760 


, 13744 . . 13860, 


13779. .138< 


11, 13855. .13932,' 






13875 . . 13931 










Seq. No. 


12961 




Seq. ID 


OJ991121_31.0103 


.C7 


Gene No. 


27372 




Strand 


+ 




Start 


7905 




End 


14003 




Name 


OJ991121 31. 


0103. C7 .ol. ts 


Method 


TBLASTX : Soybean 




Start 


5032 ~~ 




End 


5329 




GI 


none 




Score 


104 




Exons 


5032. .5151, 


5048 . . 5155, 5144 


. .5329, 5164. .5307 




Seq. No. 


. 12961 




Seq. ID 


OJ991121_31.0103 


.C7 


Gene No. 


27372 




Strand 


+ 




Start 


7905 




End 


14003 




Name 


OJ991121 31. 


0103 . C7 . ol . tw 


Method 


TBLASTX: Wheat 




Start 


5048 ~ 




End 


5503 




GI 


none 




Score 


243 




Exons 


5048 . . 5326, 


5197 . . 5310, 5405 


. .5503 






Seq. No. 


12961 




Seq. ID 


OJ991121_31.0103 


,C7 


Gene No. 


27372 




Strand 


+ 




Start 


7905 




End 


14003 




Name 


OJ991121 31. 


0103. C7.ol. tin 


Method 


TBLASTX: Maize 




Start 


5116 ~ 




End 


5515 




GI 


none 




Score 


256 




Exons 


5116. .5358, 


5123. .5374, 5141 


..5479, 5360. .5515, 5395. .5514 


Seq. No. 


12961 




Seq. ID 


OJ991121_31.0103 


.C7 


Gene No. 


27372 




Strand 


+ 




Start 


7905 




End 


14003 




Name 


OJ991121 31. 


0103 . C7 . o2 . tw 


Method 


TBLASTX: Wheat 




Start 


5612 ~ 




End 


5971 




GI 


none 




Score 


50 




Exons 


5612. .5692, 


5708 . . 5905, 5812 


..5895, 5912. .5971 




Seq. No. 


12961 




Seq. ID 


OJ991121_31.0103 


.C7 


Gene No. 


27372 




Strand 


+ 




Start 


7905 




End 


14003 




Name 


OJ991121 31. 


0103. C7 .o3.gs 


Method 


GENSCAN 




Start 


7905 ~~ 




End 


14003 




GI 


none 




Score 


.45 




Exons 


7905. .7921, 


8234.. 8415, 9050 


..9308, 9945.. 10005, 10117. 


.11475, 




13447. .14003 










Seq. No. 


12962 




Seq. ID 


OJ991121_31.0103 


.C8 


Gene No. 


27373 




Strand 


+ 





13438 




Start 


13859 




End 


14042 




Name 


O.T9Q1121 01 n^ P8 

V_/U_7-7XX^X J x . y 1U J . LO • 


nl no 

\J X ■ 1 l^J 


Method 


AAT/NAP 




Q +- -a >-+- 


1 "38 SQ ~~ 

1 JO J? 




End 


14042 




riT 
ol 


4 68 04 Q2 

1 D O U *4 _? ^ 




Score 


158 




IT v r> n q 
Hj al>i i a 


138S9 14042 

X O O _7 • . X *3 W *i ^. 










f^T Df^c'r'T "i r> 

OX L/ C O J — L • 


(AF119222} outative 


±- <^ V ^ J. \^ 


transcriptase [Oryza 


sat iva 1 


Seq. No. 


. 12962 




Seq. ID 


OJ991121_ 


31. 0103. C8 


Gene No. 


27374 




Strand 


+ 




O Lai L 


1 S971 

X ~J Zf f X 




End 


17512 




Name 


O.TQQ1191 ?1 010^ Pft 


o A n q 


Method 


GENSCAN 




OLdl L. 


1 SQ71 _ 

X sJ -3 f X 




End 


17512 






n on o 




Score 


.78 




l_i L* 110 


1 S97 1 1 7 512 

X »J .7 f X • • X / X £. 










C o /-r NTo 


12962 




Seq. ID 


OJ991121_ 


31. 0103. C8 


UCllC LN L* • 


27375 




Strand 






O Lai L 


14812 




End 


16468 




IN aliio 


OJ991121 31. 0103. C8. 


ol . tm 


Method 


TBLASTX: Maize 


O LaL L 


5610 




End 


16468 






none 




Score 


76 




P 1 von q 


5610.. 5708, 5613.. 5699, 5683 


..5802, 5700. .5843, 


5712 5789 




5799.. 6113, 5806.. 6072, 5868 


..6113, 8486..8584, 


84QR 8584 




8603. .8797, 8605. .8793, 8771 


..8878, 8821. .8877, 


12067 121i 

X W U / * » X X 




12069. .12137, 12070. 


.12156, 


12157. .12300, 12214. 


. 1224 6, 




12216. .12260, 12256. 


. 12318, 


12266. .12568, 12266. 


12505 




12306. .12569, 12367. 


.12570, 


12424. .12570, 15965. 


. 16054 , 




15968. . 16054, 16037. 


.16135, 


16038. .16124, 16073. 


.16198, 




16120. .16161, 16154 . 


.16468, 


16191, .16406, 16267. 


.16467 


Seq. No. 


12962 




Seq. ID 


OJ991121_ 


31 0103 C8 


Gene No. 


27375 




Strand 






O Lai L 


14812 




End 


16468 




Name 


OJ991121 31. 0103. C8. 


o3 . gs 


Method 


GENSCAN 




O Ldi L 


14812 




End 


15110 




V3 X 


none 




Score 


.77 




J* 1 von q 


14812. .14961, 14967. 


.15110 








Seq. No. 


12963 




Seq. ID' 


OJ991121_ 


31. 0103. C9 


Gene No. 


27376 




Strand 


+ 




Start 


542 




End 


1766 




Mamp 

ln aiuc 


OJ991121 31. 0103. C9. 


ol .gs 


Method 


GENSCAN 




u Lai L 


542 




End 


1620 




\3 X 


none 




Score 


.67 




F vnn c 


542. .636, 1339. .1620 








Seq. No. 


12963 




Seq. ID 


OJ991121_ 


31. 0103. C9 


Gene No. 


27376 




Strand 


+ 




Start 


542 




End 


1766 




Name 


OJ991121 31. 0103. C9. 


ol.gp 


Method 


AAT/GAP 




O Lax L 


1328 




End 


1766 




GI 


701165 




Score 


732 




Exons 


1328. . 1766 










Seq. No. 


12963 




Seq. ID 


OJ991121_ 


31. 0103. C9 


Gene No. 


27377 




Strand 


+ 




Start 


2661 




End 


6120 





13439 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. .No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991121_31.0103.C9.ol.np 

2573 

4006859 

2573. .2902, 3597. .3834, 4595, 



Method AAT/NAP 
End 5561 
Score 489 
.4775, 4856. .4946, 5301. 



,5561 



(Z99707) putative protein [Arabidopsis thaliana] 



12963 
27377 
2661 

OJ991121_31.0103.C9.o2.gs 

2661 

none 

2661.. 2902, 3597.. 3832, 4566. 
5728. .6120 



OJ991121_31.0103.C9 
+ 

6120 
GEN SCAN 
6120 
.86 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4775, 4856. .5021, 5295. .5538, 



Seq. No. 12963 Seq. ID 

Gene No. 27378 Strand 

Start * 9345 End 

Name OJ991121_31 . 0103 . C9 . o4 . gs Method 

Start 9345 End 

GI none Score 

Exons 9345.. 9447, 9459.. 9814, 10100.. 10603 



OJ991121_31.0103.C9 
+ 

10603 
GENSCAN 
10603 
.7 



Seq. No. 12963 

Gene No. 27379 

Start 17050 

Name OJ991121_31 . 0103 . C9 . 06 . gs 

Start 17050 

GI none 

Exons 17050. .18112, 18638.. 18681 



Seq. ID OJ991121_31.0103.C9 

Strand + 

End 18681 

Method GENSCAN 

End 18681 

Score .96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12963 Seq. ID 

27380 Strand 

31226 End 

OJ99112 1_31 . 0103 . C9 . o3 . np Method 

31226 End 

6642677 Score 
31226. .31680,' 31952. .32171 

(AC015450) unknown protein [Arabidopsis thaliana] 



OJ991121_31.0103.C9 
+ 

32171 
AAT/NAP 
32171 
128 



12963 
27380 
31226 

OJ991121_31.0103.C9.o8.gs 

31226 

none 

31226. .31839, 31841.. 32102 



Seq. ID OJ991121_31.0103.C9 

Strand + 

.End 32171 

Method GENSCAN 

End 32102 

Score .47 



Seq. No. 12963 Seq. ID 

Gene No. 27380 Strand 

Start 31226 End 

Name OJ991121_31 . 0103 . C9 . o4 . gp Method 

Start 31495 End 

GI 5003569 Score 

Exons 31495. .31723 



OJ991121_31.0103.C9 
+ 

32171 . 
AAT/GAP 
31723 
355 



Seq. No. 



12963 



Seq. ID OJ991121_31.0103.C9 



13440 




Gene No. 


27381 


Strand 


- 




Start 


11015 


End 


13959 




Name 


OJ991121 31.0103.C9.o2.np 


Method 


AAT /NAP 




Start 


11015 


End 


13959 




GI 


4680186 


Score 


181 




F.vnn ^ 


11015. .11068, 11703. .11836, 


12414. .125 


88, 13925 


. . 13959 


GT Descrio. 


■.(AF111709) unknown [Oryza sativa subsp 


indica] 




Seq. No. 


12963 


Seq. ID 


OJ991121 


31. 0103. C9 


Gene No. 


27382 


Strand 






Start 


20321 


End 


21509 




Name 


OJ991121 31.0103. C9.o2.gp 


Method 


AAT /GAP 




Start 


20321 


End 


21509 




GI 


17677 2.R1084 


Score 


1224 




Exons 


20321. .20722, 21276.. 21509 








GI Descrip. 


, 5922603/dbj | AP0004 92 . 1 | AP0004 92 2 . Oe- 


19 Oryza 


sativa genomic 



DNA, chromosome 1, clone : P0705D01 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12963 Seq. ID OJ991121_31 . 0103 . C9 

27383 Strand 

24567 End 24661 

OJ991121_31.0103.C9.o3.gp Method AAT /GAP 

24567 End 24661 

5867_1.R1084 Score 137 

245'67. .24661 

1 4 64 986/sp| P35132 | UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 
ENZYME E2-17 KD 9 ( UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin—protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884__emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis 1 



'Hi 



Seq. No. 12963 Seq. ID 

Gene No. 27384 Strand 

Start 36158 End 

Name OJ991121_31 . 0103 . C9 . o4 . np Method 

Start 36158 End, 

GI 4678204 Score 

Exons 36158. .36811, 37774.. 38010 

GI Descrip. (AC007134) hypothetical protein [Arabidopsis thaliana] 



OJ991121_31.0103.C9 

38010 
AAT /NAP 
38010 
460 



Seq. No. 12963 
Gene No. 27385 
Start 39347 

Name OJ991121_31 . 0103 . C9 . oil . gs 

Start 39347 
GI none 
Exons 39347. 

40979. 

42733. 



,39664, 40389. .40475, 
,41166, 41359. .41385, 
,42858, 43255. .43324, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

40588 

42231 



OJ991121 31. 0103. C9 



44254 
GENSCAN 
43519 
.83 

40647, "40759. 
42458, 42480. 



40858, 
42689, 



43431. .43519 



Seq. No. 12963 Seq. ID OJ991121_31 . 0103 . C9 

Gene No. 27385 Strand 

Start 39347 End 44254 

Name OJ991121_31 . 0103 . C9 . o5 . np Method AAT /NAP 

Start 39362 End 42861 



13441 



GI 

Exons 



GI Descrip. 



3152613 Score 703 

39362.-39664, 40122 .. 40259, 40389 .. 40475, 40588 .. 40647, 
40759. .40858, 40979. . 41085, 4 1116 .. 4 1375, 4 1800 .. 424 05, 
424 69. .42670, 42785. .428 61 

(AC004482) hypothetical protein [Arabidopsis thaliana] 



OJ991121 31. 0103. C9 



Seq. No. 12963 Seq. ID 

Gene No. 27385 Strand 

Start 39347 * End 

Name OJ991121_31 . 0103 . C9 . 06 . np Method 

Start 39362 End 

GI 3152613 Score 

Exons 39362. .39664, 40122 .. 40259, 40389 

40759. .40858, 4097 9 4 1085 , 41116 

42469. .42670, 42785.-42892, 44109 
GI Descrip. (AC004482) hypothetical protein [Arabidopsis thaliana] 



44254 
AAT/NAP 
44254 
704 

40475, 40588. 
41375, 41800. 
44254 



,40647, 
,42405, 



Seq.. No. 12963 

Gene No. 27386 

Start 50600 

Name OJ99112 1_31 . 0103 . C9 . o4 . tm 

Start 2796 

GI none 

Exons 2796.. 2951, 2820.. 2906, 2999. 

4635. .4712, 4705. .4773 



OJ991121_31.0103.C9 
51489 

TBLASTX: Maize 

4773 

159 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3040, 3585. .3833, 3592. .3834, 



Seq. No. 12963 

Gene No. 27386 

Start 50600 

Name OJ991121_31 . 0103 . C9 . o4 . ts 

Start 2796 

GI none 
Exons 



Seq. ID OJ991121_31.0103.C9 



Strand 
End 

Method 

End 

Score 



51489 

TBLASTX : Soybean 

3729 

111 



2796. .2951, 3531. .3710, 3568. .3729, 3602. .3712 



Seq. No. 12963 
Gene No. 27386 
Start 50600 

Name OJ991121J31 . 0103 . C9 . o7 . tm 

Start 5354 
GI none 

Exons 5354.. 5461, 5358.-5429, 5359. 

5440. .5544, 5458.-5538, 5475. 
5856. .6071, 5857. .6180, 5860. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991121 31. 0103. C9 



51489 

TBLASTX: Maize 
6180 
82 

5463, 5374. .5466, 5381. 
5540, 5619. .5711, 5758. 
6120 



,5503, 
5787, 



Seq. No. 12963 

Gene No. 27386 

Start 50600 

Name OJ991121_31 . 0103 . C9 . o5 . tm 

Start 13452 

GI none 

Exons 13452. .13580, 17056 
22051. .22089, 22174 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991121 31. 0103. C9 



17181, 17254, 
22347, 22174. 



51489 

TBLASTX: Maize 
22383 
143 

17382, 22040. .22141, 
22383 



Seq. No. 12963 Seq. ID 

Gene No. 27386 Strand 

Start 50600 End 

Name OJ991121 31 . 0103 . C9 . o2 . tm Method 



OJ991121_31.0103.C9 
51489 

TBLASTX: Maize 



13442 



Start 
GI 

Exons 



36549 

none 

36549. 

37774. 

37993. 



.36812, 36551. .36814, 
.37833, 37778. .37834, 
.38025 



End 38025 

Score 266 
36551. .36814, 3777 4 . .37827, 
37942. .38010, 37943. .37996, 



Seq.. No. 12963 
Gene No. . 27386 

Start 50600 

Name OJ991121_31 . 0103 . C9 . o3 . tm 

Start 39347 

GI none 

Exons 39347. .39439, 39351 .. 39428 , 

Seq. No. 12963 

Gene No. 27386 

Start 50600 

Name OJ991121_31 . 0103 . C9 . o3 . ts 

Start 39368 

GI none 

Exons 39368. .39445, 394 37 39664 , 
40120.. 40173 



Seq. ID OJ991121_31.0103.C9 
Strand 

End 51489 

Method TBLASTX : Mai ze 

End 39659 

Score 70 
39428. .39658, 39450. .39659 

Seq. ID OJ991121_31.0103.C9 
Strand 

End 51489 

Method TBLASTX : Soybean 

End 40187 

Score 99 
39450. .39665, 40116. .40187, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12963 
27386 
50600 

OJ991121_31.0103.C9.o2.ts 
41000 
none 

41000. .41215, 41041. .41160, 4 1192 .. 4 1356, 41227. .41358 



Seq.. ID OJ991121_31.0103.C9 
Strand 

51489 

TBLASTX: Soybean 
41358 
163 



End 

Method 

End 

Score 



12963 
27386 
50600 

OJ991121_31.0103.C9.o6.tm 

41242 

none 

41242. .41388, 4 1243 4 1386, 
42144. .42203, 42198 .. 42263, 



Seq. ID OJ991121_31.0103.C9 
Strand 

End 51489 

Method TBLASTX : Maize 

End 42264 

Score 167 
42142. .42204, 4214 4 .. 42212, . 
42198. .42263, 42199.. 42264 



12963 
27386 
50600 

OJ991121_31.0103.C9.o7.np 

50600 
4835229 
50600. .51489 

(AL04 9862) putative protein [Arabidopsis thaliana] 



Seq. ID OJ991121__31.0103.C9 
Strand 

End 51489 

Method AAT/NAP 

End 51489 

Score 611 



12963 
27386 
50600 

OJ991121_31.0103.C9. 

50626 

none 

50626. .50844, 50630. 



ol.tc 



Seq. ID OJ991121_31.0103.C9 
Strand 

End 51489 

Method TBLASTX : Cress 

End 50847 

Score 90 



.50845, 50632. .50847, 50649. .50846 



13443 



Seq. No. 12963 

Gene No. 27386 

Start 50600 

Name OJ991121_31 . 0103 . C9 . ol . ts 

Start 50649 

GI none 

Exons 50649. -.50885, 50649. . 51011, 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ991121_31.0103.C9 
51489 

TBLASTX: Soybean 

51012 

220 



50659. .51012 



Seq. No. 12963 

Gene No. 27386 

Start 50600 

Name OJ991121_31 . 0103 . C9 . ol . tm 

Start 50730 

GI none 

Exons 50730. .51158, 507 30 .. 51173, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991121_31.0103.C9 
51489 

TBLASTX: Maize 

51173 

298 



50731. .51168 



Seq. No. 12963 

Gene No. 27386 

Start 50600 

Name OJ991121_31 . 0103 . C9 . ol . tw 

Start 50784 

GI none 

Exons 50784 . .50981, 50784 .. 51173, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991121_31.0103.C9 
51489 

TBLASTX: Wheat 

51173 

176 



50785. .51168 



Seq. No. 12964 Seq. ID 

Gene No. 27387 Strand 

Start 111 End 

Name OJ991121_31 . 0103 . C10 . ol . gs Method 

Start 111 End * 

GI none Score 

Exons 111.. 260 



OJ991121_31. 0103. C10 
260 

GEN SCAN 

260 

.56 



Seq. No. 12965 Seq. ID 

Gene No. 27388 Strand . 

Start 479 End 

Name OJ991121_31 . 0103 . Cll . ol . gs Method 

Start 479 End 

GI none . Score 

Exons 479.. 799 



OJ991121_31. 0103. Cll 
+ 

799 

GENSCAN 

799 

.82 



Seq. No. 12965 

Gene No. 27388 

Start 479 

Name OJ991121_31 . 0103 . Cll . ol .np 

Start 482 

GI 6706416 

Exons 482.. 775 

GI Descrip. (AL133248) putative protein 



Seq. ID OJ991121_31. 0103. Cll 

Strand + 

End 7 99 

Method AAT/NAP 

End 775 

Score 146 

[Arabidopsis thaliana] 



Seq. No. 12965 

Gene No. 27388 

Start 479 

Name OJ991121_31 . 0103 . Cll . ol . tm 

Start 485 

GI none 

Exons 485.. 586, 487.. 585 



Seq. ID OJ991121_31. 0103. Cll 

Strand + 

End 799 

Method TBLASTX : Mai ze 

End 586 

Score 178 



13444 




Seq. No. 


12965 




Seq. ID 


OJ991121_31. 


0103 


.Cll 


Gene No. 


27388 




Strand 


+ 






Start 


479 




End 


799 






Name 


OJ991121 31.0103.Cll.ol 


tw 


Method 


TBLASTX: Wheat 




Start 


485 ~~ 




End 


592 






GI 


none 




Score 


180 






Exons 


485. .592, 485. .535, 490 


. 588 










Seq. No. 


12966 




^Seq. ID 


OJ991121_31. 


0103 


. C13 


Gene No. 


27389 




Strand 








Start 


1 




End 


1539 






Name 


OJ991121 31.0103.C13.ol 


np 


Method 


AAT/NAP 






Start 


1 




End 


1539 






GI 


6561983 




Score 


116 






Exons 


1..86, 173. .322, 892. .986, 1432. .1539 








GI Descrip. 


(AL133363) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


12966 




Seq. ID 


OJ991121_31. 


\J X U J 


.C13 


Gene No. 


27389 




Strand 








Start 


1 




End 


1539 






Name 


OJ991121 31.0103.C13.ol. 


gs 


Method 


GENSCAN 






Start 


602 ~~ 




End 


986 






GI 


none 




Score 


.71 






Exons 


602. *. 619, 735. .834, 925. 


.986 










Seq. No. 


12967 




Seq. ID 


OJ991121_31. 




.C14 


Gene No. 


27390 




Strand 


+ 






Start 


2808 




End 


6012 






Name 


OJ991121 31.0103.C14.o2. 


gs 


Method 


GENSCAN 






Start 


2808 ~ 




End 


6012 






GI 


none 




Score 


.48 






Exon <5 


2808. .2911, 3877. .3896, 


4714. 


.5924, 5986.. 6012 






Seq. No. 


12967 




Seq. ID 


OJ991121_31. 


0103 


.C14 


Gene No. 


27391 




Strand 


-f 






Start 


7973 




End 


9749 






Name 


OJ991121 31.0103.C14.ol. 


gp 


Method 


AAT/GAP 






Start 


7776 




End 


8044 






GI 


2443122 




Score 


530 






Exons 


7776. .8044 












Seq. No. 


12967 




Seq. ID 


OJ991121_31. 


0103 


.C14 


Gene No. 


27391 




Strand 


+ 






Start 


7973 




End 


9749 






Name 


OJ991121 31.0103.C14.o4. 


gs 


Method 


GENSCAN 






Start 


7973 




End 


9511 






GI 


none 




Score 


.91 






Exons 


7973. . 9511 












Sea No 


12967 




Seq. ID 


OJ991121_31. 


0103 


. C14 


Gene No. 


27391 




Strand 


+ 






Start 


7973 




End 


9749 






Name 


OJ991121 31.0103.C14.o2. 


gp 


Method 


AAT/GAP 






Start 


9126 




End 


9749 






GI 


3766623 




Score 


1211 






Exons 


9126. .9749 













13445 




Seq. No. 


12967 






Seq. ID 


OJ991121_31.0103.C14 


Gene No. 


27392 






Strand 


+ 




114 14 






bna 




Name 


htqqi i 01 qi m n q 
ujyyuzi oi.uiuj. 


Gl 4 . OO 


. gs 


Method. 


r* "c w c r* 7\ m 
GbiNoGAJN 


Start 


114 14 






bna 


izyj / 


r~> -r 

GI 


none 






Score 


. O 0 


Exons 


ii/ii/i 1 ocni 
114 14 . . lzyo / 










Seq. No. 


12967 






Seq. ID 


OJ991121_31.0103.C14 


Gene No. 


27393 






Strand 


+ 


otart 








bna 


lb / o j 


Name 


riTQCtiioi *3 1 mm 

ujyyuzi ji . uiuj . 


Gl 4 . O / 


. gs 


Method 


GblNoGAJN 


C 4- -v- +- 

btart 








bna 


lb / o j 


Gl 


none 






Score 


. y / 


Exons 


13Z01 . . Id / o J 










Seq. No. 


12967 






Seq. ID 


OJ991121_31.0103.C14 


Gene No. 


27394 






Strand 




btart 


217 






bna 


o t; n c 

Z D I D 


Name 


OJ991121 31.0103. 


C14 .ol 


. gs 


Method 


C I? XI C C Zi M 
GblNoGAJN 


btart 


217 






bna 


ZD / D 


Gl 


none 






Score 


. o y 


Exons 


217. .843, 933. .1019, 1723. .18 


OA Ol Qyl 
Z 4 , Z 1 o 4 . 


00£1 O/IQQ OCTC 

. zzo / f Z4yy..zo/o 


Seq. No. 


12967 






Seq. ID 


OJ991121_31.0103.C14 


Gene No. 


27395 






Strand 




Start 


6734 






bna 


/ 4 y / 


Name 


OJ991121 31.0103. 


C14.o3 


.gs 


Metnoa 


GbNSCAN 


Start 


6734 






bna 


/ 4 y / 


r* t 

GI 


none 






Score 


Q Q 
. O O 


Exons 


6734.. 6870, 6922. 


.7067, 


7400. 


n a on 
. / 4 y / 




Seq. No. 


12967 






Seq. ID 


OJ991121_31.0103.C14 


Gene No. 


27396 






Strand 




Of _ „f 

btart 


13572 






bna 


1 OQTA 

ioy / u 


Name 


OJ991121 31.0103. 


C14.o6 


.gs 


Method 


GbJNbGAJN 


btart 


13572 






bna 


i jy / u 


Gl 


none 






Score 


. o y 


Exons 


13572. .13970 










Seq. No. 


12967 






Seq. ID 


OJ991121_31.0103.C14 


Gene No. 


27397 






Strand 




OLaiL 


18700 






bna 




Name 


0J991121 31.0103. 


C14.o6 


. tm 


Method 


i Dju/io i a ; Fiai ze 


btart 


299 






bna 


71 c 
/ 10 


Gl 


none 






Score 


0 £ 9 
Z dZ 


Exons 


299. .685, 300. .686, 362 


. .715, 


/ll c Til 
4 13. . /II 




beq. No. 


12367 






Seq. ID 


OJ991121_31.0103.C14 


Gene No . 


27397 






Strand 






18700 






End 


20352 


Name 


OJ991121 31.0103. 


C14.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


4724 






End 


15748 


GI 


none 






Score 


101 


Exons 


4724. .4759, 4797. 


.4913, 


4820. 


.4912, 5106. .5228, 5118. .5216, 




7958.. 8056, 7967. 


.8074, 


8040. 


.8162, 8057.. 8200, 8066.. 8152, 




8068. .8160, 8148. 


.8408, 


8153. 


.8470, 8260. .8430, 11411. .1147 



13446 






114 14 114Q1 114PQ 
11*114. . 1 1 fi ;? 1 , llfioz?. 


1 1 1 
. 1 1 04 1 , 


114 97. .11604, 11597. .11659, 






ii oyy . .11/441, lib//. 


. llooU/ 


11708. .116 


J93, 11765. .11899, 






1 DZ 4 0 . . 1 DofiO , 1 DZ 4 / . 


. 1 3 jU y , 


1524 8.'. 15334, 15317. .15424, 






IjjIO . .104,3/, Ijjjj . 


. 1 Dh 4 Z , 


1534 6. .15441, 15423. .1574 6, 






1^4^^ 1 t c ^ -d yi 
. Ij / 'I / , Ijl . 


1 c 7 a Q 
. 1 j / 4 o , 


15434 . . 15748 




beq. NO. 


12967 




Seq. ID 


OJ991121_31.0103, 


, bl 4 


Gene No . 


27397 




Strand 






Start 


18700 




End 


20352 




Name 


OJ991121 31.0103.C14 


. o5 . tm 


Method 


TBLASTX: Maize 




biart 


5910 




End 


16659 




bl 


none 




Score 


67 




Exons 


5910.. 6071, 9037.. 9378, 9038 


I..9388, 12484. .12711, 12485, 


1 97 

. . 1Z 1 1 




12488. .12718, 12562. 


.12702, 


12736. .12813, 16306 .. 16650, 






16328. .16651, 16341. 


.16655, 


16435. .16659 




Seq. No. 


12967 




Seq. ID 


OJ991121_31.0103, 


.C14 


Gene No. 


27397 




Strand 








18700 




End 


20352 




Name 


OJ991121 31.0103.C14 


. 08 .gs 


Method 


GEN SCAN 




b car l 


18700 




End 


20203 




bl 


none 




Score 


.97 




Exons 


18700. .19067, 19165. 


.20203 








beq. NO. 


12967 




Seq. ID 


OJ991121_31.0103. 


H 1 A 
. bl 4 


Gene No. 


27397 




Strand 






Start 


18700 




End 


20352 




Name 


OJ991121 31.0103.C14 


. o 1 . np 


Method 


AAT/NAP 




Start 


18703 




End 


20352 




bl 


2586083 




Score 


961 




Exons 


18703. .19067, 19165. 


.20352 








bi uescrip . 


(U72725) receptor kinase-like protein 


[Oryza longistaminata] 


O rt rt- M 

oeq. wo. 


12967 




Seq. ID 


OJ991121_31.0103. 


.C14 


Gene No. 


27397 




Strand 






Start 


18700 




End 


20352 




Name 


OJ991121 31.0103.C14 


. o3 . tm 


Method 


TBLASTX: Maize 




OtaiT. 


18706 




End 


19214 




pT 
bl 


none 




Score 


56 




Exons 


18706. .18852, 18707. 


.18856, 


18871. .19068, 18872. .19069, 






19166. .19213, 19167. 


.19214 








O rt rt M rt 

beq. no. 


12967 




Seq. ID 


OJ991121_31.0103. 


,C14 


Gene No. 


27397 




Strand 






Start 


18700 




End 


20352 




Name 


OJ991121 31.0103.C14 


.ol.ts 


Method 


TBLASTX : Soybean 




Of —4- 

onar u. 


18712 




End 


19759 




C T 
bl 


none 




Score 


52 




Exons 


18712. .18810, 18719. 


.18820, 


18886. .19068, 18935 .. 19090, 






19211. .19651, 19260. 


.19652, 


19667. .19759, 19677.. 19742 




Seq. No. 


12967 




Seq. ID 


OJ991121_31.0103. 


,C14 


Gene No. 


27397 




Strand 






Start 


18700 




End 


20352 




Name 


OJ991121 31.0103.C14 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


18982 




End 


19762 




GI 


none 




Score 


141 





13447 





1RQR9 1 QOfiR 1 Q1 fifi 


1 Q1 R Q 
■ x zf ± o z* , 


19232. .19423, 19451. .194 98, 




1 QS1 7 1 Q769 








Seq. No. 


12967 




Seq. ID 


OJ991121_31.0103.C14 


Gene No. 


27397 




Strand 




Start 


18700 




End 


20352 


LNClllLG 


o.tqqii9i ?i oi o? rid 


i 

■ o 1 • tm 


Method 


TBLASTX :Maize. 


u Lcti L 


1 Q9?S ~~ 

X _7Z. J .J 




End 


19588 


\D X 






Score 


250 


CjAUIIO 


1 Q9^s 1QSRR 1 


1 QSRO 

• X Z* ■u O \J , 


19349. .19588 


Seq. No. 


12967 




Seq. ID 


OJ991121_31.0103.C14 


Gene No. 


27397 




Strand 






1 R700 

X O / VJ VJ 




End 


20352 




d.tqqi i 91 ?i oi o? n 4 


• o4 . tm 


Method 


TBLASTX: Maize 


c+- ^ rt" 


1 QRQ9 ~ 

X z> o .7 




End 


20254 


O J. 






Score 


179 




1 9R 99 90164 1 99?9 


901 Sfi 

. \J X .J VJ , 


20174 . .20254 


O C . LN U . 


1 9 Q67 




Seq. ID 


OJ991121_31.0103.C14 


Gene No. 


27397 




Strand 




Start 


18700 




End 


20352 


Name 


OJ991191 ?1 010? PI 4 


n9 t~r 


Method 


TBLASTX: Cress 




1 QQ^S ~ 

X _7 _7 J J 




■ End 


20273 


O X 


,».none 




Score 


133 




i qqcq 909R4 i qqi;c 


9 0 9 7 ? 
. ZUZ / O , 


20027. .20254, 20030 2014 6, 




90109 909S7 901 ?P 


909^4 






O C . IN O . 


± Z. zJ O / 




Seq. ID 


OJ991121_31.0103.C14 


Gene No. 


27397 




Strand 




Start 


18700 




End 


20352 


Name 


OJ991121 31 0103 C14 




Method 


TBLASTX: Soybean 


O Lai. L 


1 QQ64 ™~ 




End 


20264 


yj x 


ilvjilG 




Score 


69 


P von o 


1 QQ64 909S4 1 QQfiR 


90 1 9 Q 


20021. .20182, 20027. .20254, 




9009Q 909S7 901 00 


90961 


20154 . .20264 


O C ^ • LN U> • 


1 9 Qfift 

X c. Z* vJ O 




Seq. ID 


OJ991121_31.0103.C15 


Gene No. 


27398 




Strand 




Start 


1 




End 


933 


Name 


OJ991121 31 0103 PI ■=) 


o 1 np 


Method 


AAT/NAP 


Start 






End 


933 


GI 


6S99S4 0 




Score 


467 


P vnn q 


1 93? 










f AT.1 39 9 S S ) r^r-^n-r n-r — 


V' "1 n3 co 
JS.Xild.ot: 


like protein [Arabidopsis thaliai 


Qpff Mn 


12968 




Seq. ID 


OJ991121_31.0103.C15 




27398 




Strand 




Start 


1 




End 


933 


Name 


OJ991121 31.0103.C15 


.ol.tc 


Method 


TBLASTX: Cress 


Start 


70 




End 


762 


GI 


none 




Score 


61 


Exons 


70. .138, 73. .141, 106. .330, 


154. .723, 


154. .648, 154. .720, 




154. .519, 157. .762, 


160. .711, 244. .711 


, 268. .711, 316. .714, 




362. .478, 365. .403, 


394. .735, 451. .525 


, 455. .619 



Seq. No. 



12968 



Seq. ID OJ991121 31.0103.C15 



13448 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



27398 Strand 

1 End 

OJ991121_31.0103.C15.ol.ts Method 

70 End 

none Score 



933 

TBLASTX : Soybean 

720 

40 



70. .138, 154. .720, 154. .657, 154. .444, 160. .711, 164. .259, 
244. .711, 316. .714, 344. .652, 529. .711, 538. .720 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12968 
27398 
1 

OJ991121_31.0103.C15.ol.tm 
79 

none 



Seq. ID OJ991121_31.0103.C15 
Strand 

End 933 

Method TBLASTX : Maize 

End 7 33 

Score 60 



79. .138, 91. .279, 148. .519, 154. .723, 163. /720, 190. .711, 
279. .359, 386. .733, 403. .699, 515. .721 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12968 - 

27398 

1 

OJ991121_31.0103.C15.ol.tw 

154 

none 



Seq. ID OJ991121_31.0103.C15 
Strand 

End 933 

Method TBLASTX : Wheat 

End 804 

Score 95 



154. .279, 271. .426, 340. .507, 487. .648, 559.-723, 727. .804 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12969 
27399 
1 

OJ991121_31.0103.C16.ol.gp 

1 

LIB34 33-033-P1-K1-D7 
1. .108 

'531829 9.0e-10 (U12390) beta-galactosidase alpha peptide 
[cloning vector pSportl] ' 



Seq. ID OJ991121_31.0103.C16 

Strand + 

End 108 

Method AAT/GAP 

End 108 

Score 212 



12970 
27400 
73 

OJ991121_31.0103.C17.ol.gs 
73 

none 
73. .405 



Seq. ID OJ991121_31.0103.C17 
Strand 

End ' 4 05 

Method GENSCAN ^ 

End 405 

Score .44 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



12971 
27401 
1 

OJ991121_31.0103.C18.ol.np 
1 

6651245 
1..117, 213. .280, 536.-636 
(AF154003) pirin [Lycopersicon esculentum] 



Seq. ID OJ991121_31.0103.C18 

Strand + 

End 636 

Method AAT/NAP 

End 636 

Score 191 



12971 
27402 
272 

OJ991121_31.0103.C18.ol.tm 
3 



Seq. ID OJ991121_31.0103.C18 
Strand 

End 356 

Method TBLASTX : Mai ze 

End 280 



13449 



GI none Score 123 

Exons 3.. 116, 5.. 112, 218.. 280, 220.. 279 



Seq. No. 12971 

Gene No. 27402 

Start 272 

Name OJ991121_31 . 0103 . C18 . ol . ts 

Start 3 

GI none 
Exons 



Seq. ID OJ991121_31.0103.C18 
Strand 

End 356 

Method TBLASTX : Soybean 

End 282 

Score * 193 



3. .116, 5. .115, 6. .140, 160. .276, 194. .280, 205. .282, 212. .280 



Seq. No. 12971 Seq. ID 

Gene No. 27402 Strand 

Start 272 End 

Name OJ991121_31 . 0103 . C18 . ol . gs Method 

Start 272 End 

GI none Score 

Exons 272.. 356 



OJ991121__31.0103.C18 
356 

GEN SCAN 

356 

.47 



Seq. No. 12972 Seq. ID 

Gene No. 27403 Strand 

Start 80 End 

Name OJ991121_31 . 0103 . C19 . ol . gp Method 

Start 80 End 

GI 1632104 ' Score 

Exons 80.. 299 



OJ991121_31.0103.C19 
+ 

299 

AAT/GAP 

299 

383' 



Seq. No. 12972 Seq. ID 

Gene No. 27403 Strand 

Start 80 End 

Name OJ991121_31 .0103 . CI 9 . ol . gs Method 

Start 154 End 

GI none Score 

Exons 154.. 284 



OJ991121_31.0103.C19 
+ 

299 

GENSCAN 

284 

.97 



Seq. No. 


12973 




Seq. ID 


OJ991121_31.0103 


.C20 


Gene No. 


27404 




Strand 






Start 


374 




End 


727 




Name 


OJ991121 31.0103.C20.ol, 


gp 


Method 


AAT/GAP 




Start 


374 




End 


727 




GI 


15476 3.R1084 




Score 


680 




Exons 


374.. 727 










GI Descrip. 


'169363 5.0e-25 (M75856) 


PVPR3 [Phaseolus vulgaris] 1 




Seq. No. 


12973 




Seq. ID 


OJ991121_31.0103 


.C20 


Gene No. 


27404 




Strand 






Start 


374 




End 


727 




Name 


OJ991121 31.0103.C20.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


375 




End 


727 




GI 


none 




Score 


56 




Exons 


375. .398, 434. .505, 438. 


.500, 


438. .515, 


490. .546, 618.. 


659, 




622.. 660, 623.. 727, 708. 


.725 









Seq. No. 12973 Seq. ID OJ991121_31 . 0103 . C20 

Gene No. 27404 Strand 

Start 374 End 727 

Name OJ991121 31 . 0103 . C20 . ol . tw Method TBLASTX : Wheat 



13450 




Start 


a q n 


Lna 


n on 
f Z / 




GI 


none 


Score 


A Q 

4 y 




Exons 


A Q ~1 1 C A A CTfi c/rn /TQQ 
4o / . .DDI, 044. .0/U, OD/. .boo, 


a a c a c o 
DUO . . ooz 


ci /i n on co a 
t Di 4 . . / Z 1 f bz4 . . 


1 Zo 


beq. no. 


i OQio 

iz y / o 


beq. id 




CO C\ 


Gene No. 


27404 


Strand 






Start 


374 


End 


727 




Name 


OJ991121 31.0103.C2CLol.np 


Method 






Start 


626 


End 


n on 

I Z I 




GI 


169363 


Score 


lob 




Exons 


626. .727 








GI Descrip. 


(M75856) PVPR3 [Phaseolus vulgaris] 






Seq. No. 


12974 


Seq. ID 


OJ991121_31.0103 


.C22 


Gene No. 


27405 


Strand 






b car l 


170 


End 


A A Q 

H fi J 




Name 


OJ991121 31.0103.C22.ol.gs 


Method 


r* IT 1 TvT O (~* 7\ M 




Start 


170 


End 


A A Q 

4 4 y 




GI 


none 


Score 


. yo 




Exons 


170. .449 








beq. no. 


12975 


Seq. ID 


n tqqi i oi 'ii mm 


no o. 
. L,Z o 


Gene No . 


27406 


Strand 






Start 


1 


End 


369 




Name 


OJ991121 31.0103.C23.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


369 




GI 


uC-osrocyp027f 12al 


Score 


569 




Exons 


1. .369 








GI Descrip. 


, 4567304/gb|AAD23715.1|AC005956 4 4.0e 


-21 (AC005956). unknown 




protein [Arabidopsis thaliana 


I ' 






Seq. No. 


12976 


Seq. ID 


OJ991121_31.0103 


.C24 


Gene No. 


27407 


Strand 


+ 




Start 


1 


End 


263 




Name 


OJ991121 31.0103.C24.ol.gp 


Method 


AAT/GAP 




o tar l 


1 


End 


263 




GI 


uC-osrocyp027f 12bl 


Score 


494 




Exons 


1. .263 








GI Descrip. 


f 4567304/gb|AAD23715.1|AC005956 4 4 . Oe 


-21 (AC005956) unknown 




protein [Arabidopsis thaliana; 








Seq. No. 


12977 


Seq. ID 


OJ991121_36.0121 


.C2 


Gene No . 


27408 


Strand 


+ 




Start 


1 


End 


672 




Name 


OJ991121 36.0121.C2.ol.gp 


Method 


AAT/GAP 




otart 


1 


End 


214 






LIB3477-009-P1-K1-F8 


Score 


373 




Exons 


1. .214 








GI Descrip. 


, 5302799/emb|CAB46041.1| 7 . Oe- 


-15 (Z97341) gibberellin 






oxidase-like protein [Arabidopsis thaliana] f 




Seq. No. 


12977 


Seq. ID 


OJ991121_36.0121 


.C2 


Gene No. 


27408 


Strand 


+ 




Start 


1 


End 


672 




Name 


OJ991121 36.0121.C2.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


672 




GI 


6523052 


Score 


285 





13451 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1..215, 467. .672 

(AL133314) putative protein [Arabidopsis thaliana] 



12977 
27408 
1 

OJ991121_36.0121.C2.ol.ts 
6 

none 



Seq. ID OJ991121_36.0121.C2 

Strand + 

End 672 

Method TBLASTX : Soybean 

End 561 

Score 114 



,152, 15. .152, 17. .229, 20. .220, 466. .561, 466. .555 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12977 
27408 
1 

OJ991121_36.0121.C2.ol.tc 
15 

none 



Seq. ID OJ991121J36.0121.C2 

Strand + 

End 672 

Method TBLASTX : Cress 

End 558 

Score 83 



15. .119, 15. .119, 17. .253, 19. .216, 20. .223, 463. .558, 469. .555 



Seq. No. 12977 

Gene No. 27408 

Start 1 

Name OJ991121_36 . 0121 . C2 . ol . tm 

Start 17 

GI none 

Exons 17.. 133, 20.. 106, 59.. 223, 



Seq. ID OJ991121 36. 0121. C2 



Strand 
End 

Method 
End 
Score 
86. .220 



+ 

672 

TBLASTX: Maize 

223 

115 



Seq. No. 12977 Seq. ID 

Gene No. 27408 Strand 

Start 1 End 

Name OJ991121_36 . 0121 . C2 . ol . gs Method 

Start 77 End 

GI none Score 

Exons 77.. 215, 467.. 565, 592.. 620 



OJ991121__36.0121.C2 
+ 

672 

GENSCAN 
620 
. 68 



Seq. No. 


12977 


Seq. ID 


OJ991121_36.0121 


.C2 


Gene No. 


27408 


Strand 


+ 




Start 


1 


End 


672 




Name 


OJ991121 36.0121.C2.o2.tm 


Method 


TBLASTX: Maize 




Start 


443 


End 


572 




GI 


none 


Score 


99 




Exons 


443. .556, 463. .561, 466.. 


555, 467. .556 


, 516. .572 




Seq. No. 


12978 


Seq. ID 


OJ991121_36.0121 


.C5 


Gene No. 


27409 


Strand 






Start 


1 


End 


674 




Name 


OJ991121 36.0121.C5.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


253 




GI 


2800877 


Score 


238 




Exons 


1..94, 184. .253 








GI Descrip. 


762924/emb 1X85998 | DMELAST 


7.0e-22 D.melanogaster mRNA for 




elastin-like protein 








Seq. No. 


12978 


Seq. ID 


OJ991121_36.0121 


C5 


Gene No. 


27409 


Strand 






Start 


1 


End 


674 




Name 


OJ991121 36.0121.C5.ol.np 


Method 


AAT/NAP 





13452 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 
Score 



674 
299 



3688173 
1..98, 218. .467, 554. .674 

(AL031804) putative protein [Arabidopsis thaliana] 



12978 
27409 
1 

OJ991121_36.0121.C5.ol.ts 

232 

none 



Seq. ID OJ991121_36.0121.C5 
Strand 

End 674 

Method TBLASTX : Soybean 

End 674 

Score 196 



232. .465, 237. .470, 243. .470/ 554. .673, 555.-674 



12978 
27409 
1 

OJ991121_36.0121.C5.ol.tc 

240 
none 



Seq. ID OJ991121_36.0121.C5 
Strand 

End 67 4 

Method TBLASTX : Cress 

End 673 

Score 195 



240. .449, 241. .438, 545. .673, 551. .673 



12978 
27409 
1 

OJ991121_36.0121.C5 .ol.tm 

27 0 

none 



Seq. ID OJ991121_36. 0121.C5 
Strand 

End 674 

Method TBLASTX : Mai ze 

End 673 

Score 212 



270. .470, 280. .468, 346. .471, 552. .650, 554. .673, 554. .673 



12979 
27410 
749 

OJ991121_36.0121.C6.o2.gp 

749 

none 

749. . 1092 



Seq. ID OJ991121_36.0121.C6 

Strand + 

End 1092 

Method AAT/GAP 

End 1092 

Score 676 



Seq. No. 

Gene No. 

Start 

Name 

Start. 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



12979 
27411 
1 

OJ991121_36.0121.C6.ol.np 
1 

2980806 

1..371, 488. .577, 1061. .1092 

(AL022197) putative protein [Arabidopsis thaliana] 



Seq. ID OJ991121_36.0121.C6 
Strand 

End 1092 

Method AAT/NAP 

End 1092 

Score 204 



12979 
27411 
1 

OJ991121_36.0121.C6.ol.gs 

118 

none 

118. .371, 488. .577, 871. .985 

12979 
27411 
1 



Seq. ID OJ991121_36. 0121.C6 
Strand 

End 1092 

Method GENSCAN 

End 985 

Score .54 



Seq. ID OJ991121_36.0121.C6 
Strand 

End 1092 



13453 




Name 


OJ991121_36.0121.C6.ol.gp 


Method 


AAT/GAP 


Start 


IZo 


End 


332 


GI 


ub-osiicypu /ogu4Di 


Score 


418 


Exons 


too T30 






GI Descrip. 


Z yo UoU b/ eitlD | LAAlo loZ . 1 I 4 . ue 


-44 (AL022197) putative prote 




[ Arabidopsis thaliana] 1 






Seq. No. 


12980 


beq. id 


vjjyyiizi ob.uxzi.b/ 


Gene No. 


27412 


Strand 




Start 


ZO 1 


bna 


cm 


Name 


ujyyuzi Jb . uizi . b / . 01 . gs 


Method 


bbJNbbAN 


Start 




End 


507 


bl 


none 


Score 


.77 


Exons 


oc 1 o/i£C a i o cm 
Zo 1 . . o4b, 4 / Z . . oU / 






Seq. No. 


iz yy u 


Seq. ID 


OJ991121_36.0121.C7 


Gene No . 


Z / 4 1J 


Strand 




Start 


1 


End 


318 


Name 


OJ991121 36.0121.C7,ol.np 


Method 


AAT/NAP 


b tzar u 


1 


End 


318 


bl 


6647696 


Score 


83 


Exons 


1..199, 258. .318 






GI Descrip. 


PROLINE-RICH ANTIGEN H0M0L0G 


gi I 28967 15 |emb ICAA17194.il 




(AL021897) pra [Mycobacterium tuberculosis] 


Seq. No. 


12981 


Seq. ID 


OJ991121_36.0121.C9 


Gene No. 


27414 


Strand 


+ 


Start 


1 


End 


644 


Name 


OJ991121 36.0121.C9.ol.gs 


Method 


GEN SCAN 


Start 


1 


End 


293 


GI 


none 


Score 


. 69 


Exons 


1..35, 211. .293 






Seq. No. 


12981 


Seq. ID 


OJ991121_36.0121.C9 


Gene No. 


27414 


Strand 


+ 


otart 


1 


End 


644 


Name 


OJ991121 36.0121.C9.ol.gp 


Method 


AAT/GAP 


btarr 


191 


End 


644 


bl 


none 


Score 


538 


Exons 


191. .293, 426. . 644 






beq. no. 


12981 


Seq. ID 


OJ991121_36.0121.C9 


Gene No. 


27415 


Strand 


+ 


Start 


790 


End 


981 


Name 


OJ991121 36.0121.C9.ol.tm 


Method 


TBLASTX: Maize 


btart 


2 


End 


657 


bl 


none 


Score 


65 


Exons 


2. .37, 2. .37, 211. .294, 211.. 


297, 418.. 


573, 425. .574, 435. 




438. .587, 593. .649, 600. .656,. 


; 606. . 650, 


610. .657 


Oct] • 1NO . 


12981 


Seq. ID 


OJ991121_36.0121.C9 


Gene No. 


27415 


Strand 


+ 


Start 


790 


End 


981 


Name 


OJ991121 36.0121.C9.ol.ts 


Method 


TBLASTX: Soybean 


Start 


211 


End 


577 


GI 


none 


Score 


54 


Exons 


211. .255, 247. .288, 291. .332, 


423. .572, 


425. .577, 427. .573 



13454 



Seq. No. 12981 Seq. ID 

Gene No. 27415 Strand 

Start 790 End 

Name OJ991121_36 . 0121 . C9 . o2 . gp Method 

Start 7 90 End 

GI none Score 

Exons 7 90. . 981 



OJ991121_36.0121.C9 
+ 

981 

AAT/GAP 

981 

364 



Seq. No. 12982 Seq. ID 

Gene No. 27416 Strand 

Start 772 End 

Name OJ991121_36 . 0121 . Cll . ol . gs Method 

Start 772 End 

GI none Score 

Exons 772 .. 84 4 



OJ991121_36.0121.C11 
844 

GENS CAN 

844 

.82 



Seq. No. 12983 Seq. ID 

Gene No. 27417 Strand 

Start 19 End 

Name OJ991121_36 . 0121 . C12 . ol . gs Method 

Start 19 End 

GI none Score 

Exons 19. . 103 



OJ991121_36.0121.C12 
103 

GENSCAN 
103 
. 95 



Seq. No. 12984 

Gene No. 27418 

Start 1207 

Name OJ991121_36 . 0121 . C13 . ol . gp 

Start 1207 

GI LIB34 77-009-P1-K1-F8 

Exons 1207 . . 1292 

GI Descrip. 1 53027 99/emb | CAB4 604 1 . 1 | 7. 



Seq. ID OJ991121_36. 0121.C13 

Strand + 

End 1292 

Method AAT/GAP 

End 1292 

Score 145 

0e-15 (Z97341) gibberellin 



oxidase-like protein [Arabidopsis thaliana] 1 



Seq. No. 12984 Seq. ID 

Gene No. 27419 Strand 

Start 1067 End 

Name OJ991121_36 . 0121 . C13 . ol . gs Method 

Start 1067 End 

GI none Score 

Exons 1067. .1184 



OJ991121_36.0121.C13 

1184 
GENSCAN 
1184 
.55 



Seq. No. 12985 Seq. ID 

Gene No. 27420 Strand 

Start 445 End 

Name OJ991121_36 . 0121 . C15 . ol . gs Method 

Start 445 End 

GI none Score 

Exons 445 . . 580 



OJ991121_36.0121.C15 
+ 

580 

GENSCAN 

580 

.9 



Seq. No. 12986 Seq. ID OJ991121 

Gene No. 27421 Strand + 

Start 52 End 135 

Name OJ991121_36 . 0121 . C16 . ol . gs Method GENSCAN 

Start 52 End 135 

GI none Score .91 



36.0121.C16 



13455 




Exons 52.. 135 





Seq. No. 


12987 




Seq. ID 


OJ991121_36 


.0121 


.C18 




Gene No. 


27422 




Strand 


+ 








b tarr 






End 


2753 








Name 


n tqqi i Oi "3 £ ni oi pi o ~ i 

ujyyiizi jd.uizi.lio.oi 


. gp 


Method 


AAT/GAP 








Start 


Z UZ J 




End 


2439 








bl 


ul osroixiz uz u juei idi 




Score 


786 








Exons 


zvzj , . z ft o y 














GI Descrip. 


oofiiy / o / go i z / jUu | j 


. ue- i y 


(AF04 4 603) cytokinin 


oxidase 






mays] 1 














Seq. No. 


12987 




Seq. ID 


OJ991121_36 


0121 


C18 




Gene No . 


27422 




Strand 


+ 








btart 


2106 




End 


z 7d3 








Naiue 


OJ991121 36.0121.C18.ol 


.np 


Method 


AAT/NAP 








btart 


2103 




End 


2729 








P T 


3341978 




Score 


635 








Exons 


2103. .2729 














GI Descrip. 


(AF044603) cytokinin oxidase 


[Zea mays] 










oeq . no . 


12987 




Seq. ID 


OJ991121_36 


0121 


C18 




Gene No . 


27422 




Strand 


+ 






'•ss) 


btart 


2106 




End 


2753 






:. *! 


Name 


OJ991121 36.0121.C18.o2 


.gs 


Method 


GENSCAN 








Start 


2106 




.End 


2753 






m 


GI 


none 




Score 


.91 






r\i 

! kt 


Exons 


2106. .2753 












-! 

U! 


beq. no. 


12987 




Seq. ID 


OJ991121_36 


0121 


C18 




Gene No. 


27422 




Strand 


+ 








P4- „ -(_ 


2106 




End 


2753 








Name 


OJ991121 36.0121.C18.ol 


.ts 


Method 


TBLASTX: Soybean 






otari 


2496 




End 


2722 






U 




none 




Score 


56 








Exons 


2496.. 2579, 2525.-2722, 


2586. 


O H O A 
. Z I Z\J 








pi 


oeq . no . 


12987 




Seq. ID 


OJ991121_36 


0121 


C18 




Gene No . 


27422 




Strand 


+ 






■;«.* 




2106 




End 


2753 








Name 


OJ991121 36.0121.C18.ol 


.tc 


Method 


TBLASTX: Cress 






C +- 3 v-+- 

otarl 


2544 




End 


2720 










none 




Score 


253 








Exons 


2544. .2720, 2597. .2719 














Seq. No. 


12988 




Seq. ID 


OJ991121_36 


0121 


C19 




Gene No . 


27423 




Strand 


+ 








Of -1 -—+- 

btart 


1 




End 


102 








Name 


OJ991121 36.0121.C19.ol 


.np 


Method 


AAT/NAP 








Start 


1 




End 


102 








GI 


3882018 




Score 


155 








Exons 


1. .102 














GI Descrip. 


(Y18377) cytokinin oxidase [Zea mays] 










Seq. No. 


12988 




Seq. ID 


OJ991121_36. 


0121. 


C19 




Gene No. 


27424 




Strand 










Start 


1 




End 


396 







13456 



Name OJ991121_36 . 0121 . C19 . ol . gp Method AAT/GAP 

Start 1 End 396 

GI uC-osroM202030ellal Score 784 
Exons 1 . . 396 

GI Descrip. 1 4191780 3.0e-12 (AC005917) putative cytokinin oxidase 
[Arabidopsis thaliana] 1 



Seq. No. 12989 

Gene No. 27425 

Start 1 

Name OJ991121_36 . 0121 . C22 . ol . np 

Start 1 

GI 2498930 

Exons 1..44, 155.. 255 

GI Descrip. DORSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULATION 
PROTEIN) gi|1203794 (U18774) Sog [Drosophila melanogaster] 



Seq. ID OJ991121_36.0121.C22 
Strand 

End 255 

Method AAT/NAP 

End 255 

Score 57 



Seq. No. 12989 

Gene No. 27425 

Start 1 

Name OJ991121_36 . 0121 . C22 . ol . gs 

Start 155 

GI none 

Exons 155. . 161 



Seq. ID OJ991121_36.0121.C22 
Strand 

End 255 

Method GENSCAN 

End 161 

Score .87 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



12990 
27426 
93 

OJ991121_36. 0121.C23.ol.gs 
93 

none 

93.1221, 334. .453 



Seq. ID OJ991121_36.0121.C23 
Strand 

End 472 

Method GENSCAN 

End 453 

Score . 92 



12990 
27426 
93 

OJ991121_36.0121.C23.ol.np 
93 

3688173 
93. .221, 334. .472 

(AL031804) putative protein [Arabidopsis thaliana] 



Seq. ID OJ991121_36.0121.C23 
Strand 

End 472 

Method AAT/NAP 

End 472 

Score 189 



12991 
27427 
1 

OJ991121_36.0121.C24.ol.np 
1 

3688173 

1..371, 676.. .769, 1673.. 2174 

(AL031804) putative protein [Arabidopsis thaliana] 



Seq. ID OJ991121_36.0121.C24 
Strand 

End 2174 

Method AAT/NAP 

End 2174 

Score 609 



12991 
27427 
1 

OJ991121_36. 0121.C24.ol.tm 

161 

none 



Seq. ID OJ991121_36.0121.C24 
Strand 

End 2174 

Method TBLASTX : Maize 

End 756 

Score 74 



13457 



Exons 



161. .244, 162. .224, 182. .253, 182. .310, 184. .372, 207. .275, 
214. .372, 314. .415, 327. .383, 674. .724, 675.-728, 678. .755, 
679.. 756, 685.. 756 



Seq. No. 12991 Seq. ID 

Gene No. .27427 Strand 

Start 1 End 

Name OJ991121_36 . 0121 . C24 . ol . gs Method 

Start 1646 End 

GI none Score 

Exons 1646.. 2101 



OJ991121_36.0121.C24 

2174 
GENSCAN 
2101 
.83 



Seq. No. 12992 Seq. ID 

Gene No. 27428 Strand 

Start 415 End 

Name OJ991121_36 . 0121 . C25 . ol . gs Method 

Start 415 End 

GI none Score 

Exons 415.. 440, 503.. 518 



OJ991121_36.0121.C25 
518 

GENSCAN 
518 
. 93 



Seq. No. 12993 Seq. ID 

Gene No. 27429 Strand 

Start 3 End 

Name OJ991121_36 . 0121 . C28 . ol . tm Method 

Start 3 End 

GI . none Score 

Exons 3. .206, 3. . 206 



OJ991121_36.0121.C28 
206 

TBLASTX: Maize 

206 

171 



Seq. No. 12994 Seq. ID 

Gene No. 27430 Strand 

Start 2029 End 

Name O J 9 9 1 1 2 1_3 6.0121.C29.ol.gs Me t hod 

Start 2029 End 

GI none Score 

Exons 2029.. 2108, 2149.. 2336, 2434.. 2513 



OJ991121_36.0121.C29 
+ 

2513 
GENSCAN 
2513 
.51 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12994 Seq. ID 

27431 Strand 

7679 End 

OJ991121_36.0121.C29.o2.np Method 

7679 End 

2642154 Score 



OJ991121_36.0121.C29 
+ 

22991 
AAT/NAP 
22991 
197 



7679.-7795, 12233 .. 124 10, 12533 .. 12791, 22939. .22991 
(AC003000) unknown protein [Arabidopsis thaliana] gi 1 3790595 
(AF079186) RING-H2 finger protein RHC2a [Arabidopsis thaliana] 



Seq. No. 12994 

Gene No. 27431 

Start 7679 

Name OJ991121_36 . 0121 . C29 . ol . gp 

Start 8367 

GI 3760640 

Exons 8367.. 8454 

GI Descrip. 4 176420/dbj | BAA37167 | 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] 



Seq. ID OJ991121_36.0121.C29 

Strand + 

End 22991 

Method AAT/GAP 

End 8454 

Score 96 



Seq. No. 



12994 



Seq. ID OJ991121 36.0121.C29 



13458 






Gene No. 


27431 




Strand 


+ 








Of -i 

b tar l 


/ D / y 




EjIIU. 


99 QQ1 
z z y X 








Name 


Uuyy.L±Z± 


.gs 


4— V*i r~\ 

rietnoci 










b tar z 


91 n^1 




Lna 


9 9 n 0 s 
z z u u 0 








C T 


none 




Score 










Exons 


91 nci 9900 ^ 














beq. ln u . 






0 tr L£ • iu 


O.TQQ1 191 


^6 n 1 9 1 


P9 Q 




Gene No. 


27431 




Strand 


+ 








Start 


7679 




End 


22991 








Name 


HTQQ1 1 91 H191 r9Q 


. np 


l v i tr L I i\J \Ji 


AAT /NAP 

rtJT. ± / IN .rt. IT 








btart 


Z ± Z fl 






99 nn r 














Score 


Z O :7 








Exons 


919/1/1 99AH R 














GI Descrip. 


lectin ~~ winged pea 














o e q . ln o . 


1 9QQ4 

J. Z .7 3 ft 




0 fcr 4 • x u 


O.TQQ1 1 91 


^fi 01 91 


CO Q 




Gene No. 


27432 




Strand 










Start 


1 




End 


2124 








Name 


D.TQQ1191 0191 P9Q nl 


.np 


Method 


AAT/NAP 








otdit 


1 
X 




End 


2124 








C T 


£ £ £ c c c -3 
DDDjjjj 




Score 


69 








Exons 


1 /II 1Q/1/1 919/1 














bi uescrip. 




protein [Arabidopsis thaliana] 




'■•11 
.:s*. 


beq. No. 


iz y y 4 




Seq. ID 


OJ991121_ 


36.0121 


.C29 


i ! H 


Gene No . 


9 T /I "5 *3 
Z / 4 JJ 




Strand 








1 M 


Start 


3448 




End 


13205 






□ 


Name 


OJ991121 36.0121.C29.o2 


.gs 


Method 


GEN SCAN 








btart 


3448 




End 


13205 










none 




Score 


.59 






r! 1 


Exons 


3448. .3531, 4043. .4192, 


4302 


. .4457, 5179. . 6100, 


6270. .6320, 






6493. .6690, 7446. .8101, 


8824 


. .8973, 9084. .9239, 


10081. . 


1120 


f-i 




11374. .114 93, 12173. .12739, 


13098. .13205 








beq. LMO. 


12994 




Seq. ID 


OJ991121_ 


36.0121 


.C29 


M: 




27433 




Strand 










Start 


3448 




End 


13205 








Name 


OJ991121 36.0121.C29.o2 


.gp 


Method 


AAT/GAP 








O LcH. L 


10621 




End 


11447 










uC-osflM202096h01bl 




Score 


853 








Exons 


10621. .11002, 11152. .11202, 


11374. .11447 








oi uescrip. 


, 4176420/dbj |BAA37167 | 


2.0e- 


11 (AB008097) cytochrome P450 






[Arabidopsis thaliana] 1 














Seq. No. 


12994 




Seq. ID 


OJ991121_ 


36.0121 


.C29 




Gene No. 


27434 




Strand 










O L ait 


14460 




End 


20333 








Name 


OJ991121 36.0121.C29.o3 


.gp 


Method 


AAT/GAP 








Of -ivf 

b car c 


14148 




End 


14611 








GI 


2428843 




Score 


839 








Exons 


14148. .14611 














Seq. No. 


12994 




Seq. ID 


OJ991121_ 


36.0121 


.C29 




Gene No. 


27434 




Strand 










Start 


14460 




End 


20333 








Name 


OJ991121 36.0121.C29.o3 


.gs 


Method 


GENSCAN 







13459 



:3 
Hi 



.1 



Start 


1 A A <Z A 

14 4 bU 


End 


20333 


GI 


none 


Score 


.78 


Exons 


14 4 60 14 633, 14735 .. 14833, 


15616. .15997, 16161 .. 16502, 




1 b3l 1 . . 1 / 014 , loZiy . . lo44o, 


18979. . 19052, 19215 .. 19278 , 




1 3oZ 1 . . 1 9 6ol , z0313..^0333 






Seq. No. 


1 O O A A 

lzyy4 


Seq. ID 


OJ991121_36.0121.C29 


Gene No. 


27434 


Strand 




Start 


14460 


End 


20333 


Name 


OJ991121 36.0121.C29.o3.np 


Method 


AAT/NAP 


Start 


16205 


End 


16483 


GI 


3834319 


Score 


99 


Exons 


16205. .16483 






GI Descrip. 


(AC005679) Similar to gi 12244754 heat 


shock transcription fact' 




HSF30 homolog from Arabidopsis thaliana chromosome 4 contig 




gb|Z97335. [Arabidopsis thaliana] 




Seq. No. 


12994 


Seq. ID 


OJ991121__36.0121.C29 


Gene No. 


27435 


Strand 




Start 


23069 


End 


25031 


Name 


OJ991121 36.0121.C29.ol.ts 


Method 


TBLASTX: Soybean 


Start 


7901 


End 


12793 


GI 


none 


Score 


48 


Exons 


7901. .7930, 7982. .8080, 12403 124 4 7 , 


12512. .12601, 




12521. .12613, 12601. .12792, 


12602. .12793 


Seq. No. 


12994 


Seq. ID 


OJ991121_36.0121.C29 


Gene No. 


27435 


Strand 




Start 


23069 


End 


25031 


Name 


OJ991121 36.0121.C29.ol.tm 


Method 


TBLASTX: Maize 


Start 


21624 


End 


21852 


GI 


none 


Score 


225 


Exons 


21624. .21842, 21625. .21852 






Seq. No. 


12994 


Seq. ID 


OJ991121_36.0121.C29 


Gene No. 


27435 


Strand 




Start 


23069 


End 


25031 


Name 


OJ991121 36.0121.C29.o5.gs 


Method 


GEN SCAN 


Start 


23069 


End 


25031 


GI 


none 


Score 


.66 


Exons 


23069. .23151, 24 171 24212, 


24804. .25031 


Seq. No. 


12995 


Seq. ID 


OJ991121_36.0121.C30 


Gene No. 


27436 


Strand 




Start 


4142 


End 


5395 


Name 


OJ991121 36.0121.C30.ol.np 


Method 


AAT/NAP 


Start 


4142 


End 


5395 


GI 


1351856 


Score 


42 


Exons 


4142. .4220, 5364. .5395 






GI Descrip. 


ACONITATE HYDRATASE, CYTOPLASMIC (CITRATE HYDRO-LYASE) 


(ACONITASE) gi | 868003 | dbj |BAA06108| (1 


D29629) aconitase 




[Cucurbita sp.] 






Seq. No. 


12996 


Seq. ID 


OJ991121_36.0121.C31 


Gene No. 


27437 


Strand 


+ 


Start 


279 


End 


4055 


Name 


OJ991121 36.0121.C31.ol.gs 


Method 


GENSCAN 



13460 



Start 
GI 

Exons 



279 
none 

279. .669, 3412. .4055 



End 
Score 



4055 
.45 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12996 Seq. ID OJ991121_36 . 0121 . C31 

27438 Strand 

1726 End '■ 2295 

OJ991121_36.0121.C31.ol.np Method " AAT/NAP 

1726 End 2295 

5922628 Score 288 

1726.. 2026, 2238.. 2295 

(AP0004 92) hypothetical protein [Oryza sativa] 

gi I 6016861 1 dbj IBAA85204.il (AP000570) hypothetical protein 

[Oryza sativa] 



12996 Seq. ID 

27439 Strand 
5173 End 
OJ99112 1_36 . 0121 . C31 . o2 . np Method 
5173 End 
5091610 Score 
5173. .5302 

{AC007858) 10A19I.15 [Oryza sativa] 

12997 Seq. ID 

27440 ' Strand 
1 End 
OJ991121_36.0121.C32.ol.np Method 
1 End 
5091610 Score 
1. .348 

(AC007858) 10A19I.15 [Oryza sativa] 



12997 
27440 
1 

OJ991121_36.0121.C32.ol.gs 
22 

none 

22. .269, 989. .1343, 1397. .1417 

12997 
27440 
1 

OJ991121_36.0121.C32.o2.tm 
22 

none 

22. .327, 38. .319, 52 . . 327 

-12997 
27440 
1 

OJ991121_36.0121.C32.ol.tm 
1011 
none 

1011. .1193, 1011. .1199, 1012, 
1195. .1371, 1196. .1339, 1393. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1194, 



OJ991121_36.0121.C31 

5302 
AAT/NAP 
5302 
180 



OJ991121_36.0121.C32 

1448 
AAT/NAP 
348 
343 



OJ991121_36.0121.C32 

1448 
GENSCAN 
1417 
.5 



OJ991121_36.0121.C32 
1448 

TBLASTX: Maize 

327 

255 



OJ991121 36.0121.C32 



1448 

TBLASTX: Maize 
1448 
169 

1191.. 1340, 1195. 



1446, 1393. .1446, 1395. 



1314, 
1448 



13461 



Seq. No. 12997 Seq. ID 

Gene No. 27440 Strand 

Start 1 End 

Name OJ991121_36 . 0121 . C32 . ol . ts Method 

Start 1035 End 

GI none Score 

Exons 1035.. 1097, 1113.. 1331 



OJ991121_36.0121.C32 
1448 

TBLASTX: Soybean 

1331 

192 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 
-GI 
Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12997 Seq. ID OJ991121_36 . 0121 . C32 

27440 Strand 

1 End 1448 

OJ991121_36 . 0121 . C32 . ol . gp Method AAT/GAP 

1148 End 1448 

uC-osflcypl43f 05bl Score 357 

1148. .1312, 1397. .1448 

'4 585884/gb|AAD25557.1|AC005850_14 2.0e-24 (AC005850) 
Hypothetical protein [Arabidopsis thaliana] 1 

12997 Seq. ID OJ991121_36 . 0121 . C32 

27440 Strand 

1 End 1448 

OJ991121_36 . 0121 . C32 . o2 . gp Method AAT/GAP 

1185 End 1448 

uC-osflcypl43f05bl Score 300 

1185. .1312, 1397. . 1448 

? 4 585884/gb| AAD25557 .1 |AC005850_14 2 . Oe-24 (AC005850) 
Hypothetical protein [Arabidopsis thaliana] 1 



12998 Seq. ID 

27441 Strand 
1 End 
OJ991121_36 . 0121 . C33 . ol .np Method 
1 End 
5734621 Score 
1..207 

(AP000391) ESTs AU067992 (C11433) ,AU077424 (C11433) correspond to 
a region of the predicted gene.; Similar to ABC transporter-7 
(U43892) [Oryza sativa] ' 



OJ991121_36.0121.C33 
+ 

207 

AAT/NAP 

207 

119 



12998 Seq. ID 

27442 Strand 

197 End 

OJ991121_36.0121.C33.ol.gs Method 

197 End 

none Score 



OJ991121_36.0121.C33 
+ 

10359 
GENSCAN 
10359 
.6 



197. .363, 1754. .1873, 2562. .2609, 3113. .3184, 3647. .3793, 
4327. .4393, 4506. .4699, 5152. .5202, 5504. .5555, 9436. .9635, 
9826.. 10359 



Seq. No. 12998 Seq. ID 

Gene No. 27442 Strand 

Start 197 End 

Name 0 J9 9 1 1 2 1_3 6.0121.C33.o2.np Met hod 

Start 4421 End 

GI 5042454 Score 

Exons 4421.. 4823, 7343.. 7422 



OJ991121_36.0121.C33 
+ 

10359 
AAT/NAP 
7422 
341 



13462 




(jx Ucbuixp . 


(AC007789) putative polyprotein [Oryza 


sat i va ] 






12998 


Seq. ID 


O.TQQ1 191 ^fi D191 




Gene No. 


27442 


Strand 


+ ~ 




Start 


197 


End 


10359 




Mam 


OJ991121 36. 


0 12 1 . C33 . o3 . np Method 


AAT /NAP 




Of--* r~t- 


5711 


End 


_7 O X 






6815109 


Score 


_? u 




U 1 von q 
IjAUI 10 


5711. .6212, 


9238. .9281 






rT riDCpri o 

X UcoLil^^ 


(AP001081) hypothetical protein [Oryza 


oaf i tt3 1 






12998 


Seq. ID 


OJ991121_36.0121 




Gene No. 


27442 


Strand 


+ 




Start 


197 


End 


10359 




Ma m^ 


OJ991121 36. 


0121.C33.o4 .np Method 


AAT /NAP 




O Lax L 


7777 


End 


10356 




\D X 


2191149 


Score 


224 




Exons 


7777. .7807, 


9317. .9572, 9621. .9684, 9784. .10356 




ox UCOULipi 


(AF007269) Similar to protein kinase [Arabidopsis thaliana] 


Seq. No. 


12998 


Seq. ID 


OJ991121_36.0121 


.C33 


Gene No. 


27442 


Strand 


+ 




OLClL L 


197 


End 


10359 




Name 


OJ991121 36. 


0121.C33.ol.tc Method 


TBLASTX: Cress 




o Lai L 


9471 


End 


10095 


- 




none 


Score 


63 




IT 1 "V ^ c? 


9471. .9548, 


9597. .9653, 9817. .10023, 9838. .9951, 10042. 


. 10095 


Seq. No. 


12998 


Seq. ID 


OJ991121_36-. 0121 


.C33 


Gene No. 


27442 


Strand 


+ 




Of- p >--|- 
u Lai. L 


197 


End 


10359 




Name 


OJ991121 36. 


0121.C33.ol.ts Method 


TBLASTX : Soybean 




O Lai L 


9802 


End 


10197 




*a X 


none 


Score 


176 




von q 


9802. .10023, 


10057. .10128, 10132.. 10197 




Seq. No. 


12998 


Seq. ID 


OJ991121_36.0121 


.C33 


Gene No. 


27442 


Strand 


+ 




Start 


197 


End 


10359 * 




Name 


OJ991121 36. 


012 1 . C33 . ol . tw Method 


TBLASTX: Wheat 




O L. CLX L. 


9805 


End 


10103 




O X 


none 


Score 


178 




P 1 von <^ 


9805. .9975, 


9808. .10023, 10059. .10103, 


10066. .10095 




Seq. No. 


12998 


Seq. ID 


OJ991121_36.0121 


.C33 


Gene No. 


27442 


Strand 


+ 




O L. d X L. 


197 


End 


10359 




Ma mo 


OJ991121 36. 


0121.C33.ol.tm Method 


TBLASTX : Mai ze 




q+- a rt- 


9808 


End 


10245 .. 




GI 


none 


Score 


183 




Exons 


9808. .10023, 


9847. .10002, 10063. .10107, 


10132. . 10245 




Seq. No. 


12999 


Seq. ID 


OJ991121_36.0121 


.C34 


Gene No. 


27443 


Strand 


+ 




Start 


1739 


End 


4721 




Name 


OJ991121 36. 


0121. C34 . ol . gs Method 


GENSCAN 




Start 


1739 


End 


4721 





13463 






bX 


none 








Score 


.83 






Exons 


1 TOO 1 TQ'7 




9 A 1 R 
. Z 4 X J , 


jlfl / 


..3294, 3407. .3475, 


A A O O A R A 1 

4 4 Z Z . .404 / , 






4 J .7 ± . .4 / ^ J. 
















Seq. No. 


12999 








oeq . x u 


n TQ Q1 1 91 


_36.0121.C34 




Gene No. 


27444 








O liqilU 


_l_ 








Oj j / 








tna 


R 7 9 






Name 


Pi TQQ1 191 "3 £ 


m 9 1 


b j4 . Oj . 


9 s 


rieinou 


P,FTs7QPaNF 
vjlljNos_-rtL\ 






or. art 


Ojj/ 








TTt»H 
LflU 


R 7 9 f. 






P T 

bX 


none 








Score 


Q 






Exons 


ojj / . . O 3 4 , 


R £ 1 7 














oeq . no . 


1 9QQQ 








Seq. ID 


OJ991121 


"3 C m9i A 




Pnnn Ma 
OtTllC ViKJ . 


27445 








Strand 








Start 


4178 








End 


11659 






Name 


OJ991121 36. 


0121. 


C34 .ol. 


np 


Method 


AAT/NAP 








4178 








End 


11515 






P T 
LrX 


4455212 








Score 


537 






TP XT ir^ 


4178. .4252, 


5871*. 


.6624, 


11032. .11515 








ui uescrip. 


(AL035440) putative NPK1 


.-related protein kinase 


[HraDiaopsis 






thaliana] 














:l 


Seq. No. 


12999 








Seq. ID 


OJ991121 


_36.0121.C34 


ST 
3 i 


Gene No. 


27445 








Strand 






= ? 

si 




4178 








End -■•? 


11659 




t : 
; i 


Name 


OJ991121 36. 


0121. 


C34.o2. 


gs 


Method 


GENSCAN 




if ' 


btart 


5555 








End 


7273 




a? 


bx 


none 








Score 


.71 




u 


Exons 


5555. .7273 
















oeq. wo. 


12999 








Seq. ID 


OJ991121 


jo . Ulzl . bJ4 


i.i 


Gene No. 


27445 








Strand 








Start 


4178 








End 


11659 




s i 


Name 


OJ991121 36. 


0121. 


C34.ol. 


tc 


Method 


TBLASTX: 


Cress 




oiart 


6332 








End 


11269 




: 


p t 

bl 


none 








Score 


173 




a; 


Exons 


6332. .6619, 


6339. 


.6620, 


6659 


. .6820, 6671. .6799, 


X U / Z 4 . . 11U11, 


If 

SI 

: 




10725. .11012 


, 110 


■45. .11200, 


11213. . 11269 




sf 


oeq. no. 


12999 








Seq. ID 


OJ991121 


■o £ ni91 n^A 
JO, U XZ X . b j4 




Gene No. 


27445 








Strand 








Start 


4178 








End 


11659 






Name 


OJ991121 36. 


0121. 


C34.ol. 


ts 


Method 


TBLASTX: 


ooyoean 




Of a r-+- 


6332 








End 


11269 






P T 
oX 


none 








Score 


64 






Exons 


6332. .6445, 


6491. 


.6568, 


6584 


. . 6625, 6656. . 6877, 


iu f iy . . iuojo, 






10724. .10837, 10832. .10957, 


10976. . 11017, 11045 


. . x 1 z d y 




oeq . no . 


12999 








Seq.. ID 


OJ991121 


JD.UXZX.bJ4 




bene no . 


27445 








Strand 








Start 


4178 








End 


11659 






Name 


OJ991121 36. 


0121. 


C34 .ol. 


tm 


Method 


TBLASTX:! 


Maize 




Start 


6401 








End 


11248 






GI 


none 








Score 


78 






Exons 


6401. .6499, 


6402. 


. 6464, 


6474 


. .6623, 6500. .6625, 


6620. .6832, 






6659. .6814, 


6807. 


. 6857, 


6818 


..6856, 10793. .10891, 10794. .1089 






10797. .108 92, 108 69. .11015, 


10878. . 10934, 10892 


. .11017, 



13464 






11019 11 994 


, 11051. . 11206, 11222.. 112 


A P 

4 O 




Seq. No. 


12999 




Seq. ID 


OJ991121_36.0121 


.C34 


Gene No. 


27445 




Strand 






btari. 


4 x / 0 




End 


1 1 6R Q 

llDJl? 




Name 


Pi TQ Ql 1 01 ^ £ 


0121.C34 .o2 


.tw Method 


fpDT A QTY • TaTH +- 

j. DixHo J-A . i/vnedt 






64 64 
O 4 O 4 




End 


1114 6 
± ± ± 4 D 




P T 
b± 


none 




Score 


7 9 






6464 67R4 


6489. .6620, 


10856. .11146, 


1 OR 96 11019 




o e q . in o . 






■ Seq. ID 


OJ991121_36.0121 


.C34 


bene lno . 


Z / 4 4 D 




Strand 






Start 


417-6 - 




End 


11659 




Name 


OJ991121 36. 


0121.C34.ol 


.tw Method 


TBLASTX: Wheat 






0 / JO 




End 


11503 




P T 
Lj± 


none 




Score 


88 






67^R 6PRQ 


6758. .6988, 


6768. .6911, 69 


68. .7063, 6971. .7126, 




6Q7P 71 97 


11150. .1128 


1, 11160.. 11273 


, 11309. . 11398, 






1 1 qi n 11441 

J.1 JlU . .11441 


, 11379. .11501, 11387. .115 


03 




0 e q . ln 0 . 


1 OQQQ 
± £ y y y 




Seq. ID 


OJ991121_36.0121 


.C34 


Gene No. 


27445 - 




Strand 






Start 


4178 




End 


11659 




Name 


Pi T Q Q 1 1 9 1 "3 6 


0121.C34.o2 


.tm Method 


TBLASTX: Maize 






6P R7 
DO J / 




End 


11477 




P T 


none 




Score" * 


42 




Exons 


co c -7 com 
boo / . . oyu / , 


6858. .6893, 


6899. .7081, 6900. .7082, 11249.. 


1 1 9 




1 1 9PP 1 1 "3QP 
±±zcoo. .±±0:70 


, 11307. .11474, 11361. .11477, 11372. .11476 




Seq. No. 


12999 




Seq. ID 


OJ991121__36.0121 


.C34 


Gene No. 


27445 




Strand 






Q-t- a r-f- 
OLaLL 


4 1 7 P 
4 ± / O 




End 


11659 




Name 


Pi TQ Ql 19 1 "3 6 

ujyyiizi jd. 


0121.C34.o4 


.gs Method 


GENS CAN 




Qf 2 y~ 4- 


Q Q 69 ~~ 
yyOZ 




End 


11659 






none 




Score 


.99 




Exons 


QQ69 116 c iQ 
yyK>£ . . ± ± DO y 










Seq. No. 


13000 




Seq. ID 


OJ9911'21_36.0121 


.C35 


Gene No. 


27446 




Strand 


+ 




Cf a v-+- 


^Q4 S 




End 


4282 




Name 


Pj.TQQI 1 91 "36 


0121.C35.ol 


. gp Method 


AAT/GAP 




c-f- a v-+- 
OLdlt 


"3 Q4 tr _ 

0 y 4 j 




End 


4282 




pr 
bl 


JU JOOOU 




Score 


642 




Exons 


^Qd S 4 9P.9 










Seq. No. 


13000 




Seq. ID 


OJ991121_36.0121 


.C35 


Gene No. 


27447 




Strand 


+ 




Cf 3 r f 
O Lai {_ 


60^6 




End 


7130 




Name 


PTQQ1191 "3 6 


0121.C35.o2 


. gs Method 


GENSCAN 






DUjO 




End 


7130 




GI 


none 




Score 


. 97 




Exons 


6036. .7130 










Seq. No. 


13000 




Seq. ID 


OJ991121_36.0121 


.C35 


Gene No. 


27448 




Strand 






Start 


475 




End 


4818 




Name 


OJ991121 36. 


0121.C35.ol 


. gs Method 


GENSCAN 





13465 






Start 


A "7 C 

4 Id 




T"~l _3 

End 


A O 1 O 

4 818 




GI 


none 




Score 


A O 

. 4 0 




Exons 


4/0. .byi, IU0/..111/ 


0 n 0 o. • 


O *T /I O O C £T ^ 

.3643, Joo4 


oo/-\o 000*7 Vl O O O. 

..3803, 3927.. 4229, 






/I *7 "7 Q ylOl Q 

4 / / y. . 4 0 io 










Seq. No. 


13000 




Seq. ID 


OJ991121_36.0121.C35 




Gene No. 


27449 




Strand 






Start 


Q cn Q 




End 


0 y 4 u 




Name 


ojyyiizi oo.uizi.Coo 


. o3 . gs 


Method 


r 1 r m 0 p 7\ kt 




Start 


O DUO 




End 


Q Q A n 

0 y4 U 




GI 


none 




Score 


Q 1 




Exons 


obUo . . 0 y 4 U 










Seq. No. 


13000 




Seq. ID 


OJ991121_36.0121.C35 




Gene No. 


27450 




Strand 






Start 


1 OOQQ 
lZZO J 




End 


13789 




Name 


OJyyilzl Jo.U121.C3o 


. 02 . XS 


Method 


TBLASTX : Soybean 




Start 


"I O O *7 /I 

122 / 4 




End 


12942 




GI 


none 




Score 


54 




Exons 


lZz/4. .iZoo4, 1^ jjU . 


1 0 con 


12556. . 12942, 12596. .12838 




Seq. No. 


13000 




Seq. ID 


OJ991121_36.0121.C35 




Gene No. 


■ 27450 




Strand 




.3 Cft 


Start 


1 O O O O 




End 


13789 


!. ~ l 


Name 


OJyyiizi ,3d. 0121. C35 


. 00 . gs 


Method 


GENSCAN 




Start 


12283 




End 


13767 


h\ 


GI 


none 




Score 


.98 


: s? 


Exons 


1 O *7 *1 

12283 . . 137 67 








41 


Seq. No. 


1 O Pi A A 

13000 




Seq. ID 


OJ991121_36.0121.C35 




Gene No . 


27450 




Strand 




'is? 


Start 


12283 




End 


13789 


• j=r 


Name 


OJ991121 36.0121.C35 


. ol . np 


Method 


AAT/NAP 




Start 


12286 




End 


13789 


,-31 
!. ~! 


GI 


6630685 




Score 


1572 


"i 


Exons 


12286. .13789 








H= 


GI Descrip. 


(AP000969) Similar to copia 


-type pol polyprotein. (AF105716) 


: t 
'its? 




[Oryza sativa] 










" Seq. No. 


13000 




Seq. ID 


OJ991121_36.0121.C35 




Gene No. 


27450 




Strand 






Start 


12283 




End 


13789 




Name 


OJ991121 36.0121.C35 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


12304 




End 


12969 






none 




Score 


104 




Exons 


12304. .12516, 12556. 


.12669, 


12781.. 12969 




0 e q . ln 0 . 


13000 




Seq. ID 


OJ991121_36.0121.C35 




Gene No. 


27450 




Strand 






Start 


12283 




End 


13789 




Name 


OJ991121 36.0121.C35 


. ol. tm 


Method 


TBLASTX: Maize 




Start 


12304 




End 


12960 




GI 


none 




Score 


152 




Exons 


12304. .12960, 12319. 


.12831, 


12575. .12952 



Seq. No. 13000 Seq. ID OJ991 121_36 . 0121 . C35 

Gene No. 27450 Strand 



13466 



Start 
Name 
Start 
GI 

Exons 



12283 

OJ991121_36.0121.C35.o3.tw 

12349 

none 

12349. .12540, 1234 9 .. 12525 , 



End 

Method 

End 

Score 



13789 

TBLASTX: Wheat 

12669 

68 



12571. .12669 



Seq. No. 13000 ... Seq. ID 

Gene No. 27450 Strand 

Start 12283 End 

Name OJ991121_36 . 0121 . C35 . o2 . tw Method 

Start 12706 End 

GI none Score 

Exons 12706. .12963, 12988.. 13137 



OJ991121_36.0121.C35 
13789 

TBLASTX: Wheat 

13137 

102 



Seq. No. 13000 Seq. ID 

Gene No. 27450 Strand 

Start 12283 End 

Name OJ991121_36 . 0121 . C35 . o3 . ts Method 

Start 12943 End 

GI none Score 

Exons 12943. . 13176 



OJ9"91121_36.0121.C35 
13789 

TBLASTX : Soybean 

13176 

182 



Seq. No. 


13000 




Seq.' ID 


OJ991121 


_36.0121 


.C35 


Gene No. 


27450 




Strand 








Start 


12283 




End 


13789 


k 




Name 


OJ991121 36.0121.C35 


o2 . tm 


Method 


TBLASTX: 


Maize 




Start 


13209 




End 


13651 






GI 


none 




Score 


124 






Exons 


13209. .13502, 13213. 


13650, 


13273. .13623, 13277 


. .13651 




Seq. No. 


13000 




Seq. ID 


OJ991121 


_36.0121 


.C35 


Gene No. 


27450 




Strand 








Start 


12283 




End 


13789 






Name 


OJ991121 36.0121.C35 


ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


13313 




End 


13788 




GI 


5509260 




Score 


353 






Exons 


13313. .13777, ; 13318. 


13788, 


13540. .13788 






GI Descrip. 














Seq. No. 


13000 




Seq. ID 


OJ991121 


_36.0121 


.C35 


Gene No. 


27450 




Strand 








Start 


12283 




End 


13789 






Name 


OJ991121 36.0121.C35 


ol . tw 


Method 


TBLASTX: 


Wheat 




Start 


13326 




End 


13779 






GI 


none 




Score 


261 






Exons 


13326. .13499, 13327. 


13674, 


13337. .13666, 13675 


. . 13704, 





13708. .13779, 13714. .13779 



Seq. No. 13000 Seq. ID 

Gene No. 27450 Strand 

Start 12283 End 

Name OJ99112 1_36 . 0121 . C35 . o2 . tc Method 

Start 13432 End 

GI none Score 

Exons 13432. .13704, 13433.. 13690 



OJ991121_36.0121.C35 
13789 

TBLASTX: Cress 

13704 

94 



Seq. No. 



13001 



Seq. ID OJ991121_36.0121.C36 



13467 




Gene No. 


27451 






Strand 






Start 


1 






End 


825 




Name 


OJ991121 36. 


0121.C36.ol 


.np 


Method 


AAT/NAP 




o car l 


1 






End 


825 




C T 


3777527 






Score 


566 




iitXons 


1. .825 














(AF053008) gag-pol polyprotein [Glycine max] 




Seq. No. 


13001 






Seq. ID 


OJ991121_36.0121 


.C36 


Gene No. 


Z / 4 D 1 






orrana 








1" 






End 


825 




Name 


OJ991121 36. 


0121.C36.ol 


.gs 


Method 


GENSCAN 




Q+- -j -y-+- 


17 






End 


587 




pT 


none 






Score 


.46 






17. .587 












Seq. No. 


13001 






Seq. ID 


OJ991121_36.0121 


.C36 


Gene No. 


Z / fi D 1 






C 4- >- -\ r*i /-\ 

btrana 






o udl L 


1 






End 


825 




Name 


OJ991121 36. 


0121.C36.ol 


. tm 


Method 


TBLASTX: Maize 




Of 3 -y-4- 


21 






End 


656 






none 






Score 


249 




Exons 


21. .173, 168 


..590, 169. 


.504, 


285. .551, 


589. .651, 591. .656 


Seq. No. 


13001 




*• 


Seq. ID 


OJ991121_36.0121 


.C36 


Gene No. 


Z / 4 3 1 






Strand 








1 






End 


825 




Name 


OJ991121 36. 


0121.C36.ol 


. ts 


Method 


TBLASTX : Soybean 




btarc 


21 






End 


482 






none 






Score 


130 




TT* tt t^i o 
HiXtJi lb 


21. .149, 171 


..482, 178. 


.462 








Seq. No. 


13001 






Seq. ID 


OJ991121_36.0121 


.C36 


Gene No. 


£ 1 4 3 1 






Strand 






C 4- -a y+- 

o UaXTU. 


1 






End 


825 




Name 


OJ991121 36. 


0121.C36.ol 


. tc 


Method 


TBLASTX: Cress 




C 4- -a y-4- 

otar u 


22 






End 


464 






none 






Score 


75 




Exons 


22. .159, 27. 


.158, 174.. 


464, 


306. .401, 


379.-456 




Seq. No. 


13001 






Seq. ID 


OJ991121_36.0121 


.C36 


Gene No. 


27451 






Strand 








1 






End 


825 




Name 


OJ991121 36. 


0121.C36.ol 


.tw 


Method 


TBLASTX: Wheat 






87 






End 


698 




PT 


none 






Score 


235 




Exons 


87. .170, 165 


..245, 273. 


.698 








o e q . IN o • 


13002 






Seq. ID 


OJ991121_36.0121 


.C37 




27452 






Strand 


+ 




Start 


1230 






End 


6799 




Name 


OJ991121 36. 


0121.C37.ol 


.gs 


Method 


GENSCAN 




Start 


1230 




End 


6767 




GI 


none 






Score 


.55 




Exons 


1230. .1271, 


3834. .4059, 


4699 


..4909, 4979. .5107, 5222. .5393, 




5532. .6345, 


6379. .6767 











13468 




Seq. No. 


1 JUUZ 


Seq. ID 


ojyyiizi oo.uizi 


/ITT 

. Co / 


Gene No. 


27452 


Strand 


+ 




Start 


1230 


End 


6799 




Name 


atqqi i oi or nioi r^'zn 

ojyyiizi jb . u \£ I . oj / . oi . np 


fly! _ i_ U A J 

jyietnoo 


7\ 7\ m / XT 7V r> 

AA1 / NAir 




Start 


jy jo 


n_ll 

hna 


an Ok Ok 

b / y y 




GI 


a cq no m 


Score 


i c c\ n 




Exons 


"acne c 1 *7 a r "a 'a /t rc^to co / a 


. . d / y y 






GI Descrip. 


(Afcii4i/i) iNPz-iiKe protein 


[ Sorghum 


bicolor] 




. v Seq. No. 


13002 


Seq. ID 


A TQQ1 1 T1 "a C niOl 


. Lj / 


Gene No . 


27453 


Strand 


+ 




Start 


9186 


End 


26058 




Name 


OJ991121 36.0121.C37.o3.np 


Method 


AAT/NAP 




Start 


9186 


End 


26058 




GI 


4680203 


Score 


437 




Exons 


9186. .9213, 11666. .11747, 16803. .17446 


, 23396.-23437, 






26022 . . 2d0oo 








bi uescrip. 


(AF1141/1) TNPz-like protein 


[Sorghum bicolor] 




Seq. No. 


1 -anno 

loUUz 


Seq. ID 


OJ991121_36.0121 


. Lj / 


Gene No. 


Z /4oi 


Strand 


+ 




Start 


9186 


End 


26058 




Name 


OJ991121 36.0121.C37.o3.gs 


Method 


GENSCAN 




Start 


12011 


End 


17596 




GI 


none 


Score 


.71 




Exons 


12011. .12403, 12564. .13441, : 


13741. .13911, 14101. .14290, 






1604 5. .16236, 17441. .17596 








Seq. No. 


13002 


Seq. ID 


OJ991121_36.0121 


.C37 


Gene No. 


27453 


Strand 


+ 




Start 


9186 


End 


26058 




Name 


OJ991121 36.0121.C37.o2.gp 


Method 


AAT/GAP 




Start 


15889 


End 


16337 




GI 


701489 


Score 


841 




Exons 


15889. .16337 








Seq. No. 


13002 


Seq. ID 


OJ991121_36.0121 


r* *a n 


Gene No. 


27454 


Strand 






Start 


2668 


End 


7990 




Name 


OJ991121 36.0121.C37.o2.np 


Method 


AAT/NAP 




Start 


2668 


End 


7751 




GI 


4680204 


Score 


45 




Exons 


2668. .2689, 7168. .7366, 7549 


. .7751 






bl uescrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 




Seq. No. 


13002 


Seq. ID 


OJ991121_36.0121 


.C37 


Gene No. 


27454 


Strand 






btarr 


2668 


End 


7990 




Name 


OJ991121 36.0121.C37.o2.gs 


Method 


GENSCAN 




Start 


7221 


End 


7990 




GI 


none 


Score 


.81 




Exons 


7221. .7596, 7860. .7990 








Seq. No. 


13002 


Seq. ID 


OJ991121_36.0121 


.C37 


Gene No. 


27455 


Strand 






Start 


18606 


End 


25704 




Name 


OJ991121 36.0121.C37.o5.tw 


Method 


TBLASTX: Wheat 





13469 . 






4154 








End 


17 4 48 




none 








S core 


117 


F 1 von ^ 


4154 4288 


4168 


4299, 


17169 


. .17243, 


17272 17448 17281 17448 


Seq. No. 


13002 








Seq. ID 


OJ991121_36.0121.C37 


Gene No. 


27455 








Strand 




art 


18606 








End 


25704 


Name 


OJ991121 36 


. 0121 


. C37 . o2 


. tc 


Method ' 


TBLASTX: Cress 




4327 _ 








End 


4682 




none 








Score 


134 


TT von ^ 


4327 4380. 


4342 


4530, 


4371 . 


.4487, 4520. .4639, 4521. .4682 




13002 








Seq. ID 


OJ991121_36.0121.C37 


Gene No. 


27455 








Strand 




Start 


18606 








End 


25704 


Name 


O.T991 121 36 
y y a. a. c~ ±. y vj 


.0121 


P37 n2 


• tw 


Method 


TBLASTX: Wheat 


Start 


4 4 71 ~ 








End 


4925 


GI 


none 








Score 


61 


F 1 von q 

DA Wl 1 0 


4471 4 S27 


4479 


. . 4547, 


4500 . 


.4628, 4552. .4617, 4629. .4745, 




4629 4730 


4776 


. . 4 925 








Seq. No. 


13002 








Sea ID 


OJ991121 36 0121 037 

v/ u y y x i l i y \j m \j A- ^ a. ■ v_* . ' i 


Gene No. 


27455 








St rand 




Start 


18 606 








End 


25704 


Name 


O.T991 121 36 

WU _7 ^ X X *£. X JU 


. \J X <£. X 


P37 n2 

. \^ y I , \y £, 


. L.1LI 


Met hod 


TBLASTX ' Mai zp 


Of art" 


4^27 ~~ 








End 


4 967 


ox 










Score 


210 


Ej AVJllo 


4 S97 4 77 9 


4 S3S 

1 J O J 


4 7 6ft 


477 6 


.4967 




Seq. No. 


13002 








Seq. ID 


OJ991121 36 0121 C37 


Gene No. 


27455 








Strand 




Start 


18606 








End 


25704 


Name 


O.T991 1 21 36 

WO ^ J? X X «C X J U 


01 21 


P37 r>3 




Method 


TBLASTX : Soybean 




4800 _ 

*1 O V \J 








End 


5039 


GI 


none 








Score 


190 


Exons 

1—1 1 i o 


4800 5039 

t*-/v/\/. • *y \j ~y y 












Seq. No. 


13002 








Seq. ID 


OJ991121_36.0121.C37 


Gene No. 


27455 








Strand 




Start 


18606 








End 


25704 


Name 


OJ991121 36 

y y A- a~ t-* a. *j \j 


. 0121 


.C37 . o4 


tw 


Method 


TBLASTX: Wheat 


Start 


5106 ~~ 








End 


5479 


GI 


none 








Score 


144 


Exons 


5106 5198 


5107 


5238, 


5360 . 


5479 




Seq. No. 


13002 








Seq. ID 


OJ991121_36.0121.C37 


Gene No. 


27455 








Strand 




Start 


18606 








End 


25704 


Name 


OJ991121 36 

kj y y a. a. c~ a. \J 


. 0121 


C37 o5 


. tm 


Method 


TBLASTX: Maize 


Start 


5122 ~ 








End 


5319 


GI 


i 1U1 it? 








Score 


187 


Exons 


5122. .5286, 


5134 


. .5319 








Seq. No. 


13002 








Seq. ID 


OJ991121_36.0121.C37 


Gene No. 


27455 








Strand 




Start 


18606 








End 


25704 


Name 


OJ991121 36 


0121 


.C37 .ol 


. tm 


Method 


TBLASTX: Maize 



13470 




q+- -5 r-f- 


S49^ 

J 




End 


5810 






rij 






Score 


57 






rvnn q 
LiAUl lo 


^49^ S47^ ssoi 




.5810, 5595. .5810 






Can Mn 


i ^009 




Seq. ID 


OJ991121 


_36.0121. 


,C37 




974 




Strand 








Start 


18606 




End 


25704 






Name 


OJ991121 36.0121 


.C37.ol.tw 


Method 


TBLASTX: 


Wheat 




Start 


5502 




End 


6572 






(IT 
\J X 


none 




Score 


421 






I* 1 VAn Q 


sso9 sqi 9 ssn^i 


* . -J U J «J , JJU / i 


.5911, 5915. .5980, 


5916. . 6164, 




fi?04 fi^sn 6906 


. • UJt^/ UJJi • 


.6404, 6368. .6403, 


6404 . . 6454, 




6411 64SS 646R 


6S79 647^ 


. 6571 








Seq. No. 


13002 




Seq. ID 


OJ991121 


^fi 01 91 
_> u . ux^x ■ 




Gene No. 


27455 




Strand 








Start 


18606 




End 


25704 






Name 




P?7 n1 t-r 


Method 


TBLASTX : 


\-^X GO o 






5741 _ 




End 


6164 








none 




Score 


162 






DAW 1 1 O 


S741 S911 S74S 


SQ1 9 SQ1 S 


.5980, 5916.. 6164 








13002 




Seq. ID 


OJ991121 


"36 0191 


r^7 


Gene No. 


27455 




Strand 








Start 


18606 - 




End 


25704 






Name 


O.TQQ1 191 ^fi 0191 


.C37 .o3.tw 


Method 


TBLASTX: 


Whoa -h 




O Ldx L 


1 1 fl7^ _ 

110 / J 




End 


12274 






ox 


none 




Score 


157 








11fl7^ 19016 1 1 f 

HO / J . . IlUIU/ X x c 


377. .12101, 12012. .12080, 12181 


1 997 0 






1 91 ft 9 19974 












o c ^ • i\ u * 


' 13002 




Seq. ID 


OJ991121 


_36.0121. 


C37 


Gene No. 


27455 




Strand 








Start 


18606 




End 


25704 






Name 


OJ991121 36.0121. 


.C37.o4.gs 


Method 


GENSCAN 






O Lai L 


18606 




End 


25704 






OX 


none 




Score 


.74 






uAUlliJ 


18606. .18783, 20094 .. 20154 , 20734 .. 23827 , 23842 


. .24537, 






24822.-24933, 24954 .. 25245, 25674 .. 25704 * 






Qpn Mo 

JCv^ • Li L/ < 


13002 




Seq. ID 


OJ991121 


_36.0121. 


C37 


Gene No. 


27455 




Strand 








Start 


18606 




End 


25704 






Name 


OJ991121 36.0121. 


.C37.o4.np 


Method 


AAT/NAP 






Start 


22124 




End 


24453 






GI 


2852684 




Score 


660 








22124. .24453 












VJ X UCOLJ L U • 


(AF017751) resistance protein 


candidate [Lactuca sativa] 




Qprr Mn 

tj C v-4 . 1M W • 


13002 




Seq. ID 


OJ991121 


_36.0121. 


C37 


Gene* No 


27455 




Strand 








Start 


18606 




End 


25704 






Name 


OJ991121 36.0121. 


C37.ol.ts 


Method 


TBLASTX:; 


Soybean 




Start 


22496 




End 


23390 




GI 


none 




Score 


73 






Exons 


22496. .22624, 226 


195. .22999, 23114 .. 23272 , 23118 


. .23270, 






23286. .23390, 23291.. 23389 











13471 



Seq. No. 


13002 




Seq. ID 


OJ991121_36.0121 


.C37 


Gene No. 


27455 




Strand 






Of 2 r-f- 


1 ft 60 6 




End 


25704 




Name 


PiTQQ1191 ^6 0191 P^7 
UJ 5311Z1 jO*U1^1.Lj/ 


. Oj . tm 


Method 


TBLASTX: Maize 




o tart. 






End 


23561 




P T 


none 




Score 


97 




T7 1 \r /~\ o 


9^0°iQ 9^979 97040 


9794 Q 
• 0 c. h y , 


23286. .23411, 23291. .23389, 






97^04 97R60 97^0^ 


97^61 








Seq. No. 


13002 




Seq. ID 


OJ991121_36.0121 


.C37 


Gene No. 


27455 




Strand 








lODUD 




End . 


25704 




iName 




r\0 he 
. Kj£ . L 0 


Method 


TBLASTX : Soybean 




Q f- a r-4- 

o tar u 






End 


23849 




P T 


none 




Score 


91 




HiXUIlo 


974Q^ 9769^ 974Q6 


976S4 

■ L JU J4 , 


23645. .23788, 23715. .2384 9, 






97776 97P.47 977R7 


9 7ft 4 ft 

. LJ040 








Seq. No. 


13002 




Seq. ID 


OJ991121_36.0121 


.C37 


belle IMU . 


97 4 ^ s 

L / 4 J J 




Strand 






Q +- -j Y~i~ 
OlalL 


1 ft 60 6 




End 


25704 




Name 


PiTQQ1191 "36 0191 P77 

uj yyi iii jd. uizi .bj / 


. 0 4 . tm 


Method 


TBLASTX: Maize 




o tart 


9 770ft _ 
Z J / uo 




End 


23997 




bl 


none 




Score 


121 




Exons 


9770ft 97P.79 OQT / c: 


. z 0 0 / 0 , 


23911. .23997 




Seq. No. 


13003 




Seq. ID 


OJ991121_36.0121 


C39 


bene ino . 


Z / ft O O 




Strand 








A"\ A 
ft 1 ft 




End 


472 




Name 


OTQQ1191 76 0191 P7Q 
UJ3711Z1 JO. U1Z1 .bjj 


. ol . qs 


Method 


GEN SCAN 




Cf a yf 

OLall 


A 1 A 
ft 1 ft 




End 


472 




bl 


none 




Score 


1 




TP v An o 

rjXOllo 


4id 479 

4X4. .ft / ^ 










Seq. No. 


13004 




Seq. ID 


OJ991121_36.0121 


C40 


Gene No. 


27457 




Strand 








109 




End 


103,8 




Name 


OJ991121 36.0121.C40 


.ol. ts 


Method 


TBLASTX : Soybean 






98 




End 


1022 




p t 
\j ± 


none 




Score 


58 






98. .193, 109. .195, 205. .294, 


221. .301, 


287. .403, 301. .366, 




385. .423, 811. .1011, 


811. .1020, 812. .1021, 816. .1022 




Seq. No. 


13004 




Seq. ID 


OJ991121_36.0121 


C40 


p. d y~i ^ ki /*^ 


27457 




Strand 








109 




End 


1038 




Name 


OJ991121 36.0121.C40 


. ol . qs 


Method 


GENSCAN 






109 




End 


916 




P T 
bl 


none 




Score 


.49 




Exons 


109. .681, 811. .916 










Seq. No. 


13004 




Seq. ID 


OJ991121_36.0121. 


C40 


Gene No. 


27457 




Strand 






Start 


109 




End 


1038 




Name 


OJ991121 36.0121.C40 


. ol . np 


Method 


AAT/NAP 




Start 


112 




End 


1022 





13472 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons' 



2062176 Score 395 

112. .634, 809. .1022 

(AC001645) Myb-related transcription activator (MybStl) isolog 
[Arabidopsis thaliana] 

13004 Seq. ID • OJ991121_36 . 0121 . C40 

27457 Strand 

109 End ' 1038 

OJ991121_36 . 0121 . C40 . ol . tc Method TBLASTX : Cress 

145 End 1021 

none Score 69 

145. .294, 167. .304, 301. .348, 385. .447, 808. .948, 809. .946, 
820. .951, 952. .1020, 953. .1021 



Seq. No. 13004 Seq. ID OJ991121_36 . 0121 . C40 

Gene No. 27457 Strand 

Start 109 End 1038 

Name OJ991121_36 . 0121 . C4 0 . ol . tm Method TBLASTX : Maize 

Start 166 End 1038 

GI none Score 250 

Exons 166. .192, 229. .294, 301. .348, 814. .1020, 815. .1021, 820. .1038, 
822. .1028 



Seq. No. 13004 

Gene No. 27457 

Start 109 End 

Name OJ991121_36 . 0121 . C4 0 . ol . tw Method TBLASTX: Wheat 

Start 814 End 1021 

GI none Score 

Exons 814. .1020, 820. .1011, 821. .1021 



Seq. ID OJ991121_36.0121.C40 
Strand 

1038 



135 



Seq. No. 13005 

Gene No. 27458 

Start 198 

Name OJ991121__36 . 0121 . C4 1 . ol . gs 

Start 198 

GI none 

Exons 198.. 370 



Seq. ID OJ991121_36.0121.C41 

Strand + 

End 370 

Method GENSCAN 

End 370 



Score 



.46 



Seq. No. 13006 

Gene No. 27459 

Start 15 

Name OJ991121_36 . 0121 . C42 . ol . gs 

Start 15 

GI none 

Exons 15.. 119 



Seq. ID OJ991121_36.0121.C42 
Strand 

End 119 

Method GENSCAN 

End 119 



Score 



.64 



Seq. No. 13007 

Gene No. 27460 

Start 124 

Name OJ991201_20 . 0118 . CI . ol . gs 

Start 124 

GI none 

Exons 124.. 227 



Seq. ID OJ991201_20.0118.C1 

Strand + 

End 227 

Method GENSCAN 

End 227 



Score 



.77 



Seq. No. 
Gene No. 



13007 
27461 



Seq. ID OJ991201_20.0118.C1 
Strand + 



13473 





Start 


280 


End 


465 




Name 


OJ991201 20.0118.Cl.ol.np 


Method 


AAT/NAP 




a rt" 

OLdi I 


280 


End 


465 




o X 


2586082 


Score 


249 




pvnn q 


280. .465 










(U72725) retrofit [Oryza longistaminata] 




k_> ^ \J ■ Li| • 


13008 


Seq. ID 


OJ991201 




Gene No. 


27462 


Strand 


- 




Start 


1 


End 


928 




Name 


OJ991201 20.0118.C2.ol.np 


Method 


AAT/NAP 






1 


End 


928 




GI 


5091513 


Score 


1271 




Pynn q 


1. .928 










(AB023482) Hypothetical protein [Oryza 


sativa] 




Seq. No. 


13008 


Seq. ID 


OJ991201 




Gene No. 


27462 


Strand 


- . 




Start 


1 


End 


928 




Name 


OJ991201 20.0118.C2.ol.gs 


Method 


GENSCAN 

\J ,LJ L 1 ! O will t| 




Start 


291 


End 


899 




GI 


none 


Score 


.82 






291. .743, 83.4. .899 






'•a si 


O v3- • LNU • 


13009 


Seq. ID 


OJ991201 




Gene No. 


27463 


Strand 


- 


Cfi 


Start 


1 


End 


745 


t: : ; 


Name 


OJ991201 20.0118.C3.ol.np 


Method 


AAT/NAP 




uLCti L 


1 


End 


745 


: : a 


(IT 


6006359 


Score 


58 


'a 




1. .55, 648. .745 








OX L^C; O <->X X • 


(AP000559) hypothetical protein [Oryza 


sativa] 


: s f 


Spa No 


13010 


Seq. ID 


OJ991201 


'ill 


Gene No. 


27464 


Strand 


+ 




Start 


1 


End 


833 


\\ 


Name 


OJ991201 20.0118.C4.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


833 




GI 


4063770 


Score 


548 


,3 SJ> 


Ex on ^ 


1. .833 






h St 


GI Descrip. 


(AB004906) transposase [Ipomoea purpurea] 




Seq. No. 


13010 


Seq. ID 


OJ991201 




Gene No. 


27464 


Strand 


+ 




Start 


1 


End 


833 




Name 


OJ991201 20.0118.C4.o2.tm 


Method 


TBLASTX : 1 




Start 


223 


End 


422 




GI 


none 


Score 


178 




Fynn q 


223. .405, 225. .422 








Seq. No. 


13010 


Seq. ID 


OJ991201_ 




Gene No. 


27464 


Strand 


+ 




Start 


1 


End 


833 




Name 


OJ991201 20.0118.C4.ol.tm 


Method 


TBLASTX : I 




Start 


438 


End 


819 




GI 


none 


Score 


254 




Exons 


438. .590, 442. .723, 613. .723, 


727. .819, 


748. .81! 



13474 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13011 Seq. ID 

27465 Strand 
1 End 
OJ991201_20 . 0118 . C5 . ol . np Method 
1 End 
6587849 Score 
1..1038, 1168.. 1236, 2792.. 2817' 

(AC006551) Very similar to retrotransposon reverse transcriptase 
[Arabidopsis thaliana] 



OJ991201_20.0118.C5 
+ 

5744 
AAT/NAP 
2817. 
455 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13011 
27465 
1 

OJ991201_20.0118.C5.ol.gs 
96 

none 



Seq. ID OJ991201_20.0118.C5 
Strand 
End 

Method 
End 
Score 



96. .707, 1224. .1302, 1479. .1597, 2128. 



+ 

5744 
GEN SCAN 
5744 
.67 

.2319, 2339. .2843, 



3601. .3653, 4332. .4382, 5181. .5342, 5442. .5744 



Seq. No. 13011 Seq. ID 

Gene No. 27465 Strand 

Start 1 End 

Name OJ991201_2.0 . 0118 . C5 . ol . gp Method 

Start 2237 End 

GI 4880249 Score 

Exons 2237 . .2626 



OJ991201_20.0118.C5 
+ 

5744 
AAT/GAP 
2626 
643 



Seq. No. 13011 

Gene No. 27465 

Start 1 

Name OJ991201_20 . 0118 . C5 . o3 . np 

Start 2529 

GI 2459442 

Exons 2529.. 2843, 
GI Descrip. 



Seq. ID OJ991201_20.0118.C5 

Strand + 

End 5744 

Method AAT/NAP 

End" 5675 

Score 458 
3601. .3653, 4268. .4399, 5181. .5342, 5442. .5675 



(AC002332) AT-hook DNA-binding protein (AHP1) 
thaliana] 



[Arabidopsis 



Seq. No. 13011 Seq. ID 

Gene No. 27466 Strand 

Start 6395 End 

Name OJ991201_20 . 0118 . C5 . o2 . gs Method 

Start 6395 End 

GI none Score 

Exons 6395.. 6407, 6922.. 7064 



OJ991201_20.0118.C5 
+ 

7064 
GENS CAN 
7064 
.89 



Seq. No. 13011 Seq. ID OJ991201_20 . 0118 . C5 

Gene No. 27467 Strand 

Start 5756 End 6119 

Name OJ991201_20 . 0118 . C5 . o2 . gp Method AAT/GAP 

Start 5756 End 6119 

GI 46921_1.R1084 Score 701 

Exons 5756.. 6119 

GI Descrip. '3834314 8.0e-36 (AC005679) Similar to gene piOlO 

glycosyltransf erase gi_2257490 from S. pombe clone 1750 
gb_AB004 534. ESTs gb_T4 607 9 and gb_AA394 4 66 come from this 
gene. [Arabidopsis thaliana] 1 



13475 



Seq. No. 13011 Seq. ID 

Gene No. 27468 Strand 

Start 7728 End 

Name OJ991201_20 . 0118 . C5 . o3 . gs Method 

Start 7728 End 

GI none Score 

Ex.ons 7728.. 8096 



OJ991201_20.0118.C5 

8194 
GENSCAN 
8096 
.97 



Seq. No. 13011 Seq. ID OJ991201__20 . 0118 . C5 

Gene No. 27468 Strand 

Start 7728 End 8194 

Name OJ991201_20 . 0118 . C5 . o4 . np Method AAT/NAP 

Start 7796 End ' 8096 

GI 1592681 " Score 168 

Exons 7796.. 8096 

GI Descrip. (X91917) LEA D113 homologue type2 [Arabidopsis thaliana] 
gi|3668076|gb|AAC61808.1| (AC004667) similar'to late 
embryogenesis abundant proteins [Arabidopsis thaliana] 





Cart K\r\ 

o e q . in o • 


1 JUIl 








dorr T H 


PjTQQ1901 90 011ft 


PR 




otJiit; in u. 


97 d fift 
















OlCti L 


779R 










ft 1 Q4 

O J. Z? *i 




) t 


Name 


O.TQQ1 901 9 0 


m i ft 


pr 


. 03 . gp 




ZVAT /PAP 






Start 


7871 








' End 


8194 




: . = f 


GI 


1632139 








Score 


604 




,S SI 

i„ 1 1 
r- i c 


Exons 


1 ft 7 1 ft 1 Q4 














: us 


oeq, ln o . 










oeq. ±u 


OTQQ1901 90 01 1ft 


pr 


U! 


belle LNO . 


97 4 fiQ 
















Olait 










rjlici 


Qft 9 ft 






Name 


OJ991201 20. 


0118. 


C5 


.o2.tm 


Method 


TBLASTX: Maize 




ry 


Start 


44 








End 


344 




13 


GI 


none 








Score 


261 




a 


Exons 


44. .340, 45. 


.344 














Seq. No. 


13011 








Seq. ID 


OJ991201_20.0118. 


.C5 


U: 


Gene No. 


27469 








Strand 






ai. 
i : 
*==f 


Start 


9636 








End 


5i828 




; s cr 


Name 


OJ991201 20. 


0118. 


C5 


. ol . tw 


Method 


TBLASTX: Wheat 




i" "s 


Start 


51 








End 


401 






GI 


none 








Score 


56 






Exons 


51. .98, 95.. 


400, 


99 


. .401 










Seq. No. 


13011 








Seq. ID 


OJ991201_20.0118. 


■ C5 




Gene No. 


27469 








Strand 








Start 


9636 








End 


9828 






Name 


OJ991201 20. 


0118. 


C5 


.ol.ts 


Method 


TBLASTX : Soybean 






Start 


93 ... 








End 


506 






GI 


none 








Score 


172 






Exons 


93. .401, 429 


. .506 












Seq. No. 


13011 








Seq. ID 


OJ991201_20.0118. 


,C5 




Gene No. 


27469 








Strand 








Start 


9636 








End 


9828 






Name 


OJ991201 20. 


0118. 


C5 


.o2. tw 


Method ■ 


■ TBLASTX: Wheat 






Start 


765 








End 


1157 





13476 



GI none Score 329 

Exons 765.. 1157, 797.. 1129 



Seq. No. 13011 Seq. ID 

Gene No. 27469 Strand 

Start 9636 , End 

Name OJ991201_20 . 0118 . C5 . o4 . tm Method 

Start 4247 End 

GI none Score 
Exons 



OJ991201_20.0118.C5 
9828 

TBLASTX: Maize 

4401 

192 



4247. .4399, 4267. .4401, 4267. .4392 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13011 
27469 
9636 

OJ991201_20. 

4265 

none 

4265. .4378, 
5438. .5476 



0118.C5.ol.tc 



4267. .4365, 5178. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.5345, 



OJ991201 20. 0118. C5 



9828 

TBLASTX: Cress 
5519 
107 

5180. .5344, 5418. .5519, 





Seq. No. 


1 JU11 








Seq. ID 


OJ991201_20.0118.C5 




Gene No. 


Z /4 b9 








Strand 






Start 


<\ c o a 

y bib 








End ' 


9828 


a 


Name 


OJ 1zU1_zU . 


01 1 O . 


Co . oZ . 


ts 


Method 


TBLASTX: Soybean 




Start 


4301 








End 


5372 




GI 


■ none 








Score 


100 




Exons 


4301. .4399, 


4303. 


.4398, 


4315. 


.4401, 5178. .5372, 5180. .5344 




Seq. No. 


13011 








Seq. ID 


*OJ9'91201_20.0118.C5 


| ; i 


Gene No. 


27469 








Strand 




•a *r 


Start 


9636 








End 


9828 




Name 


OJ991201 20. 


0118. 


C5.ol. 


tm 


Method 


TBLASTX: Maize 


i"Li 


Start 


5181 








End 


5662 




GI 


none 








Score 


256 


u 


Exons 


5181. .5345, 


5186. 


.5344, 


5418. 


.5525, 5438.. 5488, 5561.. 5662 




Seq. No. 


13011 








Seq. ID 


OJ991201_20.0118.C5 




Gene No. 


27469 








.Strand 






Start 


9636 








End 


9828 




Name 


OJ991201 20. 


0118. 


C5.o3. 


tm 


Method 


TBLASTX: Maize 


□ 


Start 


7806 








End 


8106 




GI 


none 








Score 


49 




Exons 


7806. .8105, 


7852. 


.7884, 


7969. 


.8106 






Seq. No. 


13011 








Seq. ID 


OJ991201_20.0118.C5 




Gene No. 


27469 








Strand 






Start 


9636 








End 


9828 




Name 


OJ991201 20. 


0118. 


C5.o4. 


gs 


Method 


GENSCAN 




Start 


9636 








End 


9803 




GI 


none 








Score 


1 




Exons 


9636. .9803 













Seq. No. 
Gene No. 
Start 
Name 
Start 



13011 
27469 
9636 

OJ991201 
9645 



20.0118.C5.o5.np 



Seq. ID 

Strand 

End 

Method 
End 



OJ991201_20.0118.C5 

9828 

AAT/NAP 

9828 



13477 



GI 4886282 Score 102 

Exons 9645.-9828 

GI Descrip. (AL050300) putative protein [Arabidopsis thaliana] 



o e . IN V . 


1 JUIl 


c Q n t n 








£. 1 H f \J 


oLianu 








1 


r n rt 

Hinci 


DU J. 




Name 






A AT /MAP 




O Lai L 


1 — 

X 








GI 


4510376 


Score 


222 




Exons 


1..91, 360. .601 








GI Descrip. 


(AC007017) unknown protein 


[Arabidopsis 


thaliana] 




Seq. No. 


13012 


Seq. ID 


OJ991201_20.0118 


C6 


Gene No. 


27471 


Strand 






Start 


3036 


End 


6802 




Name 


OJ991201 20.0118.C6.ol.tw 


Method 


TBLASTX: Wheat 




Start 


380 


End 


584 




GI 


none 


Score 


104 




Exons 


380. .481, 479. .583, 480. .584 







Seq. No. 


13012 




Seq. ID 


OJ991201 


_20.0118.C6. 


Gene No. 


27471 




Strand 






Start 


3036 




End 


6802 




Name 


OJ991201 20.0118.C6.o3. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


-380 




End 


589 




GI 


none 




Score 


120 




Exons 


380.'. 424, 425. .589, 441 


. .'581 








Seq. No. 


13012 




Seq. ID 


OJ991201 


_20.0118.C6 


Gene No. 


27471 




Strand 






Start 


3036 




End 


6802 




Name 


OJ991201 20.0118.C6.o2. 


gs 


Method 


GENSCAN 




Start 


3036 




End 


6802 




GI 


none 




Score 


.8 




Exons 


3036.. 3244, 3604.. 3837, 


4185. 


.4374, 4453. .4619, 


4718. .4854, 




5000. .5147, 5248. .5353, 


5434 . 


.5627, 5901. .6017, 


6622. .6802 



Seq. No. 13012 . Seq. ID 

Gene No. 27471 Strand 

Start 3036 End 

Name OJ991201_20 . 0118 . C6 . ol . gp Method 

Start 3867 End 

GI 5771053 Score 

Exons 3867.. 4374, 4453.. 4495 

GI Descrip. 3834314 2.0e-37 (AC005679) Similar to gene piOlO 

glycosyltransf erase gi_2257490 from S. pombe clone 1750 
gb_AB004534. ESTs gb_T46079 and gb_AA394466 come from this 
gene. [Arabidopsis thaliana] 



OJ991201_20.0118.C6 

6802 
AAT/GAP 
4495 
1046 



Seq. No. 13012 

Gene No. 27471 

Start 3036 

Name OJ991201_20 . 0118 . C6 . o2 . tm 

Start 4052 

GI none 
Exons 



Seq. ID OJ991201_20.0118.C6 
Strand 
End 

Method 
End 
Score 



6802 

TBLASTX: Maize 

4243 

132 



4052. .4186, 4053. .4241, 4057. .4242, 4079. .4243 



13478 



Seq. No. 13012 

Gene No. 27471 

Start 3036 

Name OJ991201_20 . 0118 . C6 . o2 . np 

Start 4088 

GI 3834314 

Exons 4088.. 4374, 
5434. .5627, 

GI Descrip. 



OJ991201 20. 0118. C6 



Seq. ID _ 
Strand 

End 6802 
Method AAT/NAP 
End 6682 
Score - 1288 

.4854, 5000.. 5147, 5248.. 5353, 
.6682 

(AC005679)- Similar to gene piOlO glycosyltransf erase gi 12257490 
from S. pombe clone 1750 gb|AB004534. ESTs gb|T46079 and 
gb|AA394 4 66 come from this gene. [Arabidopsis thaliana] 



4453. .4619, 4712. 
5901.. 6017, 6622. 



Seq. No. 


13012 








Seq. ID 


OJ991201 


_20.0118.C6 


Gene No. 


27471 








Strand 






Start 


3036 








End 


6802 




Name 


OJ991201 20 


.0118. 


■C6.o2. 


tc 


Method 


TBLASTX: 


Cress 


Start 


4102 








End 


4362 




GI 


none 








Score 


205 




Exons 


4102. .4362, 


4121. 


. .4360, 


4258. 


.4362 






Seq. No. 


13012 








Seq. ID 


OJ991201 


_20.0118.C6 


Gene No. 


27471 








Strand 






Start 


3036 








End 


6802 




Name 


OJ991201 20 


.0118. 


,C6.o2. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


4148 








End 


4528 




GI 


none 








Score 


111 




Exons 


4148. .4300, 


4150. 


. . 4299, 


4300. 


.4359, 4301. .4354, 


4302. .4355 




4354. .4377, 


4355. 


. .4375, 


4447 . 


.4521, 4451. .4528, 


4453. . 4527 



Seq. No. 13012 

Gene No. 27471 

Start 3036 

Name OJ991201_20 . 0118 . C6 . ol . tm 

Start 4480 

GI none 

Exons 4480.. 4620, 
4952. .5023, 



4481. .4621, 4481. 
4978. .5118, 4978. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4621, 4710 
.5118 ' 



OJ991201 20. 0118. C6 



6802 

TBLASTX: Maize 
5118 
192 

4877, 4717. .4857, 



Seq. No. 13012 

Gene No. 27471 

Start 3036 

Name OJ9912Q1_20 . 0118 . C6 . ol . 

Start 4588 

GI none 

Exons 4588.. 4620, 4710.. 4856, 
5232. .5351, 5243. .5356, 

Seq. No. ' 13012 

Gene No. 27471 

Start 3036 

Name OJ991201_20 . 0118 . C6 . ol . 

Start 5246 

GI none 

Exons 5246.. 5356, 5247.. 5351, 
5432. .5635, 5449. .5628, 



Seq. ID OJ991201_20.0118.C6 
Strand 

End 6802 
ts Method TBLASTX : Soybean 

End 5484 

Score 75 
4774. .4860, 4999. .5148, 5012. .5149, 
5243. .5356, 5419. .5484 

Seq. ID OJ991201_20.Q118.C6 
Strand 

End 6802 
tc Method TBLASTX : Cress 

End 6039 

Score 81 
5415. .5627, 5419. .5631, 54 32. .5617, 
5897. .6019, 5899. .6039, 5899. .6021 



13479 




Qan Kin 
O c q . IN U . 


i 9 








27471 


Strand 




o Lai u 


3036 


End 


6802 


Name 


OJ991201 20.0118.C6.o2.gp 


Method 


AAT/GAP 


Start 


5478 


End 


6793 


GI 


2310574 


Score 


754 


P 1 von *5 


5478. .5627, 5901. .6017, 6622. 


.6793 






3834314 8.0e-36 (AC005679) Similar to 


gene piOlO 




glycosyltransferase gi 2257490 from S. 


pombe clone 1750 




rrh AROOdS^d tr'QTq rrh T4607Q 

y kJ r\D U U *i -J 1 • DO 1 j y kJ 14 Uu / J 


and gb AA394466 come from thi: 




/to n o f Z\ V~\ ■! Hnn q f K 3 1 i ana 1 
ycii*3 . L -ttx aJJX uupo J. 0 didx J-diici J 






Seq. No. 


13013 


Seq. ID 


OJ991201__20.0118;C7 


Gene No. 


27472 


Strand 


+ 


otdii. 


4593 


End 


6933 


Name 


OJ991201 20.0118.C7.o2.gs 


Method 


GENSCAN 


OLdI L 


4593 


End 


6933 


(IT 


none 


Score 


.42 


Ej AU1 13 


4593. .4658, 4809. .5003, 5570. 


.5728, 5734. .6933 




13013 


Seq. ID 


OJ991201__20.0118.C7 


UCi 1C IN U • 


27473 


Strand 




Start 


1398 


End 


4631 


Name 


OJ991201 20.0118.C7.ol.gp 


Method 


AAT/GAP 


o Cdl U 


1275. 


End 


4631 




uC-osroM202023hl2bl 


Score 


972 


Exons 


1275. .1663, 4511. .4631 






ui uescnp. 


'3785989 8.0e-14 (AC005560) unknown protein [Arabidopsis 




thaliana] ' 






Seq. No. 


13013 


Seq. ID 


OJ991201_20.0118.C7 


Gene No. 


27473 


Strand 




OLdl L 


1398 


End 


4631 


Name 


OJ991201 20.0118.C7.ol.gs 


Method 


GENSCAN 


c+- a 

OL.Ci.LL 


1398 


End 


3842 




none 


Score 


.82 




1398. .1567, 2923. .2974, 3490. 


.3603, 3834. .3842 


CpQ KT/-N 
• LN\J • 


13013 


Seq. ID 


OJ991201_20.0118.C7 


Gene No. 


27474 


Strand 




Start 


5937 


End 


7009 


Name 


OJ991201 20.0118.C7.ol.tm 


Method 


TBLASTX: Maize 


jlcij. l 


1399 


End 


1655 


(IT 


none 


Score 


63 


Hi A.<w>I 1 O 


"1399. .1485, 1403. .1495, 1404. 


.1499, 1405. .1497, 1515. .1652, 




1516. .1644, 1532. .1651, 1554. 


.1655 






13013 


Seq. ID 


OJ991201_20.0118.C7 


Gene No . 


27474 


Strand 




Start 


5937 


End 


7009 


Name 


OJ991201 20. 0118.C7.ol.np 


Method 


AAT/NAP 


Start 


5937 


End 


7009 


GI 


4584539 


Score 


373 


Exons 


5937. .7009 






GI Descrip. 


(AL04 9608 ) extensin-like protein [Arabidopsis thaliana] 



Seq. No. 13014 Seq. ID OJ991201_20 . 0118 . C8 



13480 




Gene No. 


27475 


Strand 


+ 




otart 


1 / 4 U 


End 


5327 




Name 


ujyyizui zu . ui io . Go . oz . gs 


Method 


GENSCAN 




Start 


1 / 4 U 


End 


5327 




GI 


none 


Score 


.82 




Exons 




.4873, 5214.. .5327 




Seq. No. 


1 jU1-*I 


Seq. ID 


OJ991201_20. 0118 


. Co 


Gene No. 


27475 


Strand 


+ 




Start 


1740 


End 


5327 




Name 


OJ991201 20.0118.C8.o2.np 


Method 


AAT/NAP 




Start 


2907 


End 


3272 




GI 


6598344 


Score 


78 




Exons 


2907. .2949, 3116. .3272 








GI Descrip. 


(AC002335) hypothetical protein [Arabidopsis thaliana] 




oeq. no. 


13014 


Seq. ID 


OJ991201_20.0118 


. Go 


Gene No. 


27475 


Strand 


+ 




Start 


1740 


End 


COOT 

ddZ 1 




Name 


OJ991201 20.0118.C8.o3.np 


Method 


AAT/NAP 




btart 


3425 


End 


5285 




GI 


6006359 


Score 


44 




Exons 


3425. .3482, 5214. .5285 








GI Descrip. 


(AP000559) hypothetical protein [Oryza 


sativa] 




Seq. No. 


13014 


Seq. ID 


OJ991201_20.0118 


.C8 


Gene No. 


27476 


Strand 






Start 


8 


End 


583 




Name 


OJ991201 20.0118.C8.ol.gs 


Method 


GENSCAN 




Start 


8 


End . 


583 




bl 


none 


Score 


.99 




Exons 


8. .583 








Seq. No. 


13015 


Seq. ID 


OJ991201__20.0118 


.C9 


Gene No. 


27477 


Strand 






otart 


491 


End 


843 




Name 


OJ991201 20.0118.C9.ol.gp 


Method 


AAT/GAP 




btart 


491 


End 


843 




Gi 


2800006 


Score 


586 




Exons 


491. .843 








beq. no. 


13015 


Seq. ID 


OJ991201_20.0118 


. Gy 


Gene No . 


27478 


Strand 






Start 


2119 


End 


3810 




Name 


OJ991201 20.0118.C9.ol.tm 


Method 


TBLASTX: Maize 




o tar t 


736 


End 


2243 




GI 


none 


Score 


119 




Exons 


736. .780, 740. .826, 741. .827, 


742. .828, 


770. .838, 911.. 


y / o, 




915. .977, 922. .981, 924. .980, 


1067. .1168, 1068. .1169, 






2092. .2229, 2093. .2218, 2094. 


.2243, 2102.. 2242 




Seq. No. 


13015 


Seq. ID 


OJ991201_20.0118 


.C9 


Gene No. 


27478 


Strand 






Start 


2119 


End 


'3810 




Name 


OJ991201 20.0118.C9.ol.np 


Method 


AAT/NAP 




Start 


2119 


End 


3810 




GI 


505144 


Score 


79 





13481 



# 



Exons 


2119. .2268, 2808. 


.3353, 3390 


. .3456, 3680. .3810 




\dJl uescrip . 


(D13951) extensin precursor 


[NlCOtldna 


t abacum] 




Seq. No. 


13016 




Seq. ID 


OJ991201 


_20. 0118. C10 


Gene No. 


27479 




Strand 


+ 




btarc 


1051 




End 


3349 




Name 


OJ991201 20.0118. 


C10.ol.gs 


Method 


GENSCAN 




btart 


1051 




End 


3349 






none 




Score 


.45 




Exons 


1051.. 1409, 1526. 


.1872/ 2012 


..2078, 2940. .3016, 




O C Lj • IN (J . 


13017 




Seq. ID 


OJ991201 




Gene No. 


27480 




Strand 


+ 




Start 


509 




End 


8636 




Name 


OJ991201 20.0118. 


Cll.ol.gs 


Method 


GENSCAN 




Start 


509 




End 


8636 




GI 


none 




Score 


.69 




Exons 


509. .1085, 1526.. 


1609, 1640. 


.1963, 2054 


. .2257, 


2990. .3058, 



4876. .4956, 5037. .5888, 5986. .6052, 7080. .7270, 7549.-8636 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



13017 Seq. ID 

27481 Strand 
88 62 End 
OJ991201_20.0118.Cll.ol.gp Method 
88 62 End 
86158_1.R1084 Score 
8862. .9017, 9074. .9205 

' 5295936/dbj | AB026295 . 2 | AB026295 5.0e-42 Oryza sativa genomic 
DNA, chromosome 6, clone : P0681F10, complete sequence 1 



OJ991201_20.0118.C11 
+ 

9205 
AAT/GAP 
9205 
388 



13017 Seq. ID 

27482 Strand 
9590 End 
OJ991201_20.0118.Cll.o2.gp Method 
9590 End 
36280_1.R1084 Score 
9590. .10044 

' 5295971/dbj | BAA81872.il 1.0e-81 (AB026295) EST D24 315 (R17 18 ) 
corresponds to a region of the predicted gene.; Similar to 
Tobacco DNA for retroviral-like transposon Tnt 1-94 . (X13777 ) 
[Oryza sativa] 1 



OJ991201_20.0118.C11 
+ 

10044 
AAT/GAP 
10044 
842 



13017 Seq. ID 

27483 Strand 
11738 End 
OJ991201_20.0118 .Cll.o4 .gp Method 
11738 End 
uC-osflM2020118f01al Score 
11738.. 12172 

'5295971/dbj | BAA81872.il 4.0e-64 (AB026295) EST D24315 (R17 18 ) 
corresponds to a region of the predicted gene.; Similar to 
Tobacco DNA for retroviral-like transposon Tnt 1-94 . (X13777 ) 
[Oryza sativa] ' 



OJ991201_20.0118.C11 
+ 

12172 
AAT/GAP 
12172 
780 



13017 
27484 
18361 



Seq. ID OJ991201_20.0118.C11 
Strand + 
End 18775 



13482 



Name OJ991201_20 . 0118 . Cll . o7 . gp Method AAT/GAP 

Start 18361 End 187 75 

GI LIB3431-060-P1-K1-C11 Score 773 

Exons 18361. . 18775 

GI Descrip. 1 298064 1/emb | CAA72 120 | 2.0e-12 (Y11250) multi resistance protein 
[Arabidopsis thaliana] 1 

Seq. No. 13017 Seq. ID OJ991201_20 . 0118 . Cll 

Gene No. 27485 Strand +' 

Start 19424 End 20522 

Name OJ991201_20 . 0118 . Cll . 08 . gp Method AAT/GAP 

Start 19424 End 20522 

GI ' LIB3431-060-P1-N1-C11 Score 928 

Exons 19424. .19625, 20249.. 20522 

GI Descrip. ' 604 1757 /gb | AC011806 . 1 | AC011806 1.0e-38 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence' 



Seq. No. 


13017 




Seq. ID 


OJ991201_20. 0118. Cll 


Gene No. 


27486 




Strand 




Start 


9213 




End 


21262 


Name 


OJ991201 


20.0118.Cll.o5.tc 


Method 


TBLASTX: Cress 


Start 


476 




End 


6954 


GI 


none 




Score 


159 


Exons 


■ 476. .769, 


5234.. 5398, 5432, 


,.5548, 6661, 


. .6954, 6673. .6954 


Seq. No. 


13017 




Seq. ID 


OJ991201_20. 0118. Cll 


Gene No. 


27486 




Strand 




Start 


9213 




.End 


21262 


Name 


OJ991201 


20.0118.Cll.o2.gs 


Method 


GENSCAN 


Start 


9213 




End 


20971 


GI 


none 




Score 


.43 


Exons 


9213. . 118 


81, 11893. . 12582, 


1284 4. .14 04 0, 15067. .15402, 



1688 6. .17014, 17102. .17341, 174 70. .17533, 178 15 .. 18062 , 
18581. .18875, 20257 2034 3 , 20630. .20971 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13017 
27486 
9213 

OJ991201_20. 0118. Cll. o2.np 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ991201 20. 0118. Cll 



21262 
AAT/NAP 
14020 
8045 



9216 
5295971 
9216. . 14020 

(AB026295) EST D24315 (R17 18 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



Seq. No, 

Gene No. 

'Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



13017 Seq. ID 

27486 Strand 

9213 End 

OJ991201_20.0118.Cll.o5.ts Method 

9240 End 

none Score 



OJ991201_20. 0118. Cll 
21262 

TBLASTX: Soybean 

9890 

51 



9240. .9473, 9373. .9459, 9528. .9698, 9556. .9714, 9729. .9890 



13017 
27486 



Seq. ID 
Strand 



OJ991201 20. 0118. Cll 



13483 






Start 


9213 








End 


21262 






Name 


r\ tqqi oni on 

ujyyizui zu. 




Oil aO 

tl 1 . oz . 


tc 


Method 


TBLASTX: Cress 






Start 


Q O A Q 

yz4 y 








End 


9911 






GI 


none 








Score 


101 






Exons 


yz4 y . . y 4 b / / 


yzoo . 


Q a c: Q 

. y 4 0 y , 


yo J4 


..9614, 9538. .9615, 9624. .9911, 






y bz d . . y / 1 4 , 


y / 0 y . 


. yozo 












Seq. No. 


13017 








Seq. ID 


OJ991201_20.0118 


.Cll 




Gene No. 


27486 








Strand 








Start 


yz 1 0 








End 


21262 






Name 


ujyyizui zu. 


n 1 1 q 
Ullo. 


Oil ~ A 

LI 1 . 04 . 


tm 


Method 


TBLASTX: Maize 






Start 


Q O c; H 

yzou 








End 


9639 






GI 


none 








Score 


351 






Exons 


y^j u . . y b 0 b / 


QO c. O 

y z 3 z . 


. yoo / , 


QOtO 

y z dz 


..9638, 9368.. 9607, 9532.. 9639 




Seq. No. 


13017 








Seq. ID 


OJ991201_20.0118 


.Cll 




Gene No. 


27486 








Strand 








btart 


y z 1 3 








End 


21262 






Name 


r\ tq o t om on 
uj y y izui z u . 


n 1 1 q 

Ullo. 


C 1 1 ^ /I 

Lll . 04 . 


tw 


Method 


TBLASTX: Wheat 






btart 


y z / y 








End 


9698 






bl 


none 








Score 


65 






Exons 


yz / y . . y 4 0 z , 


QOQO 

yz y z . 


Q A EL Q 

. y 4 0 y , 


Q c; O (5 
y DZo 


..9698, 9538. .9615 




Q 


Seq. No.' 


13017 








Seq. ID 


OJ991201_20.0118 


.Cll 


: "1 

s? 


Gene No. 


27486 








Strand 






ilri 


Start 


GOTO 

yz io 








End 


21262 






Name 


ojyyizui zu. 


n 1 1 0 
Ullo. 


Cl l . oy . 


tm 


Method 


TBLASTX: Maize 




rn 


Start 


964 5 








End 


9824 






GI 


none 








Score 


122 




I : I 


Exons 


y b4 o . . y oZ4 , 


y b4 b . 


Q O O O 

. y 0 zz 












Seq. No. 


13017 








Seq. ID 


OJ991201__20.0118 


.Cll 


i s? 


Gene No. 


27486 








Strand 








0 tart: 


y z 1 0 








End 


21262 




[J 


Name 


atqqi oni on 

uj y y izui zu . 


n 1 1 q 
Ullo. 


Cl 1 . Oj . 


4- T T 

tw 


Method 


TBLASTX: Wheat 




! i t 
"'I 


Start 


y / oz 








End 


10043 




H' 


GI 


none 








Score 


64 






Exons 


an no QQi 1 

y / oz . . y y 11 , 


QQOC 

yy jb . 


. 1UU4J 










□ 


Seq. No. 


13017 








Seq. ID 


OJ991201_20.0118 


.Cll 


1:3 


Gene No. 


27486 








Strand 








otan 


QOI "3 

y z 1 j 








End 


21262 






Name 


Pi tq qi 001 on 
uj y y izu 1 zu . 


Ullo. 


LI 1 . Oj . 


tm 


Method 


TBLASTX: Maize 






btart 


yoz b 








End 


10217 






GI 


none 








Score 


469 






Exons 


yoZ b . . 1UZ13 , 


yoZo 


. . 1UZ1 / 


, 9828. .10217 








Seq. No. 


13017 








Seq. ID 


OJ991201_20.0118 


.Cll 




Gene No. 


27486 








Strand 








Pf n v-f 

0 tart 


QOI "3 

y z 1 0 








End 


21262 






Name 


ojyyizui zu. 


0118. 


Cll.ol. 


tw 


Method 


TBLASTX: Wheat 






Start 


10044 








End 


10599 






GI 


none 








Score 


84 






Exons 


10044. .10268 


, 10254. .10598, 


10278. .10445, 10510. .10599 






Seq. No. 


13017 








Seq. ID 


OJ991201_20.0118 


.Cll 




Gene No.^ 


27486 








Strand 







13484 




Start 


9213 






End 


21262 




IN all it. 


OJ991201 20.0118.C11. 


o4 . ts 


Method 


TBLASTX: Soybean 




OLdl L 


10269 






End 


10766 




r-T 
ox 


5509260 




Score 


130 






10269. 


.10766, 10288.. 


X U H H D , 


10510. .10686 




OX UCOLi. X^J • 














Seq. No. 


13017 






oeq. iu 


riTQQi oni on miQ 


.Cll 


Gene No. 


27486 






C+- v a r-» W 








9213 






£jna 






N3ine 


OJ991201 20.0118.C11. 


04 . tC 


Method 


TBLASTX: Cress 




OLdl L 


10380 






End 


10644 




\J X 


none 






Score 


_7 X 




Hi AU1 lO 


10380. 


.10643, 10513.. 


1U Ol 4 








Seq. No. 


13017 






oeq . ± u 


njQQiom on miQ 
uoyyizui zu.uiio 


.Cll 


Gene No. 


27486 






C +- y 3 n H 






uiai L 


9213 












Name 


OJ991201 20.0118.C11. 


Ob . tm 


Method 


TBLASTX: Maize 




o Lai t_ 


10419 






End 


10715 




O X 


none 






Score 


101 
lol 




Hi i o 


10419. 


.10715, 10420.. 


X U DO .? 








Seq. No. 


13017 






oeq. iu 


piTQQiom on m 1 q 


.Cll 


Gene No. 


27486 






Of ranH 

ourana 






OLal t 


9213 








ZlZbZ 




Name 


OJ9912 


01_20.0118.C11. 


Oj . ZS 


Method 


TBLASTX: Soybean 




Q+- a r -+- 


11217 






End 


11696 




ox 


none 






Score 


/ 0 




Exons 


11217. 


.11363, 11388.. 




I14UU. . lib 


c n 1 1 /1 m 1 1 
bU, 114U1 . . llbyl 




Seq. No. 


13017 






oeq. iu 


atqqi on miQ 


Cll 


Gene No. 


27486 






jLiallU 






u Lai L 


9213 






tjiia 


010^0 




Name 


OJ9912 


01_20.0118.C11. 


OJ . LC 


Method 


TBLASTX: Cress 




OLdl L 


11241 






End 


11681 




ox 


none 






Score 


199 






11241. 


.11363, 11385.. 


X X O O X 








Seq. No. 


13017 






Seq. ID 


OJ991201_20.0118 


Cll 


Gene No. 


27486 






Strand 






uLQI L 


9213 






End 


21262 






OJ991201 20.0118.C11. 


oz . cm 


Method 


TBLASTX: Maize 




q+- a r-r 

OLdl L 


11301 






End 


11727 




O X 


none 






Score 


531 




DAUllO 


11301. 


.11696, 11301.. 


1 1 TOO 


11302. .11727 




OcL], LN O . 


13017 






Seq. ID 


OJ991201_20.0118. 


Cll 


Gene No. 


27486 






Strand 






Start 


9213 






End 


21262 




Name 


OJ991201 20.0118.C11. 


o3 . gp 


Method 


AAT/GAP 




Start 


11374 






End 


11729 




GI 


uC-osf Icypl39cl2al 




Score 


585 




Exons 


11374 . 


.11729 











GI Descrip. 1 5295971/dbj | BAA81872 . 1 | 3.0e-44 (AB026295) EST D24315 (R1718 ) 
corresponds to a region of the predicted gene.; Similar to 
Tobacco DNA for retroviral-like transposon Tnt 1-94 . (X13777 ) 



13485 



[Oryza sativa] ' 



Seq. No. 


13017 






Seq. ID 


OJ991201_20.0118 


.Cll 


Cpnp Mo 


27486 






Strand 






O Lai L 


9213 






End 


21262 




LMdlUtr 


OJ991201 20.0118.C11. 


O +" Ta7 
KJ*J • L, W 


Method 


.TBLASTX : Wheat 




Of- -a r +- 


11379 






End 


11912 




GI 


none 






Score 


42 




V von ^ 


11379. 


.11459, 11392.. 


in \j j , 


114 66. .11732, 11566. .11715, 






11799. 


.11912 










Seq. No. 


13017 






Seq. ID 


OJ991201_20.0118 


.Cll 




27486 






Strand 






q-f- o v-f- 

OLaL L 


9213 






End 


21262 






OJ991201 20.0118.C11. 


o? "hw 


Method 


TBLASTX: Wheat 




u Lai L. 


12002 






End 


12455 




GI 


none 






Score 


39 




T? von Q 


12002. 


.12082, 12003.. 


1 2077 


12074. .124 51, 12089. .124 54, 






12150. 


. 12455 










Qprr Mn 


13017 






Seq. ID 


OJ991201_20.0118, 


. ^ X X 


f^l O Tl O M 


27486 






Strand 






uLal L 


9213 






End 


21262 




Name 


OJ991201 20.0118.C11. 


uo . tm 


Method 


TBLASTX: Maize 




oLdl L 


12125 






End 


12365 




ox 


none 






Score 


262 




Exons 


12125. 


.12364, 12126.. 


X c. O D D 








Seq. No. 


13017 






Seq. ID 


OJ991201_20.0118, 


.Cll 


fZon o Mo 


27486 






Strand 






Of- a y-f 
O Ldl L 


9213 






End 


21262 




Nanie 


OJ991201 20.0118.C11. 


1 

ox. tin 


Method 


TBLASTX: Maize 




Start 


12380 






End 


13100 




GI 


none 






Score 


403 




T? von q 


12380. 


.12805, 12380.. 


XZ. / 4 J/ 


12481. .12804, 12810. .12842, 






12812. 


.12907, 12824.. 


13099, 


12825. .13100, 12978.. 13100 




Sea No 


13017 






Seq. ID 


OJ991201_20.0118 ( 


pi 1 

> X X 


fipnp Mo 


27486 






Strand 






Start 


9213 






End 


21262 




Name 


OJ991201 20.0118.C11. 


o7 "H m 


Method 


TBLASTX: Maize 




Start 


13334 






End 


13625 




GI 


none 






Score 


226 




R v on c; 

ill AVi 1 O 


13334. 


.13561, 13334.. 


1 ^694 

X J \J *i , 


13410. .13625 




O C- . LNU • 


13017 






Seq. ID 


OJ991201_20.0118. 


PI 1 


Gene No. 


27486 






Strand 






Start 


9213 






End 


21262 




Name 


OJ991201 20.0118.C11. 


ol . ts 


Method 


TBLASTX: Soybean 




Start 


16893 






End 


18786 




GI 


none 






Score 


85 




Exons 


16893. 


.17015, 17097.. 


17342, 


17098. .17184, 17100. .17342, 






17260. 


.17343, 17477.. 


17536, 


17815. . 18126, 17816. . 18124, 






18232. 


.18387, 18232.. 


18447, 


18239. .184 42, 18254 . . 184 57, 






18544. 


.18786, 18546.. 


18785 








Seq. No. 


13017 






Seq. ID 


OJ991201_20.0118. 


Cll 



13486 




rorso KIa 

bene ino . 


27486 






Strand 




O L dr L 


9213 






End 


21262 


Name 


OJ991201 20. 0118. Cll. 


. o3.np 


Method 


AAT/NAP 


Start 


X O .7 \J *± 






End 


21262 


(IT 


2316016 






Score 


2042 


Exons 


16904. .17010, 


17098. . 


,17341, 


174 70. .17529, 17811. .18120, 




18235. .18449, 


18581. . 


.18875, 


18972. .19136., 19299 .. 19964 , 




20257. .20343, 


20630. . 


,21262 








(U92650) MRP- 


like ABC transporter [Arabiciopsis thaliana^ 


JC4. INU . 


13017 






Seq. ID 


OJ991201_20.0118 


VjCilC LNU . 


27486 






Strand 






9213 






End 


21262 


Name 


OJ991201 20. 0118. Cll. 


.ol. tc 


Method 


TBLASTX: Cress 




16923 






End 


21262 


r; t 


none 






Score 


56 


Exons 


16923. .17015, 


17097. . 


,17171, 


17098. .17178, 17100. .17345, 




17115. .17333, 


17217. . 


,17411, 


17260. .17400, 17477. .17536, 




17815. .18126, 


17816. . 


1 R 1 9 1 


18232. .18447, 182 60 .. 1844 2 , 




18633. .18878, 


18654. . 


,18878, 


18973. .19116, 18982. .19143, 




19017. .19136, 


19293. . 


,19487, 


19300. .19383, 194 73 .. 19679, 




19524. .19688, 


20252. . 


,20356, 


20254. .20355, 20622 .. 2074 1, 




20630. .21262, 


20639. . 


,21073, 


20793. .21083 


0 e q . in 0 . 


13017 






Seq. ID 


OJ991201_20.0118 


bene ino . 


27486 






Strand 




Olait 


9213 






End 


21262 


Name 


OJ991201 20. 0118. Cll. 


o5 . tm 


Method 


TBLASTX: Maize 


Start 


16935 






End 


20923 


CJ 


none 






Score 


65 


Exons 


16935. . 17015, 


17097. . 


17342, 


17106. .17339, 17272. . 17346, 




17812. . 18126, 


17813. . 


18118, 


17815. .18123, 18232. .18450, 




18582. .18881, 


18670. . 


18888, 


18972. .19031, 19293. . 19472, 




20624 . .20923 












13017 






Seq. ID 


OJ991201_20.0118 


Gene No. 


27486 






Strand 




Start 


9213 






End 


21262 


Name 


OJ991201 20. 0118. Cll. 


06 . tw 


Method 


TBLASTX: Wheat 


Cfa r i- 


17164 






End 


20923 




none 






Score 


82 


DAUllQ 


17164. .17310, 


17166. . 


17324, 


17166. . 17342, 17290. . 1734 6, 




17815. .17967, 


17816. . 


17962, 


20624 . .20776, 20876. .20923 


c j^rr Kin 


13017 






Seq. ID 


OJ991201_20.0118 


Gene No. 


27486 






Strand 




Start 


9213 






End 


21262 




OJ991201" 20. 0118. Cll. 


06 . ts 


Method 


TBLASTX : Soybean 


Of 2 rt- 
O Lai L 


18792 






End 


19732 




none 






Score 


80 


Exons 


18792. . 18881, 


19014. . 


19133, 


19293. . 19487, 19297 .. 19452 , 




19491. . 19688, 


19533. . 


19652, 


19664. .19732 


Seq. No. 


13017 






Seq. ID 


OJ991201_20.0118, 


Gene No. 


27486 






Strand 




Start 


9213 






End 


21262 


Name 


OJ991201_20. 0118. Cll. 


o2.ts 


Method 


TBLASTX : Soybean 



13487 




Start 




End 


21028 




GI 


none 


Score 


90 




Exons 


or\cco ortoori oncicn oinoo 
zUbby . . zUooU , zUbby . . ^lUzo , 


20796. .21026, 20903 


O 1 ft O CI 

. . 21028 


Seq. No. 


i "3 m o 
loUlo 


Seq. ID 


OJ991201 


Oft ft 1 1 O /~« 1 ft 

_20 . 0118 . C12 


Gene No. 


27487 


Strand 






Start 


1 


End 


2462 




Name 


OJ991201 20.0118.C12.ol.np 


Method 


AAT/NAP 




O +- — ~4- 

Start 


1 


End 


2462 




GI 


2316016 


Score 


365 




Exons 


1..723, 2442. .2462 








GI Descrip. 


(U92650) MRP-like ABC transporter [Arabidopsis 


thaliana] 


Seq. No. 


13018 


Seq. ID 


OJ991201 


_20.0118.C12 


Gene No. 


27487 


Strand 


- 




Start 


1 


End 


2462 




Name 


OJ991201_20.0118.C12 .ol.tc 


Method 


TBLASTX: 


Cress 


Start 


2 


End 


*i n f 

7 96 




bl 


none 


Score 


81 




Exons 


2. .373, 380. .550, 560. .796 








Seq. No. 


13018 


Seq. ID 


OJ991201 


_20.0118.C12 


Gene No. 


27487 


Strand 


- 




Start 


1 


End 


2462 




Name 


OJ991201 20.0118.C12.ol.gs 


Method 


GENSCAN 




Start 


144 


End 


2179 




GI 


none 


Score 


.82 




Exons 


144. .792, 2149. .2179 








Seq. No. 


13019 


Seq. ID 


OJ991201 


_20.0118.C13 


Gene No. 


27488 


Strand 


+ 




btart 


306 


End 


3043 




Name 


OJ991201 20.0118.C13.ol.gs 


Method 


GENSCAN 




Start 


306 


End 


3043 




C T 

bl 


none 


Score 


.42 




Exons 


306. .323, 1267. .1467, 2754.. 


2918, 2981 


. .3043 




Seq. No. 


13019 


Seq. ID 


OJ991201 


Oft ft i i ft 

20 . 0118 . C13 


Gene No. 


27489 


Strand 






btart 


3446 


End 


7599 




Name 


OJ991201 20.0118.C13.ol.ts 


Method 


TBLASTX: 


Soybean 


Start 


3416 


End 


5679 






none 


Score 


198 




Exons 


3416.. 3550, 3620.. 3880, 3621 


..3872, 3975.. 4037, 


oo"7C /i ft o n 
39 /b . . 4Uzy , 




4353. .4685, 4365. .4673, 4366 


..4686, 4420. .4686, 


C 1 C ~7 COOT 

515 / . . 532r, 




5160. .5390, 5167. .5376, 5463 


..5645, 5470. .5679, 


C /I "7 ft C el 

54 /U. . o b / b , 




5471. .5677 








Seq . . No . 


13019 


Seq. ID 


OJ991201 


Oft Aiin -\ O 

20.0118. C13 


otsne tvt> . 


27489 


Strand 






Start 


3446 


End 


7599 




Name 


OJ991201 20.0118.C13.ol.np 


Method 


AAT/NAP 




Start 


3443 


End 


7599 




GI 


2316016 


Score 


2145 




Exons 


3443. .3549, 3625. .3864, 3971 


..4034, 4365. .4670, 


5163. .5377, 




5472. .5766, 5950. .6114, 6207 


..6872, 6957. .7043, 


7234 . .7599 



GI Descrip. (U92650) MRP-like ABC transporter [Arabidopsis thaliana] 



13488 





Seq. No. 


13019 








Seq. ID 


OJ991201 


_20.0118.C13 




Gene No. 


27489 








Strand 








Start 


344 6 








End 


7599 






Name 


OJ991201 20 . 


0118 


C13 . o2 


. gs 


Method 


GEN SCAN 






Start 


3446 








End 


7575 






GI 


none 








Score 


.68 






Exons 


3446. . 3549, 


3625 


. 3864 , 


3971 . 


.4034, 4365. .4670, 


5163. . 5330, 






5950. . 6114, 


6465 


. 6872, 


6957 . 


.7043, 7234. .7575 






Seq. No. 


13019 








Seq. ID 


OJ991201 


20 . 0118 . C13 




Gene No. 


■ 27489 








Strand 








Start 


3446 








End 


7599 






Name 


OJ991201_20. 


0118 


C13.ol 


. tc 


Method 


TBLASTX: 


Cress 




Start 


3458 








End 


7599 






GI 


none 








Score 


154 






Exons 


3458 . . 3550, 


3543 


. 3899, 


3623 . 


.3901, 3964. .4029, 


3972 . . 40 J / , 






4353. . 4676, 


4381 


. 4 671, 


5160 . 


.5390, 5188. .5373, 


5524 . .5769, 






5945 . .6115, 


5950 


. 6117, 


6195 . 


.6653, 6196. .6588, 


674 1 . . 6872 , 






6954 . . 7049, 


6955 


. 7044, 


7205 . 


.7597, 7234..7S99 






Seq. No. 


13019 








Seq. ID 


OJ991201 


20.0118. C13 




Gene No . 


27489 








Strand 






i. ~l 


Start 


3446 








End 


7599 




. "i 


Name 


OJ991201_20 . 


0118 


C13 . ol 


. tm 


Method 


TBLASTX: 


Maize 




Start 


3458 








End 


6117 






GI 


none 








Score 


168 






Exons 


3458 . . 3550, 


3579 


. 3866, 


3620. 


.3880, 3975. .4037, 


3979 . .4032, 






4353 . . 4676, 


4364 


.4681, 


4365 . 


.4673, 4366. .4683, 


5131 . . 5319, 






5160. .5387, 


5470 


. 5772, 


5474 . 


.5689, 5950. .6117, 


5969 . .6112 


rn 


Seq. No. 


13019 








Seq. ID 


OJ991201 


_20.0118 .C13 




Gene No. 


27489 








Strand 








Start 


3446 








End 


7599 




,ss; 


Name 


OJ991201_20 . 


0118 


C13 . ol 


. tw 


Method 


TBLASTX: 


Wheat 


**! 


Start 


3687 








End 


7380 




j; it 


GI 


none 








Score 


84 




I ~\ 


Exons 


3687 . . 3869, 


3689 


. 3865, 


4353 . 


.4517, 4366. .4521, 


7234 . .7380 


Cj 


Seq. No. 


13019 








Seq. ID 


OJ991201 


_20.0118.C13 


Q 


Gene No. 


27489 








Strand 








Start 


3446 








End 


7599 






Name 


OJ991201 20 . 


0118 


C13. o2 


. ts 


Method 


TBLASTX: 


Soybean 




Start 


5680 








End 


6611 






GI 


none 








Score 


96 






Exons 


5680 . . 5772, 


5950 


. 6126, 


5960 . 


.6112, 6 


195. .6611, 


6196 . . 6588 




Seq. No. 


13019 








Seq. ID 


OJ991201 


_20.0118.C13 




Gene No. 1 


27489 








Strand 








Start 


3446 








End 


7599 






Name 


OJ991201 20. 


0118 


C13.o2 


. tm 


Method 


TBLASTX: 


Maize 




Start 


6195 








End 


6608 






GI 


none 








Score 


160 






Exons 


6195. .6608, 


6196 


.6588 












Seq. No. 


13019 








Seq. ID 


OJ991201 


_20.0118.C13 




Gene No. 


27489 








Strand 







13489 



Start 
Name 
Start 
GI 

Exons 



34 4 6 End 

OJ991201_20.0118 .C13.o3.tm Method 

7226 End 

none Score 



7599 

TBLASTX: Maize 

7485 

84 



7226. .7375, 7227. .7415, 7232. .7342, 7233. .7415, 7234. .7485, 
7234 . .7485 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



13019 
27489 
3446 

OJ991201_20.0118.C13.o3.ts 

7272 

none 



Seq. ID OJ991201_20.0118.C13 
Strand 

End 7599 

Method TBLASTX : Soybean 

End 7599 

Score 105 



7272. .7589, 7273. .7599, 7274. .7597 



13020 
27490 
57 

OJ991201_20.0118.C14 .ol.gs 
57 

none 

57. .331, 785. .917, 1793. .1889 



Seq. ID OJ991201_20.0118.C14 
Strand 

End 1889 

Method GEN SCAN 

End 1889 

Score .58 



13021 
27491 
1266 

OJ991201_20.0118.C15.ol.np 
1266 
6907106. 
1266. .1511, 1598. .1818 

(AP001129) EST AU068291 (C12960) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. ID OJ991201_20.0118.C15 

Strand + 

End 1818 

Method j AAT/NAP 

End J 1818 

Score 450 



13022 
27492 
1 

OJ991201_20.0118.C16.ol.np 
1 

6907106 
1..123 

(AP001129) EST AU068291 (C12960) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. ID OJ991201_20.0118.C16 

Strand + 

End 123 

Method AAT/NAP 

End 123 

Score 141 



13022 
27493 
3761 

OJ991201_20.0118.C16.o2.gs 

3761 

none 

3761.. 3856, 4974.. 5069 

13023 
27494 
97 

OJ991201_20. 0118. C17 .ol.gs 
97 

none 



Seq. ID OJ991201_20.0118.C16 
Strand 

End 5069 

Method GENSCAN 

End 5069 

Score .81 



Seq. ID OJ991201_20.0118.C17 

Strand + 

End 4 04 9 

Method GENSCAN 

End 4049 

Score .42 



13490 



• # 



U 1 S\ O 


97.. 318, 1516.. 1690, 1869.. 3636, 3723. 


A n A Q 

. h u h y 


o e q ■ in u . 


13023 








q pn TP) 


OTQQ19ni 90 HI 1 R PI 1 


Gene No. 


27495 








Strand 




Start 


2479 








End 


3750 


Name 


OJ991201 20 


.0118 


.C17.ol 


-np 


Method 


zi a t / m a p 

riril / LNriir 


Qf a r*+* 


2479 








End 


J / JU 


P T 


3643598 








Score 


1 1 RR 


LiXurio 


2479. .3750 












O-L UcbCXip. 


(AC005395) 


putative poly (A) 


polymerase 


LHiaDluOpSlS tnallandj 


Seq. No. 


13023 








Seq. ID 


OJ991201_20.0118.C17 


Gene No. 


27496 








Strand 




Of -a yf 


4778 








End 


11683 


Name 


. OJ991201 20 


.0118 


.C17.o2 


,tm 


Method 


TBLASTX: Maize 


Cf 3 y-f 


2197 








End 


2646 


bl 


none 








Score 


69 


Exons 


2197. .2340, 




9 4 97 


9 A 4 1 

Z H 4 1 


..2542, 2443. .2589, 2560. .2646 


Seq. No. 


13023 








Seq. ID 


OJ991201_20.0118.C17 


Gene No. 


27496 








Strand 




OLalL 


4778 








End 


11683 


Naine 


OJ991201 20 


.0118, 


.C17.o2 


. tc 


Method 


TBLASTX: Cress 


Cf 3 vf 


2221 








End 


2646 


P T 


none 








Score 


78 


TP T7 *-v T^k f 


2221. .2340, 


0 9 A C 

£ z 4 b , 


1*i A 1 




..2545, 2446..2589, 2560.. 2646 


Seq. No. 


13023 








Seq. ID 


OJ991201_20.0118.C17 


Gene No. 


27496 








Strand 




Cfa v~f 


4778 








End 


11683 


Name 


OJ991201 20 


.0118, 


.C17.o2. 


.ts 


Method 


TBLASTX: Soybean 


Cf a >~f 


2221 








End 


2775 




none 








Score 


104 


Exons 


2221. .2340, 


9 AAL 


. . £. D O Zf , 




..2646, 2680. .2775 


Seq. No. 


13023 








Seq. ID 


OJ991201_20.0118.C17 


Gene No. 


27496 








Strand 




C,f => r-t- 


4778 








End 


11683 


Name 


OJ991201 20 


.0118. 


.C17.ol. 


. tm 


Method 


TBLASTX: Maize 


O Lai l_ 


2669 








End , - 


3243 


rj 
o X 


none 








Score 


168 




2669. .2839, 


2674. 


. .2844, 


2819 


..3241, 2857. .3243 


Seq. No. 


13023 








Seq. ID 


OJ991201_20.0118.C17 


Gene No. 


27496 








Strand 




Cf a -rf- 


4778 








End 


11683 


Name 


OJ991201 20 


.0118. 


.C17.ol. 


.tc 


Method 


TBLASTX: Cress 


Cf a y-f 
o t ci J_ U. 


2672 . . . 








End 


3081 


P T 
bl 


none/ " 








Score 


121 


uAUI lo 


2 672^72836, 


2674 . 


, .2844, 


2857 


..3081, 28 


73. .3079 


Seq. No. 


13023 








Seq. ID 


OJ991201_20.0118.C17 


Gene No. 


27496 








Strand 




Start 


4778 








End 


11683 


Name 


OJ991201 20 


.0118. 


C17.ol. 


, tw 


Method 


TBLASTX: Wheat 


Start 


2680 








End 


3022 


GI 


none 








Score 


134 



13491 



Exons 



2680. .2844, 2684. .2845, 2857.;3021, 2870. .3022 



Seq. No. 13023 

Gene No. 27496 

Start 4778 

Name OJ991201_20 . 0118 . C17 . ol . ts 

Start 2857 . 

GI none 

Exons ■ 2857.. 3300, 2879.. 3298 

Seq. No. 13023 

Gene No. 27496 

Start 4778 

Name OJ991201_20 . 0118 . C17 . o3 . tc 

Start 3088 

GI none 

Exons 3088.. 3300, 3095.. 3298 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991201_20. 0118.C17 
11683 

TBLASTX : Soybean 

3300 

323 



Seq. ID OJ991201_20.0118.C17 
Strand 

End 11683 

Method TBLASTX : Cress 

End 3300 

Score 137 



ii 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13023 
27496 
4778 

OJ991201_20.0118.C17.o2.np 

4749 

3063473 

4749. .4933, 5253.-5372, 5806. 
7066. .7143, 7342. .7493, 7569. 
8264.. 8336, 8 4 35 . . 8556,-* 8 642 . 



Seq. ID 
Strand 
End 

Method 

End 

Score . 
,5940, "6619 
,7638, 7822 



OJ991201 20.0118.C17 



11683 
AAT/NAP 
11683 
1603 

6756, 6881, 
7989, 8075. 



,8716, 9270. .9500, 9573. 



,6973, 
,8179, 
,9707, 



9951. .10061, 10133. .10186, 10266 .. 10325, 11134 .. 1128 6, 
11523. .11683 

(AC003981) F22013.35 [Arabidopsis thaliana] 



13023 
27496 
4778 

OJ991201_20.0118.C17.o2.gs 
4778 
none 
4778, 
7342. 
9573, 



,4939, 5253. .5372, 5806. 
,7493, 7569. .7638, 7822. 



Seq. ID OJ991201_20.0118.C17 
Strand 

End 11683 

Method GENSCAN 

End 11634 

Score .91 
.5940, 6619.. 6756, 6881, 
.7989, 8264. .8336, 8435, 



. 6973, 
,8556, 



,9707, 9951.. 10061, 10133 .. 10193, 10270 .. 10325 , 



11134. .1128 6, 11523. .11634 

13023 
27496 
4778 

OJ991201_20.0118 .C17.o3.tm 

6727 

none 



Seq. ID OJ991201_20.0118.C17 
Strand 
End 

Method 
End 
Score 



11683 

TBLASTX: Maize 

7456 

68 



6727. .6756, 6882. .6968, 6883. .6972, 6883. .696,9, 6884. .6973, 
6885.-6974, 6890. .6976, 7066. .7137, 7069. .7143, 7306. .7455, 
7311. .7427, 7313. .7456 



Seq. No. 13024 Seq. ID 

Gene No. 27497 Strand 

Start 4 64 End 

Name OJ991201_20 . 0118 . C18 . ol . gs Method 

Start 4 64 End 



OJ991201_20.0118.C18 

2122 

GENSCAN 

2084 



13492 



# 



it 





none 






Score 




Exons 


464. .560, 1328. . 


1381, 1480.. 1680, 1797 


. . x y i d , l 


beq. jno . 


13024 






Seq. ID 


OJ991201 


Gene No . 


27497 






Strand 




Start 


4 64 






End 


2122 


Name 


' OJ991201 20 


.0118 


.C18.ol.np 


Method 


AAT/NAP 


OlaLL 


4 64 






End 


2122 




2342691 






Score 


311 


Exons 


464. .560, 669. .779, 948. .1080 


, 1182.. 1243, 1328 




140U • • 1UOU/ 


1 7Q7 


..1874, 1971. 


.2122 






( ArOOOl 06) 


F7G19 


.26 [Arabidopsis thaliana] 


Corf KTi^i 

o e q . ln o . 


13024 






Seq. ID 


OJ991201 


Gene No . 


27497 






Strand 




Start 


464 






End 


2122 


Name 


OJ991201 20 


.0118 


.C18.ol.tm 


Method 


TBLASTX: 


Cf a y-t- 
JLdlL 


1176 






End 


1635 


CT 


none 






Score 


78 


Exons 


1176. .1244, 


1180 


..1245, 1181. 


.1246, 1325. .1405, 




1328. .1399, 


1475 


..1633, 1477. 


.1635, 1478. .1612, 




1546. .1635 










Seq. No. 


13025 






Seq. ID 


OJ991201 


Gene- No. 


27498 






Strand 


+ 


brari: 


90 






End 


1677 


Name 


OJ991201 20 


.0118 


.C19.ol.gs 


Method 


GENSCAN 


btart 


90 






End 


1677 




none 






Score 


.49 


Exons 


90. .286, 1065. .1222, 1574. .1677 




Cpn Ma 


13025 






Seq. ID 


OJ991201 


Gene No. 


27499 






Strand 


+ 


Start 


5014 






End 


8531 


Name 


OJ991201 20 


.0118 


.C19.o3.np 


Method 


AAT/NAP 


Start 


5014 






End 


7461 


GI 


3451074 






Score 


37 


Exons 


5014. .5038, 


7353 


. .7461 







1381, 



J GI Descrip. (AL031326) putative protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13025 
27499 
5014 

OJ991201_20.0118.C19.o4 .gs 

7286 

none 

7286. .7455, 7748. .7961 



Seq. ID OJ991201_20.0118.C19 

Strand + 

End 8531 

Method GENSCAN 

End 7961 

Score . 67 



13025 . Seq. ID 

27499 Strand 

5014 End 
OJ991201_20.0118 .C19.o4 .np Method 

7723 End 

2586082 Score 
7723. .8531 

(U72725) retrofit [Oryza longistaminata] 



OJ991201_20.0118.C19 
+ 

8531 
AAT/NAP 
8531 
1038 



13493 



Seq. No. 13025 

Gene No. 27500 

Start '4229 

Name OJ991201_20 . 0118 . CI 9 . o3 . gs 

Start 4229 

GI none 

Exons 4229.. 4480 



Seq. ID OJ991201_20.0118.C19 

Strand _ - 

End 4480 

Method GENSCAN 

End 4480 

Score .82 



Seq. No. 13025 

Gene No. 27501 

Start 7812 

Name OJ991201_20 . 0118 . CI 9 . ol . tm 

Start 7812 

GI none 

Exons 7812.. 7904, 7941.. 8237 



Seq. ID OJ991201_20.0118.C19 
Strand 

End 8390 

Method TBLASTX: Maize 

End 8237 

Score 93 



Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13025 
27501 
7812 

OJ991201_20.0118.C19.ol.tw 

8052 

none 



Seq. ID OJ991201_20.0118.C19 
Strand 

End • 8390 

Method TBLASTX : Wheat 

End 8390 

Score 264 



8052. .8390, 8115. .8243, 8116. .8253 



Seq. ID OJ991201_20.0118.C20 
Strand + 

12699 
AAT/NAP 
3855 
578 



13026 . 
27502 
1 

OJ991201_20.0118.C20.ol.np 
1 

3650035 

1..29, 207. .1502, 3810. .3855 

(AC005396) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



End 

Method 

End 

Score 



13026 
27502 
1 

OJ991201_20.0118.C20.o2.np 
151 

4572668 



Seq. ID OJ991201_20.0118.C20 

Strand + 

End 12699 

Method AAT/NAP 

End 4838 

Score 289 



151. .303, 618. .1420, 4777. .4838 

(AC006954) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 13026 

Gene No. 27502 

Start 1 

Name OJ991201_20 . 0118 . C20 . ol . gs 

Start 231 

GI none 
Exons 



Seq. ID OJ991201_20.0118.C20 

Strand + 

End 12699 

Method GENSCAN 

End 3125 

Score .84 



231. .444, 1149. .1194, 1833. .1893, 2256. .2499, 2566. .3125 



Seq. No. 13026 

Gene No. 27502 

Start 1 

Name OJ991201_20 . 0118 . C20 . o3 . np 

Start 276 



Seq. ID OJ991201_20.0118.C20 

Strand + 

End 12699 

Method AAT/NAP 

End 5720 



13494 






GI 


5091513 


Score 


oi ni 




Exons 


276. .311, 2256. .3271, 3694. 


.4457, 4501 


. • 4 O / Z7, D4o4..D/z;U 




bi uescrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 




Seq. No. 


13026 


Seq. ID 


OJ991201_20.0118.C20 




Gene No . 


27502 


Strand 


+ 




Start 


1 


End 


12699 




Name 


OJ991201 20.0118.C20.o2.gs 


Method 


GENSCAN 




btart 


3677 


End 


12699 




bl 


none 


Score 


.58 




Exons 


3677. .4332, 4508. .4631, 467 


8. .4900, 5204. .5482, 7562. .8251, 






9625. .9701, 9737. .10660, 11187. .114 75, 


11550. . 11750, 






1188 9. .12002, 12074. .12178, 


12251. . 12699 




O „ ™ XT — . 

Seq. No. ^ 


13026 


Seq. ID 


OJ991201_20.0118.C20 




Gene No. 


27502 


Strand 


+ 






1 


End 


12699 




Name 


OJ991201 20.0118.C20.o4.np 


Method 


AAT/NAP 




Start 


9776 


End 


12696 




GI 


6691716 


Score 


2367 




Exons 


9776. .10664, 10862 .,. 11036, 


11117. .11422, 11563. .11737, 






11813. .11924, 12074. .12178, 


12251. . 12696 




GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 






gx 16691/1/1 uDj 1 BMoyjy / . 1 1 


(AP000570) 


hypothetical protein 


a? 




[Oryza sativa] 






ri 


Seq. No. 


t o r\ o r 

13026 


Seq. ID 


OJ991201_20.0118.C20 


if 


Gene No. 


27503 


Strand 


+ 


'i 


Start 


17931 


End 


24263 


: : 


Name 


OJ991201 20.0118.C20.o6.np 


Method 


AAT/NAP 


iF 

31 


Start 


17931 


End 


22473 




bi 


3269281 


Score 


1019 


! : 
S. 


Exons 


17 931. .17 978, 19615. .20225, 


20259. .21120, 22446. .22473 




GI Descrip. 


(AL030978) putative protein 


[Arabidopsis thaliana] 


:i 

•i 


Seq. No. 


13026 


Seq. ID 


OJ991201_20.0118.C20 




Gene No. 


27503 


Strand 


+ 


s: 


Start 


17931 


End 


24263 


I'-. 


Name 


OJ991201 20.0118.C20.o5.gs 


Method 


GENSCAN 


s? 


s tar l 


21192 


End 


24263 


!s 




none 


Score 


. 68 




Exons 


21192. .21273, 21610 .. 21811 , 


22446. .22682, 23064 .. 23250, 






23635. .23745, 23838.. 24263 








Seq. No. 


13026 


Seq. ID 


OJ991201_20.0118.C20 




Gene No. 


27504 


Strand 






Cf -iyf 


13015 


End 


19124 




Name 


OJ991201 20.0118.C20.o3.gs 


Method 


GENSCAN 




b tar t 


13015 


End . 


13551 




C T 


none 


Score 


.8 




Exons 


13015. . 13551 








Seq. No. 


13026 


Seq. ID 


OJ991201_20.0118.C20 




Gene No. 


27504 


Strand 






Start 


13015 


End 


19124 




Name 


OJ991201 20.0118.C20.o5.np 


Method 


AAT/NAP 




Start 


13051 


End 


19124 



13495 




GI 5922631 Score 6639 

Exons 13051. .15578, 16185 .. 17108 , 17235 .. 1738 6, 17429 .. 18000, 

1804 6. . 18248, 184 98 . . 1874 1 , 19000. .19124 
GI Descrip. (AP000492) ESTs C26347 (C12145) , AU078074 (C12145) correspond to a 

region of the predicted gene.; similar to prpol; Zea mays 

retrotransposon Cinful-1. (AF049110) [Oryza sativa] 

gi| 6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) , AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 





Linrui-i, (ArU^yiiuj [uryza 


sativ 






Seq. No. 


13026 


Seq. ID 


OJ991201_20.0118. 


C20 


Gene No . 


Z 1 D U4 


Strand 






Start 


loU Id 


End 


19124 




Name 


a Tfim om on a i i o o a a 

ojyyizui zu.uiio.czu.o4.gs 


Method 


GENSCAN 




Start 


t o c c a 


End 


19124 




GI 


none 


Score 


.72 




Exons 


1 O f r A 1 A T O A 1 C A 1 /" 1 A A /" 

loooO . . 14 /84 , loOlo .. 16096, 


16193. .18276, 18402. .19124 




Seq. No. 


13026 


Seq. ID 


OJ991201_20.0118, 


C20 


Gene No. 


Z / bUo 


Strand 






Start 


O 1 O A O 


End 


24299 




Name 


A TflOl O A 1 Oft A 1 1 O OOA f~ 4- ™ 

OJyylzOl zU . 0118 . CzU . oo . tm 


Method 


TBLASTX: Maize 




Start 


ion 

189 


End 


446 




GI 


none 


Score 


111 




Exons 


ion O A /l A A r 

189 . . 31 / , 2 94 .. 4 4 6 








Seq. No. 


13026 


Seq. ID 


OJ991201_20.0118. 


C20 


Gene No . 


O T C A C 
Z /OUO 


Strand 






Start 


z loyj 


End 


24299 




Name 


/^TAOIOAI OA A 1 1 O /'"•OA ^ C +-r» 

ujyyizui zu . u l io . u . oo . tw 


Method 


TBLASTX: Wheat 




btart 


zoo 


End 


655 






none 


Score 


409 




Exons 


ZO 0 . . bOO , OlO . . OZO , Old . . o4 1 


, 410. .655 






Seq. No. 


13026 


Seq. ID 


OJ991201_20.0118. 


C20 


Gene No . 


Z / 0 U D 


Strand 






Start 


O 1 O A O 

z ioy o 


End 


24299 




Name 


ujyyizui z u . u i i o . uz u . oi j . rw 


Method 


TBLASTX: Wheat 




Start 


1UUO 


End 


1405 






none 


Score 


108 




Exons 


*l A A C 1 1 1 C 1 A A A 1 1 1 1 1 ^ O 

lUUo..lllo, lUUy..lllD, 114z 


. .1342, 1340. .1405 




Seq. No. 


13026 


Seq. ID 


OJ991201_20.0118. 


C20 


Gene No. 


27505 


Strand 






Start 


21393 


End 


24299 




Name 


OJ991201 20.0118.C20.o6.ts 


Method 


TBLASTX: Soybean 




Start 


1105 


End 


1321 




GI 


none 


Score- 


192 




Exons 


1105. .1320, 1106. .1321, 1136 


. . 1321 






Seq. No. 


13026 


Seq. ID 


OJ991201_20.0118. 


C20 


Gene No. 


27505 


Strand 






Start 


21393 


End 


24299 




Name 


OJ991201 20.0118.C20.o2.tc 


Method 


TBLASTX: Cress 




Start 


1127 


End 


7755 




GI 


none 


Score 


213 





13496 



Exons 



1127. .1414, 1147. .1323, 7615. .7755 



CZ a r^t Kfr\ 

oeq . LNO . 


13026 




beq . iu 




. U 


bene jno . 


27505 




Of > . 

o Tirana 






Of -av-f 


21393 




Lna 


O A 9 O Q 




Name 


OJ991201 20.0118.C20. 


olO. tm 


Method. 


TOT 7\ O TV • M-5 -1 -7 « 




C f -> y-f 


1133 




Hi I 1 LI 


1 jDO J 






none 




Score 


1 Q1 

i y i 




Exons 


1133.. 1405, 13498.. 13683 








oeq. in o . 


13026 




beq . l v 


niQQi om OC\ OIIQ 

uoyyizui zu.uiio 




laene no . 


27505 




Strand 






o tar u 


21393 




bna 






Name 


OJ991201 20.0118.C20. 


ol2. tw 


Method 


i biiAo i a . wneat 






9896 




r nr ) 

rjna 


lUloo 






none 




Score 


91 ft 
4.1.0 




Exons 


9896. .10186 










Q o NT o 

OCtj. IN U . 


13026 




Seq. ID 


OJ991201_20.0118, 


con 


bene emo . 


27505 




Strand 






otdlL 


21393 




End 


24299 




Name 


OJ991201 20.0118.C20. 


06. tw 


Method 


TBLASTX: Wheat 






13027 




End 


13641 






none 




Score 


87 




Exons 


13027. .13164, 13150. . 


13308, 


13363. .13641, 13379. .13486 




beq. no. 


13026 




Seq. ID 


OJ991201_20.0118, 


. CzU 


Gene No. 


27505 




Strand 








21393 




End 


24299 




Name 


OJ991201 20.0118.C20. 


o7 . tm 


Method 


TBLASTX: Maize 




Of 2 

OtdlL 


13064 




End 


13299 




C T 


none 




Score 


101 




Exons 


13064. .13168, 13066. . 


13167, 


13147. .13299 




tD t= q . IN U . 






Seq. ID 


OJ991201_20.0118, 


. L,<£ U 


Gene No . 


27505 




Strand 






Of a y f 


21393 




End 


24299 




Name 


OJ991201 20.0118.C20. 


o4 . tw 


Method 


TBLASTX: Wheat 






13756 




End 


14143 




PT 


none 




Score 


112 




Exons 


13756. .13947, 13756.. 


14142, 


13832. .14143 




Seq. No. 


13026 




Seq. ID 


OJ991201__20.0118. 


.C20 


bene ino • 


27505 




Strand 






Qf —4- 


21393 




End 


24299 




Name 


OJ991201 20.0118.C20. 


ol . tm 


Method 


TBLASTX: Maize 




Of a -v-f 


13786 




End 


14149 






none 




Score 


67 




Exons 


13786. .13833, 13787.. 


13834, 


13814. .14128; 13825 .. 14 14 8 , 






13838. . 14149 










Seq. No. 


13026 




Seq. ID 


OJ991201_20.0118. 


X20 


Gene No. 


27505 




Strand 






Start 


21393 




End 


24299 




Name 


OJ991201 20.0118.C20. 


o!4 . tw 


Method 


TBLASTX: Wheat 




Start 


14146 




End 


14445 




GI 


none 




Score 


130 





13497 



Exons 



1414 6. .1428 6, 14311. . 14445 



Seq. No. 13026 

Gene No. 27505 

Start 21393 

Name OJ991201_20 . 0118 . C20 . o9 . tin 

Start 14377 

GI none 

Exons 14377. .14631 



# 



Seq. ID OJ991201_20.0118.C20 
Strand 

End 24299 

Method TBLASTX : Mai ze 

End 14631 

Score 193 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



13026 
27505 
21393 

OJ991201_20.0118.C20.o7.tw 

14461 

none 

14461. .14883, 14471. .14875 



Seq. ID OJ991201_20.0118.C20 
Strand 

End 24299 

Method TBLASTX : Wheat 

End 14883 

Score 256 



13026 
27505 
21393 

OJ991201_20.0118.C20.o4 .ts 
14504 
none 

14504. .14 884, 14 506. .14748, 14788. .14 8 92 



Seq. ID OJ991201_20.0118.C20 
Strand 

End 24299 

Method TBLASTX : Soybean 

End 14892 

Score 159 



Seq. No. 13026 

Gene No. 27505 

Start 21393 

Name OJ991201_20 . 0118 . C20 . oil . tw 

Start 14887 

GI none 

Exons 14887. .15168, 148 99 .. 15159, 15092.. 15169 



Seq. ID OJ991201_20.0118.C20 
Strand 

End 24299 

Method TBLASTX : Wheat 

End 15169 

Score 88 



13026 
27505 
21393 

OJ991201_20.0118.C20.o4 . tm 

15007 

none 

15007. .15033, 15031. .15174, 
15196. .15450, 15197. .15451 



13026 
27505 
21393 

OJ991201_20.0118.C20, 

15118 

none 

15118. .15519, 15152. , 



Seq. ID OJ991201_20.0118.C20 
Strand 

End 24299 

Method TBLASTX: Maize 

End 15451 

Score 8 9 
1504 4. .15175, 15196. .15450, 



Seq. ID OJ991201_20.0118.C20 
Strand 

24299 

TBLASTX : Soybean 
15519 
47 



End 

Method 
End 
Score 



o3 . ts 
15322, 15359.. 15502 



13026 
27505 
21393 

OJ991201_20.0118.C20.o2.tw 

15173 

none 



Seq. ID OJ991201_20.0118.C20 
Strand 

End 24299 

Method TBLASTX : Wheat 

End 15597 

Score 295 



13498 



Exons 




1 ccoo 
. ID jjZ / 


15178. .15597 




Seq. No. 


13026 




Seq. ID 


OJ991201_20.0118 


.C20 


Gene No. 


27505 




Strand 


- 




Start 


£ uy 0 




End 


24299 




Name 


ujyyizui zu.uiio.uzu 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


1 CCQO - - 

lODoV 




End 


16038 




GI 


none 




Score 


218 




Exons 


iDobZ. . idUjo, looyz. 


. id y y / 








Seq. No. 


13026 




Seq. ID 


OJ991201_20.0118 


.C20 


Gene No. 


27505 




Strand 


- 




b tart 






End 


24299 




Name 


ATQQ1 om on n 1 i q non 
ujyyizui zu.uiio.uzu 


. 01 . tw 


Method 


TBLASTX: Wheat 




0 tart 


10 / 1Z 




End 


16168 




bl 


none 




Score 


266 




Exons 


1 cti 9 1 C*l C7 1 ^ 7 1 "3 
10/lZ. . IblD / / 10/1J. 


1 CI (TO 

. 1 O 1 DO 








Seq. No. 


13026 




Seq. ID 


OJ991201_20.0118 


.C20 


Gene No. 


27505 




Strand 


- 




btart 






End 


24299 




Name 


r\ tqqi om on niiQ r")n 

ujyyizui zu.uiio.uzu 


. oo . ts 


Method 


TBLASTX: Soybean 




otart 


10 / DO 




End 


16128 




bl 


none 




Score 


139 




Exons 


1 0 / dj . . 1 do y / f ioyu4. 


. iDlZo 








Seq. No. 


13026 




Seq. ID 


OJ991201_20.0118 


.C20 


Gene No. 


27505 




Strand 


- 




Start 


O "1 Q A "D 




End 


24299 




Name 


OJyyizUi zU.01io.CzU 


. 08 . tw 


Method 


TBLASTX: Wheat 




Start 


1 a a 1 i 
16411 




End 


16812 




GI 


none 




Score 


190 




Exons 


1 D4 1 1 . . 1 DO LZ f 1d4oU. 


. Id fOv 








Seq. No. 


13026 




Seq. ID 


OJ991201_20.0118 


.C20 


Gene No. 


27505 




Strand 


- 




btart 


O 1 O QO 




End 


24299 




Name 


/^TAAIOAI OA A 1 1 Q pOH 

tjjyyizui zu.uiio.lzu 


. olO . tw 


Method 


TBLASTX: Wheat 




btart 


1 "7 /l O O 

1 / 4 ZZ 




End 


17824 






none 




Score 


117 




Exons 


1 /4ZZ . . 1 /oZ J, l/OOO. 


1 n q O / 
. 1 / oz4 








beq . no . 


1 O AO C 




Seq. ID 


OJ991201_20.0118 


/-ion 
. U 


Gene No. 


27505 




Strand 






Start 


21393 




End 


24299 




Name 


atqqi 0 a 1 on n 1 1 Q r*ori 

ojyyizui zu.uiio.lzu 


^ O 4- 

. oz . ts 


Method 


TBLASTX : Soybean 




Start 


1 y 04 d 




End 


20144 






C C A AO /T A 

oouy^bu 




Score 


439 




Exons 


i y 04 j . . 1 y yz / , iyo44. 


O A T yl A 
. ZU14 4 , 


19967. .20131 




GI Descrip. 












Seq. No. 


13026 




Seq. ID 


OJ991201_20.0118 


.C20 


Gene No. 


27505 




Strand 






Start 


21393 




End 


24299 




Name 


OJ991201 20.0118.C20 


.o8.tm 


Method 


TBLASTX: Maize 




Start 


19671 




End 


19937 




GI 


none 




Score 


210 





13499 



• 



Exons 19671. . 19937, 19679.. 19897 



Seq. No. 


1 OftO/C 

13uZ D 






beq. ID 


atqqi om on miQ pon 
(J J yylZvi ZU.Ullo .tz(J 


Gene No. 


27505 






Strand 




Start 


21393 






End 


24299 


Name 


OJ9912 


01_20.0118.C20 


..ol . tc 


Method 


TBLASTX : Cress 


Start ... 


19758 






hna 




GI 


none 






Score 


001 

zol 


Exons 


19758. 


.20027, 19766. 


. ZUUZO 






Seq. No. 


13026 






Seq. ID 


OJ991201_20.0118.C20 


Gene No. 


27505 






Strand 




Start 


21393 






End 


24299 


Name 


OJ991201 20.0118.C20 


.o9. tw 


Method 


TBLASTX: Wheat 


Start 


19808 






End 


20321 


GI 


none 






Score 


290 


Exons 


19808. 


.19936, 19809. 


.20153, 


19961. .201 


01, 20145.. 20321 



Seq. No. 


13026 






Seq. ID 


OJ991201_20.0118 


Gene No. 


27505 






Strand 




Start 


21393 






End 


24299 


Name 


OJ9912 


01_20.0118.C20. 


.o2.tm 


Method 


TBLASTX: Maize 


Start 


19940 






End 


20387 




none 






Score 


386 


'l\ Exons 

'its? 


19940. 


.20182, 19941.. 


.20387, 


20294. .203 


41 


Cfj Seq. No. 


.13026 






Seq. ID 


OJ991201_20.0118 


j'Lj Gene No. 


27505 






Strand 




H Start 


21393 






End 


24299 


i . = Name 


OJ9912 


01_20.0118.C20. 


.o3.tc 


Method 


TBLASTX: Cress 


^ Start 


20205 






End 


20456 


gi 


none 






Score 


210 


1 U Exons 


20205. 


.20456, 20267.. 


.20455 









Seq. No. 


13026 


Seq. ID 


OJ991201_20.0118.C20 


H 


Gene No. 


27505 


Strand 






Start 


21393 


End 


24299 




..Name 


OJ991201 20.0118.C20.o3.tw 


Method 


TBLASTX: Wheat 


! »J 


Start 


20322 


End 


20759 - ' 


i"| 

c? 


GI 


none 


Score 


445 


.s s; 


Exons 


20322. .20759, 20327 .. 2064 4 , 


20714. .207 


58 



Seq. No. 13026 

Gene No. 27505 

Start 21393 

Name OJ991201_20 . 0118 . C20 . o5 . tm 

Start 20510 

GI none 

Exons 20510. .20653, 20511 ;. 20933, 
21135. .21176 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991201_20.0118.C20 
24299 

TBLASTX: Maize 

21176 

288 



20711. .20860, 20923. .21117, 



Seq. No. 13026 Seq. ID OJ991201_20 . 0118 . C20 

Gene No. 27505 Strand 

Start 21393 End 24299 

Name OJ991201_20 . 0118 . C20 . ol . ts Method TBLASTX : Soybean 

Start 20523 End 21126 

GI none Score 361 



13500 



Exons 



20523. .20915, 20525 .. 20650, 20711 .. 20914 , 20929 .. 21126, r 
20989. .21036 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13026 
27505 
21393 

OJ991201_20.0118.C20.o7.np 

21393 

1491621 



OJ991201 20.0118.C20 



Seq. ID _ 
Strand 

End 24299 
Method AAT/NAP 
End 24 299 

Score 90 
21393". .21423, 21721 .. 21801, 24046.. 24299 

(Z78205) UL36 [Bovine herpesvirus 1] gi | 2 653311 | emb | CAA06097 | 
(AJ004801) very large virion protein (tegument) [Bovine 
herpesvirus type 1.1] 



Seq. No. 


13027 


Seq. ID 


OJ991201_20 . 


0118 . C21 


Gene No. 


27506 


Strand 


+ 




Start 


190 


End 


6252 




Name 


OJ991201 20.0118.C21.ol.gs 


Method 


GENSCAN 




Start 


190 


End 


6252 




GI 


none 


Score 


.55 




Exons 


190. .392, 2272. .2525, 2628. .2687, 2838 


..3831, 4064. 


.4197, 




4813. .5198, 5283. .5403, 5497.. 


6252 






Seq. No. 


13027 


Seq. ID 


OJ991201_20. 


0118 . C21 


Gene No. 


27506 


Strand 


+ 




Start 


190 


End 


6252 




Name 


OJ991201 20.0118.C21.ol.np 


Method 


AAT/NAP 




Start 


2634 


End 


5458 




GI 


806299 


Score 


1866 




Exons 


2634. .2888,/ 2922. .5198, 5289.. 


,5458 






GI Descrip. 


(M25427) unknown protein [Zea 


mays] 






Seq. No. 


13027 


Seq. ID 


OJ991201_20. 


Alio r> o 1 

Olio . C21 


Gene No. 


27506 


Strand 


+ 




Start 


190 


End 


6252 




Name 


OJ991201 20.0118.C21.ol.gp 


Method 


AAT/GAP 




Start 


3564 


End 


4023 




GI 


uOosroM202028g07bl 


Score 


865 




Exons 


3564. .4023 








GI Descrip. 


, 322871/pir|. IS29329 3.0e-35 hypothetical protein 1 


- maize 




transposon En-1 >gi_225005_prf 1206239A ORF 1 [Zea 


mays] 1 


Seq. No. 


13027 


Seq. ID 


OJ991201_20. 


0118. C21 


Gene No. 


27506 


Strand 


+ 




Start 


190 


End 


6252 




Name 


OJ991201 20.0118.C21.o2.np 


Method 


AAT/NAP 




Start 


5494 


End 


6246 




GI 


322873 


Score 


274 




Exons 


5494 . . 6246 








GI Descrip. 


hypothetical protein 2 - maize transposon En-1 






gi|225006|prf | I1206239B ORF 2 


[Zea mays] 




Seq. No. 


13027 


Seq. ID 


OJ991201_20. 


0118. C21 


Gene No. 


27507 


Strand 


+ 




Start 


6346 


End 


7472 




Name 


OJ991201 20.0118.C21.o2.gp 


Method 


AAT/GAP 




Start 


6346 


End 


7472 





13501 




GI 


none 








Score 


692 




Exons 


6346. . 6401, 


6569 


. . 6613, 


7192 


. .7472 






Seq. No. 


13027 








Seq. ID 


OJ991201_20.0118 


-C21 


Gene No. 


27508 








Strand 






Start 


8553 








End 


11961 




Name 


OJ991201_20 


. 0118 


C21 .o3. 


gs 


Method 


GEN SCAN 




Start • 


8553 








End 


11961 




GI 


none 








Score 


.64 




Exons 


8553 . . 8564, 


8742 


. 9032, 


9635 


. . 10006, 


10217. .10289, 10811.. 11961 


Seq. No. 


13027 








Seq. ID 


OJ991201_20.0118 


.C21 


Gene No. 


27508 








Strand 






Start 


8553 








End 


11961 




Name 


OJ991201 20 


.0118 


C21.03. 


np 


Method 


AAT/NAP 




Start 


9835 








End 


11838 




GI 


2832696 








Score 


652 




Exons 


9835. .9894, 


10876. .11838 








GI Descrip. 


(AL021713) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


13027 








Seq. ID 


OJ991201_20.0118 


.C21 


Gene No. 


27509 








Strand 






Start 


132.66 








End 


13817 




Name 


OJ991201 20 


.0118 


C21.o6. 


tm 


Method 


TBLASTX: Maize 




Start 


2642 








End 


2885 




GI 


none 








Score 


111 




Exons 


2642 . .2758, 


2643 


.2756, 


2763 


..2885, 2825.. 2881 




Seq. No. 


13027 








Seq. ID 


OJ991201_20.0118 


.C21 


Gene No. 


27509 








Strand 






Start 


13266 








End 


13817 




Name 


OJ991201 20 


.0118. 


C21.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


3005 








End 


3335 




GI 


none 








Score 


267 




Exons 


3005. .3127, 


3006. 


.3335, 


3030 


. .3317 






Seq. No. 


13027 








Seq. ID 


OJ991201_20.0118 


.C21 


Gene No. 


27509 








Strand 






Start 


13266 








End 


13817 




Name 


OJ991201 20 


.0118. 


C21.o4. 


ts 


Method 


TBLASTX : Soybean 




Start 


3243 








End 


3644 




GI 


none 








Score 


74 




Exons 


3243. .3359, 


3257. 


.3349, 


3411 


..3512, 3507. .3644 




Seq. No. 


13027 








Seq. ID 


OJ991201_20.0118 


.C21 


Gene No. 


27509 








Strand 






Start 


13266 








End 


13817 




Name 


OJ991201 20 


.0118. 


C21.o7. 


tm 


Method 


TBLASTX : Maize 




Start 


3297 








End 


3646 




GI 


none 








Score 


51 




Exons 


3297. .3359, 


3405. 


.3467, 


3489 


..3644, 3S36..3646 




Seq. No. 


13027 








Seq. ID 


OJ991201_20.0118 


.C21 


Gene No. 


27509 








Strand 






Start 


13266 








End 


13817 




Name 


OJ991201 20 


.0118. 


C21.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


3372 








End 


3737 





13502 




GI 


none 








Score 


80 




Exons 


3372 . . 34 94 , 


3531 


. .3737 










.Seq. No. 


13027 








Seq. ID 


OJ991201 20.0118 


.C21 


Gene No. 


27509 








Strand 


- 




Start 


132 66 








End 


13817 




Name 


OJ991201 20, 


. 0118 


. C21 . ol . 


tw 


Method 


TBLASTX : Wheat 




Start 


3522 








End 


3824 




GI 


none 








Score 


269 




Exons 


ocoo too/I 

3522 . . 3824 , 


3522 


O *7 O O 

. . 3 /oo , 


o c o r\ 

3530 


. .3805 






Seq. No. 


13027 








Seq. ID 


OJ991201_20.0118 


.C21 


Gene No. 


27509 








Strand 






Start 


13266 








End 


13817 




Name 


OJ991201 20, 


. 0118 


. C21 . o2 . 


tm 


Method 


TBLASTX: Maize 




Start 


3651 








End 


3944 




GI 


none 








Score 


155 




Exons 


3651 . .3755, 


o r f o 

3662 


. . 3 / 54 , 


*D 1 C C 

3/55 


. .3940, 3756. .3944 




Seq. No. 


13027 








Seq. ID 


OJ991201_20.0118 


'.C21 


Gene No. 


27509 








Strand 


- 




Start 


13266 








End 


13817 




Name 


OJ991201_20 . 


. 0118 


. C21 . o3 . 


tm 


Method 


TBLASTX: Maize 




Start 


4446 






■C' 


End 


4931 




GI 


none 








Score 


130 




Exons 


4446. . 4622, 


4 624 


. . 4929, 


4770 


.,4 931 






Seq. No. 


13027 








Seq. ID 


OJ991201_20.0118 


.C21 


Gene No. 


27509 








Strand 






Start 


13266 








End 


13817 




Name 


OJ991201_20 . 


. 0118 


. C21 . o2 . 


ts 


Method 


TBLASTX : Soybean 




Start 


4476 








End 


4881 




GI 


none 








Score 


99 




Exons 


4 476. .4 622 , 


4 639 


. .4881, 


4767 


. .4880 






Seq. No. 


13027 








Seq. ID 


OJ991201_20.0118 


.C21 


Gene No. 


27509 








Strand 






Start 


13266 




■v 




End 


13817 




Name 


OJ991201 20. 


. 0118 


. C21 . o3 . 


tw 


Method 


TBLASTX: Wheat 




Start 


4 581 








End 


4971 




GI 


none 








Score 


46 




Exons 


4 581. .4 622 , 


A f O A 

4 624 


. .4971 










Seq. No. 


13027 








Seq. ID 


OJ991201_20.0118 


.C21 


Gene No. 


27509 








Strand 






Start 


13266 








. End 


13817 




Name 


OJ991201 20. 


,0118 


.C21.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


10903 








End 


11532 




GI 


none 








Score 


171 




Exons 


10903. . 11409, 10904. .11377, : 


11428. . 11532 




Seq. No. 


13027 








Seq. ID 


OJ991201_20.0118 


.C21 


Gene No. 


27509 








Strand 






Start 


13266 








End 


13817 




Name 


OJ991201 20. 


0118 


.C21.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


10954 








End 


11391 




GI 


none 








Score 


95 





13503 



Exons 



10954. .11391, 10973.. 11242 



Seq. No. 13027 

Gene No. 27509 

Start 13266 

Name OJ991201_20 . 0118 . C21 . o5 . tm 

Start 11033 

GI none 

Exons 11033. .11329, 11038.. 11328 



Seq. ID OJ991201_20.0118.C21 
Strand 

End 13817 

Method TBLASTX : Mai ze 

End 11329 

Score 299 



Seq. No. 13027 

Gene No. 27509 

Start 13266 

Name OJ991201_20 . 0118 . C21 . ol . tm 

Start 11330 

GI none 

Exons 11330. .11749, 11332.. 11802 



Seq. ID OJ991201_20.0118.C21 
Strand 

End 13817 

Method TBLASTX : Mai ze 

End 11802 

Score 388 



Seq. No. 13027 

Gene No. 27509 

Start 13266 

Name OJ991201_20 . 0118 . C21 . o3 . tc 

Start 11398 

GI none 

Exons 11398. .11622, 11686.. 11778 

Seq. No. ' 13027 

Gene No. 27509 

Start 13266 

Name OJ991201_20 . 0118 . C21 . o3 . ts 

Start 11533 

GI none 

Exons 11533, 



Seq. ID OJ991201_20.0118.C21 
Strand 

End 13817 

Method TBLASTX : Cress 

End 11778 

Score 59 



Seq. ID OJ991201_20.0118.C21 
Strand 

End 13817 

Method TBLASTX : Soybean 

End 11853 

Score 53 



,11634, 11534 .. 11623, 11689 .. 11853, 11693 .. 1174 9, 



11792. .11851 



Seq. No. 13027 

Gene No. 27509 

Start 13266 

Name OJ991201_20 . 0118 . C21 . o4 . tm 

Start 13170 

GI none 

Exons 13170. . 13592, 1317 1 . . 134 31 , 



Seq. ID OJ991201_20.0118.C21 
Strand 

End 13817 

Method TBLASTX : Mai ze 

End 13595 

Score 202 
13173. . 13439, 13488.. 13595 



Seq. No. 13027 

Gene No. 27509 

Start 13266 

Name OJ991201_20 . 0118 . C21 . o4 . np 

Start 13266' 

GI 4538896 

Exons 13266. .13817 

GI Descrip. (AL049482) putative protein 

Seq. No. 13028 

Gene No. 27510 

Start 69 

Name OJ991201_20 . 0118 . C22 . ol . gs 

Start 69 



Seq. ID OJ991201_20.0118.C21 
Strand 

End 13817 

Method AAT/NAP 

End 13817 

Score 392 

[Arabidopsis thaliana] 

Seq. ID OJ991201_20.0118.C22 

Strand + 

End 310 

Method GENSCAN 

End 310 



13504 



GI 

Exons 



none 
69. .310 



Score 



.54 



Seq. No. 13028 
Gene No. 27511 
Start 1 

Name OJ991201_20 . 0118 . C22 . ol . np 

Start 1 -r 

GI 6498441 
Exons 1 . .369 

GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. ID OJ991201_20.0118.C22 
Strand 

End 369 

Method AAT/NAP 

End * 369 

Score 614 



Seq. No. 13028 

Gene No. 27511 

Start 1 

Name OJ991201_20 . 0118 . C22 . ol . tw 

Start 41 

GI none 

Exons 41.. 97, 43.. 363, 119.. 361 



Seq. ID OJ991201_20.0118.C22 
Strand 

End 369 

Method TBLASTX : Wheat 

End 363 

Score 50 



Seq. No. 
=1 Gene No. 
l\ Start 
f| Name 
Is Start 
" GI 
Exons 



13028 
27511 
1 

OJ991201_20.0118.C22.ol.tm 

73 

none 



Seq. ID OJ991201_20.0118.C22 
Strand 

End 369 

Method TBLASTX: Maize 

End 366 

Score 90 



73. .120, 103. .315, 112. .366, 125. .364 



Seq. No. 13029 
Gene No. 27512 
Start 1 

Name OJ991201_20 . 0118 . C23 . ol . np 

Start 1 
GI 6498441 
Exons 1..605 

GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. ID OJ991201_20.0118.C23 
Strand 

605 

AAT/NAP 
605 
893 



End 

Method 

End 

Score 



Seq. No. 13029 

Gene No. 27512 

Start 1 

Name OJ991201_20 . 0118 . C23 . ol . gs 

Start 29 

GI none 

Exons 29. . 180 



Seq. ID OJ991201_20.0118.C23 

Strand 

End 605 

Method GENSCAN 

End 180 

Score .69 



Seq. No. 13029 

Gene No. 27512 

Start 1 

Name OJ991201_20 . 0118 . C23 . ol . tm 

Start 338 

GI none 

Exons 338. .487, 422. .496, 499. .603, 



Seq. ID OJ991201_20.0118.C23 
Strand 

End 605 

Method TBLASTX : Mai ze 

End 603 

Score 86 

515. .595 



13505 




Seq. No. 


13029 


Seq. ID 


OJ991201_20.0118. 


C23 


Gene No. 


27512 


Strand 






Start 


i 


E 1 r-N 

bna 


c n c; 




Name 


htqqi oni on ni i q poo — n 4-.. 

ujyyizui ^u.uiio.L^j.ox.tw 


Metnoa 


1 o-bAb 1 a : wneat 




Start 


"3 'i Q 
JJO 


bna 


o y i 




GI 


none 


Score 


1U1 




Exons 


jjo . . 4yy..oyi 








beq. no. 


1 qnon 
1 jUjII 


beq. iu 


ujyyizui zu.uiicf. 




Gene No. 


27513 


Strand 


+ 




Start 


1 


End 


544 




Name 


OJ991201 20.0118.C24.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


544 




GI 


2316016 


Score 


509 




Exons 


1. .544 








GI Descrip. 


(U92650) MRP-like ABC transporter [Arabidopsis thaliana] 




Seq. No. 


1 0 r\ *d r\ 
130 JU 


Seq. ID 


OJyyl201 20.0118. 


C24 


Gene No. 


27513 


Strand 


+ 




btart 


1 


End 


544 




Name 


OJ991201 20.0118.C24.ol.tc 


Method 


TBLASTX: Cress 




Start 


1 


End 


540 




GI 


none 


Score 


523 




Exons 


1..540, 21. .539 








Seq. No. 


_ 

13030 


Seq. ID 


OJ991201__20.0118. 


C24 


Gene No. 


27513 


Strand 


+ 




Start 


1 


End 


544 




Name 


OJ991201 20.0118.C24.ol.tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


411 V 




GI 


none 


Score 


278 




Exons 


1..411, 54. .95, 156. .371 








Seq. No. 


13030 


Seq. ID 


OJ991201_20.0118. 


C24 


Gene No. 


27513 


Strand 


+ 




C -1 » -v- 4- 

o tart 


1 


End 


544 




Name 


OJ991201 20.0118.C24.ol.ts 


Method 


TBLASTX : Soybean 




O 4- -i v4- 

otart 


94 


End 


4 92 




C T 


none 


Score 


246 




Exons 


94. .492, 192. .488 








Seq. No. 


13031 


Seq. ID 


OJ991111_16.0103. 


CI 


Gene No. 


27514 


Strand 


+ 




ot art 


1390 


End 


5893 




Name 


OJ991111 16.0103.Cl.ol.gs 


Method 


GENSCAN 




btart 


1390 


End 


5893 




C T 


none 


Score 


. 74 




Exons 


1390. .1482, 1545. .1709, 3405.. 


3498, 5709.. 5893 




O c q . LN O . 


13031 


Seq. ID 


OJ991111_16.0103. 




Gene No. 


27515 


Strand 


+ 




Start 


8997 


End 


10928 




Name 


OJ991111 16.0103.Cl.o2.gp 


Method 


AAT/GAP 




Start 


8911 


End 


10599 




GI 


15064 2.R1084 


Score 


1430 




Exons 


8911. .9224, 9879. .10070, 1024 9 .. 104 14 , 


10507. .10599 





GI Descrip. 1 1402918/emb | CAA66964 | 1. 0e-83 (X98320) peroxidase [Arabidopsis 



13506 



tha 1 iana ] >gi_l 42921 5_emb_CAA67 3 1 0_ 
[Arabidopsis thaliana] 1 



(X98774) peroxidase ATP6a 



Seq. No. 13031 

Gene No. 27515 

Start 8997 

Name OJ991111_16 . 0103 . CI . ol . np 

Start ' 8991 

GI 1402918 . 

Exons 8991. .9224, 
GI Descrip. 



Seq. ID OJ991111_16.0103.C1 
Strand 
End 

Method 
End 
Score 

10070, 10249. .10414, 
(X98320) peroxidase [Arabidopsis thaliana] 
gi|1429215|emb|CAA67310| (X98774) peroxidase ATP6a [Arabidopsis 
thaliana] 



9879. 



OJ991111 
+ 

10928 
AAT/NAP 
10922 
1044 

10507. .10922 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13031 
27515 
8997 

OJ991111_16.0103.Cl.o3.gs 

8997 

none 



Seq. ID OJ991111_16.0103.C1 

Strand + 

End 10928 

Method GENSCAN 

End 10928 

Score . 9 



8997. .9224, 9879. .10070, 10249- . 10414, 10507. .10928 



13031 
27516 - 
8124 

OJ991111_16. 0103.Cl.ol.gp 
8124 

LIB34 77-003-P1-K1-E9 
8124. .8196 

1 24 9858 6/sp | Q4 0638 | MPOl 
S 1 PRECURSOR (ORY S I) 
sativa] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991111_16.0103.C1 

8196 
AAT/GAP 
8196 
95 



ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN 
>gi 1173557 (U31771) Ory s 1 [Oryza 



ORY 



Seq. No. 13031 
Gene No. 27517 
Start 12724 

Name OJ991111_16 . 0103 . CI . ol . tm 

Start 8960 
GI none 
Exons 8960. 

9084 . 

9879. 



.9037, 8967. .9005, 8971, 
.9224, 9109. .9225, 9122, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991111 16. 0103. CI 



15996 

TBLASTX: Maize 
11093 
39 

9027, 8987.. 9037, 9083.. 9223, 
9226, 9872. .10072, 9876. .10079, 



,10073, 10215. .10415, 10237 .. 104 16, 10503 .. 10916, 
10505. .10888, 10957. .11004, 10957 .. 11007 , 11064. .11093 



OJ991111 16. 0103. CI 



Seq. No. 13031 Seq. ID 

Gene No. 27517 Strand 

Start 12724 End 

Name . OJ991111_l 6 . 0103 . CI . ol . tc Method 

Start 9069 'End 

GI none Score 

Exons 9069. .9224, 9071. .9223, 9872.. 10066, 9879.. 10070, 10236. 

10237. . 10416, 10366. .10416, 10503 .. 10922 , 10504 .. 10584 , 

10506. .10628, 10628. .10888 



15996 

TBLASTX: Cress 

10922 

203 



10415, 



Seq. No. 
Gene No. 
Start 



13031 
27517 
12724 



Seq. ID 

Strand 

End 



OJ991111 16. 0103. CI 



15996 



13507 




Name 


OJ991111 16. 0103. CI 


. ol . ts 


Method 


TBLASTX : 


Soybean 


Start 








End 


10913 




bl 


none 






Score 


135 




Exons 


Q H Q "7 


9221, 9107. .9223, 9872. .10060, 9879. .10073, 10249 




1UZ31 . 


.10415, 10503 


. .10568, 


10505. .10579, 10507 


. .10578, 




luoyj . 


.10655, 10643 


. .10747, 


~\ c\a a a 1 m 
1U b4 4 . . 1 U / 


3 4, lU/oo 


. . 10913, 




!Uol4 . 


. lUo OCJ 










Seq. No. 


13031 






beq. ID 


/"\ TO. A1 1 1 1 

oj y y 1 1 1 1 


lb. U 1 (J 3 


Gene No. 


z /ol / 






btrana 






btart 


lz /Z4 






End 


1 cone 

lo y y b 




Name 


oj yy n 


11 lb. UlUo . Ol 


. o2 . tw 


h/f rt -1- T-i rt 

Metnod 


tot 7\ omv . 

TBLASTX : 


Wheat 


Start 


n o i o 

yy /z 






End 


10045 




GI 


none 






Score 


177 




Exons 


O O "7 O 

yy /z . . 


10045, 9873.. 


10043 








Seq. No. 


13031 






O rt rt- T Pi 

beq. ID 


A TQQ1 1 1 1 

uj y y 1 1 1 1 


1 a m m 
1 b . U lUo 


Gene No. 


27517 






Strand 






Start 


1Z / Z 4 






17 -rt rt! 


10 y y b 




Name 


ATQQ1 "1 

uj y y 1 1 


ii i£ mn'i r* 1 

11 1D.U1Uj.L1 


rt 1 -1- 1 1 

. 01 . tw 


Metnod 


TBLASTX : 


wneat 


bt art 


lUZOl 






End 


10754 




bl 


none 






Score 


135 




Exons 


luzj 1 . 


.10415, 10252 


. .10416, 


1U4 oz . . lUo 


14 , lubUo 


. .10559, 




i n c /i c 
!Uo4 b . 


. IUdoZ, 1Uo4 1 


. . 1U / 04 








Seq. No. 


13031 






Se.q. ID 


OJy 91111 


1 6 . 0103 


Gene No. 


z /ol / 






Strand 






Start 


lz /Z4 






End 


15996 




Name 


a thai i 

oj yy l i 


11 1 c nino 01 
11 lb. UlUo . CI 


. o4 . gs 


Metnod 


GEN SCAN 




Start 


1 T 1 O ^ 
IZ /Z4 






End 


15996 




GI 


none 






Score 


.77 




Exons 


1Z /Z4 . 


. 1 d y y b 










beq. no. 








Seq. ID 


OJ991111 


1 r A 1 A O 

1 0 . UlU J 


Gene No. 


Z / 0 1 / 






Strand 






otart 


1 O T O /I 

1Z / Z 4 






End 


15996 




Name 


ATQQ1 1 

uj y y 1 1 


11_16.0103.C1 


.o2. tc 


Method 


TBLASTX: 


Cress 


bt art 


1 JZZ O 






End 


15393 




bl 


none 






Score 


63 




Exons 


13225. 


. 1O004 , loz bl 


. . lob4 1 , 


13363. .135 


75, 13387 


. . lo /bz, 




1 Jfl J J. 


.13665, 13489 


1 *3 Q *5 O 

. . loyjz , 


13558. .13764, 13663 


. .13869, 




lo / bo . 


.13911, 14329 


1 A t; Q "3 
. . 1 4 0 O O , 


14329. .14517, 14407 


. .14634, 




1 A A ~i A 

14 4 J4 . 


.14670, 14494 


. . 14 by / , 


14743. .14787, 14746 


. .15090, 




14788. 


.14916, 14794 


1 r n a 0 
. . loU4 Z , 


14833. .15219, 14899 


. .15078, 




14944. 


.15285, 15004 


t con/ 


15032. .15178, 15040 


. .15393, 




15241. 


.15393 










O rt rt- NT rt 

beq. no. 


13031 






Seq. ID 


OJ991111 


_16.0103 


Gene No. 


27517 . 






Strand 






be art ^ . 


12724 






End 


15996 




Name 


OJ991111 16. 0103. CI 


.o2.tm 


Method 


TBLASTX: Maize 


Start 


13225 






End 


15402 




GI ; 


none 






Score 


68 




Exons 


13225. 


.13428, 13231 


. .13569, 


13237. .13632, 13354 


. . 13779, 




13408. 


.13575, 13450 


. .13857, 


13567. .13905, 13774 


. .13920, 




14308. 


.14700, 14308 


. .14610, 


14500. .14790, 14785 


. .15207, 




14788. 


. 14910, 14791 


. .15015, 


14794 . .15114, 14908 


. .15330, 



13508 



14 909. .15193, 14 998. .15117, 14 998. .15402, 14 999. .15394, 
15190. .15273 



Seq. No. 13031 
Gene No. 27517 
Start 12724 

Name OJ991111_16. 0103 .CI. o2 . ts 

Start 13225 
GI none 
Exons 13225, 

13531. 

14317. 

14770. 

14872. 

15035. 



,13500, 13231. .13710, 

13851, 13636. .13887, 

14430, 14377. .14835, 

15051, 14791. .15207, 

15366, 14909. .14950, 
15157 



Seq. ID 

Strand 

End 
- Method 

End 

Score 
13339. .13815, 



OJ991111 16. 0103. CI 



13741. 
14476. 
14816. 
14977. 



15996 

TBLASTX : Soybean 
15396 
70 

13435. 



.13911, 
.14787, 
.14950, 
, 15396, 



,13923, 
14308. .14670, 
14525. . 14686, 



14818. 
15035. 



15156, 
15367, 



Seq. No. 13032. • Seq. ID OJ991111_l 6 . 0103 . C2 

Gene No. 27518 Strand + 

Start 5 End 4255 

Name OJ991111JL6 . 0103 . C2 . ol . np Method AAT/NAP 

Start 5 End 3674 

GI 5923682 Score 708 

Exons 5.. 308, 2082.. 2243, 3035.. 3674 

GI Descrip. (AC009326) hypothetical protein [Arabidopsis thaliana] 

gi|6478914 | gb | AAF14019 . 1 | AC0114 36_3 (AC011436) unknown protein 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13032 
27518 
5 

OJ991111_16.0103.C2.ol.gs 
76 

none 



Seq. ID OJ991111_16.0103.C2 

Strand + 

End 4255 

Method GENSCAN 

End 4255 

Score . 67 



76. .308, 3035. .3485, 3732. .3800, 3967. .4010, 4111. .4255 



13032 
27519 
6493 

OJ991111_16.0103.C2.o2.np 
6278 
4206197 
6278. .6511, 6568. .9286 

(AF071527) putative pre-mRNA splicing factor [Arabidopsis 
thaliana] 



Seq. ID OJ991111_16.0103.C2 

Strand + 

End' 9349 

Method AAT/NAP 

End 9286 

Score 3389 



Seq. No. 13032 

Gene No. 27519 

Start 6493 

Name OJ991111_16 . 0103 . C2 . o2 . gs 

Start 64 93 . 

GI none 

Exons 6493.. 8581, 8712.. 9301 

Seq. No. 13032 

Gene No. 27519 

Start 6493 

Name OJ991111_l 6 . 0103 . C2 . ol . gp 



Seq. ID OJ991111_16.0103.C2 

Strand + 

End 934 9 

Method GENSCAN 

End 9301 

Score .73 



Seq. ID OJ991111_16.0103.C2 

Strand + 

End 9349 

Method AAT/GAP 



13509 



Start 9018 End 9349 

GI 61401JL.R1084 Score 624 

Exons 9018 . . 9349 

GI Descrip. ? 4206197/gb | AAD11585 . 1 | AAD11585 3.0e-30 (AF071527) putative 
pre-mRNA splicing factor [Arabidopsis thaliana] 1 



Se,q r - No.- 13032 Seq. ID OJ991111 

Gene No. 27520 Strand + 

Start 10326 End 11584 

Name . OJ991111_16 . 0103 .C2 . o2. gp Method AAT/GAP 

Start 10326 End 11584 

GI 3767695 Score 775 

Exons 10326. .10491, 11299.. 11584 



16. 0103. C2 



Q ^ rr Ma 

oeq. in o . 


13032 




Seq. ID 


OJ991111_ 


i m 

± D . UIUj 


CO 


L»ene no. 


27521 




Strand 


+ 






Olall 


14374 




End 


17701 






Name 


OJ991111 16. 0103. C2 


. o3.np 


Method 


AAT/NAP 






Cf 2 r-4- 


14374 




. End 


17701 






GI 


5803259 




Score 


1611 






Exons 


14374. .15666, 15752 


. .16562, 


16614. .16940, 17033. 


. 17701 






(AP000399) hypothetical protein [Oryza 


sativa] 






oeq. in o * 


13032 




Seq. ID 


OJ991111_ 


_L D . U1U J 


CO 


bene lno . 


27521 




Strand 


+ 






oLai L 


14374 




End 


17701 






Name 


OJ991111 16. 0103. C2 


. o4 . gs 


Method 


GENSCAN 






Qt- a r*+- 
OLdl L 


14374 




End 


17671 






bl 


none 




Score 


.46 






Exons 


14374. .15044, 15132 


. .15360, 


15436. .15598, 15765. 


1 fiD7fi 
• 1DU 'Of 






16111. .16362, 16383 


. .16522, 


16614. .16849, 17285. 


• J. / 1 J 4 y 






17534. .17671 












Seq. No. 


13032 




Seq. ID 


OJ991111_ 


16.0103 


.C2 


Gene No. 


27522 




Strand 


+ 






Start 


21584 




End 


21861 






Name 


OJ991111 16. 0103. C2 


.o3.gp 


Method 


AAT/GAP 






Start 


21584 




End 


21861 






GI 


2798616 




Score 


490 






Exons 


21584 . .21861 












Seq. No. 


13032 




Seq. ID 


OJ991111_ 


16.0103 


.C2 


Gene No. 


27523 




Strand 


+ 






Start 


35809 




End 


52303 






Name 


OJ991111 16. 0103. C2 


. o7 . gs 


Method 


GENSCAN 






Start 


35809 




End 


47346 






GI 


none 




Score 


.52 






Exons 


35809. .36296, 36488 


. .36538, 


36636. .36799, 36864. 


.36954, 






37910. .38000, 38042 


. .38116, 


39210. .39368, 39701. 


.39737, 






39919. .40028, 40107 


. .40163, 


40266. .40349, 40429. 


.40527, 






40665. .40769, 41045 


. .41116, 


41208. .41397, 41710. 


.42100, 






42824 . .42927, 43725 


. .44013, 


45350. .45428, 46531. 


.46576, 





Seq. No. 13032 Seq. ID OJ991 111_16 . 0103 . C2 

Gene No. 27523 Strand + 

Start 35809 End 52303 

13510 



Name 

Start 

GI 

Exons 



GI Descrip. 



OJ99111 1_16 . 0103 . C2 . 06 . np Method AAT/NAP 

36048 End 41140 

6136111 Score 972 

36048. .36077, 36334 36380, 36488 36535 , 36636 36727 , 
36864. .36954, 37777 37837 , 37926 .. 38000, 38069 381 16, 
38218. .38291, 384 65 .. 38537 , 39188 .. 3924 5, 39322 .. 39368 , 
-•39445. .39500, 39691 .. 39737 , 39837 39887 , 39955 .. 4 0028 , 
40107. .40163, 40266. .40349, 40429 .. 4 0527 , 40665 40769, ' 
'41045. .41140 

UT P- -GLUCOSE- 1- PHOSPHATE URIDYLYLTRANSFERASE (UDP-GLUCOSE 
PYROPHOSPHORYLASE) (UDPGP) (UGPASE) gi | 21 17 937 | pir | | JC4785 
UTP--glucose-l-phosphate uridylyltransf erase (EC 2.7.7.9) - 
barley gi 1 1212996 | emb | CAA62689 | (X91347) UDP-glucose 
pyrophosphorylase [Hordeum vulgare] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13032 Seq. ID 

27523 Strand 

35809 End 

OJ991111_16.0103.C2.o7.np Method 

45990 End 

531389 Score 



OJ991111_16.0103.C2 
+ 

52303 
AAT/NAP 
52303 
190 



45990. .46091, 4 6336 .. 4 6666, 47178 .. 4 7428 , 52284. .52303 
(U12626) copia-like retrotransposon Hopscotch polyprotein [Zea 
mays] 



Seq. No. 13032 

Gene No. 27524 

Start 12758 

Name OJ991111_16 . 0103 . C2 . o3 . gs 

Start 12758 

GI none 
Exons 



Seq. ID OJ991111_16.0103.C2 



Strand 
End 

Method 

End 

Score 



14148 
GENSCAN 
14148 
.75 



12758. .12873, 13152 13308 , 13809 .. 13916, 14026. .14148 



Seq. No. 13032 

Gene No. 27525 

Start 17916 

Name OJ991111_16 . 0103 . C2 . o5 . gs 

Start ■ 17916 

GI none 
Exons 



Seq. ID OJ991111_16. 0103.C2 
Strand 

End 33544 

Method GENSCAN 

End 33544 

Score .53 



17916. . 18054, 18708. .18817, 188 92 . . 1 9368 , 19378 .. 19884 , 

19938. .20058, 20130 .. 20432 , 20521 .. 20743, 20971 .. 21271, 

21314 . .22126, 2218 1 .. 22356, 24616 .. 26017 , 27254 .. 27509, 

28377. .28470, 314 78 .. 3164 0, 31726 .. 31909, 33351. .33544 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13032 Seq. ID 

27525 Strand 

17916 End 

OJ991111_16.0103.C2.o4 .np Method 

18440 End 

6498441 Score 



OJ991111_16.0103.C2 

33544 
AAT/NAP 
23629 
2933 



18440. . 18722, 188 15 .. 20859, 20923 .. 2 1373, 21557 .. 22239, 
23585. .23629 

(AP000815) EST C7278 6 ( E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 



13032 



Seq. ID OJ991111_16.0103.C2 



13511 




Gene No. 


27525 


Strand 


- 




Start 


17916 


End 


33544 




Name 


OJ991111_16 . 0103 . C2 . o4 . gp 


Method 


AAT/GAP 




Start 


24178 


End 


24591 




GI 


none 


Score 


78 6 




Exons 


24178 . .24591 








Seq. No. 


13032 


Seq. ID 


OJ991111 16.0103. 


C2 


Gene No. 


27525 


Strand 






Start 


17916 


End 


33544 * 




Name 


OJ991111 16.0103.C2.o5.np 


Method 


AAT/NAP 




Start 


24515 


End 


26901 




GI 


6539573 


Score 


814 




Exons 


24515. .25818, 26860. .26901 








GI Descrip. 


(AP000836) Similar to H-protein promoter binding factor- 


■2a 




(AF079503) [Oryza sativa] 








Seq. No. 


13032 


Seq. ID 


OJ991111_16.0103. 


C2 


Gene No. 


27525 


Strand 






Start 


17916 


End 


33544 




Name 


OJ991111 16.0103.C2.o5.gp 


Method 


AAT/GAP 




Start 


25100 


End 


25719 




GI 


81962 1.R1084 


Score 


1188 




Exons 


25100. .25719 








GI Descrip. 


f 5922603/dbj | AP0004 92 . 1 | AP0004 92 9.0e- 


15 Oryza sativa genoi 




DNA, chromosome 1 clone : P0705D01 1 






Seq. No. 


13032 


Seq. ID 


OJ991111JL6.0103. 


C2 


Gene No. 


27526 


Strand 






Start 


33997 


End 


34850 




Name 


OJ991111 16.0103.C2.o6.gs 


Method 


GENS CAN 




Start 


33997 


End 


34850 




GI 


none 


Score 


.71 




Exons 


33997. .34082, 34133.. 34850 








Seq. No. 


13032 


Seq. ID 


OJ991111_16.0103. 


C2 


Gene No. 


27527 


Strand 






Start 


48507 


End 


52303 




Name 


OJ991111 16.0103.C2.o5.ts 


Method 


TBLASTX: Soybean 




Start 


94 


End 


3092 




GI 


none 


Score 


141 




Exons 


94. .207, 2073. .2243, 2074. .22 


44, 2091. 


.2252, 2137. .2244, 






3021.. 3092, 3023.. 3091 








Seq. No. 


13032 


Seq. ID 


OJ991111JL6. 0103. 


C2 


Gene No. 


27527 


Strand 






Start 


48507 


End 


52303 




Name 


OJ991111 16.0103.C2.o7.tm 


Method 


TBLASTX : Maize 




Start 


94 


End 


309 




GI 


none 


Score 


207 




Exons 


94. .231, 139. .231, 250. .309, 


258. .308 






Seq. No. 


13032 


Seq. ID 


OJ991111_16.0103. 


C2 


Gene No. 


27527 


Strand 






Start 


48507 


End 


52303 




Name 


OJ991111 16.0103.C2.o2.tm 


Method 


TBLASTX : Maize 




Start 


2119 


End 


3635 





13512 




GI 


none 








. Score 


214 


Exons 


2119 . . 224 4 , 


212 9. 


O A C "7 

. 22b / , 


Z lz y . 


.2251, 3021.. 3365, 3021.. 3356, 




1 T A O O O f~ A 

3182 . . 3364 , 


3359 . 


. 3484 , 


O O f c\ 

3360 . 


.3485, 3362..3487, 3388. .3489, 




JOO 1 . . obZZ , 


JJO 1 . 


. J bo4 , 




.3635 




Seq. No. 


T ") r\ "~5 o 

13032 








Seq. ID 


OJ991111_16. 010.3. C2 


Gene No. 


27527 








Strand 




Start 


48507 








End 


52303 


Name 


OJ991111 Id. 


U 1U3 . 


C2 . Ol . 


tc 


Method 


TBLASTX: Cress 


Start 


7 327 








End 


9295 


GI 


none 








Score 


93 


Exons 


7327 . .7638 , 


t /" a a 

7 699 . 


. 7806, 


7 /23 . 


.7953, 8359.. 8484, 8704.. 9279, 




nni ii A A O A 

8714 . . 92o0 , 


o / 4 4 . 










Seq. No. 


13032 








Seq. ID 


OJ991111_16.0103.C2 


Gene No. 


27527 








Strand 




Start 


48507 








End 


52303 


Name 


OJ991111__16. 


0103. 


C2.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


TOOT 








End 


9346 


GI 


none 








Score 


120 


Exons 


"TOOT T^O/T 

732 / . . / 62 6 , 


/ 333 . 


. / 0 36, 


/ / 4 / . 


.7977, 8098. .8244, 8101. .8433, 




otao o c a a 
8308 . . oozy, 


o o a o 
o 3Uo . 


O / A. O 

. o 4 y J , 


o4 1 y . 


.8703, 8420. .8671, 8421. .8705, 




o4 b / . . o b4 o , 


cf by o . 


. yz / y , 


o / Uj. 


.9032, 8708. .9346, 8708. .9301 


Seq. No. 


13032 








Seq. ID 


OJ991111_16.0103.C2 


Gene No. 


27527 








Strand" 1 ' 




Start 


4 8507 <* 








End 


52303 


Name 


OJ991111_16 . 


0103 . 


C2 . ol . 


ts 


Method 


TBLASTX : Soybean 


Start 


7414 








End 


8650 


GI 


none 








Score 


55 


Exons 


7414 . . 7533, 


1 c c o 
/002 . 


. / 62 9, 


o u y d . 


.8646, 8097. .8645, 8444. .8650 


Seq. No. 


13032 








Seq. ID 


OJ991111_16.0103.C2 


Gene No. 


27527 








Strand 




Start 


a o c m 

4ooU / 








End 


52303 


Name 


OJ991111 Id. 


0103 . 


o a o 

C2 . oo . 


tm 


Method 


TBLASTX: Maize 


Start 


7626 








End 


7746 


GI 


none 








Score 


189 


Exons 


/ 62 6 . . / ©y 1 , 


/ bz / . 


H H A C 

. //4b, 


/ boU . 


.7746 




Seq. No. 


13032 








Seq. ID 


OJ991111_16.0103.C2 


Gene No. 


27527 








Strand 




Start 


A O C A "7 








End 


52303 


Name 


OJ991111 16. 


A 1 A O 

, U1U3 . 


C2 . 02 . 


tc 


Method 


TBLASTX: Cress 


Start 


7954 








End 


8331 


GI 


none 








Score 


276 


Exons 


/ 954 . . o lo4 , 


into 
/ 9 b3 . 


Ol CI 

. o lo 1 , 


/ y / 1 . 


.8153, 8155.. 8331, 8173.. 8319 


Seq. No. 


13032 








Seq. ID 


OJ991111_16.0103.C2 


Gene No. 


27527 








Strand 






4 ft SD7 








End 


52303 


Name 


OJ991111 16. 


,0103. 


C2.o9. 


tm 


Method 


TBLASTX: Maize 


Start 


7980 








End 


8097 


GI 


none 








Score 


131 


Exons 


7980. .8090, 


7981. 


.8097, 


7981. 


.8094' 




Seq. No. 


13032 








Seq. ID 


OJ991111_16.0103.C2 



13513 



Gene No. 27527 Strand 

Start 48507 End 

Name OJ991111_16 . 0103 . C2 . o5 . tc Method 

Start 8484 End 

GI none Score 

Exons 8484.. 8645, 8485.. 8700 



52303 

TBLASTX: Cress 

8700 

201 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13032 
27527 
48507 

OJ991111_16.0103.C2.o2.ts 

8897 

none 



13032 
27527 
48507 

OJ991111_16. 0103.C2.o5.tw 

15456 

none 



Seq. ID OJ991111_16.0103.C2 
Strand 

End 52303 

Method TBLASTX : Soybean 

End 9287 

Score 564 



8897. .9280, 8899. .9279, 9081. .9287 



Seq. ID OJ991111_16.0103.C2 
Strand 

End 52303 

Method TBLASTX : Wheat 

End 21274 

Score 113 



15456. . 15512, 21035 .. 21271, 2 1036 .. 21272 , 21062. .21274 



Seq. No. 13032 
Gene No. . 27527 

Start 48507 

Name OJ991111_l 6 . 0103 . C2 . 06 . tw 

Start 18725 

GI none 
Exons 



Seq. ID OJ991111_16.0103.C2 
Strand 

End 52303 

Method TBLASTX : Wheat 

End 19048 " : 

Score 83 



18725. .18853, 18820 .. 1904 7 , 18821 .. 18 910, 18854 .. 1904 8 , 
18949. .19047 



Seq. No. 13032 

Gene No. 27527 

Start 48507 

Name OJ991111_16 . 0103 . C2 . ol . tw 

Start 19051 

GI none 
Exons 



Seq. ID OJ991111_16.0103.C2 
Strand 

End 52303 

Method TBLASTX : Wheat 

End 19432 

Score . 108 

19051. .19431, 19187. .19330, 19252 .. 19431, 19355.. 19432 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13032 
27527 
48507 

OJ991111__16.0103.C2.o4.tm 

19229 

none 



Seq. ID OJ991111_16.0103.C2 
Strand 

End 52303 

Method TBLASTX : Maize 

End 19569 

Score 163 



19229. .19540, 1924 6 .. 19569, 19255.. 19548 



Seq. No.' 13032 

Gene No. 27527 

Start 48507 

Name OJ991111_16. 0103 . C2 . o3 . tw 

Start 19974 

GI none 
Exons 



Seq. ID OJ991111_16.0103,:C2 
Strand 

End 52303 

Method TBLASTX : Wheat 

End 20404 

Score 68 



19974 . .20066, 19975 .. 20067 , 20060 .. 20107, 20061 .. 20105, 
20108. .20218, 20108. .20230, 2012 1 .. 20225, 20294 .. 20395, 
20297. .20404 



13514 




Seq. No. 


13032 








Seq. ID 


OJ991111 


_16.0103 




27527 








O L, x auU 






0 Lai L. 


48507 








Hii HJ. 


R9 30 3 




Name 


OJ991111 16. 0103. C2. 


A 

04 • lW 


IMG C 11 (J U 


1 DXjrvo 1 A . 




q+- -3 r*t* 


20553 








PnH 


90P1 

ZUOID 






none 










1 RR- 

1J J- 




Th 1 V /^i Tl c 


20553. 


.20816, 


20623. 


907 QQ 








Seq. No. 


13032 








Seq.- ID 


OJ991111 


^16.0103 


Gene No. 


27527 








Strand 






q 4- y f 


48507 








End 


52303 




Name 


OJ991111 16.0103. C2. 




Method 


TBLASTX: 


Cr es s 


OLdl L 


24500 








End 


25694 




oX 


none 








Score 


74 




LiAUll 0 


24500. 


.24568, 


24656. 




24657. .24731, 25461 


• 1 L J JO 




25469. 


.25672, 


25469. 


9 S6Q3 


25620. .25694 




Seq. No. 


13032 








Seq. ID 


OJ991111 


_16.0103 




27527 








Strand 






OLdl L 


48507 








End 


52303 




Name 


OJ991111 16. 0103. C2. 


ob • tin 


Method 


TBLASTX : 


iXlcl X Z t2 


OtdX L 


9 A ROQ 
Z ft D u y 








End 


24834 




CI 


none 








Score 


158 




TP r^i 0 


9 d ROQ 


.24577, 


24617. 


9 A 7 Q£ 


24621. .247 


97, 24673 


1 A A 
. . Z 4 O O 4 


Seq. No. 


1 3039 








Seq. ID 


OJ991111 


_16.0103 


Gene No. 


97^97 

Z, / -J z. / 








Strand 






Q+- a r- 1- 
O Lai L 


4 8507 








End 


52303 




Name 


OJ9911 


11 16. 0103. C2. 


Oj • LS 


Method 


TBLASTX: 


• 

S 0 y d e a n 


0 Lai U 


25280 








End 


25654 




OX 


none 








Score 


70 




DAUilO 


25280. 


.25369, 


25305. 




25436. .25654, 25480 


9 R &A 1 
. . Z O O fi ± , 




25503. 


.25649 












Seq. No. 


13032 








Seq. ID 


OJ991111 


_16.0103 


Gene No. 


27527 








Strand 






0 idi u 


48507 








End 


52303 




in a. lilt. 


OJ9911 


11_16.0 


103- C2. 




Method 


TBLASTX: 


LYld lZc 


O Lai L 


25301 








End 


25711 




(IT 


none 








Score 


55 






25301. 


.25369, 


25302. 


9 S370 


25459. .25683, 25460 


• . Z O DO / , 




25472. 


.25711, 


25500. 


9 R 6Q7 








JClJi LN . 


13032 








Seq. ID 


OJ991111 


1 £ 0 1 0 "3 
ID . U1U j 


riorio Mo 


27527 








Strand 






OLdl L 


48507 








End 


52303 




LNdiiit; 


OJ9911 


11_16.0 


103. C2. 


04 . t S 


Method 


TBLASTX: 


DOyDcall 


0 L.di i_ 


36479 








End 


40783 


GI 


none 








Score 


39 




Exons 


36479. 


.36532, 


36652. 


.36732, 


37775. .37837, 37920 


. .37985, 




38087. 


.38116, 


38215. 


.38292, 


38465. .38542, 38466 


. .38537, 




39178. 


.39237, 


39185. 


.39250, 


39187. .39240, 39291 


. .39371, 




39323. 


.39370, 


39430. 


.39501, 


39432. .39500, 39833 


. .39886, 




39948. 


.40022, 


39956. 


.40030, 


39957. .40028, 40104 


. .40193, 




40104 . 


.40160, 


40106. 


.40174, 


40269. .40346, 40419 


. .40529, 




40426. 


.40530, 


40661. 


.40783, 


40665. .40769 





13515 






Seq. No. 


13032 








Seq. ID 


OJ991111 


1 /: A 1 A 

_16 . 0103 


. C2 




Gene No. 


27527 








Strand 










Start 


48507 








End 


52303 








Name 


OJ991111 16. 0103. C2 


. o5 . tm 


Method 


TBLASTX: 


toize 






Start 


36486 








End 


41116 








GI 


none 








Score 


47 








Exons 






T a a a n 
odd 4 U 


*D H H A "3 

. . 3b /z3 , 


36835. .36984, 36839 


O /~ A 1 A 

. .3697 9, 








Jbool . 


. oby yz , 


„ _ _ _ . 
o 1 1 1 4 


"O T O C T 

. . J / ob / , 


37775. .378 


37, 37920 


O 1 A O C 

. . 37 985, 








o ( yZO . 


. o / yo4 , 


oouo 4 


. .38128, 


38087. .38116, 38215 


. .38292, 








OO ZZO . 


. otf z / y , 


JO 4 DO 


. .38530, 


38466. .38537, 39184 


. .39249, 








OQ1 QC 

jyioj . 


. z o u / 


OQOQ1 

-jy^yi 


. . jy o / i , 


39323. .39370, 39421 


O AC A 1 










. jy ouu , 


O Q Q *D O 


o no fn 

. . jyy yi , 


39833..39886, 39948 


A A A A O 

. . 400zz , 








oyyo / . 


. 4UUZO , 


jy yy o 


a a n o q 
. . 4UUzy , 


40104. .40193, 40104 


. . 4 U lol , 








4 UlUb . 


. 4Uioy , 


/i a o *r c 
4 UZDO 


/I n *3 *3 Q 

. . 4Uo jy , 


40269. .40346, 40281 


A A o a 1 








40414 . 


.40527, 


40426 


. . 4 UojU , 


40428. .40529, 40661 


. . 4 U / oo, 








40665. 


.40781, 


41033 














Seq. No. 


1 j(J Jz 








Seq. ID 


OJ991111 


1 f A 1 A O 

_16 . 0103 


. C2 




Gene No. 


Z IdZ 1 








Strand 










Start 


4 ojU / 








End 


52303 








Name 


ojy y i i 


I -1 1 £ A 

II 1 b . 0 


1U J . CZ 


. o4 . tc 


Method 


TBLASTX: 


Cress 






Start 


39833 








End 


40781 






* ! !" 


GI 


none 








Score 


64 






"t 3? 


Exons 


39833. 


.39886, 


jy yo b 


. . 40030 , 


39957. .40028, 40104 


. .40193, 




: : ; r 




40265. 


.'40339, 


40269 


A A O /I /" 

. . 4034 6, 


40425. .40529, 40426 


. . 40530, 




r LI 




40661. 


.40780, 


40665 


. . 40781 










.3 31 


Seq. No. 


13032 








Seq. ID 


OJ991111 


16 . 0103 


. C2 


1 ; I 


Gene No. 


27527 








Strand 








"is? 


Start 


48507 








End 


52303 






i ; I 


Name 


OJ9911 


11_16.0 


103. C2 


. 08 . np 


Method 


AAT/NAP 








Start 


48507 








End 


52303 






is 


GI 


6815052 






Score 


2277 






O 


Exons 


48507. 


.48625, 


48908 


. .48982, 


49064. .49801, 49850 


. .49985, 




: ; : 




50768. 


.50860, 


51728 


. .51827, 


52125. .52303 






• J 


GI Descrip. 


(AP001 


080) hypothetical protein [Oryza 


sativa] 








Seq. No. 


13032 








Seq. ID 


OJ991111 


_16.0103 


.C2 




Gene No . 


27527 








Strand 










Start 


48507 








End 


52303 








Name 


OJ9911 


11 16. 0103. C2 


.o2. tw 


Method 


TBLASTX: Wheat 






btart 


50040 








End 


50534 








bl 


none 








Score 


65 








Exons 


50040. 


.50534, 


50140 


. .50298, 


50244 . .50510 








Seq. No. 


13033 








Seq. ID 


OJ9911U 


_16.0103 


.C3 




Gene No. 


27528 








Strand 


+ 








Start 


6050 








End 


9364 








Name 


OJ9911 


11 16. 0103. C3 


. o4 . gs 


Method 


GENSCAN 








Start 


6050 








End 


9214 








GI 


none 








Score 


.45 








Exons 


6050. . 


6328, 8 


263. .8434, 858 


4. .8817, 8945. .8997, 


9098. .9214 




Seq. No. 


13033 








Seq. ID 


OJ991111_ 


JL6.0103 


.C3 




Gene No. 


27528 








Strand 


+ 








Start 


6050 








End 


9364 







13516 



Name 


OJ991111 16.0103.C3.o3.np 


Method 


AAT/NAP 






Start 


8685 


End 


9211 






GI 


6815054 


Score 


432 






Exons 


8685. .8817, 8945. .8997, 9098., 


.9211 








GI Descrip. 


(AP001080) EST AU078096 (C53806) corresponds to a 


region 


Of 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 




Seq. No. 


13033 


Seq. ID 


OJ991111_ 


16.0103. 


,C3 


Gene No. 


27528 


Strand 


+ 






Start 


6050 


End 


9364 






Name 


OJ991111 16.0103.C3.ol.gp 


Method 


AAT/GAP 






Start 


8749 


End 


9364 






GI 


5816499 


Score 


718 






Exons 


8749. .8817, 8945.-8997, 9098., 


.9364 








Seq. No. 


13033 


Seq. ID 


OJ991111_ 


16.0103. 


. Cj 


Gene No. 


27529 


Strand 


+ 






Start 


' 11190 


End 


14580 






Name 


OJ991111 16.0103.C3.o2.gp 


Method 


AAT/GAP 






Start 


11190 


End 


14497 






GI 


none 


Score 


625 






Exons 


11190. .11219, 11248. .11384, 11787. .118 


37, 12128. 


.12179, 






12758. .12816, 13636 .. 13681 , 14459.. 14497 






Seq. No. 


13033 < 


Seq. ID 


OJ991111_ 


16.0103. 


. C3 


Gene No. 


27529. 


Strand 


+ 






Start 


11190 


End 


14580 






Name 


OJ991111 16.0103.C3.o4.np 


Method 


AAT/NAP 






Start 


11301 


End 


14580 






GI 


6815055 


Score 


584 






Exons 


11301. . 11384, 11787. .11837, 12128 12 17 9, 12758. 


. 12816, 






13636. .13681, 14459. .14580 










GI Descrip. 


(AP001080) EST AU081527 (C53732) corresponds to a 


region 


or 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 




Seq. No. 


13033 


Seq. ID 


OJ991111_ 


16.0103. 


.C3 


Gene No. 


27530 


Strand 


+ 






Start 


14622 


End 


14877 






Name 


OJ991111 16.0103.C'3.o3.gp 


Method 


AAT/GAP 






Start 


14622 


End 


14877 






GI 


none 


Score 


472 






Exons 


14622. .14877 










Seq. No. 


13033 


Seq. ID 


OJ991111_ 


16.0103. 




Gene No. 


27531 


Strand 


+ 






Start 


17622 


End 


17791 






Name 


OJ991111 16.0103.C3.o5.np 


Method 


AAT/NAP 






Start 


17622 


End 


17791 






GI 


6815056 


Score 


279 






Exons 


17622. .17791 










GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 






Seq. No. 


13033 


Seq. ID 


OJ991111_ 


16.0103. 


,C3 


Gene No. 


27532 


Strand 








Start 


1 


End 


241 






Name 


OJ991111 16.0103.C3.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


241 







13517 




GI 


6815052 


Score 


252 








Exons 


1. .241 












GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 








Seq. No. 


13033 ' 


Seq. ID 


OJ991111 


16. 


0103. 


.C3 


Gene No. 


27532 


Strand 


- 








Start 


1 


End 


241 








Name 


OJ991111 16.0103.C3.ol.gs 


Method 


GEN SCAN 








Start 


88 


End 


241 










none 


Score 


. 92 








Exons 


88. .241 












Seq. No. 


13033 


Seq. ID 


OJ991111 


16. 


0103. 


.C3 


Gene No. 


27533 


Strand 


- 








Start 


1280 


End 


1560 








Name 


OJ991111 16.0103.C3.o2.gs 


Method 


GENSCAN 








Start 


1280 


End 


1560 








GI 


none 


Score 


. 58 








Exons 


1280. .1364, 1376. .1560 












Seq. No. 


13033 


Seq. ID 


OJ991111 


16. 


0103, 


.C3 


Gene No. 


27534 


Strand 


- 








Start 


4330 


End 


5441 








Name 


OJ991111 16.0103.C3.o3.gs 


Method 


GENSCAN 








Start 


4330 


End 


5441 








GI 


none 


Score 


. 82 








Exons 


4330.. 4570, 4620.. 47.95, 5295 


. .5441 










Seq. No. 


13033 


Seq. ID 


OJ991111_ 


16 . 


0103 . 


. C3 


Gene No. 


27534 


Strand 










Start 


4330 


End 


5441 








Name 


OJ991111 16.0103.C3.o2.np 


Method 


AAT/NAP 








Start 


4333 


End 


5441 








GI 


6815053 


Score 


923 








Exons 


4333. .4570, 4620. .4795, 5295 


. . 5441 










GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 








Seq. No. 


13033 


Seq. ID 


OJ991111_ 


16. 


0103, 


. C3 


Gene No. 


27535 


Strand 










Start 


14502 


End 


17708 / 








Name 


OJ991111 16.0103.C3.o6.gs 


Method 


GENSCAN 








Start 


14502 


End 


17708 








GI 


none 


Score 


.79 








Exons 


14502. .14584, 15388 .. 15511 , 


15823. .15914, 15991. 


.16049, 






16214. .16315, 17581. .17708 












Seq. No. 


13034 


Seq. ID 


OJ991111_ 


16. 


0103, 


. C4 


Gene No. 


27536 


Strand 


+ 








Start 


1 


End 


543 








Name 


OJ991111 16.0103.C4.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


540 








GI 


6815056 


Score 


931 








Exons 


1. .540 












GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 








Seq. No. 


13034 


Seq. ID 


OJ991111_ 


16. 


0103, 


.C4 


Gene No. 


27536 


Strand 


+ 









13518 




Start 


1 






End 


543 








Name 


OJ991111 16 


. 0103. C4 .ol. 


gs 


Method 


GEN SCAN 








Start 


66 






End 


543 








GI 


none 






Score 


. 77 








Exons 


66. . 543 
















Seq. No. 


13035 






Seq. ID 


OJ991111 


16. 


0103 . 


C5 


Gene No. 


27537 






Strand 


+ 








Start 


1 






End 


345 








-Name 


OJ991111 16 


. 0103.C5.ol. 


np 


Method 


AAT/NAP 








Start 


1 






End 


345 








GI 


6815056 






Score 


599 








Exons 


1. .345 
















GI Descrip. 


(AP001080) 


hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


13036 






Seq. ID 


OJ991011 


_15. 


0103. 


CI 


Gene No. 


27538 






Strand 


+ 








Start 


676 






End 


1145 








Name 


OJ991011_15 


.0103. CI. ol. 


gp 


Method 


AAT/GAP 








Start 


676 






End 


1145 








GI 


none 






Score 


870 








Exons 


676. . 1145 
















Seq. No. 


13036 






Seq. ID 


OJ991011 


_15. 


0103. 


CI 


Gene No. 


27539 






Strand 


+ 








Start 


5419 






End 


7321 








Name 


OJ991011 15 


.0103. CI. o2. 


gs 


Method 


GEN SCAN 








Start 


5419 






End 


7289 








GI 


none 






Score 


.51 








Exons 


5419-. .5692, 


5801 . . 6208, 


6260. 


.6387, 6799. .6987, 


7206. .72 


89 


Seq. No. 


13036 






Seq. ID 


OJ991011 


_15. 


0103. 


CI 


Gene No. 


27539 






Strand 


+ 








Start 


5419 






End 


7321 








Name 


OJ991011 15 


.0103. CI. o2. 


np 


Method 


AAT/NAP 








Start 


5440 






End 


7321 








GI 


6705984 






Score 


432 








Exons 


5440. .5942, 


7214. .7321 














GI Descrip. 


(AB033235) 


gag-pol polyprotein [Oryza 


sativa] 








Seq. No. 


13036 






Seq. ID 


OJ991011 


_15. 


0103. 


CI 


Gene No. 


27539 






Strand 


+ 








Start 


5419 






End 


7321 








Name 


OJ991011_15 


.0103. CI. o3. 


np 


Method 


AAT/NAP 








Start 


6053 






End 


7321 








GI 


6498436 






Score 


425 








Exons 


6053. . 6763, 


6863. .6987, 


7232. 


.7321 










GI Descrip. 


(AP000815) 


hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


13036 






Seq. ID 


OJ991011 


_15. 


0103. 


CI 


Gene No. 


27540 






Strand 










Start 


303 






End 


4207 








Name 


OJ991011 15 


.0103. CI. ol. 


gs 


Method 


GENSCAN 








Start 


303 






End 


4207 








GI 


none 






Score 


.42 








Exons 


303. .1290, 


1393. .1533, 


2022. . 


2439, 2572.. 3195, 


3579 


. .3695, 




4171. .4207 

















13519 



Seq. No. 13036 

Gene No. 27541 

Start 5479 

Name OJ991011_15 . 0103 . CI . ol . tw 

Start 5479 

GI none 

Exons 5479.. 5736, 5491.. 5730, 5508, 
5759. .5827, 5760. .5900 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991011_15.0103.C1 
6001 

TBLASTX: Wheat 

5919 

267 



,5735, 5735.. 5821, 5749.. 5919, 



Seq. No. 13036 

Gene No. 27541 

Start 5479 

Name OJ991011_15 . 0103 . CI . ol . ts 

Start 5512 

GI none 

Exons 5512.. 5781, 
5981. .6001 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991011_15.0103.C1 
6001 

TBLASTX: Soybean 

6001 

169 



5553.. 5777, 5569.. 5781, 5773.. 5931, 5790.. 5894, 



Seq. No. 13036 Seq. ID 

Gene No. 27541 Strand 

Start 5479 . End 

Name OJ991011 JL5 . 0103 . CI . ol . tm Method 

Start 5701 End 

GI none " * Score ■ 

Exons 5701.. 5934, 5728.. 5952 



OJ991011_15.0103.C1 
6001 

TBLASTX : Maize 

5952 

197 



Seq. No. 13037 

Gene No. 27542 

Start 102 

Name OJ991011_15 . 0103 . C2 . ol . gs 

Start 102 

GI none 

Exons 102.. 473 



Seq. ID OJ991011_15.0103.C2 

Strand + 

End 473 

Method GEN SCAN 

End 473 

Score .98 



Seq. No. 13037 Seq. ID 

Gene No. 27543 Strand 

Start 17 62 End 

Name OJ991011_15 . 0103 . C2 . o2 . gs Method 

Start 1762 End 

GI none Score 

Exons 1762.. 1926, 2070.. 2123, 3015.. 3068 



OJ991011_15.0103.C2 

3068 
GEN SCAN 
3068 
.53 



Seq. No. 


13038 




Seq. ID 


OJ991011_ 


15. 


.0103. 


.C3 


Gene No. 


27544 




Strand 


+ 








Start 


479 




End 


2060 








Name 


OJ991011 15. 0103. C3. 


ol . gs 


Method 


GENSCAN 








Start 


479 




End 


2060 








GI 


none 




Score 


.73 








Exons 


479.. 644, 976.. 1153, 


1802. 


.2060 










Seq. No. 


13038 




Seq. ID 


OJ991011_ 


15. 


.0103. 


.C3 


Gene No. 


27545 




Strand 


+ 








Start 


3819 




End 


4365 








Name 


OJ991011 15. 0103. C3. 


o2.gp 


Method 


AAT/GAP 








Start 


3819 




End 


4365 








GI 


39569 1.R1084 




Score 


1076 









13520 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3819.. 4365 

' 5103848/gbl AAD39678 . 1 | AC007591_ 
[Arabidopsis thaliana] 1 



43 5.0e-13 (AC007591) F9L1.16 



15.0103.C3.ol.np 



13038 
27546 
10475 
OJ991011 
10475 
5922631 

10475. .10599, 10858 
12213. .12370, 12497 
(AP000492) ESTs C26347(C1 
region of the predicted g 
retrotransposon Cinful-1. 
gi | 6016864 | db j IBAA85207.1 
C26347 (C12145) ,AU078074 (C 
predicted gene.; Similar 
Cinful-1. (AF049110) [Ory 



,1110 
1342 



2, 
4, 



Seq. ID OJ991011_15.0103.C3 

Strand + 
• End 16590 
. Method AAT/NAP 

End 16554 

Score 6630 
11361. .11554, 11600. .12170, 
14031. .16554 



2145) , AU078074 (C12145) correspond to a 
ene . ; similar to prpol; Zea mays 

(AF049110) [Oryza sativa] 
I (AP000570) ESTs 

12145) correspond to a region of the 
to prpol; Zea mays retrotransposon 
za sativ 



Seq. No. 


13038 




Seq. ID 


OJ991011_ 


15 . 0103 , 


. C3 


Gene No. 


27546 




Strand 


+ 






Start 


10475 




End 


16590 






Name 


OJ991011 15. 0103. C3. 


o4 . gs 


Method 


GENSCAN 






Start 


15759 




End 


16590 






GI 


none 




Score 


.63 






Exons 


15759. .15957, 16508. 


. 16590 










Seq. No. 


13038 




Seq. ID 


OJ991011_ 


15.0103. 


,C3 


Gene No. 


27547 




Strand 


+ 






oiari 


16916 




End 


17233 






Name 


OJ991011 15. 0103. C3. 


o5 . gs 


Method 


GENSCAN 






Start 


16916 




End 


17233 






GI 


none 




Score 


.89 






Exons 


16916. .17233 












Seq. No. 


13038 , 




Seq. ID 


OJ991011_ 


15.0103. 


,C3 


Gene No: 


.27548 




Strand 


+ 






Start 


17339 




End 


24685 






Name 


OJ991011 15. 0103. C3. 


o3 .np 


Method 


AAT/NAP 






Start 


17339 




End 


19826 






GI 


6815109 




Score 


109 






Exons 


17339. .17433, 17571. 


.17706, 


19754. .19826 






GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 






Seq. No. 


13038 




Seq. ID 


OJ991011_ 


15.0103. 


,C3 


Gene No. 


27548 




Strand 


+ 






Start 


17339 




End 


24685 






Name 


OJ991011 15. 0103. C3. 


06 . gs 


Method 


GENSCAN 






Start 


18530 




End 


23832 






GI 


none 




Score 


. 61 






Exons 


18530. .19092, 19158. 


.19634, 


19881. .20621, 20664. 


.20817, 






21139. .21296, 21552. 


.21642, 


21734. .21835, 22405. 


.22590, 






22676. .22884, 22990. 


.23082, 


23143. .23284, 23331. 


.23459, 






23530. .23832 












Seq. No. 


13038 




Seq. ID 


OJ991011_ 


15.0103. 


,C3 



13521 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



27548 
17339 

OJ991011_15.0103.C3.o4 .np 
19843 
6815062 
19843. .21348, 
22975. . 
24354. . 



Strand + 
End 24685 
Method AAT/NAP 
End 24685 
Score 2541 
21572. .21642, 21734 .. 22590 , 2267 6 .. 22916, 
23284, 23361. .23459, 23530 23583 , 23690 .. 23861, 
24685 

(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 
sativa] 



Seq. No. 13038 Seq. ID OJ991011_15 . 0103 . C3 

Gene No. 27549 Strand 

Start 1 End 86 

Name . OJ991011_15 . 0103 . C3 . ol . gp Method AAT/GAP 

Start 1 End 86 

GI LIB3477-003-P1-K1-E9 Score ' 150 

Exons 1 . . 86 

GI Descrip. ' 24 98586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ? 



Seq. No. 13038 

Gene No. 27550 

Start 4315 

Name OJ991011_15 . 0103 . C3 . o2 . gs 

Start 4315 

GI none 

Exons 4315.. 4695, 5261.. 5380, 5785. 

8707. .8915, 9376. .9439 



OJ991011_15.0103.C3 

9439 
GENSCAN 
9439 
.77 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5928, 6865. .7001, 8447. .8612, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13038 Seq. ID OJ991011_15 . 0103 . C3 

27550 Strand 

4315 End 9439 

OJ991011_15.0103.C3.o3.gp Method AAT/GAP 

5860 End 8879 

3762879 Score 928 

5860. .5924, 6346. .6400, 8093. .8156, 8446. .8612, 8707.. 8879 
5103848/gb|AAD39678.1|AC007591_43 5.0e-13 (AC007591) F9L1.16 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13038 Seq. ID OJ991011_15 . 0103 . C3 

27551 Strand 

16922 End 20132 

OJ991011_15 . 0103 . C3 . o2 . np Method AAT/NAP 

16922 End 20132 

6691716 Score 432 

16922. . 17297, 20084.. 20132 

(AP0004 92) hypothetical protein [Oryza sativa] 

gi I 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 

[Oryza sativa] 



Seq. No. 
Gene No, 
Start 
Name 



13038 
27552 
24339 
OJ991011 



15.0103.C3.o7.tm 



Seq. ID 

Strand 

End 

Method 



OJ991011_15.0103.C3 
24563 

TBLASTX: Maize 



13522 




O 4- •= v+- 


JO / J 




End 


8893 


P T 


none 




. Score 


86 


Exons 


5875. . 


5928, 5879.. 5929, 8092 


..8166, 8093. .8158, 8502. .8 




8557. . 


8622, 8560.. 8616, 8704 


..8892, 8' 


705. .8893 


Seq. No. 


13038 




Seq. ID 


OJ991011 15 0103 


Gene No. 


27552 




Q-j- rand 






24339 




End 


24563 


Name 


OJ991011 15.0103.C3.ol.tc 


Mpt* hod 


TBLASTX' Cress 


oLalL 


8529 




End 


88 93 


P T 


none 




Score ■ 


178 


Exons 


8529. . 


8615, 8704.. 8892, 8708 


. .8893 




Seq. No. 


13038 




Seq. ID 


OJ991011 15 0103 


Gene No. 


27552 




St rand 




OLdX U 


24339 




End 


24563 


Name 


OJ991011 15.0103.C3.o8.tw 


Met hod 


TBLASTX : Wheat 


C +- -a v- f- 


11782 




End 


12184 


p t 


none 




Score 


261 


Exons 


11782. 


.11844, 11783. .12184 






Seq. No. 


13038 




Seq. ID 


OJ991011_15.0103 


Gene No. 


27552 




Strand 




Q4- a +- 


24339 




End 


24563 


Name 


OJ991011 15.0103.G3.o7. tw 


Method 


TBLASTX: Wheat 


Of 2 

olait 


12764 




End 


13221 


P T 


none 




Score 


137 


TP ~\T /~\ irx CT? 


12764. 


.12940', 12983. .13219, 


12985. .13221 


Seq. No. 


13038 




Seq. ID 


OJ991011_15.0103 


Gene No. 


27552 




Strand 




C4- 3 


24339 




End 


24563 


Name 


OJ991011 15.0103.C3.o2.tw 


Method 


TBLASTX: Wheat 


OLdl L 


13406 




End 


13765 


P T 


none 




Score 


403 


U 1 v" ('"NT"! o 


13406. 


.13765, 13420. .13764 






Seq. No. 


13038 




Seq. ID 


OJ991011_15.0103 


Gene No. 


27552 




Strand 






24339 




End 


24563 


Name 


OJ991011 15.0103.C3.o4.tm 


Method 


TBLASTX: Maize 




13571 




End 


13927 


U -L 


none 




Score 


352 


IT v o in c 


13571. 


.13927, 13612.. 13917 






Seq. No. 


13038 




Seq. ID 


OJ991011_15.0103 


Gene No. 


27552 




Strand 




O.L. al L 


24339 




End 


24563 


Name 


OJ991011 15.0103.C3.ol.tw 


Method 


TBLASTX: Wheat 


Q+- -) 


13796 




End 


14215 


GI 


none 




Score 


453 


Exons 


13796. 


.14215, 13798. .14214 






Seq. No. 


13038 




Seq. ID 


OJ991011_15.0103 


Gene No. 


27552 




Strand 




Start 


24339 




End 


24563 


Name 


OJ991011_15.0103.C3.ol.ts 


Method 


TBLASTX : Soybean 



13523 



Start 


1 4 u yu 




End 


144 90 




GI 


none 




Score 


191 




Exons 


14UyU . . 14 JUz, 14107, 


-i a o c n 

. . 14Z5U, 


14123 . . 142 


93, 14316 . . 14456, 






won i /i /i on 

i4oi / . .144 yu 










Seq. No. 


i o n o o 
1 JU Jo 




Seq. ID 


OJ991011_15.0103 


. C3 


Gene No. 


27552 




Strand 






Start 


24339 




End 


24563 




Name 


ujyyiuii io . uiuj .to . 


, 06 . tm 


Method 


TBLASTX: Maize 




Start 


1 / 1 CO 

14 loo 




End 


14601 




bl 


none 




Score 


166 




Exons 


1 4 loo . . 14 J4 U , 141by, 


1 / TOO 

. . 14 Jz J, 


14313. .14411, 14314. .14412, 






14 4 J4 . . 14 D / / , 1444b. 


1 /| r /*c 


14575. .14601 




Seq. No. 


13038 




Seq. ID 


OJ991011_15.0103 


.C3 


Gene No. 


27552 




Strand 






Of 1 v-t- 

o tart 


z 4 ooy 




End 


24563 




Name 


ojyyiuii io.uiuj.cj. 


o5 . tw 


Method 


TBLASTX: Wheat 




b tar t 


1 A O C 1 
14 Z Dl 




End 


14688 




bl 


none 




Score 


66 




Exons 


1 yl OC1 1 ^ T) O fl 1/1*31/1 

14Zol . . 14 JZU , 14J14. 


. 1 4 boo , 


14316. . 144 


68 




Seq. No. 


13038 




Seq. ID 


OJ991011_15.0103. 


.C3 


Gene No. 


27552 




Strand 






Start 


Z4 j jy 




End 


24563 




Name 


OJ991011 15. 0103. C3. 


o2 . ts 


Method 


TBLASTX: Soybean 




Start 


14716 




End 


15104 




GI 


none 




Score 


84 




Exons 


1 ^ Ti f 1 /I O O rt 1/l"70/l 

14 /lb . . 14ozU, 14/24. 


. 14 810, 


14856. .15104, 14 8 60. .15102 




Seq. No. 


13038 




Seq. ID 


OJ991011_15.0103< 


.C3 


Gene No. 


27552 




Strand 






bt art 


z 4 j jy 




End 


24563 




Name 


ojyyiuii io.uiuj.cj. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


1 /I *7 O C 

1 4 /zb 




End 


15147 




bl 


none 




Score . 


383 




Exons 


14 /Zb . . Ibl4 / , 14/JU. 


. 15071 








Seq. No. 


13038 




Seq. ID 


OJ991011_15.0103, 


■ C3- 


Gene No. 


27552 




Strand 






btart 


z 4 o o y 




End 


24563 




Name 


atoqi m i ic m m 

ujyyiuii lo.uiuj.cj. 


o2 . tm 


Method 


TBLASTX: Maize 




btart 


io4 o y 




End 


15785 




bi 


none 




Score 


168 




Exons 


1C/ICQ 1 CCOQ "{ XL A d(\ 

io4oy . . lOOZ J, 1o4oU. 


i a c o a 
. looz4 , 


15599. . 157 


84, 15609. .15785 




Seq. No. 


13038 




Seq. ID 


OJ991011JL5.0103. 


C3 


Gene No. 


27552 




Strand 






C 4- -i >~ 4- 

btart 


OA "3*iCl 

Z4jjy 




End 


24563 




Name 


atqoi ni 1 ic rt i rt o r>*3 
OJ991U11 lb.UlUJ.CJ. 


06 . tw 


Method 


TBLASTX: Wheat 




C 4 i v- 4- 

btart 


loo y y 




End 


15964 




GI 


none 




Score 


341 




Exons 


15599. .15964, 15609. 


. 15959 








Seq. No. 


13038 




Seq. ID 


OJ991011_15.0103. 


C3 


Gene No. 


27552 




Strand 






Start 


24339 




End 


24563 





13524 






Name 


OJ991011 15. 0103. C3. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


15966 






End 


16560 




GI 


none 






Score 


75 




Exons 


15966. . 


16034, 15986. 


. 16033, 


16033. .16455, 16125. .16256, 






16441. . 


16560 










Seq. No. 


13038 






Seq. ID 


OJ991011_15.0103 




Gene No. 


27552 






Strand 






Start 


24339 






End 


24563 




Name 


OJ991011 15. 0103. C3. 


08 . tm 


Method 


TBLASTX: Maize 




Start 


16288 






End 


16539 




GI 


none 






Score 


139 




Exons 


16288. . 


16458, 16437. 


. 16535, 


16438. .16539 




Seq. No. 


13038 






Seq. ID 


OJ991011_15.0103 




Gene No. 


27552 






Strand 






Start 


24339 






End 


24563 




Name 


OJ991011 15. 0103. C3. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


19884 






End 


20451 




GI 


none 






Score 


42 




Exons 


19884. . 


19976, 19885. 


. 20034, 


20061. .20297, 20061 .. 2042 9, 






20062. . 


20451 










Seq. No. 


13038 






Seq. ID 


OJ991011_15.0103 




Gene No. 


27552 ' 






Strand 




: ; '. i 


Start 


24339 






End 


24563 




Name 


OJ991011 15. 0103. C3. 


o3 . tm 


Method 


TBLASTX: Maize 


: b? 
j ?S i 


Start 


21935 






End 


22437 


j\j 


GI 


none 






Score 


96 


'=[ 


Exons 


21935. . 


22069, 22038. 


.22433, 


22099. .22437 


!=: i 


Seq. No. 


13038 






Seq. ID 


OJ991011_15.0103 


is 


Gene No. 


27552 






Strand 




f'\ 


Start 


24339 






End 


24563 


V'i 


Name 


OJ991011 15. 0103. C3. 


o5 . tm 


Method 


TBLASTX: Maize 


"I 


Start 


22676 






End 


23284 




GI 


none 






Score 


228 


: s ! 
*i 3? 


Exons 


22676. . 


22885, 22726. 


. 22884 , 


22973. .23059, 23099.. 23284 




Seq. No. 


13038 






Seq. ID 


OJ991011_15.0103 


i. .1 


Gene No. 


27552 






Strand 






Start 


24339 






End 


24563 




Name 


OJ991011 15. 0103. C3. 


o7 . gs 


Method 


GEN SCAN 




Start 


24339 






■End 


24563 




GI 


none 






Score 


.95 




Exons 


24339. . 


24563 










Seq. No. 


13039 






Seq. ID 


OJ991011_15.0103 




Gene No. 


27553 






Strand 


+ 




Start 


1 






End 


4216 




Name 


OJ991011 15. 0103. C4. 


ol .np 


Method 


AAT/NAP 




Start 


1 






End 


2504 




GI 


6815109 




Score 


115 




Exons 


1. .191, 


1190. . 1315, 


2458. .25 


04 






GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 




Seq. No. 


13039 






Seq. ID 


OJ991011_15.0103 



13525 





Gene No. 


27553 


Strand 


+ 








Start 


1 


End 


4216 








Name 


OJ991011 15.0103.C4.o2.np 


Method 


AAT/NAP 








Start 


1 


End 


4216 








GI 


5042454 


Score 


282 








Exons 


1..171, 510. .652, 1222. .1597, 


3223. .3358, 3985. . 


4216 






GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 








Seq. No. 


13039 


Seq. ID 


OJ991011 


15 . 0103 . 


C4 




Gene No. 


27553 


Strand 


+ 








Start 


1 


End 


4216 








Name 


OJ991011 15.0103.C4.o3.np 


Method 


AAT/NAP 








Start 


2894 


End 


3721 








GI 


6815109 


Score 


154 








Exons 


2894. .3092, 3567. .3721 












GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 








Seq. No. 


13039 


Seq. ID 


OJ991011 


15 . 0103 . 


C4 




Gene No. 


27553 


Strand 


+ 








Start 


1 


End 


4216 








Name 


OJ991011 15.0103.C4.o4.np 


Method 


AAT/NAP 








Start 


3590 


End 


3721 








GI 


6815109 


Score 


156 






i" "i 
; eti 


Exons 


3590. .3721 










! ':' 


GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 






u ; s 


Seq. No. 


13039 


Seq. ID* 


OJ991011_ 


15.0103. 


C4 




Gene No. 


27554 


Strand 


+ 








Start 


15427 


End 


19458 






1 ; I 


Name 


OJ991011 15.0103.C4.o4.gs 


Method 


GEN SCAN 






c; 
: == = 


Start 


15427 


End 


19458 






i bl 


GI 


none 


Score 


. 91 








Exons 


15427. .154 98, 18 931. . 19458 










'is! 

'l i 


Seq. No. 


13039 


Seq. ID 


OJ991011 


15.0103. 


C4 


' -5 


Gene No. 


27555 


Strand 


+ 






j;s: 


Start 


22621 


End 


'23547 . 






= 1 


Name 


OJ9910-11 15.0103.C4.o6.gs 


Method 


GENSCAN 






n xt 

: 


Start 


22621. 


End 


23547 






liii 


GI 


none 


Score 


.85 








Exons 


22621. .23547 












Seq. No. 


13039 


Seq. ID 


OJ991011_ 


15.0103. 


C4 




Gene No. 


27556 


Strand 










b tar l 


3319 


End 


7289 








Name 


OJ991011 15.0103.C4.o5.np 


Method 


AAT/NAP 








Start 


3319 


End 


7289 








GI 


6691716 


Score 


1968 








Exons 


3319. .3345, 4788. .4880, 4952. 


.5065, 5216.. 5317, 


5389. .5537, 






5615.. 5753, 5829.. 5979, 6054. 


.6233, 6428.. 7289 








GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 







gi | 6691717 | dbj |BAA89397.1| (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 
Gene No. 
Start 



13039 
27556 
3319 



Seq. ID 

Strand 

End 



OJ991011 15. 0103. C4 



7289 



13526 



Name 


OJ991011 15. 0103. C4. 


. o2 .gs 


Method 


GEN SCAN 


Start 


4506 




End 


7289 


GI 


none 




Score 


.62 


Exons 


4506. .4521, 4781. .4? 


359, 4952 


. .5095, 5128. .5347, 




5615.. 5861, 6137.. 6343, 6428 


..6761, 6919. .7289 


Seq. No. 


13039 




Seq. ID 


OJ991011 


Gene No. 


27557 




Strand 


- 




11683 




End 


13149 


Name 


OJ991011 15. 0103. C4. 


. o3 . gs 


Method 


GENSCAN 


Start 


11683 




End 


13149 




none 




Score 


.45 


Exons 


11683. .11798, 12218, 


. .12375, 


13100. .131 


49 


C « XT — . 

Seq. No. 


13039 




Seq. ID 


OJ991011 


bene inu . 


27558 




Strand 




Start 


20249 




End 


30330 


Name 


OJ991011 15. 0103. C4, 


. 06 . np 


Method 


AAT/NAP 


Start 


20232 




End 


30330 


GI 


4056437 




Score 


1305 


Exons 


20232. .20623, 21030. 


. .21254, 


21294 . .214 


18, 21528 




21974 . .22424, 22473. 


. .22680, 


22954. .23108, 23200 



5389. .5537, 



£'} GI Descrip. 



.21593, 
.23529, 
30087. .30330 

(AC005990) Strong similarity to PFAM PF| 00069 Eukaryotic protein 







kinase domain. [Arabidopsis 


thaliana] 






i.!? 

f\ ! 


Seq. No. 


13039 


Seq. ID 


OJ991011_15.0103, 


.C4 


: a? 


Gene No. 


27558 


Strand 






n 


Start 


20249 


End 


30330 




: : : 
! s« 


Name 


OJ991011 15.0103.C4.o5.gs 


Method 


GENSCAN 




i ~'z 


Start 


20249 


End 


22373 




m 


GI 


none 


Score 


.99 






Exons 


20249. .20623, 21030 .. 21254 , 


21348. .21463, 2 1528 .. 21614 , 








21974 . .22373 










Seq. No. 


13039 


Seq. ID 


OJ991011_15.0103. 


.C4 


it 3; 


Gene No. 


27558 


Strand 






: 5 E 


Start 


20249 • 


End 


30330 




.3 XI 


Name 


OJ991011 15.0103.C4.o7.gs 


Method 


GENSCAN 






Start 


27365 


End 


29261 




,331 


GI 


none 


Score 


.48 






Exons 


27365. .27473, 29248. .29261 










Seq. No. 


13039 


Seq. ID 


OJ991011_15.0103, 






Gene No. 


27559 


Strand 








Start 


30318 


End 


31065 






Name 


OJ991011 15.0103.C4 .o3.tw 


Method 


TBLASTX: Wheat 






Start 


6927 


End 


7133 






GI 


none 


Score 


184 






Exons 


6927. .7133 









Seq. No. 13039 Seq. ID 

Gene No. 27559 Strand 

Start 30318 End 

Name OJ991011_15 . 0103 . C4 . o2 . ts Method 

Start 20294 End 

GI none Score 



OJ991011_15.0103.C4 
31065 

TBLASTX: Soybean 

21616 

122 



13527 






20294 20623 20337 


20540 


21021. .21248, 21030. .21323, 






21031 21264 21345 


21416 


21387. .21419, 21518 .. 21616, 






21526 21615 












13039 

X J W .J _7 




Seq. ID 


OJ991011_15.0103 


CA 


UCllC IN W • 


27559 




Strand 






Start 


30318 




End 


31065 




Name ■ 


OJ991011_15.0103.C4, 


, ol . tm 


Method 


TBLASTX: Maize 




m- a rt 


204 4 4 




End 


22283 




\j x 


none 




Score 


90 






20444 20623 20445 


2054 6 


21030. .21257, 21030 .. 21320, 






21034 21264 21345 


. .21416/ 


21346. .21417, 21526 .. 21603, 






21527 21604 21969 


22283, 


21979. .22272 , 




Seq. No. 


13039 




Seq. ID 


OJ991011_15.0103, 


.C4 


Gene No. 


27559 




Strand 






c r =» rr 


30318 

_j v,/ j x o 




End 


31065 






OJ991011 15 0103 C4 


r>2 t r 


Method 


TBLASTX: Cress 




Qf a rr 
u Lai L 


21021 ~~ 




End 


21239 






none 




Score 


77 






21021 21128 21030 


21239 


21031. .21201 




Seq. No. 


13039 




Seq. ID 


OJ991011_15.0103, 


.C4 


Gene No. 


27559 




Strand 






Cf a rt 


30318 




End 


31065 




Name 


O.TQQ1 011 15 0103 CA 

\JkJ Z* y X V X X 1 J • U1U J i L4 i 


1 


Method 


TBLASTX: Wheat 




Otdl L 


210 30 

z. X \J O \J 




End 


21264 




ox 


none 




Score 


102 




DAUilo 


91030 21116 21 031 


9119 3 


21115. .21264, 21117.. 21260 




Seq. No. 


13039 




Seq. ID 


OJ991011_15.0103, 


■ C4 


Gene No. 


27559 




Strand 








30318 




End 


31065 




Vi CHUG 


O.T991 01 1 1 5 0103 P4 


i Ul . L. O 


Method 


TBLASTX: Cress 




OL.Ct.Ll. 


91521 _ 




End 


22283 




GI 


none 




Score 


94 






91 591 91 61 6 91 523 


91615 


21969. .22283, 21973.. 22281 




Seq. No, 


13039 




Seq. ID 


OJ991011_15.0103, 


,C4 


Gene No. 


27559 




Strand 






Start 


30318 




End 


31065 




Name 


O.T991011 1 5 0103 P4 


nl f <3 

Ul . L. O 


Method 


TBLASTX: Soybean 




qt a rr 


21958 _ 




End 


22283 




GI 


none 




Score 


232 




IjAUHO 


21958 22278 21972 


22283 








Seq. No. 


13039 




Seq. ID 


OJ991011_15.0103, 


,C4 


Gene No. 


27559 




Strand 






Start 


30318 




End 


31065 




Name 


OJ991011 15 0103 P4 


o2 . tw 


Method 


TBLASTX: Wheat 




Cf a r f 
J lui L 


22047 _ 




End 


22268 




GI 


none 




Score 


130 




Exons 


22047. .22268, 22087. 


.22263 








Seq. No. 


13039 




Seq. ID 


OJ991011_15.0103. 


,C4 


Gene No. 


27559 




Strand 






Start 


30318 




End 


31065 





13528 



Name 




Mo 1" Vi riH 
L v Jt3 LllOCl 








O L o.X L 


^0^1 ft — 

Jv jlO 


FnH 

Ej 1 l\Ji 


J1UOJ 








none 




7 Q 








^n^ift *^nfi7n ^nfift7 ^infis 










Seq. No. 


13040 


Seq. ID 


OJ991011_ 


15.0103 


.C5 


Gene No. 


27560 


Strand 


+ 






o L ctl. L 


4 d 

4 4 v 


FnH 


S67 

JO/ 






Name 


O.T QQ1D11 IS mO^ PS n 1 a q 
??iuii iJ.uiuj.^JiUi.yo 


L it: U I LKJKJL 


\J Hi IN O V^-rtiN 








4 4 D 


FnH 

Hi no. 


3 D / 






PT 
\J± 


none 


Score 


.OX 






IT 1 v /~\ r"\ <r* 


4 d AQl R£7 










oeq . ino . 




Seq. ID 


OJ991011_ 


15.0103 


.C5 


bene ino ■ 


Z / 3 D ± 


Strand 


+ 






Oldl L 


£ JOU 


End 


7855 






Name 


OJ991011 15.0103.C5.ol.np 


Method 


AAT/NAP 






Start 


2580 


End 


7852 






GI 


6016586 


Score 


2356 






Exons 


2580. .2705, 4775. .5017, 5104 


..5220, 5365. .5425, 


5531. .5619, 




5736.. 5809, 5919.. 6007, 6130 


..6179, 6284. .6324, 


6453. .6626, 




6765.. 6800, 6931. .7059, 7475 


. .7852 










MLO PROTEIN H0M0L0G 1 gi | 27658 19 | emb | CAB08 606 | ( 


Z95353) 


OsMlo 




[Oryza sativa] 










oeq. im o . 


13040 


Seq. ID* 


- OJ991011_ 


15.0103 


.C5 


Gene No. 


27561 


Strand 


+ 






Start 


2580 


End 


7855 






Name 


OJ991011 15.0103.C5.o3.gs 


Method 


GENSCAN 






o tar l 


4826 


End 


7855 








none 


Score 


.86 






U 1 \r /~\ f-\ O 


4826. .5017, 5104. .5220, 5547 


. .5619, 5736. .5761, 


5919. .6007, 




6130.. 6179, 6466.. 6593, 6931 


. .7059, 7475. .7855 






O xz . J.N (J . 


13040 


Seq. ID 


OJ991011_ 


15.0103 


.C5 


Gene No. 


27562 


Strand 


+ 






Start 


11997 


End 


15235 






NT anno 
in dint; 


OJ991011 15.0103.C5.o2.np 


Method 


AAT/NAP 






uLdl L 


11997 


End 


15235 








5852093 


Score 


62 






Exons 


11997. .12030, 13400. .13507, 


15170. .15235 








(AL117264) zwhl6.1 [Oryza sativa] 








Seq. No. 


13040 


Seq. ID 


OJ991011_ 


15.0103 


C5 


Gene No. 


27563 


Strand 










1787 


End 


2873 






Name 


OJ991011 15.0103.C5.o2.gs 


Method 


GENSCAN 






C +- -a 
OLdlC 


1787 


End 


2873 






r*T 

O -L 


none 


Score 


.74 






LjAUII o 


1787.. 1906, 2317.. 2421, 2550 


. .2873 








Seq. No. 


13040 


Seq. ID 


OJ991011_ 


15.0103 


C5 


Gene No. 


27564 


Strand 








Start 


11192 


End 


11410 






Name 


OJ991011 15.0103.C5.o4.gs 


Method 


GENSCAN 






Start 


11192 


End 


11410 






GI 


none 


Score 


.96 







13529 



Exons 



11192. .11410 



Seq. No. 13040 

Gene No. 27565 

Start 13889 

Name OJ991011_15 . 0103 . C5 . ol . ts 

Start 5101. 

GI none 
Exons 



Seq. ID OJ991011_15.0103.C5 
Strand 

End 14761 

Method TBLASTX : Soybean 

End 6638 

Score 145 



5101. .5223, 5244. .5288, 5365. .5418, 5530. .5628, 5736. .5777, 
5777.. 5815, 5939.. 6007, 5940 .. 6017/ ■ ,6137 .. 6181, 6452.. 6613, 
6453. .6620, 6516. .6638 



Seq. No. 13040 

Gene No. 27565 

Start 13889 

Name OJ991011__15 . 0103 . C5 . o2 . tm 

Start 5101 

GI none 
Exons 



Seq. ID OJ991011_15. 0103.C5 
Strand 

End 14761 

Method TBLASTX : Maize 

End 5993 

Score 145 



5101. .5223, 5244. .5288, 5365. .5418, 5530. .5628, 5736. .5777, 
5777. .5815, 5939. .5992, 5940. .5993 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13040 
27565 
13889 

OJ991011_15.0103.C5.ol.tm 

6452 

none 



Seq. ID OJ991011_15.0103.C5 
Strand 

End 14761 

Method TBLASTX: Maize 

End 7020 

Score 246 



6452.. 6625, 6453.. 6623, 6457.. 6624, 6761.. 6802, 6762.. 6803, 
6915. .7007, 6916. .7020 



Seq. No. 13040 

Gene No. 27565 

Start 13889 

Name OJ991011__15 . 0103 . C5 . o2 . gp 

Start 13664 

GI none 
Exons 



Seq. ID OJ991011_15. 0103.C5 
Strand 

End 14761 

Method AAT/GAP 

End 14761 

Score 970 



13664. .13960, 14051 .. 14102, 14179. . 14240, 14 4 36 .. 14 470, 
14564. .14606, 14676. .14761 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13040 
27565 
13889 

OJ991011_15.0103.C5.o5.gs 

13889 

none 



Seq. ID OJ991011_15.0103.C5 
Strand 

End 14761 

Method GENSCAN 

End 14483 

Score . 66 



13889. .13960, 14051 .. 14102, 14 179 . . 1424 0 , 14436. .14483 



Seq. No. 13041 

Gene No. 27566 

Start 142 

Name OJ991011_15 . 0103 . C6 . ol . gs 

Start 142 

GI none 

Exons 142. .271 



Seq. ID OJ991011_15.0103.C6 

Strand + 

End 271 

Method GENSCAN 

End 271 

Score .41 



Seq. No. 
Gene No. 



13042 
27567 



Seq. ID OJ991201_14 .0118. CI 
Strand + 



13530 







OAT/ 

c. U / 4 


bna 


ZZZ D 








Name 


ATQQl 1/1 Alio ^-y 1 

ujyyizui 14 . ui io . bl . oi . gp 


Metnoa 


Pu\i / bAr 








Start 


0 H*7 A 


bna 


zzzo 








bl 


none 


Score 


1 A 1 
Zh 1 








Exons 














beq. jno . 


1 JU4 o 


beq. iu 


r\ tqqi oni 1/1 
uj y y izui 14 . 


A1 1 O 

Ullo 


. Lz 




Gene No. 


27568 


Strand 










o tar u. 


1514 


End 


1599 








Name 


OJ991201 14 .0118.C2.ol.gp 


Method 


AAT/GAP 








Start 


1514 


End 


1599 








bl 


LIB3477-003-P1-K1-E9 


Score 


100 








Exons 


1514. .1599 












GI Descrip. 


, 2498586/sp|Q40638 IMP01 ORYSA 2.0e-24 


MAJOR POLLEN 


ALLERGEN 






b 1 rKhjbUKbUK (UKi b 1J ^gi 


1173557 (U31771) Ory s 


1 [Oryza 






sativa] 1 












Seq. No. 


1 *5 r\ a A 


Seq. ID 


OJyyizUi 14 . 


Olio 


. C3 




Gene No. 


z / Doy 


Strand 


+ 








Of -a yf 


3 u 


End 


3789 








Name 


OJ991201 14.0118.C3.o2.gs 


Method 


GENSCAN 








Of, v-4- 

btart 


3240 


End 


3789 






J 




none 


Score 


.76 






:i 


Exons 


3240.. 3279, 3344.. 3789 










?! 


Seq. No. 


13044 


Seq. ID 


OJ991201_14 . 


0118 


. C3 


i i 


Gene No. 


27570 


Strand 


+ 






'j 


bt art 


14109 


End 


15812 






a 


Name 


OJ991201 14.0118.C3.o6.gs 


Method 


GENSCAN 






si 


Start 


14109 


End 


15812 








bl 


none 


Score 


.99 






If 


Exons 


14109. .15026, 15174. .15812 










J 


beq . iNo . 


13044 


Seq. ID 


OJ991201 14. 


0118 


.C3 


» j 


bene iNo . 


27570 


Strand 










Of 3 -y-4- 

oLdrt 


14109 


End 


15812 






31 


Name 


OJ991201 14.0118.C3.o3.np 


Method 


AAT/NAP 






J 


Start 


14139 


* End 


15803 






J 


GI 


3913192 


Score 


1013 






= 7 


Exons 


14139. .15026, 15174. .15803 










GI Descrip. 


CYTOCHROME P450 93A1 gi | 2129824 | pir | | S62899 cytochrome 


P450 






(CYP93 Al) - soybean gi | 1232111 | dbj | BAA12159 | (D83968) 








Cytochrome P-4 50 (CYP93A1) 


[Glycine max] 










gi I 1588679|prf | | 2209281A cytochrome P450 [Glycine max] 






beq. no. 


13044 


Seq. ID 


OJ991201_14 . 


0118 


.C3 




uene ino . 


27571 


Strand 


+ 








Start 


18339 


End 


24799 








Name .. 


OJ991201 ■ 14 .0118 .C3.o3.gp 


■ Method 


AAT/GAP 








Of 3 v*f 

b tart. 


18273 


End 


18488 








bl 


3107865 


Score 


404 








Exons 


18273. .18488 












GI Descrip. 


5757804/gb| AAD50592. 1 IAF093752 1 2 . Oe- 


•15 (AF093752) 










phytochelatin synthase [Triticum aestivum] 








Seq. No. 


13044 


Seq. ID 


OJ991201_14 . 


0118 


.C3 




Gene No. 


27571 


Strand 


+ 







13531 






Start 


lo ooy 


End 


24799 






Name 


ujyyizui 14 . uiio . Co . 0 / . gs 


Method 


GENSCAN 






Start 


itfooy 


End 


20971 






GI 


none 


Score 


.73 






Exons 


lo joy . . loo lz , loo yu . . 1 yu4 u, 


20910. .20971 






Seq. No. 


1JU4 4 


Seq. ID 


OJ991201_14 .0118 


. C3 




Gene No . 


Z / D / 1 


Strand 


+ 






Start 


18339 


End 


24799 






Name 


OJ991201 14.0118.C3.o4.np 


Method 


AAT/NAP 






pi. „ V+- 

btart 


18342 


End 


24799 






GI 


5757804 


Score 


1895 






Exons 


18342. .18812, 18890 .. 19053, 


22930. .22981, 23068 .. 23295 , 








23389.-23895, 24722. .24799 










GI Descrip. 


(AF093752) phytochelatin synthase [Triticum aestivum] 






Seq. No. 


13044 


Seq. ID 


OJ991201_14 .0118 


. Co 




Gene No . 


27571 


Strand 


+ 






Start 


18339 


End 


24799 






Name 


OJ991201 14.0118.C3.o4.gp 


Method 


AAT/GAP 






otart 


23072 


End 


23591 






GI 


LIB34 32-006-P1-K1-H2 


Score 


805 






Exons 


23072. .232 95, 2338 9. .23591 










GI Descrip. 


'5757804/gb|AAD50592.1|AF093752 1 6.0e- 


-42 (AF093752) 








phytochelatin synthase [Triticum aestivum] 1 




I'll 


Seq. No. 


13044 


Seq. ID 


OJ991201_14.0118 


C3 


St 

i-.c! 


Gene No. 


27571 


Strand 


+ 




! ; i 


Start 


18339 


End 


24799 




t.: 


Name 


OJ991201 14 .0118.C3.o8.gs 


Method 


GENSCAN 




:. 1 
5 sr 


Start 


23095 


End 


24064 




ri I 

i 


GI 


none 


Score 


.81 






Exons 


23095. .23295, 23389 .. 238 95, 


23999. .24064 




Q 


Seq. No. 


13044 


Seq. ID 


OJ991201^14 .0118 


Co 




Gene No . 


27572 


Strand 






j- •** 


Start 


468 


End - 


2173 




a ctr 


Name 


OJ991201 14 .0118.C3.ol.gp 


Method 


AAT/GAP 




: i 


C -1 1 v~ 4- 


242 


End 


•980 




rj 


GI 


753 2.R1084 


Score 


1420 






Exons 


242. .980 










GI Descrip. 


, 5757804/gb|AAD50592.1|AF093752 1 2 . Oe- 


-15 (AF093752) 








phytochelatin synthase [Triticum aestivum] 1 






Seq. No. 


13044 


Seq. ID 


OJ991201_14 .0118 


C3 




Gene No. 


27572 


Strand 








Start 


468 


End 


2173 






Name 


OJ991201 14 .0118.C3.ol.gs 


Method 


GENSCAN 






Start 


468 


End 


2173 






GI 


none 


Score 


.9 






Exons 


468.. 1030, 1206.. 1280, 1473 


.1671, 181£ 


..2013, 2025.. 2173 




Seq. No. 


13044 


Seq. ID 


OJ991201_14 .0118. 


C3 




Gene No. 


27572 


Strand 








Start 


468 


End 


2173 






Name 


OJ991201 14 .0118.C3.ol.np 


Method 


AAT/NAP 






Start 


471 


End 


932 
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GI 


3885896 


Score 


770 


Exons 


471. .932 






GI Descrip. 


(AF093636) plastocyanin precursor [Oryza sativa] 


Seq. No. 


13044 


Seq. ID 


OJ991201_14 .0118.C3 


Gene No. 


27573 


Strand 




Start 


4700 


End 


7343 


Name 


OJ991201 14.0118.C3.o2.np 


Method 


AAT/NAP 


Start 


4700 


End 


7337 


GI 


3367576 


Score 


475 


Exons 


4700. .4764, 6832. .7337 






GI Descrip. 


(AL031135) NAM / CUC2 -like protein [Arabidopsis thaliana] 


Seq. No. 


13044 


Seq. ID 


OJ991201_14 .0118.C3 


Gene No. 


27573 


Strand 




Start 


4700 


End 


7343 


Name 


OJ991201 14.0118.C3.o3.gs 


Method 


GENSCAN 


Start 


5103 


End 


7343 


GI 


none 


Score 


.81 


Exons 


5103.. 5107, 5240.. 5339, 5393. 


.5569, 6108. .6446, 6548. .6799, 




6891. .7343 






Seq. No. 


13044 


Seq. ID 


ojyyizui i4.uiio.Co 


Gene No. 


27574 


O 4- — -s — -J 

btrana 




Start 


8498 


T v» *A 


y 4 j / 


Name 


OJ991201_14.0118.C3.o4.gs 


Metnoa 




Start 


84 98 


End- 


9437 


GI 


none 


Score 


.57 


Exons 


8498. .8517, 8714. .8832, 9328. 


Q A "5 "7 

. y H O f 




Seq. No. 


13044 


Seq. ID 


/^TnmoAi i/i Alio r~* o 

ojyyizui 14. oily. Co 


Gene No. 


27575 


Strand 




Start 


11145 


End 


12765 . 


Name 


OJ991201_14 .0118.C3.ol.tw 


Method 


TBLASTX: Wheat 


Start 




End 


939 


GI 


none 


Score 


107 


Exons 


466. .492, 468. .554, 469. .762, 


474. .761, 


722. .766, 880. .939 


Seq. No. 


13044 


Seq. ID 


OJ991201_14.0118.C3 


Gene No. 


27575 


Strand 




Cf 3 v-4- 


11145 


End 


12765 


Name 


OJ991201 14.0118.C3.o2.tm 


Method 


TBLASTX: Maize 


Start 


466 


End 


936 


hi 


none 


Score 


358 


Exons 


466. .759, 467. .493, 474. .761, 


835. . 936, 


856. .894, 895. .933 


Seq. No. 


13044 


Seq. ID 


OJ991201_14.0118.C3 


Gene No. 


27575 


Strand 




b tar l 


11145 


End 


12765 


Name 


OJ991201 14.0118.C3.o3.ts 


Method 


TBLASTX: Soybean 


Start 


466 


End 


759 


GI 


none 


Score 


103 


Exons 


466. .591, 474. .599, 585. .758, 


586. .759 




Seq. No. 


13044 


Seq. ID 


OJ991201_14.0118.C3 


Gene No. 


27575 


Strand 




Start 


11145 


End 


12765 
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Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991201_14 . 0118 . C3 . o4 . tc Method TBLASTX: Cress 

468 End 759 

none Score 4 8 

468. .530, 469. .645, 474. .599, 585. .758, 586. .759 



13044 
27575 
11145 

OJ991201_14.0118.C3.o3.tm 

6722 

none 

6722.. 6802, 6867.. 7007, 6885. 
7048. .7209 



OJ991201_14.0118.C3 
12765 

TBLASTX: Maize 

7209 

63 



^Seq. ID 
Strand 
End 

Method 
End 
Score 

.6971, 6895. .7008, 7023. .7187, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13044 
27575 
11145 

OJ991201_14.0118.C3.o3.tw 

6885 

none 



Seq. ID OJ991201_14 .0118.C3 
Strand 

End 12765 

Method TBLASTX : Wheat 

End 8778 

Score 110 



6885. .7037, 6892. .7005, 7038. .7139, 7042. .7140, 8659.-8778 

OJ991201 14. 0118. C3 



13044 Seq. ID 

27575 Strand 
1114 5 : - End 

OJ991201_14 . 0118 .C3.o2.ts Method 

6918 . End 
none Score 



12765 

TBLASTX : Soybean 

7314 

72 



6918. .7010, 6928. .7011, 7026. .7226, 7039. .7227, 7233. .7313, 
7234 . .7314 



Seq. No. 13044 

Gene No. 27575 

Start 11145 

Name OJ991201_14 . 0118 . C3 . o2 . tc 

Start 6930 

GI none 

Exons 6930.. 7010, 6931.. 7008, 7023. 
7237. ;7314 



OJ991201_14 .0118.C3 
12765 

TBLASTX: Cress 

7314 

91 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7226, 7039.. 7215, 7236.. 7313, 



Seq. No. 13044 Seq. ID 

Gene No. 27575 Strand 

Start 11145 End 

Name OJ991201_14 . 0118 . C3 . o5 . gs Method 

Start 11145 End 

GI none Score 

Exons 11145. . 11235, 12335.. 12765 



OJ991201_14 .0118.C3 

12765 
GENSCAN 
12765' 
.73 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



13044 Seq. ID 

27576 - Strand 

14223 End 

OJ991201_14 . 0118 .C3 .ol . ts Method 

14223 End 

none Score 



OJ991201_14 .0118.C3 
15800 

TBLASTX : Soybean 

15800 

145 



14223. . 14345, 14 34 9 .. 14 4 02 , 14472 .. 14756, 14472 .. 14567, 
14715. .14891, 14988. .15026, 15168 .. 15542, 15173 .. 1554 1 , 
15555. . 15683, 15557 .. 15676, 15711. .15800 



13534 



• 



Seq. No. 13044 

Gene No. 27576 

Start 14223 

Name OJ991201_14 . 0118 . C3 , 

Start 14223 

GI none 

Exons 14223. .14486, 15162. 

15375. .15533, 15545, 



o3 . tc 



15380, 
15643, 



Seq. ID OJ991201_14.0118.C3 
Strand 

End 15800 

Method TBLASTX : Cress 

End 15692 

Score 130 , 
15173. .15367, 15374 .. 15523, ' 
15546. . 15692* ■ 



Seq. No. 13044 

Gene No. 27576 

Start 14223 

Name OJ991201_14 . 0118 . C3 . o5 . tm 

Start 14226 

GI none 

Exons 14226. .14627, 14 661 .. 14 894 , 



Seq. ID OJ991201_14.0118.C3 
Strand 

End 15800 

Method TBLASTX: Maize 

End 14894 

Score 202 
14705. . 14842 



Seq. No. 13044 

Gene No. 27576 

Start 14223 

Name OJ991201_14 . 0118 . C3 . o4 . tm 

Start 15174 

GI none 

Exons 15174 .. 15380, 1517 6 .. 1537 9, 
15687. .1578*5 



Seq. ID OJ991201_14.0118.C3 
Strand 

End 15800 

Method TBLASTX : Mai ze 

End . 15785 

Score 210 
15414 .. 15533, 15555 .. 15692 , 



Seq. No. 13044 

Gene No. 27576 

Start 14223 

Name OJ991201_14 . 0118 . C3 . o4 . tw 

Start 15174 

GI none 

Exons 15174. .15383, 15180 .. 15371 , 15185.. 15382 



Seq. ID OJ991201_14 .0118.C3 
Strand 

End, 15800 

Method TBLASTX : Wheat 

End 15383 

Score 194 



Seq. No. 13044 

Gene No. 27576 

Start 14223 

Name OJ991201_14 . 0118 . C3 . o2 . tw 

Start 15431 

GI none 

Exons 15431. . 15619, 15432.. 15692 



Seq. ID OJ991201_14.0118.C3 
Strand 

End 15800 

Method TBLASTX: Wheat 

End 15692 

Score 236 



Seq. No. 13044 

Gene No. 27577 

Start 18353 

Name OJ991201_14 . 01 18 . C3 . ol . tm 

Start 18353 

GI none 

Exons 18353. .18781, 18354 .. 18782 , 18561.. 18782 



Seq. ID OJ991201_14.0118.C3 
Strand 

End 23898 

Method TBLASTX: Maize 

End 18782 

-Score 588 



Seq. No. 13044 

Gene No. 27577 

Start 18353 

Name OJ991201_14 . 0118 . C3 . 

Start 18354 

GI none 



ol.tc 



Seq. ID OJ991201_14 .0118.C3 
Strand 

End 23898 

Method TBLASTX : Cress 

End 23898 

Score 561 



13535 



Exons 



18354. .18812, 18356 18736, 18886.-19017, 18887 19063, 

18889. .19056, 22930 .. 22977 , 22931 .. 22981 , 23053 232 95, 

23066. .23149, 23434 .. 23568 , 23574 .. 23693, 23575 .. 23709, 

23752. .23898, 23752. .23859 



Seq. No. 


i o n A A 
13U4 4 


Seq. ID 


OJ991201 


14 . U 1 lo . Lj 


Gene No. 


Z / D 1 1 


Strand 






Start 


lo 353 


End 


23898 




Name 


OJ991201 14.0118.C3.o6.ts 


Method 


TBLASTX : 


Soybean 


Start 


18357 


End 


18584 




GI 


none 


Score 


146 




Exons 


18 357 . . lo4 9 / , loioy . . Io4 yo, 


18503. .18583, 18504 


. . looo4 


Seq. No. 


i o a A A 

13U4 4 


Seq. ID 


OJ991201 


14 . U 1 1 o . Lj 


Gene No . 


Z / 3 / / 


Strand 






Start 


18 35 3 


End 


23898 




Name 


ojyyizui 1 4 . ui la . c j . 04 . t s 


Method 


TBLASTX : 


Soybean 


Start 


18914 


End 


23295 




GI 


none 


Score 


208 




Exons 


lo y 14 . . i y u bo , io y 14 . . 1 yuo4 , 


18927. .19055, 23131 


. . z 3z y o 


Seq. No. 


1304 4 


Seq. ID 


OJ991201 


i >i Alio r*>*} 

14 . Olio . C3 


Gene No. 


0 n c i t 

27577 


Strand 






Start 


lo jOJ 


End 


23898 




Name 


OJ991201 14 . Olio . C3 . o5 . ts 


Method 


TBLASTX: 


Soybean 


Start 


23509 


End 


23826 




GI 


none 


Score 


70 




Exons 


0 0 c a a oocon a c 1 c a t "7 a 0 

zobu 9 . . z Job U , z Jo lo . . Z J / U3 , 


23666. .23698, 23733 


A *3 O A E 

. . z3ozo , 




23752 . . 23826 








Seq. No. 


1304 5 


Seq. ID 


OJ991201 


1/ Alio r* A 

1 4 . Ul 1 o . C4 


Gene No. 


A *7 C T O 
Z / O / O 


Strand 


+ 




Start 


z 13 


End 


425 




Name 


rs Tfim om i/i Alio 0 a _ 1 
UJyyizUl 14 . U 1 lo . L4 . Ol . gs 


Method 


GEN SCAN 




Start 


A 1 *3 

z 13 


End 


425 




GI 


none 


Score 


.89 




Exons 


213. .425 








Seq. No. 


13U4 0 


Seq. ID 


OJ991201 


i/i Alio r* A 

1 4 . Ul lo . C4 


Gene No. 


z /o / y 


Strand 


+ 




Start 


410 b 


End 


8971 




Name 


ojyyizui 14 . u 1 io . C4 . 04 . gs 


Method 


GENSCAN 




Start 


4 lo b 


End 


8855 




GI 


none 


Score 


.81 




Exons 


4156. .4554, 4614. .5263, 5437 


..5714, 5748. .6097, 






6612. .6723, 6770.. 6857, 7610 


. .7729, 7959. .7983, 


8198. .8362, 




8737. .8855 








Seq. No. 


13045 


Seq. ID 


OJ991201 


_14 .0118.C4 


Gene No. 


27579 


Strand 


+ 




Start 


4156 


End 


8971 




Name 


OJ991201 14.0118.C4.o2.np 


Method 


AAT/NAP 




Start 


4161 


End 


8971 




GI 


5042454 


Score 


186 




Exons 


4161. .4204, 5016.. 5132, 5538 


. .5714, 6009. . 6325, 


8945. .8971 


GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 
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Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

GI Descrip. 



13045 Seq. ID 

27579 Strand 

4156 End 

OJ991201_14 .0118.C4 .o4.np Method 

6647 End 

2665536 Score 



OJ991201_14.0118.C4 
+ 

8971 
AAT/NAP 
8852 
214 



6647. .6816, 7612. .7739, 8048. .8326, 8734. .8852 
(AF027808) HCF106 precursor protein [Zea mays] 



Seq. No. 


13045 




Seq. ID 


OJ991201_14.0118. 


r> a 


Gene No. 


27580 




Strand 


+ 




Start 


10151 




End 


12650 




Name 


OJ991201 14. 0118. C4. 


od . gs 


Method 


GENSCAN 




Start 


10151 




End 


12422 




GI 


none 




Score 


.92 




Exons 


10151 . . 10383, 10484 . 


, 10559, 


10655. .10771, 10858. .11271, 






11361 . . 12422 










Seq. No. 


13045 




Seq. ID 


OJ991201_14.0118. 




Gene No. 


27580 




Strand 


+ 




Start 


10151 




End 


12650 




Name 


OJ991201 14. 0118. C4. 


o5 . np 


Method 


AAT/NAP 




Start 


10296 




End 


12439 




GI 


4678308 




Score 


1515 




Exons 


10296. .10569, 10665. 


.10771, 


10858. .1121 


37, 11356. .12439 




GI Descrip. 


(AL049655) putative 


protein 


[Arabidopsis thaliana] 




Seq. No. 


13045 




Seq. ID 


OJ991201JL4.0118 


C4 


Gene No. 


27580 




Strand 


+ 




Start 


10151 




End 


12650 




Name 


OJ991201 14. 0118. C4 


o2.gp 


Method 


AAT/GAP 




Start 


11095 




End 


11648 




GI 


uC-osroM202020h08bl 




Score 


872 




Exons 


11095. .11271, 11361 


. 11648 








GI Descrip. 


, 4678308/emb|CAB41099.1| 4. 


0e-20 (AL049655) putative protein 




[Arabidopsis thaliana] 1 








Seq. ■ No. 


13045 




Seq. ID 


OJ991201_14.0118 


.C4' 


Gene No. 


27580 




Strand 


+ 




Start 


10151 




End 


12650 




Name 


OJ991201 14. 0118. C4 


.o3.gp 


Method 


AAT/GAP 




Start 


12164 




End 


12650 




GI 


5038885 




Score 


717 




Exons 


12164. .12587, 12629 


. .12650 








GI Descrip. 


4678308/emb|CAB41099. 1 | 4.0e-20 (AL049655) putative protein 




[Arabidopsis thaliana] 








Seq. No. 


13045 




Seq. ID 


OJ991201_14 .0118 


.C4 


Gene No. 


27581 




Strand 


+ 




Start 


14880 




End 


16703 




Name 


OJ991201 14. 0118. C4 


. 06 . gs 


Method 


GENSCAN 




Start 


14880 




End 


16703 




GI 


none 




Score 


.86 




Exons 


14880. .15095, 15148 


. . 15439, 


16612. .16703 




Seq. No. 


13045 




Seq. ID 


OJ991201_14 .0118 


.C4 


Gene No. 


27582 




Strand 







13537 



Start 
Name 
Start 
GI 

Exons 



17717 

OJ991201_14.0118.C4.o7.gs 
17717 
none 
17717. 
21270. 
22402. 
25218. 
28685. 



.17769, 19451. 

.21393, 21483. 

.22547, 22644. 

.25535, 26556. 

.29836, 30374. 



. 19735, 
.21600, 
.22931, 
.26944, 
.30889, 



End 

Method 

End 

Score 



35786 
GEN SCAN 
32712 
.71 



19936. .20174, 20267 .. 20451 , 

21602. .21642, 22217. .22312, 

24215. .24355, 24600. .24851, 

26986. .27536, 27621 .. 27709, 

30943. .31180, 31829.. 32712 



Seq. No. • 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13045 
27582 
17717 
OJ991201 
32050 
1507699 
32050. .32091, 
(L81119) COL2 
[Arabidopsis 
[Arabidopsis 



14.0118.C4.o8.np 



Seq. ID OJ991201_ 
Strand + 
End 35786 
Method AAT/NAP 
End 34669 
Score 73 
34352. .34401, 34499.. 34669 
[Arabidopsis thaliana] gi 1 1507701 
thaliana] gi I 6957702 | gb | AAF324 4 6. 1 1 
thaliana] 



14. 0118. C4 



(L81120) COL2 
(AC021640) COL2 



Seq. No. 


13045 




Seq. ID 


OJ991201_14.0118.C4 


Gene No. 


27582 




Strand 


+ 


Start 


17717 




End 


35786 


Name 


OJ991201 14. 0118. C4. 


. o7 . np 


Method 


AAT/NAP 


Start 


33719 




End 


35786 


GI 


6715732 




Score 


77 


Exons 


33719. .33914, 35721, 


. .35786 






GI Descrip. 


'(AC016447) putative 


zinc finger protein [Arabidopsis thaliana] 


Seq. No. 


13045 




Seq. ID 


OJ991201_14.0118.C4 


Gene No. 


27582 




Strand 


+ 


Start 


17717 




End 


35786 


Name 


OJ991201 14. 0118. C4, 


.08. gs 


Method 


GENSCAN 


Start 


33826 




End 


35138 


GI 


none 




Score 


.59 


Exons 


33826. .34063, 34122, 


. .34401, 


35048. .35138 


Seq. No. 


13045 




Seq. ID 


OJ991201_14.0118.C4 


Gene No. 


27583 




Strand' 


+ 


Start 


35955 




End 


38969 


Name 


OJ991201 14. 0118. C4. 


,o9.gs 


Method 


GENSCAN 


Start 


35955 




End 


38969 


GI 


none 




Score 


.77 


Exons 


35955. .35969, 37494, 


. .37605, 


37885. .38969 



Seq. No. 13045 Seq. ID OJ991201_14 . 0118 . C4 

Gene No. 27583 Strand + 

Start 35955 End 38969 

Name OJ991201_14 . 0118 . C4 . o9 . np Method AAT/NAP 

Start 37591 End 38957 

GI 6759444 Score 607 

Exons 37591. .38957 

GI Descrip. (AL137189) anthranilate N-benzoyltransf erase-like protein 
[Arabidopsis thaliana] 



Seq. No. 13045 Seq. ID OJ991201_14 . 0118 . C4 

13538 






Gene No. 


27584 




Strand 


+ 










Start 


A "AO A "3 




T? A 

bna 


A Q cl q n. 

4 oo yu 










Name 




. C4 . oil . gs 


Method 


/"* T~ 1 XT f< TV VT 

GEN SCAN 










Start 






End 


4 J590 










GI 


none 




Score 


A 1 

. 4 1 










Exons 


















Seq. No. 


13045 




Seq. ID 


OJ991201_ 


14 


.0118 


.C4 




Gene No. 


27585 




Strand 












Start 


i n no 
1UUZ 




hnd 


I 1 Q £ 

I I y b 










Name 


ojyyizui 14-uiio 


. C4 . ol . gs 


Method 


GENSCAN 










Start 


lUUz 




End 


ny d 










GI 


none 




Score 


. DO 










Exons 


iuuz . . ii y o 
















Seq. No. 


1 on / c 




Seq. ID 


OJ991201_ 


*1 A 

1 4 


. Ullo 


. C4 




Gene No. 


27586 




Strand 












Start 


2729 




End 


4479 










Name 


OJ991201 14.0118 


.C4 .ol.np 


Method 


AAT/NAP 










Start 


2729 




End 


4479 










GI 


6721512 




Score 


48 










Exons 


2729. .2784, 4173 


..4212, 4321. 


.4359, 4402. .4479 










GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 










Seq. No. 


13045 




Seq. ID 


OJ991201_ 


14 


.0118 


.C4 


m 


Gene No. 


27586 




Strand 












Start 


2729 




End 


4479 








m 


Name 


OJ991201 14.0118 


.C4 .63.gs 


Method 


GENSCAN 










Start 


2877 




End 


3428 








W*\ 


GI 


none 




Score 


.77 








: "\ 
'as? 


Exons 


2877. .3065, 3417 


. .3428 












i 5 ! 1 


Seq. No. 


13045 




Seq. ID 


OJ991201_ 


1 A 

14 


. 0118 


. C4 


S3 


Gene No. 


27587 




Strand 










rs 


Start 


6409 




End 


6510 








'* i 


Name 


OJ991201 14.0118 


.C4 .o3.np 


Method 


AAT/NAP 








H : 


btart 


6409 




End 


6510 










GI 


5777617 




Score 


68 








.: 3i 


Exons 


6409. .6510 














Us 


GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza sativa] 








: a =r 


Seq. No. 


13045 




Seq. ID 


OJ991201_ 


14 


.0118 


.C4 




Gene No. 


27588 




Strand 












otarc 


7751 




End 


9317 










Name 


OJ991201 14.0118 


.C4 .ol .gp 


Method 


AAT/GAP 










o car t 


7751 




End 


9317 












none 




Score 


1301 










Exons 


7751. .8263, 8826 


..9132, 9264. 


9317 












Seq. No. 


' 13045 




Seq. ID 


OJ991201_ 


14 


.0118 


. C4 




Gene No. 


27589 




Strand 












Start 


32445 




End 


33113 










Name 


OJ991201 14.0118 


. C4 ,o4 .gp 


Method 


AAT/GAP 










Start 


32445 




End 


33113 










GI 


3766594 




Score 


1276 










Exons 


32445. .33113 















13539 



Seq. No. 13045 Seq. ID OJ991201_14 . 0118 . C4 

Gene No. 27590 Strand 

Start 38384 End 38660 

Name OJ991201_14 . 0118 . C4 . o5 . gp Method AAT/GAP 

Start 38384 End 38660 

GI LIB3475-004-P1-K2-A1 Score 533 

Exons 38384.. 38660 

GI Descrip. '2088651 2.0e-14 (AF002109) hypersensitivity-related gene 201 
isolog [Arabidopsis thaliana]' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13045 Seq. ID 

27591 Strand 

39930 End 

OJ991201_14 . 0118.C4 .06. gp Method 

39657 End 

4633 1.R1084 Score 



OJ991201_14 .0118.C4 

42467 
AAT/GAP 
41064 
1859 



39657. .40142, 40236 40319, 40416 .. 40570, 4 0694 .. 407 63, 
40863.. 41064 

'4098647 1.0e-110 (U80668) homogentisate 1 , 2-dioxygenase 
[Arabidopsis thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13045 Seq. ID 

27591 Strand 

39930 End 

OJ991201_14 .0118. C4 .ol0. np Method 

39915 End 

4098647 Score 



OJ991201_14. 0118. C4 

42467 
AAT/NAP 
42434 
1612 



39915. .40142, 40236 .. 40319, 404 16 .. 40570, 4 0694 .. 40763, 
40863. .41038, 41160- . 41327, 41754 4 1833, 4 1933 .. 42175, 
42244. .42434 



GI Descrip. (U80668) homogentisate 1 , 2-dioxygenase [Arabidopsis thaliana] 



Seq. No. 13045 Seq. ID 

Gene No. 27591 Strand 

Start 39930 End 

Name OJ991201_14 . 0118 . C4 . olO . gs Method 

Start 39930 End 

GI none Score 
Exons 



OJ991201_14.0118.C4 

42467 
GEN SCAN 
42467 
.57 



39930, 
41160, 



.40142, 40236. .40570, 40694 .. 40763, 40863 .. 40993, 
.41327, 41754. .41833, 41933 .. 42226, 42244. .42467 



Seq. No. 13045 Seq. ID 

Gene No. 27592 Strand 

Start 44389 End 

Name OJ991201_14 . 0118 . C4 . ol . ts Method 

Start 10948 End 

GI none Score 
Exons 



OJ991201_14.0118.C4 
46287 

TBLASTX: Soybean 

12416 

155 



10948. .11154, 11185. .11277, 11193 .. 11267 , 11340 .. 11558 , 
11366. .11515, 11541. .12416, 11618 .. 12286, 12342. .12371 



Seq. No. 13045 

Gene No. 27592 

Start 44389 

Name OJ991201_14 . 0118 . C4 . ol . tm 

Start 11071 

GI none 
Exons 



Seq. ID OJ991201_14 .0118.C4 
Strand 
End 

Method 
End 
Score 



46287 

TBLASTX: Maize 

12398 

56 



11071. . 11142, 11199. . 11270, 11200 11277 , 11358 .. 11519, 



13540 




11360. .11515, 11514. .12122, 11618 .. 12112 , 12045. .12398 



Seq. No. 


13045 




Seq. ID 


OJ991201_14.0118 


.C4 


Gene No. 


o i c n o 




Strand 






Start 


4 438 9 




End 


46287 




Name 


OJ991201_14 . 0118 . C4 


. o3 . tc 


Method 


TBLASTX: Cress 




Start 


11121 




End 


11546 




GI 


none 




Score 


147 




Exons 


11121 . .11267, 11122 


. . 11292, 


11185. .11271, 11340. .1154 6, 






11360.. 11521 










Seq. No. 


1304 5 




Seq. ID 


OJ991201_14.0118 




Gene No. 


27592 




Strand 






Start 


44389 




End 


46287 




Name 


OJ991201 14. 0118. C4 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


11190 




End 


11513 




GI 


none 




Score 


98 




Exons 


11190 .. 112 67 , 11191 


T 1 rt 1 1 

. . 11277 , 


11340. .11513, 11357. .11503 




Seq. No. 


13045 




Seq. ID 


OJ991201_14 .0118 


.C4 


Gene No. 


O T C O. O 

^ /o9z 




Strand 






Start 


44389 




End 


46287 




Name 


-r r\ r\ 1 rt rt "1 i A rt "1 1 rt /"» Jl 

OJ991201__14 . 0118 . C4 


. o2 . tc 


Method 


TBLASTX: Cress 




Start 


11676 




End 


12398 




GI 


none 




Score 


193 




Exons 


11676. .12032, 11696 


. . 11917, 


11706. .117 95, 11708. .117 88, 






11808. .'12395, 11810 


. . 12295, 


12180. .12398 




Seq. No. 


13045 




Seq. ID 


OJ991201_14 .0118 


.C4 


Gene No. 


27592 




Strand 






Start 


44389 




End 


46287 




Name 


/-\ -r rt rt "1 rt rt 1 1 A rt "1 1 rt /~* A 

OJ991201 14. 0118. C4 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


22624 




End 


24310 




GI 


none 




Score 


70 




Exons 


f~\ r\ r\ a rt rt rt /"" rt rt rt /" rt rt 

22624 .. 228 60, 22633 


. . 22680 , 


22 643. .22930, 2264 4. .22931, 






22758. .22931, 24212 


. .24310 








Seq. No. 


1304 b 




Seq. ID 


OJ991201_14 .0118 




Gene No. 


27592 




Strand 






Start 


44 38 9 




End 


46287 




Name 


OJ991201_14 . 0118 . C4 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


O "7 1 T *3 

ZlLl 5 




End 


27364 




GI 


none 




Score 


257 




Exons 


rt ""7 1 ~"7 rt rt ~"7 rt /l rt "") 1 T IT 

27173 .. 27364 , 27175 


. . 27351 








Seq. No. 


13045 




Seq. ID 


OJ991201_14 .0118 


. C4 


Gene No. 


27592 




Strand 






Start 


44389 




End 


46287 








■ \J J . LIU 


Method 


TBLASTX: Maize 




Start 


27386 




End 


29413 




GI 


none 




Score 


154 




Exons 


27386. .27535', 27388 


. .27537, 


27388. .27534, 27 628 .. 277 11 , 






27629. .27709, 28492 


. .28602, 


28492. .28605, 28 680 .. 2 91 68 , 






28681. .29265, 28685 


. .29308, 


28685. .29272, 29244 .. 29294 , 






29300. .29413, 29302 


. .29397, 


29304. .29399 




Seq. No. 


13045 




Seq. ID 


OJ991201_14 .0118 


.C4 



13541 




Gene No. 


27592 








Strand 








Start 


44389 








End 


46287 






Name 


OJ991201 14. 0118. C4. 


o5 . tm 


Method 


TBLASTX : 


Maize 




Start 










End 


32229 






GI 


none 








Score. 


217 






Exons 


30641. 


.30889, 


30647. 


. juyui , 


30982. .31101, 30983 


. . JilUz , 






30984. 


.31103, 


31039. 




31083. .3111 


31, 31094 


. . O l-'i O D , 






31110. 


.31181, 


31111. 




31917. .31997, 31925 


. . 3 1 9 9 






32043. 


.32156, 


32071. 


. OZ ID / , 


32148. .32228, 32158 






Seq. No. 


13045 








Seq. ID 


OJ991201 


_14.0118 


.C4 


Gene No. 


27592 








Strand 








Start 


44389 








End 


46287 






Name 


OJ991201 14. 0118. C4. 


ob . tc 


Method 


TBLASTX : 


Cress 




Start 


37684 








End 


38138 






GI 


none 








Score 


45 






Exons 


37684. 


.37728, 


37756. 


"3 H O A Q 


37932. .38138 






Seq. No. 


13045 








Seq. ID 


OJ991201 


14 . Ul lo 


. C4 


Gene No. 


27592 








Strand 








Start 


44389 








End 


46287 






Name 


OJ991201 14. 0118. C4. 


OO . ts 


Method 


TBLASTX: 


Soybean 




Start 


37956 








End 


38939 






GI 


none 








Score 


150 






Exons 


37956. 


.38144, 


38000. 


. 38122 , 


38394..38444, 38472 


. . 38555 , 






38640. 


.38939, 


3870*2. 


. 38896 










Seq. No. 


13045 








Seq. ID 


OJ991201 


_14 .0118 


.C4 


Gene No. 


27592 








Strand 








Start 


44389' 








End 


46287 






Name 


OJ991201 14. 0118. C4. 


o4 . tc 


Method 


TBLASTX: 


Cress 




Start 


38394 








End 


38813 






GI 


none 








Score 


133 






Exons 


38394 . 


.38555, 


38640. 


O O O 1 *D 

. ooolo, 


38723. .38812 






Seq. No. 


13045 








Seq. ID 


OJ991201 


14 . Ullo 


. C4 


Gene No. 


27592 








Strand 








Start 


44389 








End 


46287 






Name 


OJ991201 14. 0118. C4. 


06 . tm 


Method 


TBLASTX: 


Maize 




Start 


38642 








End 


38942 






GI 


none 








Score 


148 






Exons 


38642. 


.38758, 


38649. 


o o t c rt 

.38759, 


38757. .38789, 38774 


*3 O O rt £ 

. .38896, 






38775. 


.38942 














Seq. No. 


13045 








Seq. ID 


OJ991201 


14 . Olio 


. C4 


Gene No. 


27592 








Strand 








Start 


44389 








End 


46287 






Name 


OJ991201 14. 0118. C4. 


ol . tc 


Method 


TBLASTX: 


Cress 




Start 


39933 








* End 


42431 






GI 


none 








Score 


176 






Exons 


39933. 


.40145, 


39946. 


A fl 1 A *5 
. 4 U 1 H J , 


40224 . .40322, 40231 


a n n 

. . H U u , 






40236. 


.40322, 


40362. 


.40574, 


40405. .40572, 40405 


. .40575, 






40694 . 


.40750, 


40695. 


.40766, 


40695. .40769, 40844 


. .41038, 






40854 . 


.41039, 


40854 . 


.41039, 


40855. .41040, 40868 


. .41068, 






40876. 


.41040, 


41158. 


.41319, 


41159. .41326, 41168 


. . 41329, 






41169. 


.41327, 


41753. 


.41836, 


41755. .41844, 41933 


. .42007, 






41935. 


.42009, 


42025. 


.42054, 


42088. .42213, 42140 


. .42178, 





13542 






42243. . 


42431, 42253 


. . 42420 








Seq. No. 


13045 






Seq. ID 


OJ991201 


14 . 0118 


Gene No. 


27592 






Strand 






Start 


44389 






End 


46287 




Name 


OJ991201 14. 0118. C4. 


,o2.tm 


Method 


TBLASTX: 


Maize 


Start 


39973 






End 


42428 




GT 


none 






Score 


224 




Exons 


39973. . 


40143, 39975, 


. . 40145, 


39976. .40143, 40230 


40328, 




40231. . 


40320, 40236, 


. .40322, 


40362. .40574, 40398 


. .40565, 




40405. . 


40572, 40414, 


, .40581, 


40695. .40769, 40696 


. .40764, 




40854 . . 


41039, 40854, 


, . 41039, 


40855. .41040, 41122 


. . 41319, 




41154 . . 


41249, 41159, 


, . 41326, 


41753. .41845, 41754 


. . 41828, 




41755. . 


41844, 41933, 


, . 42025, 


41933. .41989, 41935 


. . 42024 , 




42018. . 


42050, 42019, 


, . 42054, 


42019. .42054, 42085 


. . 42174 , 




42140. . 


42178, 42232, 


. . 42396, 


42243. .42428 




Seq. No. 


13045 






Seq. ID 


OJ991201 


_14.0118 


Gene No. 


27592 






Strand 






Start 


44389 






End 


46287 




Name 


OJ991201 14. 0118. C4, 


. o4 . ts 


Method 


TBLASTX: 


Soybean 


Start 


39975 






End 


40293 




GI 


none 






Score 


120 




Exons 


39975. . 


40145, 39979, 


. .40143, 


40212. .40292, 40213 


. .40293 


Seq. No. 


13045 






Seq. ID 


OJ991201 


_14 . 0118 


Gene No . 


27592 






Strand 






Start 


44389 






End 


46287 




Name 


OJ991201 14. 0118. C4, 


. o2 . ts 


Method 


TBLASTX: 


Soybean 


Start 


40293 






End 


40769 




GI 


none 






Score 


41 




Exons 


40293. . 


40322, 40294, 


. . 40320, 


40398. .40571, 40404 


. . 40574, 




40405. . 


40572, 40695. 


. . 40769, 


40696. .40764 




Seq. No. 


13045 






Seq. ID 


OJ991201 


_14.0118 


Gene No. 


27592. 






Strand 






Start 


44389 






End 


46287 




Name 


OJ991201 14. 0118. C4. 


. o6.ts 


Method 


TBLASTX: 


Soybean 


Start 


42088 ■ 






End 


42414 




GI 


none 






Score 


39 




Exons 


42088. . 


42213, 42148. 


. . 42177, 


42244. .42414, 42249 


. .42413 


Seq. No. 


13045 






Seq. ID 


OJ991201 


_14.0118 


Gene No. 


27592 






Strand 






Start 


44389 






End 


46287 




Name 


OJ991201 14. 0118. C4. 


, ol2 . gs 


Method 


GENSCAN 




Start 


44389 






End 


46287 




GI 


none 






Score 


.92 




Exons 


44389. . 


44582, 45236, 


, . 45623, 


45785. .45880, 46225 


. . 4 6287 


Seq. No. 


13045 






Seq. ID 


OJ991201 


14 . 0118 


Gene No. 


27592 






Strand 






Start 


44389 






End 


46287 




Name 


OJ991201 14. 0118. C4. 


. oil . np 


Method 


AAT/NAP 




Start 


44392 






End 


45467 




GI 


2842486 




Score 


341 




Exons 


44392. . 


44582, 45236, 


, .45467 









13543 




GI Descrip. 


(AL021749) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


13045 


Seq. ID 


OJ991201_14.0118.C4 


Gene No. 


27592 


Strand 




Start 


44389 


End 


46287 


Name 


OJ991201_14 . 0118 . C4 . o5 . tc 


Method 


TBLASTX: Cress 


Start 


44392 


End 


45326 


GI 


none 


Score 


108 


Exons 


4 4392 ..44583, 44437.. 44 58 3, 


44459. .44584, 45201. .45326 


Seq. No. 


13045 


Seq. ID 


OJ991201_14.0118.C4 


Gene No. 


27592 


Strand 




Start 


44389 


End 


46287 


Name 


OJ991201_14 . 0118 . C4 . 08 . tm 


Method 


TBLASTX: Maize 


Start 


44392 


End 


45419 


GI 


none 


Score 


191 


Exons 


44392. .44583, 44437. .44583, 


45207. .45308, 45214 .. 45285, 




452 37.. 45308, 45315.. 45419, 


45340. .45417 


Seq. No. 


13045 


Seq. ID 


OJ991201_14.0118.C4 


Gene No. 


27592 


Strand 




Start 


44389 


End 


46287 


Name 


OJ991201 14 . 0118 . C4 . o5 . ts 


Method 


TBLASTX: Soybean 


Start 


44392 


End 


45416 


GI 


none 


Score 


145 


Exons 


44392.. 44583, 444 37.. 44583, 


44 4 62. .44 584, 45201. .4 5299, 




45237.. 45305, 45 30 9.. 45416 






Seq. No. 


13046 


Seq. ID 


OJ991201_14.0118.C5 


Gene No. 


27593 


Strand 


+ 


Start 


210 


End 


9112 


Name 


OJ991201 14.0118.C5.ol.gs 


Method 


GENSCAN 


Start 


210 


End 


3944 


GI 


none 


Score 


.53 


Exons 


210. .303, 955. .1078, 1510. .1618, 3499. 


.3665, 3890. .3944 


Seq. No. 


13046 


Seq. ID 


OJ991201_14.0118.C5 


Gene No. 


27593 


Strand 


+ 


Start 


210 


End 


9112 


Name 


OJ991201 14.0118.C5.ol.np 


Method 


AAT/NAP 


Start 


1959 


End 


5281 


GI 


6721512 


Score 


94 


Exons 


1959. .1996, 3571. .3665, 3693 


..3822, 4781. .4839, 5240. .5281 


GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 


Seq. No. 


13046 


Seq. ID 


OJ991201_14.0118.C5 


Gene No. 


27593 


Strand 


+ 


Start 


210 


End 


9112 


Name 


OJ991201 14.0118.C5.o2.gp 


Method 


AAT/GAP 


Start 


4635 


End 


7255 


C T 


25105 1.R1084 


Score 


2109 


Exons 


4635. .4933, 5659.-5767, 5862 


..5923, 6050.. 6259, 6375. .6462, 




6540. .6702, 6803. .7001, 7222 


. .7255 




GI Descrip. 


'3044214 1.0e-150 (AF057044) 


acyl-CoA 


oxidase [Arabidopsis 




thaliana] 1 






Seq. No. 


13046 


Seq. ID 


OJ991201_14.0118.C5 



13544 



Gene No. 27593 Strand 

Start 210 End 

Name OJ991201_14 . 0118 .C5 . o2 . gs Method 

Start 4781 End 

GI none Score 

Exons 4781.. 4933, 5659.-5767, 5862.. 6259, 6375 

6803. .7001, 7222. .7419, 7653. .7784, 7948 

8476. .8545, 8646. .8829, 8903. .9112. 



9112 
GEN SCAN 
9112 
. 9 

6462, 6540. 
8068, 8219. 



, 6702, 
,8329, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13046 
27593 
210 

OJ991201_14.0118.C5.o2.np 

4856 

2370232 



Seq. ID OJ991201_14.0118.C5 

Strand + 

End 9112 

Method AAT/NAP 

End 9109 

Score 2494 



4856. .4933, 5659. .5767, 5862. .5923, 6050. .6259, 6375. .6462, 
6540. .6702, 6803. .7001, 7222. .7418, 7653. .7784, 7948. .8068, 
8219. .8329, 8476. .8545, 8646. .8829, 8903. .9109 



GI Descrip. (AJ001341) putative acyl-CoA oxidase [Hordeum vulgare] 



Seq. No. 13046 
Gene No. 27593 
Start 210 

Name OJ991201_14 . 0118 . C5 . o3 . gp 

Start 7653 

GI -uC-osrocyp021b06bl 
Exons 7653.. 7766 

GI Descrip. f 3044214 9.0e-20 (AF057044) 
thaliana] 1 



Seq. ID OJ991201_14.0118.C5 

Strand + 

End 9112 

Method AAT/GAP 

End ' 7766 

Score 188 

acyl-CoA oxidase [Arabidopsis 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



13046 

27594 

9977 

OJ9912 

9977 

467831 

9977. . 

11402. 

12476. 

13474. 

15951. 

17397. 

18275. 

19427. 

20601. 

(AL049 



01_14 .0118.C5.o3.np 



10065, 10672. .10955, 
.11457, 11667. .11744, 
.12592, 12681. .12782, 
.13560, 14003. .14104, 
.16026, 16310. .16388, 
.17486, 17587. .17673, 
.18368, 18445. .18663, 
.19531, 19611. .19649, 
.20682, 20839. .20924, 
658 ) aminoacyl-t-RNA 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991201_14.0118.C5 
+ 



Seq. No. 13046 
Gene No. 27594 
Start 9977 

Name OJ991201_14 . 0118 . C5 . o3 . gs 

Start 10591 
GI none 
Exons 10591. 

12645. 

14003. 

16248. 



21126 
AAT/NAP 
21123 
2605 

11025. .11106, 11196. .11259, 
11899. . 11973, 12202. .12272, 
12962. .13082, 13219. .13303, 
14395. .14 4 58, 15347. .15402, 
16719. .16774, 17 107 .. 17162 , 
17836. .17910, 17986. .18044, 
18762. .18856, 192 68 .. 19358 , 
20027. .20116, 20302. .20403, 
21028. .21123 

synthetase [Arabidopsis thaliana] 

Seq. ID OJ991201_14.0118.C5 

Strand + 

End 21126 

Method GENSCAN 

End 21126 

Score .7 



,10955, 11025. 

,12782, 12962. 

,14104, 14395. 

16290, 17071. 



,11106, 11196. .11259, 11402. .11522, 

,13082, 13217. . 13303, 134 74 .. 13560 , 

,14458, 14673. . 14791, 15918 .. 1 6022, 

,17162, 1734 0. .174 8 6, 17 98 6 1804 4 , 



13545 



18275. .18368, 184 4 5 .. 18663, 19427 .. 19531 , 19611 .. 1964 9, 
20027. .20116, 20302. .20403, 20601 .. 20682, 20839 .. 20924 , 
21028. .21126 

Seq. No. 13046 . Seq. ID OJ991201_14 . 0118 . C5 

Gene No. 27595 J Strand 

Start 315 End 695 

Name OJ991201_14 . 0118 . C5 . ol . gp Method AAT/GAP 

Start 315 End 695 

GI LIB3477-003-P1-K1-E9 Score 92 

Exons 315.. 373, 671-.-.695 

GI Descrip. ' 24 98586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13046 
27596 
9021 
OJ9912 
4802 
none 
4802. . 
5659. . 
5858... 
6372. . 
6800. . 
7642. . 
7941. . 
8475. . 
8909. . 



01 14.0118.C5.ol.tm 



4930, 4803. .4910, 4808, 

5766, 5661.. 5774, 5663. 

5923, 5859.. 5924, 6024. 

6464, 6374..6463, 6532. 

7015, 6801.. 7007, 7202, 

7785, 7646..7792, 7653, 

8066, 8209.. 8337, 8214, 

8546, 8623.. 8832, 8643. 

9067, 9045.. 9107 



Seq. ID OJ991201_14 .0118.C5 
Strand 

End 937 9 

Method TBLASTX : Maize 

End 9114 

Score 120 

.4936, 4810. .4935, 5658. .5765, 
.5773, 5855.. 5923, 5857.. 5922, 
.6257, 6049.. 6258, 6050.. 6259, 
.6705, 6533.. 6703, 6533.. 6706, 
.7378, 7219. .7419, 7219. .7419, 
.7766, 7654. .7788, 7927. .8067, 
.8333, 8215. .8337, 8471. .8548, 
.8831, 8662. .8832, 8899. .9114, 



Seq. No. 13046 
Gene No. 27596 
Start 9021 

Name OJ991201_14 . 0118 . C5 . ol . ts 

Start 4805 
GI none 

Exons 4805. .4930, 4808 .. 4 933," 4813 . 

5855.. 5923, 5857.. 5922, 6039. 
6372. .6464, 6374. .6463, 6533. 
6801. .7007 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991201 14. 0118. C5 



9379 

TBLASTX: Soybean 
7007 
163 

4932, 5661.. 5765, 5662.. 5766, 
6248, 6049.. 6258, 6050.. 6259, 
6703, 6538.. 6702, 6800.. 7003, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13046 
27596 
9021 

OJ991201_14, 
4808 
none 
4808, 
5895, 
6374, 
6538, 
7218, 
7944 , 
8475. 
8909, 



,4936, 
,5924, 
,6463, 
,6720, 
.7394, 
.8060, 
.8546, 
.9067 



0118.C5.ol. tc 



4813. .4935, 5658. 

6049. .6069, 6049. 

6375. .6470, 6528. 

6800.. 7003, 6801. 

7219. .7419, 7646. 

7945. .8076, 8218. 

8635. .8832, 8643. 



Seq. ID OJ991201_14.0118.C5 
Strand 

End 9379 

Method TBLASTX: Cress 

End 9108 

Score 169 

.5765, 5659.. 5763, 5855.. 5923, 
.6243, 6050. .6259, 6372. .6464, 
.6692, 6532.. 6702, 6533.. 6703, 
.7007, 7199. .7357, 7200. .7421, 
.7786, 7653. .7766, 7927. .8061, 
.8370, 8218. .8337, 8474. .8548, 
.8831, 8647. .8835, 8902. .9108, 



13546 



Seq. No. 13046 
Gene No. 27596 
Start * 9021 

Name OJ991201_14 . 0118 . C5 . o4 . ts 

Start 7200 
GI none 

Exons 7200.'. 7403, 7200.. 7427, 7219. 

7653. .7766, 7 655 . . 778 6, 794 1 . 
8218. .8334, 8475.-8546 



Seq. ID 
Strand 
End 

Method 
End 
Score 

,7419, 7609 
,8048, 7942 



OJ991201 14. 0118. C5 



9379 

TBLASTX: Soybean 
8546 
153 

7785, 7646. .7792, 
8046, 8217. .8336, 



Seq. No. 13046 Seq. ID 

Gene No. 27596 Strand 

Start 9021 End 

Name OJ991201_14 . 0118 . C5 . ol . tw Method 

Start 8679 End 

GI none Score 

Exons 8679.. 8831, 8683..8832, 8686. .8835, 8687 

8909. .9067, 8931. .9113, 8941. .9114 



OJ991201 14. 0118. C5 



9379 

TBLASTX: Wheat 
9114 
207 

8845, 8899. .9111, 



Seq. No. 13046 

Gene No. 27596 

Start 9021 

Name OJ991201_14 . 0118 . C5 . o2 . ts 

Start 8692 

GI none 
Exons 



Seq. ID OJ991201_14.0118.C5 
Strand 
End 

Method 
End 
Score 



9379 

TBLASTX : Soybean 

9108 

169 



8692. .8832, 8694. .8831, 8899. .9108, 8909. .9.067 



Seq. No. 13046 

Gene No. 27596 

Start 9021 

Name OJ991201_14 . 01 18 . C5 . o4 . gp 

Start 9021 

GI uC-osflcyp023c06b2 

Exons 9021.. 9379 

GI Descrip. 1 2370231/emb | AJ00134 1 | HVACYLCOA 
putative acyl-CoA oxidase 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991201_14.0118.C5 

9379 
AAT/GAP 
9379 
675 



1.0e-22 Hordeum vulgare mRNA for 



Seq. No. 


13046 






Seq. ID 


OJ991201 


_14 .0118 


.C5 


Gene No. 


27597 






Strand 








Start 


10677 






End 


21141 






Name 


OJ991201 14. 0118. C5. 


o3 . tm 


Method 


TBLASTX: 


Maize 




Start 


10677 






End 


10929 






GI 


none 






Score 


40 






Exons 


10677. .10709, 


10780. 


.10929, 


10782. .10928, 10837 


. .10929 




Seq. No. 


13046 






Seq. ID 


OJ991201 


_14 .0118 


.C5 


Gene No. 


27597 






Strand 








Start 


10677 






End 


21141 






Name 


OJ991201 14. 0118. C5. 


o2.tc 


Method 


TBLASTX: 


Cress 




Start 


10797 






End 


21141 






GI 


none 






Score 


260 






Exons 


10797. .10964, 


10798. 


.10965, 


11023. .11106, 11029 


. .11127, 






11195. . 11269, 


11205. 


.11237, 


11400. .11459, 11401 


. .11460, 






11633. . 11743, 


11658. 


.11756, 


11658. .11744, 11665 


. .11745, 






11901. .11951, 


11903. 


.11974, 


11904. .11975, 12175 


. .12273, 






12189. .12335, 


12476. 


.12598, 


12477. .12635, 12484 


. .12648, 






12681. .12785, 


12682. 


.12780, 


12966. .13037, 13220 


. .13303, 





13547 



13231. .13305, 
14003. .14110, 
16306. .16386, 
17584. .17676, 
17986. .18045, 
18274 . .18381, 
18750. .18857, 
19426. .19533, 
20301. .20405, 
21003. .21122, 



13232. .13306, 
15343. .15444, 
16311. .16388, 
17826. .17861, 
18272. .18364, 
18444. .18671, 
18761. .18856, 
19427. .19534, 
20305. .20406, 
21019. .21141 



13471. .13569, 
15945. .16025, 
16311. . 16388, 
17836. . 17880, 
18273. .18368, 
18445. .18681, 
19262. .19360, 
19602. .19652, 
20556. .20690, 



14002. .14100, 
15950. .16033, 
16313. .16402, 
17985. .18044, 
18273. .18371, 
18720. .18854, 
19266. .19361, 
19619. .19657, 
20838. .20921, 



Seq. No. 13046 Seq. ID 

Gene No. 27597 Strand 

Start 10677 End 

Name OJ991201JL4 . 0118 . C5 . o3 . ts Method 

Start 18273 End 

GI none Score 
Exons 



OJ991201_14.0118.C5 
21141 

TBLASTX: Soybean 

18857 

134 



18273. .18368, 18273 .. 18368, 18430 .. 18681, 18444 .. 18671 , 
18717. .18854, 18750 .. 18857 , 18761.. 18856 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13046 
27597 
10677 

OJ991201_14 .0118 .C5.o2.tm 

18294 

none 

18294. .18368, 18294 .. 1837 1 , 
18445. .18672, 187 15 .. 18852 , 
18761. .18856, 1924 9 .. 19359, 
19267. .19416, 19426 .. 194 61, 



Seq. ID 
Strand . 
End 

Method 

End 

Score 



OJ991201_14.0118.C5 
21141 

TBLASTX: Maize 

19461 

111 



18295. .18369, 18444 .. 18647 , 
18717. .18854, 18759 .. 18857 , 
19262. .19360, - 19266. .19361, 
19427. .19459 



Seq. No. 13046 
Gene No. 27597 
Start 10677 

Name OJ991201_14 .0118 . C5 . o4 . tm 

Start 20022 
GI none 
Exons 20022, 
. 20299, 

20598, 

21003, 

21021, 



,20108, 20023. 

.20427, 20301. 

,20696, 20830. 

,21125, 21016. 
.21128 



.20112, 
.20405, 
.20925, 
.21126, 



Seq. ID OJ991201_14.0118.C5 
Strand 

End 21141 

Method TBLASTX : Mai ze 

End 21133 

Score 116 
20026. .20115, 20027. -.20143', 
20556. .20684, 20581 .. 20685 , 
20838. .20924, 20839 20925 , 
21019. .21126, 21020. .21133, 



Seq. No. 13047 Seq. ID 

Gene No. 27598 Strand 

Start 72 End 

Name OJ991201_14 . 0118 . C6 . ol . gs Method 

Start 72 End. 

GI none Score 

Exons 72.. 160 



OJ991201_14.0118.C6 
160 

GEN SCAN 

160 

.76 



Seq. No. 13048 Seq. ID 

Gene No. 27599 Strand 

Start 116 End 

Name .OJ991201_17 . 0119 . CI . ol . np Method 

Start 116 End 

GI 5091512 • Score 



OJ991201_17.0119.C1 
+ 

800 

AAT/NAP 

800 

839 



13548 






Exons 


116. .294, 336. .800 










GI Descrip. 


(AB023482) Similar to Plasmodium vivax 


circumsporozoite 


protein 






gene, complete cds . (M11926) 


[Oryza sativa] 






Seq. No. 


13048 


Seq. ID 


OJ991201_17 .0119. 


CI 




Gene No. 


27600 


Strand 


— 






Start 


47 


End 


685 






Name 


OJ991201 17.0119.Cl.ol.gs 


Method 


GENSCAN 






Start 


47 


End 


685 






GI 


none 


Score 


1 






Exons 


47. .685 










Seq. No. 


13049 


Seq. ID 


OJ991201_17.0119. 


C2 




Gene .No. 


27601 


Strand 


+ 






Start 


481 


End 


2306 






Name 


OJ991201 17.0119.C2.ol.gs 


Method 


GENSCAN 






Start 


481 


End 


2306 






GI 


none 


Score 


. 63 






Exons 


481. .537, 2045. .2053, 2289.. 


2306 








Seq. No. 


13049 


Seq. ID 


OJ991201_17 . 0119. 


C2 




Gene No. 


27602 


Strand 


+ 






Start 


10003 ' 


End 


10220 




: 


Name 


OJ991201 17.0119.C2.ol.gp 


Method 


AAT/GAP 






Start 


10003 


End 


10220 






GI 


3762565 


Score 


406 




;. ! i 


Exons 


10003.. 10220 








; er 
i 5 =; 


Seq. No. 


13049 


Seq. ID 


OJ991201_17.0119. 


C2 


: t ; 
: : i 


Gene No. 


27603 


Strand 


-f 




ir 

;."! 


Start 


18349 


End. 


18510 






Name 


OJ991201 17.0119.C2.o3.gp 


Method 


AAT/GAP 




i a u 


Start 


1834 9 


End 


18510 






GI 


533 1.R1084 


Score 


178 




: = ~t 


Exons 


1834 9. . 184 02, 18425. .18510 








%f 


GI Descrip. 


? 113172/sp| P15543 | ACP3 HORVU 


9.0e-52 ACYL CARRIER PROTEIN III 






PRECURSOR (ACP III) >gi_100561_pir S17928 acyl carrier 


protein 






3 - barley >gi 166971 (M58754) acyl carrier protein III 


[Hordeun 


u 




. vulgare] ' 










Seq. No. 


13049 


Seq. ID 


OJ991201 17.0119. 


C2 




Gene No. 


27604 


Strand 


+ 






Start 


27059 


End 


27851 






Name 


OJ991201 17.0119.C2.o5.gs 


Method 


GENSCAN 






Start 


27059 


End 


27851 






GI 


none 


Score 


.83 






Exons 


27059. .27361, 27 624 . .27851 










Seq. No. 


13049 


Seq. ID 


OJ991201 17.0119. 


C2 




Gene No. 


27605 


Strand 


+ 






Start 


29814 


End 


31626 






Name 


OJ991201 17.0119.C2.o7.gs 


Method 


GENSCAN 






Start 


29814 


End 


31626 






GI 


none 


Score 


.71 






Exons 


29814. .298 99, 3074 6. .30998, 


31052. .31144, 31510. .31626 






Seq. No. 


13049 


Seq. ID 


OJ991201_17.0119. 


C2 



13549 




Gene No . 


27606 


Strand 


+ 




Start 


31739 


End 


32170 




Name 


OJ991201 17.0119.C2.o4 . gp 


Method 


AAT/GAP 




Start 


31739 


End 


32170 




GI 


2428185 


Score 


717 




Exbns 


31739. .32170 








GI Descrip. 


5852170/emb| AL117265. 1 IOST17804 1.0e-177 Oryza sativa 






indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone:tl7804 


Seq. No. 


13049 


Seq. ID 


OJ991201JL7.0119 


.C2 


Gene No. 


27607 


Strand 






Start 


3530 


End 


8701 




Name 


OJ991201 17 .-0119.C2.o2.gs 


Method 


GENSCAN 




Start 


3530 


End 


8701 




GI 


none 


Score 


.56 




Exons 


3530.. 3561, 4022.. 4377, 4900 


..4960, 5682. .5853, 8324. .8 


701 


Seq. No. 


13049 


Seq. ID 


OJ991201_17.0119 


.C2 


Gene No. 


27608 


Strand 






Start 


9619 


End 


11675 




Name 


OJ991201 17.0119.C2.ol . np 


Method 


AAT/NAP 




Start 


9619 


End 


11645 




GI 


3335378 


Score 


508 




Exons 


,9619.. 9656, 10830,. . 11112 , 11218.. 11645 






GI Descrip. 


(AC003028) putative MYB family transcription factor [Arabidopsis 




■j- Vi a 1 -J anaT 
ulici-L-Lclllci J 








Seq. No. 


13049 


Seq. ID 


•OJ991201_17.0119 


.C2 


Gene No. 


27608 


Strand 






Start 


9619 


End 


11675 




Name 


OJ991201 17.0119.C2.o3.gs 


Method 


GENSCAN 




Start 


10641 


End 


11675 




GI 


none 


Score 


.82 




Exons 


10641. .11112, 11218.. 11675 








Seq. No. 


13049 


Seq. ID 


OJ991201_17.0119 


.C2 


Gene No. 


27609 


Strand 






Start 


11628 


v End • 


11785 




Name 


OJ991201 17.0119.C2.o2.gp 


Method 


AAT/GAP 




Start 


' 11628 


End 


11785 




GI 


none 


Score 


249 




Exons 


11628. . 11785 








Seq. No. 


13049 


Seq. ID 


OJ991201_17.0119 


,C2 


Gene No. 


27610 


Strand 






Start 


28047 


End 


36923 




Name 


OJ991201 17.0119.C2.ol.ts 


Method 


TBLASTX : Soybean 




Start 


10809 


End 


11577 




GI 


none ' 


Score 


189 




Exons 


10809. .11114, 10924. .11133, 


10972. .11115, 11217. . 11285, 






11218. .11265, 11400. .11576, 


11401. .11577 




Seq. No. 


13049 


Seq. ID 


OJ991201_17.0119 


.C2 


Gene No. 


27610 


Strand 






Start 


28047 


End 


36923 




Name 


OJ991201 17.0119.C2.o7.tw 


Method 


TBLASTX: Wheat 




Start 


10887 


End 


11266 





13550 



# 





GI 


none 




Score 


82 






Exons 


10887. . 11114, 10887 


. . 10988, 


10918. .10971, 10918. .11112, 








10992. .11114, 11217 


. . 11264, 


11221. .11265, 11222.. 11266 






Seq. No. 


13049 




Seq. ID 


OJ991201_17.0119 


. C2 




Gene No. 


27610 




Strand 








Start 


28047 




End. 


36923 






Name 


OJ991201 17 0119. C2 


. ol . tm 


Method 


TBLASTX: Maize 






Start 


10917 




End 


11696 






GI 


none 




Score 


268 






Exons 


10917. .11114, 10918 


. . 11133, 


11217. .11273, 11218. .11274, 








11322. .11357, 11388 


. .11507, 


11511. .11591, 11607. .11630, 








11658. . 11696 












Seq. No. 


13049 




Seq. ID 


OJ991201_17.0119 


.C2 




Gene No. 


27610 




Strand 








Start 


28047 




End 


36923 






Name 


OJ991201 17. 0119. C2 


.ol.tc 


Method 


TBLASTX: Cress 






Start 


10932 




End 


11295 






GI 


none 




Score 


169 






Exons 


10932. .11114, 10936 


. .11148, 


11217. .11264, 11221. .11295 






Seq. No. 


13049 




Seq. ID 


OJ991201_17.0119, 


,C2 


'tut 


Gene No. 


27610 




Strand 






a » 


Start 


28047 




End 


36923 






Name 


OJ991201 17. 0119. C2, 


. o2 . tc 


Method 


TBLASTX: Cress 




i'i I 


Start 


11334 




End 


11592 




\ y 


GI 


none 




Score 


145 




Lli 


Exons 


11334. .11357, 11388, 


. . 11591, 


11395. .11592 




J. = f 


Seq. No. 


13049 




Seq. ID 


OJ991201_17.0119, 


,C2 


!"{_§ 


Gene No. 


27610 




Strand 








Start 


28047 




End 


36923 






Name 


OJ991201 17. 0119. C2. 


.08/tw 


Method 


TBLASTX: Wheat 






Start 


11334 




End 


35616 




'M 


GI 


none 




Score 


42 






Exons 


11334. .11357, 11335, 


. .11358, 


11388. .11612, 11395. .11595, 




5 sr 




11631. .11660, 35481. 


, .35540, 


35575. .35616 




;> = t 

a? 
s; 


Seq. No. 


13049 




Seq. ID 


.OJ991201_17.0'119. 


,C2 


! t 
'a 


, Gene No. 


27610 




Strand 








Start 


28047 




End 


36923 






Name 


OJ991201 17. 0119. C2. 


, 06 . gs 


Method 


GENSCAN 






Start 


28047 




End 


29702 






GI 


none 




Score 


.56 






Exons 


28047. .28789, 28849. 


.28894, 


28923. .29702 






Seq. No. 


13049 




Seq. ID 


OJ991201_17.0119. 


C2 




Gene No. 


27610 




Strand 








Start 


28047 




End 


36923 






Name 


OJ991201 17. 0119. C2. 


o2 . np 


Method 


AAT/NAP 






Start 


28050 




End 


36384 






GI 


6498441 




Score 


5076 






Exons 


28050. .28331, 28425. 


.29833, 


33004. .33634, 33808 .. 33942 , 








34125. .34498, 34538. 


.34987, 


35320. .36384 






GI Descrip. 


(AP000815) EST C7278 


t6(E2258) 


corresponds to a region of 


the 



predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 



13551 



retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 13049 Seq. ID 

Gene No. 27610 Strand 

Start 28047 End 

Name OJ991201_17 . 0119 . C2 . o2 . tw Method 

Start . 28059 End 

GI none Score 

Exons 28059. .28184, 28063 .. 28185, 28199 

28372. .28518, 284 32 .. 28668 , 28558 



28522, 
28656 



OJ991201_17.0119.C2 
36923 

TBLASTX : Wheat 

28668 

76 

28215. .28667, 



Seq. No. 13049 Seq. ID 

Gene No. 27610 Strand 

Start 28047 End 

Name OJ991201_17 . 0119 . C2-. o5 . tm Method 

Start 28182 End 

GI none Score 

Exons 28182. .28445 



OJ991201_17.0119.C2 
36923 

TBLASTX: Maize 

28445 

222 



Seq. No. 13049 Seq. ID 

Gene No. 27610 Strand 

Start 28047 End 

Name OJ991201_17 . 0119 . C2 . o4 . tw Method 

Start 28675 End 

GI none Score 

Exons 28675. .29043, 28689.. 29042 



OJ991201_17.0119.C2 
36923 

TBLASTX: Wheat 

29043 

208 



Seq. No. 13049 Seq. ID 

Gene No. 27610 Strand 

Start 28047 End 

Name OJ991201_17 . 0119 . C2 . o2 . tm Method 

Start 28848 End 

GI none Score 

Exons 28848. .29180, 28870.. 29067 



OJ991201_17.0119.C2 
36923 

TBLASTX: Maize 

29180 

177 



Seq. No. 13049 Seq. ID 

Gene No. 27610 Strand 

Start 28047 End 

Name OJ991201_17 . 0119 . C2 . o5 . tw Method 

Start 29535 End 

GI none Score 

Exons 29535.-29822, 29617 29865, 29898 .. 30014 , 29899 .. 30009, 
29913. .30017 



OJ991201_17.0119.C2 
36923 

TBLASTX: Wheat 
30017 
150 



Seq. No. 


13049 






Seq. ID 


OJ991201_17.0119, 


.C2 


Gene No. 


27610 






Strand 






Start 


28047 






End 


36923 




Name 


OJ991201 17. 


0119. C2. 


. o3 . ts 


Method 


TBLASTX : Soybean 




Start 


29589 






End 


30017 




GI 


none 






Score 


90 




Exons 


29589. .29822 


, 29919. 


. .30017 








Seq. No. 


13049 






Seq. ID 


OJ991201_17.0119. 


,C2 


Gene No. 


27610 






Strand 






Start 


28047 






End 


36923 




Name 


OJ991201 17. 


0119. C2. 


,o8 .gs 


Method 


GENSCAN 




Start 


31997 






End 


36923 





13552 




GI 


none 






Score 


.62 




P von 


31997. 


.32130, 32396 


. . 32511, 


33191. .33300, 33630 .. 33996, 






34125. 


.34418, 34553 


. .34868, 


35012. .35762, 35862.. 36923 




Seq. No. 


13049 






Seq. ID 


OJ991201_17 . 0119 


.C2 


Gene No. 


27610 






Strand 


~~ 




Start 


28047 






End 


36923 




Name 


OJ991201 17. 0119. C2 


,ol0 . tw 


Method 


TBLASTX: Wheat 




Start 


33009 






End 


33265 




GI 


none 






Score 


118 




Exons 


33009. 


.33191, 33014 


. . 33265 








Seq. No. 


13049 






Seq. ID 


OJ991201_17.0119 


■ C2 


Gene No. 


27610 






Strand 






Start 


28047 






End 


36923 




Name 


OJ991201 17. 0119. C2 


,o2.ts 


Method 


TBLASTX : Soybean 




Start 


33473 






' End 


33842 




GI 


none 






Score 


63 




Exons 


33473. 


.33523, 33505 


.33648, 


33666.-33842, 33730.. 33828 




Seq. No. 


13049 






Seq. ID 


OJ991201_17.0119 


.C2 


Gene No. 


27610 






Strand 






Start 


28047 






End 


36923 ' 




Nairie 


OJ991201 17. 0119. C2 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


33517 






End 


33920 




GI 


none 






Score 


82 






33517. 


.33648, 33518 


. 33649, 


33586.-33822, 33651 .. 33920, 






33655. 


.33915 










Seq. No. 


13049 






Seq. ID 


OJ991201_17.0119 


.C2 


Gene No. 


27610 






Strand 






Start 


28047 






End 


36923 




Name 


OJ991201 17. 0119. C2 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


33595 






End 


33978 




GI 


none 






Score 


71 




Exons 


33595. 


.33648, 33648 


. 33977, 


33708. .33977, 33721.. 33978 




Seq. No. 


13049 






Seq. ID 


OJ991201_17.0119 


.C2 


Gene No. 


27610 






Strand 






Start 


28047 






End 


36923 




Name 


OJ991201 17. 0119. C2 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


34005 






End 


34360 




GI 


none 






Score 


148 




Exons 


34005. 


,34049, 34050 


. 34319, 


34055. .34324, 34055.. 34360 




Seq. No. 


13049 






Seq. ID 


OJ991201_17.0119 


. C2 


Gene No. 


27610 






Strand 






Start 


28047 






End 


36923 




Name 


OJ991201 17. 0119. C2 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


34033 






End 


34491 




GI 


none 






Score 


68 




Exons 


34033. 


. 34278, 34042 


.34209, 


34046. .344 


89, 34049. .34489, 






34050. 


.34490, 34309 


.34491, 


34360. .344 


91 




Seq. No. 


13049 






Seq. ID 


OJ991201_17.0119 


.C2 


Gene No. 


27610 






Strand 






Start 


28047 






End 


36923 





13553 




Name 


OJ991201 17. 0119. C2 


. o4 . ts 


Method 


TBLASTX : Soybean 




Start 


34085 




End 


34450 




GI 


none 




Score 


114 




Exons 


34085. .34219, 34226 


. . 34450 








Seq. No. 


13049 




Seq. ID 


OJ991201__17.0119 


-C2 


Gene No. 


27610 




Strand 






Start- 


28047 




End 


36923 




Name 


OJ991201- 17. 0119. C2 


. 06 . tw 


Method 


TBLASTX: Wheat 




Start 


34615 




. End 


35057 




GI 


none 




Score 


134 




Exons 


34615. . 34995, 34649 


. . 34885, 


34675. .34995, 34989 35057 , 






34990. . 35046 










Seq. No. 


13049 




Seq. ID 


OJ991201_17.0119 


.C2 


Gene No. 


27610 




Strand 






Start 


28047 




End 


36923 




Name 


OJ991201 17. 0119. C2 


. o9. tw 


Method 


TBLASTX: Wheat 




Start 


35844 




End 


36186 




GI 


none 




Score 


115 




Exons 


35844 . . 36116, 35878 


. .36117, 


36084. .36182, 36085.. 36186 




Seq. No. 


13049 




Seq. ID 


OJ991201_17.0119 


.C2 


Gene No. 


27610 




Strand 






Start 


28047 




End 


36923 




Name 


■ OJ991201 17. 0119. C2 


.06. tm 


Method 


TBLASTX: Maize 




Start 


35946 ~ 




End 


36231 




GI 


none 




Score 


104 




Exons 


35946. . 36194, 35947 


. .36231 








Seq. No. 


13050 




Seq. ID 


OJ991201_17.0119 


. C3 


Gene No . 


27611 




Strand 


+ 




Start 


12154 




End 


16766 




Name 


OJ991201 17. 0119. C3 


. o3 . gs 


Method 


GEN SCAN 




Start 


12154 




End 


16766 




GI 


none 




Score 


.65 




Exons 


12154 . . 12521, 12789 


. . 12992, 


1308 6. .13211, 13216. .134 68, 






13551. . 13569, 13599 


. . 13891, 


14186. .142C 


16, 15656. .15938, 






16187. .16264, 16432 


. . 16766 








Seq. No. 


13050 




Seq. ID 


OJ991201_17.0119 


.C3 


Gene No. 


27612 




Strand 


+ 




Start 


23601 




End 


30059 




Name 


OJ991201 17. 0119. C3 


. o5 . QS 


Method 


GEN SCAN 




Start 


23601 




End 


30059 




GI 


none 




Score 


.44 




Exons 


23601. .23673, 24013 


. .24149, 


24213. .2437 


8, 29632.. 30059 




Seq. No. 


13050 




Seq. ID 


OJ991201_17.0119 


.C3 


Gene No. 


27613 




Strand 


+ 




Start 


30004 




End 


30660 




Name 


OJ991201 17. 0119. C3, 


. ol . np 


Method 


AAT/NAP 




Start 


30004 




End 


30660 




GI 


5923672 




Score 


121 




Exons 


30004 . .30054, 30442, 


. .30660 








GI Descrip. 


(AC009326) unknown protein 


[Arabidopsis 


; thaliana] 





13554 



Seq. No. 13050 

Gene No. 27614 

Start 1844 

Name OJ991201_17 . 0119 . C3 . ol . gs 

Start 1844 

GI none 

Exons 1844.. 2026, 
6428. .6511, 



2058.. 2152, 2416. 
6726.. 6821, 7365. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2566, 3063. 
.7446, 9067. 



OJ991201 17. 0119. C3 



9257 
GENSCAN 
9257 
.52 

3231, 
9257 



3520. .3608, 



Seq. No. 


13050 


Seq. ID 


OJ991201_17 .0119. 


.C3 


Gene No. 


27615 


Strand 






Start 


30201 


End 


30608 




Name 


OJ991201 17.0119.C3.o6.gs 


Method 


GENSCAN 




Start 


30201 


End 


30608 




GI 


none 


Score 


.66 




Exons 


30201. .30608 








o e q • in o . 


13051 


Seq. ID 


OJ991201_17.0119. 




Gene No. 


27616 


Strand 


+ 




Start 


1 


End 


1708 




Name 


OJ991201 17.0119.C4.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1705 




GI 


4895178 


Score 


522 




Exons 


1..223, 269. .1047, 1084. .1504 


, 1565.. 


1705 




GI Descrip. 


(AC007661) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


13051 


Seq. ID 


OJ991201__17.0119. 


,C4 


Gene No. 


27616 


Strand 


+ 




Start 


1 


End 


1708 




Name 


OJ991201 17.0119.C4.ol.gs 


Method 


GENSCAN 




Start 


48 


End 


1708 




GI 


none 


Score 


.48 




Exons 


48. .1708 









Seq. No. 13051 

Gene No. 27617 

Start 2115 

Name OJ991201_17 . 0119 . C4 . ol . tm 

Start 583 

GI none 

Exons 583.. 693, 604.. 795, 617.. 793 



Seq. ID OJ991201 17. 0119. C4 



Strand 
End 

Method 

End 

Score 



+ 

4535 

TBLASTX: Maize 

795 

73 



Seq. No. 13051 

Gene No. 27617 

Start 2115 

Name OJ991201_17 . 0119 . C4 . o2 . tm 

Start 1091 

GI none 

Exons 1091.. 1195, 1108.. 1173, 1124, 
1349. .1405, 1352. .1411 



Seq. ID OJ991201_17.0119.C4 

Strand + 

End 4535 

Method TBLASTX: Maize 

End 1411 

Score 89 

.1300, 1153. .1383, 1321. .1383, 



Seq. No. 13051 Seq. ID OJ991201_17 . 0119 . C4 

Gene No. 27617 Strand + 

Start 2115 End 4535 

Name OJ991201_17 . 0119 . C4 . o2 . np Method AAT/NAP 

Start 2115 End 4535 

GI 6721512 Score 207 



13555 






2115. .2137, 4029. .4144, 4172, 


..4305, 4348. .4384, 


4496. .4535 


(it np<?rrit) 


(AP001072) hypothetical protein [Oryza 


9 a t i va 1 








Seq. No. 


13052 


Seq. ID 


OJ991201_ 


17 


.0119. 


.C5 


Gene No. 


27618 


Strand 


+ 








Start 


3388 


End 


4967 








Name 


OJ991201 17.0119.C5.o2.gs 


Method 


GENSCAN 








Start 


3388 


End 


4967 








GI 


none 


Score 


.73 










3388. .3730, 3820. .3951, 4085. 


. .4214, 4955. .4967 








Seq. No. 


13052 


Seq. ID 


OJ991201_ 


17 


. 0119. 


, C5 


Gene No . 


27619 


Strand 










Start 


3783 


End 


5286 








Name 


OJ991201 17.0119.C5.ol.np 


Method 


AAT/NAP 








Start 


3783 


End 


5286 








GI 


2500716 


Score 


76 








Exons 


3783. .3971, 5248. .5286 












GI Descrip. 


PATHOGENES I S -RELATED PROTEIN 


PR-1 TYPE 


PRECURSOR 









gi I 1076695 | pir | | S51679 pathogenesis-related protein (PR-1 type) 
precursor - European elder gi | 603886 | emb | CAA87071 | (Z46947) 
pathogenesis-related protein, PR-1 type [Sambucus nigra] 





1 ^0S2 








Seq. ID 


•OJ991201_17.0119, 


.C5 


Con q Klo 


£. 1 O £. U 








Strand 






Start 


. 6161 








End 


9666 




Name 


OJ991201 17 


.0119. 


C5.o3. 


gs 


Method 


GENSCAN 




Start 


6161 








End 


9666 




GI 


none 








Score 


.45 




Exons 


6161. .6702, 


6982. 


.7480, 


9448 , 


. .9507, 9552. .9666 




Seq. No. 


13052 








Seq. ID 


OJ991201_17.0119, 


.C5 


Gene No. 


27620 








Strand 






Start 


6161 








End 


9666 




Name 


OJ991201 17 


.0119. 


C5.o2. 


np 


Method 


AAT/NAP 




Start 


6547 








End 


6802 




GI 


4680197 








Score 


190 




Exons 


6547. .6802 














GI Descrip. 


(AF114171) 


putative beta-ketoacyl-CoA 


synthase [Sorghum bicolor] 


Seq. No. 


13052 








Seq. ID 


OJ991201_17.0119. 


,C5 


Gene No. 


27620 








Strand 






Start 


6161 








End 


9666 




Name 


OJ991201 17 


.0119. 


C5.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


6612 








End 


6803 




GI 


none 








Score 


163 




Exons 


6612. .6803, 


6617. 


.6802 










Seq. No. 


13052 








Seq. ID 


OJ991201_17.0119, 


,C5 


Gene No. 


27620 








Strand 






Start 


6161 








End 


9666 




Name 


OJ991201 17 


.0119. 


C5.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


6645 








End 


6802 




GI 


none 








Score 


140 




Exons 


6645. . 6794, 


6653. 


.6802, 


6667. 


. 6801 






Seq. No. 


13052 








Seq. ID 


OJ991201_17.0119. 


C5 



13556 





Gene No. 


27620 


Strand 






Start 


6161 


End 


9666 




Naiue 


OJ991201 17.0119.C5.ol.tc 


Method 


TBLASTX: Cress 




Start 


6653 


End 


6802 




GI 


none 


Score 


117 




Exons 


6653. . 6802, 6678 . . 6800 




_ 




Seq. No. 


13052 


Seq. ID 


OJ991201_17.0119.C5 




Gene No. 


27620 


Strand 






Start 


6161 


End 


9666 




Name 


OJ991201 17 . 0119.C5 . ol . ts 


Method 


TBLASTX : Soybean 




Start 


6653 ~ 


End 


6802 




GI 


none 


Score 


101 




Exons 


6653. . 6802, 6654 . . 6788 








Seq. No. 


13053 


Seq. ID 


OJ991201 17. 0119. C6 




Gene No. 


27621 


Strand 


+ ~ 




Start 


184 


End 


3156 




Name 


OJ991201 17.0119.C6.ol.gs 


Method 


GENSCAN 




Start 


184 


End 


3156 




GI 


none 


Score 


.73 




Exons 


184. .387, 459. .653, 2020. .2103, 2315.. 


2461, 2631. .2714, 






2852. .2885, 2984;. 3156 






1"! 

Si 


Sea No 


13053 


Seq. ID 


OJ991201_17.0119.C6 




Gene No . 


27621' 


Strand 


+ 


w 


Start 


184 


End 


3156 


i ;.3 


Name 


OJ991201 17.0119.C6.ol.gp 


Method 


AAT/GAP 


□ 


Start 


2073 


End 


3046 




GI 


2311573 


Score 


753 


Q 


Exons 


2073. .2103, 2190. .2234, 2315.. 


2461, 2577. .2717, 2854. .2886, 






2984. .3046 








GI Descrip. 


48 95179/gb|AAD327 66. 1 IAC007 661 


_3 3.0e- 


47 (AC007661) hypothet 






protein [Arabidopsis thaliana] 






-\ 


Seq. No. 


13053 


Seq. ID 


OJ991201_17.0119.C6 




Gene No. 


27622 


Strand 


+ 




Start 


108 96 


End 


11124 




Name 


OJ991201 17.0119.C6.o4.gp 


Method 


AAT/GAP 


□ 


Start 


10896 


End 


11124 




GI 


3761181 


Score 


337 




Exons 


10896. . 11124 








GI Descrip. 


4521193/dbj | AB013450. 1 IAB013450 1.0e-99 Oryza sativa DNA, 






similar sequence to Pib gene 








Seq. No. 


13053 


Seq. ID 


OJ991201_17.0119.C6 




Gene No . 


27623 


Strand 


+ 




Start 


12118 


End 


21067 




Name 


OJ991201 17,0119. C6.ol.np 


Method 


AAT/NAP 




Start 


12118 


End 


21067 




GI 


5091513 


Score 


1553 




Exons 


12118. .12858, 13594. .14112, 14153. .144 


43, 14939. .15011, 






19777. .19867, 20994. .21067 








GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 




Seq. No. 


13053 


Seq. ID 


OJ991201_17.0119.C6 




Gene No. 


27623 


Strand 





13557 



Start 12118 End 21067 

Name OJ991201_17 . 01 19 . C6 . 06 . gp Method AAT/GAP 

Start 16491 End 16719 

GI 3761181 Score 335 

Exons 16491.. 16719 

GI Descrip. 4521193/dbj | AB013450 . 1 | AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 



Seq. No. 


13053 








27624 






Start 


21273 






Name 


OJ991201 17.0 


119. C6 


.06. gs 


Start 


21273 






GI 


none 






Exons 


21273. .21698, 


22052 


. .22160, 


Sea No. 


13053 






Gpnp No . 


27625 






Start 


27513 






Name 


OJ991201 17.0 


119. C6 


. o3 . np 


Start 


27436 






GI 


4895186 






Exons 


27436. .27455, 


29264 


. .29336, 




29740. .29872, 


29966 


. .30195, 




31819. .31873 






GI Descrip. 


(AC007661) similar 


to axi 1 




[Arabidopsis 


thaliana] 


Seq. No. 


.. 13053 






Gene No. 


27625 






Start 


27513 






Name 


OJ991201 17. 0119. C6 


.08 .gs 


Start 


27513 






GI 


none 






Exons 


27513. .28088, 


29404 


. .29493, 




30850,. .31036, 


31458 


. .31487 



Seq. " ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 

29423 

30301 



OJ991201_17.0119.C6 
+ 

22277 
GENSCAN 
22277 
.47 



OJ991201_17.0119.C6 
+ 



31873 
AAT/NAP 
31873 
1379 
29493, 29569. 
30777, 30850. 



.29657, 
.31044, 



protein from Nicotiana tabacum 



Seq. ID OJ991201_17.0119.C6 

Strand + 

End 31873 

Method GENSCAN 

End 31487 

Score .58 
29569. .29657, 30301 .. 30777 , 



Seq. No. 


13053 


Seq. ID 


OJ991201 


Gene No. 


27626 


Strand 




Start 


3823 


End 


5861 


Name 


OJ991201 17.0119.C6.o2.gp 


Method 


AAT/GAP 


Start 


3823 


End 


5479 


GI 


16463 1.R1084 


Score 


1043 


Exons 


3823. .4207, 4298. .4435, 5430.. 


5479 




GI Descrip. 


'4 521193/dbj | AB013450 . 1 | AB0134 


50 l.Oe- 


99 Oryza 




similar sequence to Pib gene 1 






Seq. No. 


13053 


Seq. ID 


OJ991201 


Gene No. 


27626 


Strand 




Start 


3823 


End 


5861 


Name 


OJ991201 17.0119.C6.o3.gs 


Method 


GENSCAN 


Start 


4166 


End 


5861 


GI 


none 


Score 


. 99 


Exons 


4166. .4207, 4298. .4435, 5430.. 


5525, 5637.. 5861 


Seq. No. 


13053 


Seq. ID 


OJ991201 


Gene No. 


27627 


Strand 





17. 0119. C6 



13558 




Start 


10777 


End 


10887 




Name 


OJ991201 17.0119.C6.o3.gp 


Method 


AAT/GAP 




Start 


10777 


End 


10887 




GI 


5816518 


Score 


158 




Rxnns 


10777. .10887 








GI Descrio. 


4521193/dbj | AB013450 . 1 | AB013450 3.0e-40 Oryza sativa DNA, 




similar sequence to Pib gene 








Sea No. 


13053 


Seq. ID 


OJ991201_17.0119 


.C6 


Gene No. 


' 27628 


Strand 






Start 


16377 


End 


16482 




Name 


OJ991201 17.0119.C6.o5.gp 


Method 


AAT/GAP 




Start 


16377 


End 


16482 




GI 


5816518 


Score 


163 




P von 


16377. .16482 








VJ J. 1*/ ^ O v-* ^ J- • 


4521193/dbj | AB0134 50 . 1 | AB013450 3.0e-40 Oryza sativa DNA, 




OXIUXXGLX OC^liCilLC LU IT XAJ y CI 1C 








Sea No 


1 JU J J 


Seq. ID 


OJ991201_17.0119, 




Gene No. 


27629 


Strand 






Start 


17264 


End 


19706 




Name 


0.7991 201 17 0119 Pfi oS nq 


Method 


GENSCAN 




Start 


1 1 7 fid ~ 

X t eL \j 1 


End 


19706 




GI 


nunc 


Score 


.56 




P von s 


17964 17400 17841 178R6 


17 970. .18070, 18 995. .19093, 






19556 19706 








Seq. No. 


13053 


Seq. ID 


OJ991201_17.0119, 


.C6 


Gene No. 


27630 


Strand 






Start 


23301 


End 


26489 




Name 


O.T991 201 17 01 1 9 Tfi o7 n<i 


Method 


GENSCAN 




Start 


21301 _ 


End 


26489 




GI 


none 


Score 


.4 




Exons 


23301 24266 24402 24589 


26378. .26489 




Seq. No. 


13053 


Seq. ID 


OJ991201_17.0119. 


.C6 


Gene No. 


27631 


Strand 






Start 


31822 


End 


34859 




Name 


OJ991201 17.0119.C6.o6.tm 


Method 


TBLASTX: Maize 




Start 


298 


End 


1620 




GI 


none 


Score 


87 




Exons 


298. .387, 1387. .1620, 1392.. 


1526, 1548 


. .1613 




Seq. No. 


13053 


Seq. ID 


OJ991201_17.0119, 


,C6 


Gene No. 


27631 


Strand 






Start 


31822 


End 


34859 




Name 


OJ991201 17.0119.C6.o3.tc 


Method 


TBLASTX: Cress 




Start 


1387 


End 


1620 




GI 


none 


Score 


192 




P von s 


1387.. 1620, 1392.. 1526, 1546 


. .1602 






Seq. No. 


13053 


Seq. ID 


OJ991201_17.0119. 


C6 


Gene No. 


27631 


Strand 






Start 


31822 


End 


34859 




Name 


OJ991201 17.0119.C6.o2.tm 


Method 


TBLASTX: Maize 




Start 


1825 


End 


2461 




GI 


none 


Score 


288 





13559 



Exons 1825. .2025, 1830. .2027, 2020. .2103, 2021. .2104, 2185. .2235, 

2189. .2236, 2190. .2237, 2191. .2241, 2298. .2459, 2313. .2459, 
2314. .2460, 2315. .2461 



Seq. No. 


13053 






Gene No. 


27631 






Start 


31822 






Name 


OJ991201 17. 


0119. 


C6.o3. 


Start 


2211 






GI 


none 






Exons 


2211. .2237, 


2315. 


.2461, 


Seq. No. 


13053 






Gene No. 


27631 






Start 


31822 






Name 


OJ991201 17.. 


0119. 


C6.o2. 


Start 


2351 






GI 


none 






Exons 


2351. .2461, 


2351. 


.2461, 




2851. .2886, 


2983. 


.3078, 



Seq. ID OJ991201J.7. 0119. C6 
Strand 

End 34859 
ts Method TBLASTX : Soybean 

End 2726 
Score 44 
2323. .24 60, 25 68. .272 6, 2573. .2695 

Seq. ID OJ991201_17.0119.C6 
Strand 

End 34859 

tc Method TBLASTX : Cress 

End 3078 

Score 117 
2568. .2726, 2573. .2707, 2849. .2887, 
3000. .3068 



Seq. No. 13053 

. SB . Gene No. 27 631 

U Start 31822. 

Q Name OJ991201_17 . 0119 . C6 . o4 . tm 

?f\ Start 4134 

r;| GI none 

Exons 4134.. 4205, 4166.. 4207, 4295. 

H 4309. .4437, 5430. .5495, 5430. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4435, 4302 
.5495, 5431 



OJ991201 17. 0119. C6 



34859 

TBLASTX: Maize 
5867 
55 

4436, 4308. .4436, 
5514, 5504. .5527, 



5505. .5528, 5637. .5690, 5724. .5783, 5734. .5781, 5763. .5867 



Seq. No. 13053 
Gene No. 27631 
Start 31822 

Name OJ991201JL7 . 011 9 . C6 . ol . tm 

Start 29261 
GI none 

Exons 29261. .29314, 29270 .. 29314 , 

2 9569. .2 9652, 29569. .29607, 
29972. .30205, 30298. .30390, 



Seq. ID 

Strand 
End 

Method 
End 
Score 

29436 

29731 



OJ991201 17. 0119. C6 



34859 

TBLASTX: Maize 
30490 
47 

29492, 29437 
29874, 29738 



30299. .30490, 30302. 



29496, 
29905, 
30487 



Seq. No. 13053 
Gene No. 27 631 

Start 31822 

Name OJ991201__17 . 0 11 9 . C6 . o2 . ts 

Start 29267 
GI none 

Exons 29267. .29329, 29273 29314 , 

29569. .29655, 29569 29655, 
29738. .29905 



Seq. ID 
Strand 
End 

Method 

End 

Score 
29436.-29492, 29437 
29573. .29656, 29731 



OJ991201 17. 0119. C6 



34859 

TBLASTX: Soybean 
29905 
87 

29496, 
29868, 



Seq. No. 13053 Seq. ID 

Gene No. 27 631 Strand 

Start 31822 End 

Name OJ991201_17 . 0119 . C6 . ol . tc Method 

Start 29956 End 

GI none Score 



OJ991201_17.0119.C6 
34859 

TBLASTX: Cress 

30778 

74 



13560 




F.xons 


29956. .30198, 29972. 


. . 30205, 


30007. .30054, 30109 .. 30210 , 






30298 . . 30372, 30299. 


. .30370, 


30300. .30371, 30422 .. 30778 , 






30439. . 30777, 30617. 


, . 30778 








Seq. No. 


13053 




Seq. ID 


OJ991201_17.0119 


.C6 


Gene No. 


27631 




Strand 






Start 


31822 




-'-End 


34859 




Name 


OJ991201 17. 0119. C6. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


29972 




End 


30778 




GI 


none 




Score 


218 




Exons 


29972 . . 30205, 29972. 


. 30190, 


30298. .30390, 30299. .30778, 






30439. . 30582, 30616. 


. 30777 








Seq. No. 


13053 




Seq. ID 


OJ991201_17.0119 


.C6 


Gene No. 


27631 




Strand 






Start 


31822 




End 


34859 




Name 


OJ991201 17. 0119. C6. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


30588 




End 


30778 




GI 


none 




Score 


269 




Exons 


30588. .30773, 30589. 


. 30777, 


30590. .307 


78 




Seq. No. 


13053 




Seq. ID 


OJ991201__17.0119 


.C6 


Gene No. 


27631 




Strand 






Start 


31822 




End 


34859 




Name 


OJ991201 17. 0119. C6. 


o4 . ts 


Method 


TBLASTX : Soybean 




Start 


30848 ~~ 




End 


31030 




GI 


none 




Score 


201 




Rxon 

l^t \*/ 1 1 o 


30848. .31012, 30857. 


. 31030, 


30919. .31029 




Seq. No. 


13053' 




Seq. ID 


OJ991201__17.0119 


.C6 


Gene No. 


27631 




Strand 






Start 


31822 




End 


34859 




Name 


OJ991201 17. 0119. C6. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


30848 ~ 




End 


31036 




GI 


none 




Score 


199 




Exons 


30848. .31036, 30848. 


. 30982, 


30907. .31020 




Seq. No. 


13053 




Seq. ID 


OJ991201_17.0119 


.C6 


Gene No. 


27631 




Strand 






Start 


31822 




End 


34859 




Name 


OJ991201 17. 0119. C6. 


o9 . gs 


Method 


GENSCAN 




Start 


31822 




End 


34859 




GI 


none 




Score 


. 64 




Exons 


31822. .31972, 32311. 


.32423, 


32615. .32857, 33202 .. 33320, 






34569. .34859 










Seq. No. 


13054 




Seq. ID 


OJ991201_17.0119 


.C7 


Gene No. 


27632 




Strand 


+ 




Start 


1 




End 


314 




Name 


OJ991201 17. 0119. C7. 


ol . np 


Method 


AAT/NAP 




Start 


1 




End 


280 




GI 


4584539 




Score 


118 




Exons 


1. .280 










GI Descrip. 


(AL04 9608) extensin- 


■like protein [Arabidopsis thaliana] 




Seq. No. 


13054 




Seq. ID 


OJ991201_17 .0119 


.C7 


Gene No. 


27632 




Strand 


+ 





13561 




Start 


1 


End 


314 






Name 


OJ991201 17.0119.C7.ol.gs 


Method 


GENSCAN 






Cf art 


168 _ 


End 


314 






\J J. 


none 


Score 


. 52 






P, von S 


168 . . 314 










Seq. No. 


13054 


Seq. ID 


OJ991201_ 


17.0119. 


C7 


Gene No. 


27633 


Strand 


+ . 






Start 


691 


End 


1022 






Name 


OJ991201 17.0119.C7.ol.gp ' 


Method 


AAT/GAP 






Start 


691 ~~ 


End 


1022 






GI 


2312654 


Score 


533 






F.xnns 


691 . . 1022 










Seq. No. 


13054 


Seq. ID 


OJ991201 


_17.0119. 


C7 


Gene No . 


27634 


Strand 


+ 






Start 


1063 


End 


1332 






Name 


OJ991201 17.0119.C7.o2.np 


Method 


AAT/NAP 






Start 


1063 


End 


1332 






GI 


4388718 


, Score 


60 








1063. .1332 










CJ Dpsrrio . 


(AC006413) putative Ty3-gypsy-like retroelement 


pol polyprotein 




[Arabidopsis thaliana] 










Seq. No. 


13055 


Seq. ID 


OJ991201_ 


JL7.0119 


C8 


Gene No. 


27635 


Strand 


+ 






Start 


1444 


End 


4626 






KI a TT1 ^ 


OJ991201 17.0119.C8.ol.gs 


Method 


GENSCAN 






Cf art 
o Lai i. 


1444 


End 


3811 






GT 


none 


Score 


.48 






J— 1 VllO 


1444. .1546, 3583.-3688, 3745 


. .3811 








Spa No 


13055 


Seq. ID 


OJ991201_ 


_17.0119 


C8 


Gene No . 


27635 


Strand 


+ 






Start 


1444 


End 


4626 






Name 


OJ991201 17.0119.C8.ol.gp 


Method 


AAT/GAP 






Start 


3566 


End 


4626 






GI 


14962 1.R1084 


Score 


984 






Exons 


3566. .3709, 4228. .4626 










GI Descrip. 


, 3861402/emb|CAA15301| 5.0e- 


12 (AJ235273) 50S RIBOSOMAL 


PROTEIN 




L33 (rpmG) [Rickettsia prowazekii] 1 








Sea. No. 


13055 


Seq. ID 


OJ991201_ 


_17.0119 


C8 


Gene No. 


27636 


Strand 


+ 






Start 


10577 


End 


16974 






Name 


OJ991201 17.0119.C8.o3.gs 


Method 


GENSCAN 






Start 


10577 


End 


16974 






GI 


none- 


Score 


.55 






F,xnn«? 


10577. .10676, 10946. .11125, 


11167. .11321, 11502 


. . 11609, 






13889. .13995, 14221. .14267, 


14354 . . 14870, 16752 


. .16974 




Seq. No. 


13055 


Seq. ID 


OJ991201_ 


_17.0119 


C8 


Gene No. 


27637 


Strand 








Start 


4088 


End 


7524 






Name 


OJ991201 17.0119.C8.o2.gs 


Method 


GENSCAN 






Start 


4088 


End 


7524 






GI 


none 


Score 


.56 







13562 




Exons 4088.. 4303, 4780.. 4808, 5079.. 5204, 5360.. 5433, 6027.. 6107, 

7397. .7524 





Seq. No. 


13055 




Seq. ID 


OJ991201_17.0119 


.C8 




Gene No . 


27638 




Strand 








Start 


17324 




End 


17533 






Name 


OJ991201 17. 0119. C8. 


o2. tm 


Method 


TBLASTX: Maize 






Start 


; 4238 




End 


4422 






GI 


none 




Score 


290 






Exons 


4238. .4414, 4239. .4415, 4239 


.4415, 4240. .4422 






Seq. No. 


13055 




Seq. ID 


OJ991201_17.0119, 


,C8 




Gene No . 


27638 




Strand 








Start 


17324 




End 


17533 






Name 


OJ991201 17. 0119. C8. 


ol . tm 


Method 


TBLASTX: Maize 






Start 


13994 




End 


14871 






GI 


none 




Score 


50 






Exons 


13994 . . 14032, 14008. 


. 14076, 


14070. .14114, 14071. .14106, 








14448 . . 14474, 14449. 


. 14475, 


14473. .14562, 14481 .. 14561, 








14613. . 14870, 14614 . 


. 14871 










Seq. No. 


13055 




Seq. ID 


OJ991201_17.0119, 


.C8 




No . 


27638 




Strand 






• S9t, 

's sf 


Start 


17324 




End 


17533 






Name 


OJ991201 17. 0119. C8. 


ol. tc 


Method 


TBLASTX: Cress 




: ! Fi 


Start 


14716 




End 


16836 




!" ! i 


GI 


none 




Score 


197 




U 


Exons 


14716, . 14871, 14721. 


. 14885, 


16750. , 16836 




S if 


Seq. No. 


13055 




Seq. ID 


OJ991201_17.0119, 


.C8 


: 3 | 


Gene No . 


27638 




Strand 






is : t 


Start 


17324 




End 


17533 




! LP 


Name 


OJ991201_17 . 0119.C8. 


ol. ts 


Method 


TBLASTX: Soybean 




!5 

• SSI 


Start 


16749 




End 


16968 




U 


GI 


none 




Score 


54 






Exons 


16749. . 16793, 16750. 


. 16842, 


16830. . 16952, 168 67 ,. 16968 , 




Is J: 




16867 . . 16962, 16875. 


. 16967 








-! 


Seq. No. 


13055 




Seq. ID 


OJ991201_17.0119; 


:C8 




Gene No. 


27638 




Strand 






P 


Start 


17324 




End 


17533 






Name 


OJ991201 17. 0119. C8. 


o3 . tm 


Method 


TBLASTX: Maize 






Start 


16749 




End 


16923 






GI 


none 




Score 


125 






Exons 


16749. .16841, 16750. 


.16890, 


16759. . 16857, .16867 16923, 








16871. .16921, 16875. 


.16922 










Seq. No. 


13055 




Seq. ID 


OJ991201JL7.0119. 


.C8 




Gene No. 


27638 




Strand 








Start 


17324 




End 


17533 






Name 


OJ991201 17. 0119. C8. 


o4 . gs 


Method 


GENSCAN 






Start 


17324 




End 


17533 






GI 


none 




Score 


.63 






Exons 


17324. .17533 












Seq. No. 


13056 




Seq. ID 


OJ991201_17.0119. 


,C9 




Gene No. 


27639 




Strand 


+ 





13563 



Start 
Name 
Start 
GI 

Exons 



164 End 814 

OJ991201_17 . 0119 . C9 . ol . gs Method GENSCAN 

164 End 814 

none Score . 98 
164. .814 



Seq. No. 13056 Seq. ID OJ991201_17 . 0119 . C9 

Gene No. 27 640 Strand 

Start 240 End 865 

Name OJ991201_17 . 0119 . C9 . ol . np Method AAT/NAP 

Start 240 End 865 

GI 5091512 Score 845 

Exons 240.. 653, 700.. 865 

GI Descrip. (AB023482) Similar to Plasmodium vivax circumsporozoite protein 

gene, complete cds . (M11926) [Oryza sativa] 





Seq. No. 


13057 








Seq. ID 


OJ991011 


_13 


0103 


C4 




Gene No. 


27641 








Strand 


+ 










Start 


4596 








End 


6772 










Name 


OJ991011 13 


. 0103. 


C4 . o2 . 


as 


Method 


GENSCAN 










Start 


4596 ~ 








End 


6772 










GI 


none 








Score 


.69 










Exons 


4596 . .4803, 


4840. 


.4953, 


5016. 


.5084, 6756.-6772 








s i 


Sea No 


13057 








Seq. ID 


OJ991011 


JL3 


0103 


C4 


i'F]j 


Gene No. 


27642 








Strand 


+ 










Start 


7300 








End 


9348 










Name 


OJ991011 13 


.0103. 


C4.ol. 


gp 


Method 


AAT/GAP 










Start 


7189 








End 


7852 










GI 


none r 








Score 


806 










Exons 


7189. .7565, 


7805. 


.7852 
















Seq. No. 


13057 








Seq. ID 


OJ991011 


_13 


0103 


C4 




Gene No. 


27642 








Strand 


+ 










Start 


7300 








End 


9348 








:. S 


Name 


OJ991011 13 


.0103. 


C4 .o3. 


gs 


Method 


GENSCAN 








isas 


Start 


7300 








End 


8801 










"g,i 


none 








Score 


*. .94 








a 


Exons 


7300. .7712, 


7805. 


.7967, 


8066. 


.8468, 8 


545. .8801 








□ 


Seq. No. 


13057 








Seq. ID 


OJ991011_ 


_13 


0103 


C4 




Gene No. 


27642 








Strand 


+ 










Start 


7300 








End 


9348 










Name 


OJ991011 13 


.0103. 


C4.ol. 


np 


Method 


AAT/NAP 










Start 


7320 








End 


9348 










GI 


2760321 








Score 


833 










Exons 


7320. .7565, 


7805. 


.7967, 


8066. 


.8521, 8575. .8777, 


9271. .9348 




GI Descrip. 


(AC002130) 


F1N21. 


6 . [Arabidopsis thaliana] 









Seq. No. 13057 

Gene No. 27643 

Start 10541 

Name OJ99101 1_13 . 0103 . C4 . ol . ts 

Start 7784 

GI . none 

Exons 7784.. 7972, 7785.. 7967, 8066. 

8621. .8755, 8679. ;8774 



Seq. ID OJ991011_13.0103.C4 

Strand + 

End 13224 

Method TBLASTX : Soybean 

End 8774 

Score 185 
.8401, 8168.. 8263, 8257.. 8379, 



13564 



Seq. No. 13057 

Gene No. 27643 - 

Start 10541 

Name OJ991011_13 . 0103 . C4 . ol . tc 

Start. 7871 

GI none 

Exons 7871.. 7972, 7872.. 7967, 8066. 



Seq. ID OJ991011_13.0103.C4 

Strand + 

End 13224 

Method TBLASTX : Cress 

End 8287 

Score 118 
.8287 



Seq. No. 13057 Seq. ID 

Gene No. 27643 Strand 

Start 10541 End 

Name OJ991011_13 . 0103 . C4 . ol . tw Method 

Start 7911 End 

GI none Score 
Exons 



OJ991011_13.0103.C4 
+ 

13224 

TBLASTX: Wheat 

8362 

71 



7911. .7967, 7913. .7972, 8065. .8091, 8066. .8362, 8162. .8209, 
8251. .8361 



Seq. No. 13057 

Gene No. 27643 

Start 10541 

Name . OJ991011_13 . 0103 . C4 . ol . tm 

Start 8066 

GI none 

Exons 8066. .8383, 8162.. 8263, 8254, 



Seq. ID OJ991011_13.0103.C4 

Strand + 

End 13224 

Method TBLASTX : Mai ze 

End 8383 

Score 293 
.8382 



Seq. No. 13057 

Gene No. 27643 

Start 10541 

Name OJ991011_13 . 0103 . C4 . o4 . gs 

Start 10541 

GI none 

Exons 10541. 

13064. 



.10555, 11137. .11178, 
.13224 



Seq. ID OJ991011_13.0103.C4 

Strand + 

End 13224 

Method GENSCAN 

End 13224 

Score . 68 
12109. .12214, 12 625. .12831*, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



13058 Seq. ID 

27644 Strand 

2792 End 

OJ991011_13.0103.C5.ol.gs Method 

2792 End 

none Score 



OJ991011_13.0103.C5 
+ 

5067 
GENSCAN 
5067 
.41 



2792. .2881, 3906. .4127, 4742. .4865, 4901. .5067 



13058 
27645 
5046 

OJ991011_13. 0103.C5.ol.gp 
5046 

4287_1.R1084 
5046. .5237 

'100226/pir| IS21495 2.0e-23 hypothetical protein- tomato 
>gi_19275_emb_CAA78112__ (Z12127) protein of unknown function 
[Lycopersicon esculentum] >gi_445619 prf 19Q9366A Leu zipper 
protein [Lycopersicon esculentum] 1 



Seq. ID OJ991011_13.0103.C5 

Strand + 

End 5237 

Method AAT/GAP 

End 5237 

Score 354 



13058 
27646 



Seq. ID 
Strand 



OJ991011 13. 0103. C5 



13565 



• 



Start 4290 End 4428 

Name OJ991011_13 . 0103 . C5 . ol . np Method AAT/NAP 

Start 4290 End 4428 

GI 6069646 Score 120 

Exons 4290.. 4428 

GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi I 6907 112 | dbj I BAA90639 . 1 1 (AP001129) Similar., to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 13059 Seq. ID 

Gene No. 27647 Strand 

Start 2964 End 

Name OJ991011_13 . 0103 . C6 . o2 . np Method 

Start 2964 End 

GI 6523084 Score 

Exons 2964.. 3015, 3851.. 4227, 4261.. 4823, 5096.. 5372 

GI Descrip. (AL133315) putative protein [Arabidopsis thaliana] 

gil 6686786|emb|CAB64720.1| (AJ132317) AKIN gamma [Arabidopsis 

thaliana] 



OJ991011_13.0103.C6 
+ 

5372 
AAT/NAP 
5372 
1026 



Seq. No. 13059 Seq. ID 

Gene No. 27648 Strand 

Start 45941 , End 

Name OJ991011_13 . 0103 . C6 . 08 . gp Method 

Start 45941 End 

GI 5667165 Score 

Exons 45941. .46114 

GI Descrip. 5670155/gb | AF161269 . 1 | AF1612 69 4.0e-86 Oryza sativa subsp 

japonica BAC clone 34K24, complete sequence 



OJ991011_13.0103.C6 
+ 

46114 
AAT/GAP 
46114 
284 



Seq. No. 13059 

Gene No. 27649 

Start 46220 

Name OJ991011_13 . 0103 . C6 . 06 . np 

Start 46220 

GI 6907086 

Exons 46220. .46996, 47057 .. 47228 , 
GI Descrip. 



Seq. ID OJ991011_13.0103.C6 

Strand + 

End 47679 

Method AAT/NAP 

End 47679 

Score 1114 
47460. .47679 



(AP001129) hypothetical protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13059 
27650 
1 

OJ991011_13.0103.C6.ol.np 
1 

1524370 



Seq. ID OJ991011_13.0103.C6 
Strand 

End 3684 

Method AAT/NAP 

End 3266 

Score 413 



1..78, 1102. .1185, 1473. .1520, 1701. .1870, 2945. .3023, 
3171. .3266 

(X92491) TOM20 [Solanum tuberosum] 



Seq. No. 13059 Seq. ID 

Gene No. 27650 Strand 

Start 1 End 

Name OJ991011_13 . 0103 . C6 . ol . gs Method 

Start 29 End 

GI none Score 



OJ991011_13.0103.C6 

3684 
GENSCAN 
3684 
. 96 



13566 



Exons 



29. .78, 1701. .1870, 2945. .3023, 3171. .3313, 3588.-3684 



Seq. No. 13059 

Gene No. 27650 

Start 1 

Name OJ991011_13 . 0103 . C6 . ol . gp 

Start 1739 

GI 6359_1.R1084 

Exons 1739.. 1870, 2945 
GI Descrip. 



OJ991011 13. 0103. C6 



Seq. ID 
Strand 

End 3684 
Method AAT/GAP 
End 3406 
Score 839 
3023, 3171. .3406 
*100226/pir | IS21495 2.0e-23 hypothetical protein - tomato 
>gi_19275_emb_CAA78112_ (Z12127) protein of unknown function 

[Lycopersicon esculentum] >gi_4 45619_jprf 1909366A Leu zipper 

protein [Lycopersicon esculentum] ' 



Seq. No. 


13059 


Seq. ID 


OJ991011__13.0103. 


C6 


Gene No. 


27651 


Strand 






Start 


5843 


End 


9055 




Name 


OJ991011 13.0103.C6.o2.gp 


Method 


AAT/GAP 




Start 


5843 


End 


7330 




GI 


3767991 


Score 


1316 




Exons 


5843. .5865, 5938. .6301, 7003. .7330 






GI Descrip. 


4587550/gb|AAD25781.1|AC006577 17 1 . Oe- 


-23 (AC006577) EST 




gb_R64848 comes from this 


gene. [Arabidopsis thaliana] 




Seq. No. 


13059 


Seq. ID 


OJ991011_13.0103. 


C6 


Gene No. 


27651 


Strand 






Start 


5843 


End 


9055 




Name 


OJ991011 13.0103.C6.o3.np 


Method 


AAT/NAP 




Start 


7016 


End 


8793 




GI 


6730754 


Score 


891 




Exons 


7016. .8793 








GI Descrip. 


(AC016529) unknown protein 


[Arabidopsis 


; thaliana] 




Seq. No. 


13059 


Seq. ID 


OJ991011_13.0103. 


C6 


Gene No. 


27651 


Strand 






Start 


5843 


End 


9055 




Name 


OJ991011 13.0103.C6.o3.gs 


Method 


GENSCAN 




Start 


7029 


End 


8969 




GI 


none 


Score 


.74 




Exons 


7029. .8969 








Seq. No. 


13059 


Seq. ID 


OJ991011_13.0103. 


C6 


Gene No. 


27651 


Strand 






Start 


5843 


End 


9055 




Name 


OJ991011 13.0103.C6.o3.gp 


Method 


AAT/GAP 




Start 


7353 


End 


7783 




GI 


568407 


Score 


817 




Exons 


7353. .7783 








GI Descrip. 


100226/pir| IS21495. 2.0e-23 


hypothetical 


protein - tomato 





>gi_1927 5_emb_CAA78112_ (Z12127) protein of unknown function 

[Lycopersicon esculentum] >gi_4 45619_prf 1909366A Leu zipper 

protein [Lycopersicon esculentum] 



Seq. No. 13059 Seq. ID OJ991011_13 . 0103 . C6 

Gene No. 27651 Strand 

Start 5843 End 9055 

Name OJ991011_13 . 0103 . C6 . o4 . gp Method AAT/GAP 



13567 



Start 8091 End 9055 

GI 3761668 Score 590 

Exons 8091.. 8204, 8790.. 9055 



Seq. No: • 13059 

Gene No. 27652 

Start 9772 

Name OJ991011_13 . 0103 . C6 . o4 . gs 

Start 9772 

GI none 

Exons 9772.. 9869, 10944 11034, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991011_13.0103.C6 

24533 
GENSCAN ' 
24533 
.56 



11544 . . 11704, 1172 9. .11882, 



12038. .12133, 
15446. .15595, 
17397. .17546, 
20962. .21030, 
23004. .23063, 



12288. .12451, 13329. 

16549. .16652, 16742. 

19996. .20103, 20384. 

21146. .21232, 21374. 

23092. .23209, 24494. 



13911, 14807. .14924, 

16798, 17262. .17312, 

20466, 20742. .20838, 

21548, 21780. .22031, 
24533 



Seq. No. 


13059 




Seq. ID 


OJ991011_ 


13.0103. 


.C6 


Gene No. 


27652 




Strand 








Start 


9772 




End 


24533 






Name 


OJ991011 13. 0103. C6. 


o5 . gp 


Method 


AAT/GAP 






Start 


13597 




End 


13909 






GI 


none 




Score 


594 






Exons 


13597. .13909 












Seq. No. 


13059 




Seq. ID 


OJ991011_ 


13.0103. 


,C6 


Gene No. 


27652 




Strand 








Start 


9772 




End 


24533 






Name 


OJ991011 13. 0103. C6. 


o4 .np 


Method 


AAT/NAP 






Start 


15451 




End 


23229 






GI 


6382536 




Score 


1902 






Exons 


15451. .15595, 15687. 


.15750, 


15853. . 15962, 16320. 


.16410, 






16505. .16652, 16742. 


. 16910, 


17397. . 17546, 17754. 


.17821, 






18859. .18984, 19282. 


. 19355, 


19448 . .19555, 19683. 


.19812, 






20004. .20103, 20384. 


.20466, 


20742. .20856, 20958. 


.21030, 






21146. .21232, 21374. 


.21542, 


21780. .22031, 22382. 


.22455, 





22912.. 23229 

GI Descrip. (AC011020) putative glucosidase I [Arabidopsis 'thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13059 Seq. ID 

27653 Strand 

27799 End 

OJ991011_13. 0103.C6.olO.tm Method 

4 End 

none Score 



OJ991011_13.0103.C6 
43218 

TBLASTX: Maize 

3365 

101 



4. .78, 5. .70, 1107. .1187, 1111. .1191, 1117. .1191, 1473. .1520, 
1682. .1873, 1693. .1872, 1710. .1886, 2915. .3016, 2925. .3035, 
2950. .3021, 2955. .3026, 3171. .3263, 3171. .3245, 3193. .3273, 
3203.. 3274, 3333. .3365 



13059 
27653 
27799 

OJ991011_13. 0103.C6.ol.ts 

3814 

none 



Seq. ID OJ991011_13.0103.C6 



Strand 
End 

Method 

End 

Score 



43218 

TBLASTX : Soybean 

4812 

81 



3814. .3909, 3862. .3909, 3913. .3987, 4006. .4188, 4014. .4169, 



13568 






4294 . .4401, 


4353 


. .4400, 


4393. 


.4674, 4 


395. .4718, 4399. . 4719, 




4728. .4811, 


4738 


. .4812 








Seq. No. 


13059 








Seq. ID 


OJ991011_13.0103.C6 


Gene No. 


27653 








Strand 




Start 


27799 








End 


43218 


. Name 


OJ991011 13 


. 0103 


,C6.o3 . 


tc 


Method 


TBLASTX: Cress 


Start 


3864 








End 


4161 


GI 


none 








Score 


73 


Exons 


3864 . . 3905, 


3865 


. .3909, 


3919. 


.4011, 4003. .4161, 4005. .4160 


Seq. No. 


13059 








Seq. ID 


OJ991011_13.0103.C6 


Gene No. 


27653 








Strand 




Start 


27799 








End 


43218 


Name 


OJ991011 13 


.0103 


.C6.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


3865 








End 


5375 


GI 


none 








Score 


68 


Exons 


3865. . 3909, 


3865 


. .3909, 


3919. 


.3993, 4003. .4188, 4008. .4163, 




4261. .4728, 


4338 


. .4727, 


5157 . 


.5375, 5165. .5371 


Seq. No. 


13059 








Seq. ID 


OJ991011_13.0103.C6 


Gene No. 


27653 








Strand 




Start 


27799 








End 


43218 


r 5 ^ Name 


OJ991011 , 13, 


. 0103 


.C6.o5. 


tc 


Method 


TBLASTX : Cress 


j B =i Start 


4324 








End 


4613 




none 








Score 


220 


Exons 


4324 . .4512, 


4338 


. .4496, 


4519. 


.4563, 4539. .4613 


Q Seq. No. 


13059 








Seq. ID 


OJ991011_13.0103.C6 


Gene No. 


27653 








Strand 




Start 


27799 








End 


43218 


.if. Name 


OJ991011. 13, 


. 0103 


.C6.o4 . 


tc 


Method 


TBLASTX: Cress 


*• Start 


5100 








End 


5383 


» GI 


none 








Score 


238 


f'i Exons 


5100. . 5378, 


5168 


. .5383 








i 

i_2 Seq. No. 


13059 








Seq. ID 


OJ991011_13.0103.C6 


r *' Gene No. 


27653 








Strand 




^ Start 


27799 








End 


43218 


Q Name 


OJ991011 13, 


. 0103 


.C6.08. 


ts 


Method 


TBLASTX : Soybean 


Q Start 


5162 








End 


5384 


GI 


none 








Score 


219 


Exons 


5162. .5371, 


5163, 


. .5384 








Seq. No. 


13059 








Seq. ID 


OJ991011_13.0103.C6 


Gene No. 


27653 








Strand 




Start 


27799 








End 


43218 


Name 


OJ991011 13. 


,0103, 


,C6.ol . 


tm 


Method 


TBLASTX: Maize 


Start 


7015 








End 


7628 


GI 


none 








Score 


193 


Exons 


7015. .7227, 


7015, 


. .7212, 


7029. 


.7226, 7225. .7614, 7226. .7609, 




7227. .7628, 


7231. 


. .7614, 


7569. 


.7622 




Seq. No. 


13059 








Seq. ID 


OJ991011_13.0103.C6 


Gene No. 


27653 








Strand 




Start 


27799 








End 


43218 


Name 


OJ991011 13. 


0103, 


.C6.o4 . 


ts 


Method 


TBLASTX : Soybean 



13569 



Start 


7074 






End 


7406 




GI 


none 






Score 


105 




Exons 


7074. .7319, 


7093. 


.7275, 7296. 


.7406 






Seq. No. 


13059 






Seq. ID 


OJ991011_13.0103 


.C6 


Gene No. 


27653 






Strand 






Start 


27799 






End 


43218 




Name 


OJ991011 13. 


0103. 


C6.ol.tc 


Method 


TBLASTX: Cress 




Start 


7179 






End 


7748 




GI 


none 






Score 


53 




Exons 


7179. .7319, 


7180. 


.7275, 7296. 


.7460, 7336. .7461, 7461. .7610, 




7656. .7748 












Seq. No. 


13059 






Seq. ID 


OJ991011_13.0103 


.C6 


Gene No. 


27653 






Strand 






Start 


27799 






End 


43218 




Name 


OJ991011 13. 


0103. 


C6.ol. tw 


Method 


TBLASTX: Wheat 




Start 


7194 






End 


7568 




GI 


none 






Score 


83 




Exons 


7194. .7313, 


7311. 


.7568, 7338. 


.7514 






Seq. No. 


13059 






Seq. ID 


OJ991011 13.0103 


.C6 


Gene No. 


27653 






Strand 






Q Start 


27799 






End 


43218 




. =; Name 


OJ991011 13. 


0103. 


C6.o3. ts 


Method 


TBLASTX : Soybean 




^; Start 


7494 






End 


8033 




J;j| GI 


none 






Score 


67 




\ k? Exons 


7494 . .7610, 


7653. 


.7832, 7653. 


.7859, 76i 


31. .7860, 7866. .8 


009, 


si 

1 ; ! 


7884 . . 8033, 


7928 . 


. 8032 








Seq. No. 


13059 






Seq. ID 


OJ991011 13.0103 


,C6 


:!, B ; Gene No. 


27653 






Strand 






1 * Start 


27799 






End 


43218 




]i Name 


OJ991011 13. 


0103. 


C6.o3. tm 


Method 


TBLASTX: Maize 




□ Start 


7629 






End 


8246 




'*J GI 


none ■ 






Score 


263 




U. Exons 


7629. .8228,. 


7650. 


.8246, 7681. 


.8241 






Seq. No. v 


13059 






Seq. ID 


OJ991011_13.0103 


.C6 


Erf Gene No. 


27653 






Strand 






□ Start 


27799 






End 


43218 




Name 


OJ991011 13. 


0103. 


C6.o7. ts 


Method 


TBLASTX : Soybean 




Start 


8064 






End 


8292 




GI 


none 






Score 


77 




Exons 


8064. .8291, 


8134 . 


.8292 








Seq. No. 


13059 






Seq. ID 


OJ991011_13.0103 


• C6 


Gene No. 


27653 






Strand 






Start 


27799 






End ■ 


43218 . 




Name 


OJ991011 13. 


0103. 


C6.o2. tc 


Method 


TBLASTX: Cress . 




Start 


11487 






End 


11886 




GI 


none 






Score 


36 




Exons 


11487. .11885, 11500. .11571, 1 


1628. .11885, 11794. .11886 




Seq. No. 


13059 






Seq. ID 


OJ991011_JL3.0103 


.C6 


Gene No. 


27653 






Strand 






Start 


27799 






End 


43218 





13570 



Name OJ991011_13 . 0103 . C6 . 06 . ts Method 

Start 11493 End 

GI none Score 

Exons 11493. .11681, 11493.. 11774 

Seq. No. 13059 Seq. ID 

Gene No. 27653 Strand 

Start 27799 End 

Name OJ991011_13 . 0103 . C6 . o4 . tm " Method 

Start 11574 End 

GI none Score 
Exons 



TBLASTX : Soybean 

11774 

86 



OJ991011_13.0103.C6 
43218 

TBLASTX: Maize 

11860 

301 



11574. .11858, 11574. .11858, 11575 .. 11859, 1 1576 .. 11860 , 
11576. . 11860 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



13059 
27653 
27799 

OJ991011_13. 0103.C6.o3.tw 
11594 
none 

11594. .11824, 11595. .11885, 11794. .11880 



Seq. ID OJ991011_13.0103.C6 



Strand 
End 

Method 

End 

Score 



43218 

TBLASTX: Wheat 
11885 
95 



13059 
27.653 
27799 

OJ991011_13.0103.C6.o2.ts 
15410 



OJ991011 13. 0103. C6 



none 
15410 
15680 
15854. .15937 



Seq. ID 
Strand 
End 

Method 
End 
Score 

15595, 15442. .15597, 154 60 .. 15597 , 15528 15602 , 
15757, 15683. .15751, 15853 .. 15936, 15853 .. 15936, 



43218 

TBLASTX: Soybean 

15937 

153 



Seq. No. 13059 
Gene No. 27653 
Start 27799 

Name OJ991011_13 . 0103 . C6 . o7 . tm 

Start 15410 
GI none 
Exons 15410. 

15528, 

15854 . 



15595., 15413. 
15602, 15680. 
15910, 15855. 



Seq. ID 
Strand 
End 

•Method 
End 
Score 



OJ991011 13. 0103. C6 



15595, 15442. 
15757, 15683. 
,15911 



43218 

TBLASTX: Maize 
15911 
153 - 

15597, 15460. .15597*, 
15751, 15853. . 15906, 



Seq. No. 13059 
Gene No. 27653 
Start 27799 

Name OJ991011_13 . 0103 . C6 . o5 . ts 

Start 16506 

GI none 

Exons 16506. . 16655, 16506 

16741. . 16800, 17255 
17397. . 17528, 17748 
18854. .18997, 19272 
19283. . 19357 



Seq. ID OJ991011_13.0103.C6 
Strand 

End 43218 
Method TBLASTX : Soybean 
End 19362 
Score 154 
16655, 16733. .16801, 1 6740 .. 167 96, 
17315, 17395. . 17547, 
17823, 18833. .18985, 
19362, 19273. .19356, 



17314, 17262. 
17822, 17749. 
19361, 19273. 



Seq. No. 
Gene No. 
Start 



13059 
27653 
27799 



Seq. ID OJ991011_13.0103.C6 
Strand 

End 43218 



13571 



Name 

Start 

GI 

Exons 



OJ991011_13.0103.C6.o9.tm 

18927 

none 

18927. .18986, 18929 18 985, 

19273. .19362, 19273 19356, 

19439. .19555, 1 94 48 . . 1 9555 , 

19681. .19803, 19682. .19804, 

.19991. .20095, 19996 .. 2:0106, 



Method TBLASTX : Mai ze 

End 20428 

Score 7 4 
18932. .18997, 1 9272 .. 19361 , 
19283. .19357, 194 38. .19554, 
1944 9. .19556, 194 71. .19557, 
19683. .19811, 19698. .19826, 
19997. .20095, 20381.. 20428 



Seq. No. 13059 
Gene No. 27653 
Start 27799 

Name OJ991011_13 . 0103 . C6 . o2 . tw 

Start 19272 
GI none 
Exons 19272. 

19438. 

19681. 

19698. 

20000. 



.19361, 19273. .19362, 

.19554, 19439. .19555, 

.19803, 19682. .19804, 

.19826, 19991. .20095, 
.20110 



Seq. ID OJ991011_13.0103.C6 
Strand 

End 43218 

Method TBLASTX : Wheat 

End 20110 

Score 129 
19273. .19356, 19283. . 19357, 
1944 8. .19555, 194 68. .19557, 
19682. .19804, 19683. .19811, 
19996. .20106, 19999 .. 20106, 



Seq. No. 


13059 




Seq. ID 


OJ991011_13.0103 


.C6 


Gphp No 


27653 




Strand 






Start 


27799 




End 


43218 




Name 


OJ991011 13 0103 C6 


. o5 np 


Method 


AAT/NAP 




Start 


27316 ■ — • 




End 


41665 




GI 


2827651 




Score 


1046 




F" von ^ 

111 A\J1 1 O 


27316 27364 27866 


28 


28418. .287 63, 320 63. .32169, 






38987 39100 40602 


41055, 


41316. .41665 




GI Descrip. 


(AL021637 ) putative 


protein 


[Arabidopsis thaliana] 




Seq. No. 


13059 




Seq. ID 


OJ991011_13. 0103 


.C6 


Gene No. 


27653 




Strand 






Start 


27799 




End 


43218 




Name 


OJ991011 13. 0103. C6< 


. 06 . tm 


Method 


TBLASTX: Maize 




Start 


27791 




End 


40806 




GI 


none 




Score 


275 




Exons 


27791. .28024, 27799. 


. .28026, 


27937. .28026, 30973 31185 , 






30992. .31144, 37445, 


. .37558, 


37471. .37620, 4 0639 .. 4 0737 , 






40738. .40806 










Seq. No. 


13059 




Seq. ID 


OJ991011_13.0103 


.C6 


Gene No. 


27653 




Strand 






Start 


27799 




End 


43218 




Name 


OJ991011 13. 0103. C6. 


, o5 . gs 


Method 


GENSCAN 




Start 


27799 




End 


29115 




GI 


none 




Score 


. 94 




Exons 


27799.-28374, 28451. 


. .28798, 


28888. .29115 • 




Seq. No. 


13059 




Seq. ID 


OJ991011_13.0103 


.C6 


Gene No. 


27653 




Strand 






Start 


27799 




End 


43218 




Name 


OJ991011 13. 0103. C6. 


.olO.ts 


Method 


TBLASTX : Soybean 




Start 


27826 




End 


40809 




GI 


none 




Score 


90 




Exons 


27826. .28026, 27854. 


, .28024, 


30964. .31194, 31028 .. 31159, 






37471. .37620, 37481. 


, .37621, 


40633. .40737, 40750.. 40809 





13572 



Seq. No. 13059 

Gene No. 27653 

Start 27799 

Name OJ991011_13 . 0103 . C6 . o5 . tm 

Start 28066 

GI none 

Exons 28066. .28308, 28070 28294 , 
31217. .31438, 40810 4 104 6, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991011 13. 0103. C6 



43218 

TBLASTX: Maize 
41061 
270 

31198. .31269, 311 98 .. 31437 , 
40906. .41061 



Seq. No. 13059 

Gene No. 27653 

Start 27799 

Name OJ991011JL3 . 0103 . C6 . 06 . tc 

Start 28081 

GI none 

Exons 28081. .28305, 28418 
40898. .41068, 40900 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991011 13. 0103. C6 



28534, 31219. 
41046, 40921. 



43218 

TBLASTX: Cress 
41456 
78 

31437, 31913. .32053, 
41073, 41316. .41456 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13059 
27653 
27799 

OJ991011_13. 0103. C6. oil. tm 

28418 

none 



Seq. ID OJ991011_13.0103.C6 
Strand 
End 

Method 
End 
Score 



43218 

TBLASTX: Maize 

41486 

141 



28418. .28564, 28550 .. 28597 , 31911 .. 32081, 31913 .. 32080, 
37 622. .37 672," 41314. .41475, 41314. .414 63, 41316. .4148 6 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13059 
27653 
27799 

OJ991011_13.0103.C6.o4 .tw 
28556 



none 
28556. 
32061. 
41538. 



.28672, 28556, 
,32270, 37631. 
,41678, 41539. 



Seq. ID 

Strand 
End 

Method 
End 
Score 
28768, 28557 
37858, 37647 
41661 



OJ991011_13.0103.C6 
43218 

TBLASTX: Wheat 
41678 
74 

28772, 32045. .32272, 
37895, 41445. .41474, 



Seq. No. 13059 

Gene No. 27653 

Start 27799 

Name OJ991011_13 . 0103 . C6 . o9 . ts 

Start 28580 

GI none 

Exons 28580. .28765, 28584 .. 28772 , 
37721. .37846, 37722 .. 37811 , 



Seq. ID 
Strand 
End 

Method 
End 
Score 

32069 

41535 



OJ991011 13. 0103. C6 



43218 

TBLASTX: Soybean 
41663 
103 

32260, 32130. .32237, 
41663, 4,1539. .41640 



Seq. No. 13059 

Gene No. 27653 

Start 27799 

Name OJ991011_13 . 0103 . C6 . 08 . tm 

Start 28599 

GI none 

Exons 28599. 

29035. 

* 37722. 



.28772, 28601. 
.29121, 32129. 
.37862, 41532. 



.28798, 
.32263, 
,41669, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991011_13.0103.C6 
43218 

TBLASTX: Maize 

41669 

231 



28985. .29110, 29027 .. 29095, 
32136. .3227 6, 37715. .37 84 9, 
41536. .41640 



13573 



Seq. No. 


13059 


Seq. ID 


OJ991011_ 


_13.0103.C6 


Gene No. 


27653 


Strand 






Start 


27799 


End 


43218 




Name 


OJ991011 13.0103.C6.o6.gs 


Method 


GENSCAN 




Start 


30922 


End 


32962 




GI 


none 


Score 


.95 




Exons 


30922. .31437, 31913. .32275, 


32753. .32962 




Seq. No. 


13059 


Seq. ID 


OJ99101'1_ 


_13.0103.C6 


Gene No. 


27653 


Strand 






Start 


27799 


End 


43218 




Name 


OJ991011 13. 0103.C6.o7 .gs 


Method 


GENSCAN 




Start 


34686 " 


End 


36232 




GI 


none 


Score 


.43 




Exons 


34686. .34796, 36110. .36232 








Seq. No. 


13059 


Seq. ID 


OJ991011_ 


13. 0103. C6 


Gene No. 


27653 


Strand 






Start 


27799 


End 


43218 




Name 


OJ991011 13.0103.C6.o8.gs 


Method 


GENSCAN 




Start 


37384 


End 


43218 




GI 


none 


Score 


.5 




Exons 


37384 .. 37584, 3758 6 .. 37 8 61, 


38850. .39025, 40345. 


. 40362, 




40593.. 41055, 41316.. 41 67 8, 


43003. .43218 




Seq. No. 


13060 


Seq. ID 


OJ991011_ 


13 0103 C7 


Gene No . 


27654 


Strand 


+ 




Start 


1749 


End 


12938 




Name 


OJ991011 13.0103 C7 ol no 


Method 


AAT/NAP 




Start 


1749 ~ 


End 


12902 




GI 


3549667 


Score 


2015 




Exons 


1749. .1796, 5503. .5868, 6812 


..7094, 7179. .7207, 


7307 . .7408, 




7700. .7768, 7853. .7912, 8005 


..8118, 8307. .8355, 


8805. .8914, 




9008. .9100, 9196. .9288, 9490 


..9627, 9920.. 10027, 


10682 . . 10! 




11101. .11258, 11345. .11491, 


12361. .12413, 12528. 


. 12627, 




12723. .12902 








GI Descrip. 


(AL031394) Arabidopsis dynamin-like protein ADL2 


! [Arabidop; 




thaliana] 








Seq. No. 


13060 


Seq. ID 


OJ991011_ 


13 . 0103 . C7 


Gene No . 


27654 


Strand 


+ 




Start 


1749 


End 


12938 




Name 


OJ991011 13.0103.C7.o2.gs 


Method 


GENSCAN 




Start 


5482 


End 


12938 




GI 


none 


Score 


.58 




Exons 


5482. .5868, 6812. .7094, 7179 


..7207, 7307. .7408, 


7853 . . 7912, 




8005. .8118, 8307. .8355, 8805 


..9100, 9196. .9288, 


9490 9627- 




9920. .10027, 10688. .10739, 11101. .11258 


!, 11345.. 


11491, 




12361. .12413, 12528. .12627, 


12723. . 12938 




Seq. No. 


13060 


Seq. ID 


OJ991011_ 


13. 0103. C7 


Gene No. 


27654 


Strand 


+ 




Start 


1749 


End 


12938 




Name 


OJ991011 13.0103.C7.o2.gp 


Method 


AAT/GAP 




Start 


7310 


End 


8858 




GI 


uC-osflcyp064d05bl 


Score 


778 




Exons 


7310. .7408, 7700. .7768, 7853 


..7912, 8005. .8118, 


8307. .8355, 



13574, 




8805. .8858 

GI Descrip., 1 354 9667/emb | CAA20578 . 1 | 9.0e-53 (AL031394) Arabidopsis 
dynamin-like protein ADL2 [Arabidopsis thaliana] ' 



Seq. No. 13060 Seq. ID OJ991011_13 . 0103 . C7 

Gene No. 27 654 " Strand + 

Start ' 1749 End 12938 

Name OJ991011_13 . 0103 . C7 . o3 . gp Method ' AAT/GAP 

Start 9064 End 9952 

GI uC-osroM202014allbl Score 498 

Exons 9064.. 9100, 9196.. 9288, 9490.. 9627, 9920.. 9952 

GI Descrip. ' 354 9667/emb | CAA2 0578 . 1 1 7.0e-38 (AL031394) Arabidopsis*"'" 
dynamin-like protein ADL2 [Arabidopsis thaliana] ' 





Seq. No. 


13060 


Seq. ID 


OJ991011_13.0103 


.C7 




Gene No. 


27654 


Strand 


+ 






Start 


1749 


End 


12938 






Name 


OJ991011 13.0103.C7.o4.gp 


Method 


AAT/GAP 






Start 


11068 


End 


12818 






GI 


15720 1.R1084 


Score 


1012 






Exons 


11068. .11258, 11345. .11491 


, 12361. .12413, 12528. .12627, 








12723. .12818 








□ 


GI Descrip. 


, 3549667/emb|CAA20578.1| 4 


.Oe-52 (AL031394) Arabidopsis 




a si 




dynamin-like protein ADL2 


[Arabidopsis 


thaliana] 1 




I- ! i 


Seq. No. 


13060 


Seq. ID 


OJ991011_13. 010-3 


:C7 


I'll 
: aJ 


Gene No. 


27655 


Strand 








Start 


1462 


End 


4652 




Ui 


Name 


OJ991011 13.0103.C7.o5.ts 


Method 


TBLASTX : Soybean 






Start 


1447 


End 


1689 






GI 


none 


Score 


61 




fjj 


Exons 


1447. .1689, 1592. .1684 








Q 


Seq. No. 


13060 


Seq. ID 


OJ991011_13.0103 


.C7 




Gene No. 


27655 


Strand 








Start 


1462 


End 


4652 




h q's 


Name 


OJ991011 13.0103.C7.ol.gs 


Method 


GENSCAN 




"l 5? 


Start 


1462 


End 


4652 




i i 


GI 


none 


Score 


.72 




! :c S 


Exons 


1462. .1947, 2454. .2843, 2950. .3190, 4465. .4652 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13060 Seq. ID 

27655 Strand 

14 62 End 

OJ991011_13.0103.C7 . o4 . tm Method 

1522 End 

none Score 

1522. .1695, 1531. .1692, 1708. .1878 



OJ991011_13.0103.C7 
4652 

TBLASTX: Maize 

1878 

101 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13060 
27655 
1462 

OJ991011_13.0103.C7 . o5 . tm 

1879 

none 



Seq. ID OJ991011 13. 0103. C7 



Strand 
End 

Method 

End 

Score 



4652 

TBLASTX: Maize 

2664 

63 



1879. .1947, 2423. .2494, 2452. .2664, 2452. .2550, 2454. .2660 



13575 




Seq. No. 


13060 








Seq. ID 


OJ991011_13.0103.C7 


Gene No. 


27655 








Strand 




O C Q J- I— 


1462 








End 


4652 




OJ991011 13 

\-/U Zf J X\J X X -L _J • 


0103 . 


C7 . o2 . 


tw 


Mpt hod 


TBLASTX * Wheat 




2586 ~~ 








End 


2777 


O J. 


none 








Score 


102 


tt von s 


2586 2777. 


2587 . 


. 2757 








Seq. No. 


13060 








Seq. ID 


OJ991011_13.0103.C7 


Gene No. 


27655 








Strand 




Start 


1462 








End 


4652 


Name 




0103 . 


C7 . ol . 


nn 


Met* hod 


AAT /GAP 




2652 _ 








End 


3232 




none 








Score 


922 


Fvnn q 

LAUl 1 o 


2652 2843 


2950 . 


. 3232 










13060 








Seq. ID 


OJ991011_13.0103.C7 




27 656 








Strand 




OLdl L 


jj ji 








End 


13230 


LNcULLG 


O.TQQI Oil 13 

\JKJ Zf Z* X \J X X X ~J * 


0103 . 


C7 . ol . 


tc 


Method 


TBLASTX: Cress 


J Lai U 


5551 _ 








End 


12773 


yj x 


nunc 








Score 


. 344 


IjAUli O 


SS51 S868 

J J Jl • . JO UO / 


5553. 


.5633, 


5578 


..5802, 5679. .5822, 6800. .7096, 




6805. .7095, 


6806. 


.7096, 


7160 


..7201, 7174.. 7206, 7178.. 7210, 




7288. .7398, 


7295. 


.7408, 


7664 


..7771, 7856. .7921, 7861. .7908, 




8001. .8123, 


8002. 


.8124, 


8304 


..8354, 8' 


795. .8923, 8803. .8922, 




9005. .9124, 


9043. 


.9102, 


9187 

Z? X o I 


..9291, 9195. .9293, 9486.-9575, 




9490. . 9567, 


9914 . 


.9991, 


Z* Zf X 


..10001, : 


11288. .11494, 11344. .1 




12340.. . 12414 


, 12354. .12 


413, 


12507. .12620, 12526. .12627, 




12720. .12773 










Seq. No. 


13060 








Seq. ID 


OJ991011_13.0103.C7 


Gene No. 


27656 








Strand 




Start 


5551 








End 


13230 


Name 


OJ991011 13. 


0103. 


C7.o2. 


ts 


Method 


TBLASTX : Soybean 


o Lai L 


5551 








End 


5868 


GI 


none 








Score 


335 


Fly on s 


5551. .5868, 


5553. 


.5825 








Seq. No. 


13060 








Seq. ID 


OJ991011_13.0103.C7 * 


Gene No. 


27656 








Strand 




Start 


5551 








End 


13230 


Name 


OJ991011 13. 


0103. 


C7.ol. 


ts 


Method 


TBLASTX : Soybean 




6826 








End 


7408 




none 








Score 


394 




6826. .7095, 


6827. 


.7096, 


7178 


..7210, 7295. .7408, 7303. .7404 


Qprr No 


13060 








Seq. ID 


OJ991011_13.0103.C7 


Gene No. 


27656 








Strand 




Start 


5551 








End 


13230 


Name 


OJ991011 13. 


0103. 


C7.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


6893 








End 


7351 


GI 


none 








Score 


325 


Exons 


6893. .7096, 


6897. 


.7049, 


6898 


..7101, 6898. .7095, 7147. .7206, 




7180. .7206, 


7295. 


.7351, 


7295 


. .7351 




Seq. No. 


13060 








Seq. ID 


OJ991011_13.0103.C7 



13576 



Gene No . 


27656 










Strand 




Start 


5551 














Name 


OJ991011 13, 




f . oz . 


-J- m 


— 4- V. r POT7\O r PV. 


Mai ze 


Start 


1 ^61 

/ OU 1. 










bna yoo± 




GI 


none 










Score 81 




Exons 


/ Jul . . 




7664. 


.7768, 


7,697. 


.7768, 7852.. 7911, 


7853. .7921, 




8002. . 


.8124, 


OAflO 


• O J. u o , 


O U U fi . 


. O ±Z O , O OU ft . . O O Off , 


OOUO. . OjDO, 




8306. , 


.8368, 


qtqc: 


. o y z J , 


o o Uo . 


qqoo oonc; QQTr 

.oyzz, oouo. . o y o o , 


yuui . . yuyy , 




9005. , 


.9124, 


yuu j . 


QAQ7 
. y U y / , 


y u h j . 


qi no QI 07 QOQ1 

.yiuz, yio /. .yzyi, 


QI QQ Q007 

yioo. . y o o / , 




9195. , 


.9293, 




. yjjl, 


y^ / / . 


. y o y u , y 4 o z . . y oo i , 


y 4 o o . . y oz o , 




9490. , 


.9627 












Seq. No. 


13060 










C ^ /-r TH A TQQ1 HI 1 

beq . iu uj y y i u i i 




Gene No . 


27656 










Strand 




Start 


5551 










bna iJZou 




Name 


OJ991011 13, 


.0103. 


C7.o3. 


ts 


Method TBLASTX : 


Soybean 


Start 


7885 










End 9991 






none 














Exons 


7885. , 


,7908, 


/ 0 O D . 


. / ylj/ 


onno 

C UUZ . 


Q19/1 onn/i qi 
. o ±Z 4 , o UU4 . .olZJ, 


O OU 41 . . O O D ft , 




8795. . 


,8923, 


o I ? 0 . 


Q Q 1 A 

. o y 1 4 , 


ooUj. 


QQOO QQAQ QQOt; 

.oyzz, oouo. .oyjo, 


yuuo . . yxz4 , 




9005. . 


, 9076, 


y u h o . 


Qi f\9 

. y ± uz , 


Q1 Q7 

y i o / . 


QOQ1 QI QC QOQO 

. y z y i , yiyo. . y z y j , 


yfioo. . yoyu, 




9490. . 


, 9630, 


y du i . 




QQAQ 

y y uo . 


. y y y i 




beq. No. 


13060 










beq . iu uj y y i u 1 1 




Gene No . 


27656 










-l^&r-and 




C -f- -i -K-4- 

otart 


5551 










■p-n/-} i ^ 9 ^ n 

HillQ IOZjU 




Name 


OJ991011 13. 


.0103. 


C7.ol. 


tw 


Method TBLASTX: 


Wheat 


Start 


8309 










End 9293 




GI 


none 










Score 70 




Exons 


8309. . 


,8368, 


8310. 


.8354, 


8795. 


.8836, 8803..8832, 


8830. .8922, 




8840. . 


,8923, 


9005. 


. 9103, 


9005. 


.9064, 9043. .9102, 


9187. .9291, 




9195. . 


,9293, 


9195. 


. 9293 









v5 
~ 5 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13060 
27656 
5551 

OJ991011_13. 
9923 
none 
9923. . 
10711. 
11095. 
11145. 
12340, 
12720, 
12765, 
12830. 



0103.C7.o3.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991011_13.0103.C7 
13230 

TBLASTX: Maize 

13219 

121 



9991, 9924.. 10001, 9925.. 9999, 10697 .. 107 92 , 10711 .. 10794, 
.10791, 
.11121, 
.11258, 
.12414, 
.12797, 
.12881, 
.12985, 



10881. 
11100. 
11150, 
12361. 
12723. 
12825. 
12833. 



,10931, 10881. 

11132, 11101. 

,11257, 11336. 

12411, 12513. 

12761, 12762. 

12962, 12825. 

12982, 13097. 



,10934, 10882. 

, 11133, 11140. 

,11494, 11338. 

,12641, 12526. 



, 10935, 
, 11256, 
, 11493, 
, 12627, 



12830, 12764 . . 12850, 
,12938, 12826. . 12966, 
13147, 13184. .13219 



Seq. No. 13060 Seq. ID 

Gene No. 27656 Strand 

Start 5551 End 

Name OJ991011_13 . 0103 . C7 . o4 . ts Method 

Start 11163 End 

GI none Score 
Exons 



OJ991011_13.0103.C7 
13230 

TBLASTX: Soybean 

12579 

49 



11163. .11258, 11336. .11494, 11338 .. 114 93, 12358 .. 124 14 , 
12526. .12579 



13577 




Con Mo 


13060 






Seq. ID 


OJ991011_ 


13. 0103. C7 




27656 






Strand 






Start 


5551 






End 


13230 




Name 


OJ991011 13 


.0103, 


.C7 .o3. tw 


Method 


TBLASTX: Wheat 


Start 


12801 






End 


13230 




r:T 

VJ J. 


none 






Score 


116 






12801. .12899, 1-2830. .12901, 


12830. . 12898, 12832. 


. 12906, 




■ 12880. . 12993, 12 920 .. 12991 , 


13029. . 13145, 13031. 


.13150, 




13078. .1314 6, 1314 4. .13230, - 


13145. . 13177 




Seq. No. 


13061 






Seq. ID 


OJ991011__ 


13. 0103. C8 


Gene No. 


27657 






Strand 


+ 




Start 


8441 






End 


10723 




Name 


OJ991011 13 


.0103. 


.C8.o2.gs 


Method 


GENSCAN 




oiai l 


8441 






End 


10606 




("2 T 


none 






Score 


.57 




r vnn q 

D AUJ 1 O 


8441. .8517, 


8711. 


..8944, 9065 


. . 9202, 9903. . 10083, 


10490 . . 10606 


Seq. No. 


13061 






Seq. ID 


OJ991011_ 


13. 0103. C8 


Gene No. 


27657 






Strand 


+ 




Start 


8441 






End 


10723 




Name 


OJ991011 13 


.0103. 


.C8.ol.gp 


Method 


AAT/GAP 




Start 


8443 






End 


10723 






none 






Score 


1167 




F 1 von q 


8443. .8517,. 


8711. 


..8798, 9108 


..9202, 9903.. 9979, 


10410. .10723 


O ti ^ . Vi \J * 


13061 






Seq'. ID 


OJ991011_ 


13. 0103. C8 


Pon a No 


27658 






Strand 






Start 


392 






End 


5997 




Name 


OJ991011 13 


.0103. 


,C8 .ol.gs 


Method 


' GENSCAN 




Start 


392 






End 


5997 




GI 


none 






Score 


.82 




JZj 1 1 o 


392. .476, 997. .1076, 1310. .1463, 1604. 


.1644, 1817. .1934, 




2702. .2820, 


3074 . 


..3187, 3746 


..3829, 3971. .4050, 


4146. .4200, 




4375. .4442, 


4797. 


..4908, 5526 


..5640, 5735..S997 




J CU • VtKJ m 


13061 






Seq. ID 


OJ991011_ 


13. 0103. C8 


Cpnp No 


27659 






Strand 






Start 


11823 






End 


14099 




Name 


OJ991011 13 


.0103. 


.C8.ol.tm 


Method 


TBLASTX: Maize 


Start 


' 1385 






End 


3117 




GI 


none 






Score 


104 




TP von <5 


1385. . 1489, 


1385. 


..1465, 1590 


. .1733, 1599. .1733, 


1604. .1735, 




1627. .1734, 


1815. 


..1937, 1817 


. .1936, 2696. .2821, 


2700. .2825, 




2701. .2820, 


3061. 


. .3117 








Qpn No 


13061 






Seq. ID 


OJ991011_ 


13. 0103. C8 


f^Qno No 


27659 






Strand 








11823 






End 


14099 




Name 


OJ991011 13 


.0103. 


.C8.o3.tm 


Method 


TBLASTX: Maize 


Start 


3774 






End 


5583 




GI 


none 






Score 


73 




Exons 


3774 . .3827, 


3774 , 


..3830, 3776 


. .3853, 3929. .4054, 


3951. .4055, 




3983. .4057, 


3985. 


..4056, 4100 


. .4204, 4144 . .4197, 


4146. .4202, 




4372. .4440, 


4379, 


..4441, 4543 


. .4593, 4544 . .4594, 


4741. .4920, 




4798. .4905, 


5526, 


..5579, 5526 


. .5579, 5527. .5583 





13578 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13061 Seq. ID 

27659 Strand 
11823 End 
OJ991011_13.0103.C8.o2.gp Method 
11563 End 

4984 1.R1084 . Score 



OJ991011_13.0103.C8 

14099 
AAT/GAP 
13828 
1888 



11563. .12247, 127 65 1284 5/ 13571. .13828 
, 6091726/gb|AAF03438.1|AC010797_14 2.0e-12 (AC010797) 
hypothetical protein [Arabidopsis thaliana] 1 



Oct]. IN L> . 








Seq. ID 


OJ991011_13.0103 




c~ 1 \J -J J 






Strand 




Start 


11823 






End 


14099 


Name 


OJ9910 


11__13.0103.C8, 


. ol . np 


Method 


AAT/NAP 


O udl L 


i J.OU 






End 


12834 


oX 


79 

O \J Zt X / 


6 




Score 


120 


Exons 


X X O X O . 


.12247, 12765- 


. . 12834 






OX UcoLIip. 


f apdi o 


797) hypothetical protein [Arabidopsis thaliana] 


o e q . in o . 


1 OUDl 






Seq. ID 


OJ991011_13.0103 


Gene No. 


27659 






Strand 




Start 


11823 






End 


14099 


Name 




11_13.0103.C8. 


,o2.tm 


Method 


TBLASTX: Maize 


OLalt 


X X O X *i 






End 


12798 


oX 


none 






Score 


75 


U 1 v t~\ T"i o 




.11909, 11823. 


. . 11879, 


11860. . 119 


94, 11862. .11942, 




1 1 97 9 


.12016, 12038. 


. . 12157, 


12061. .121 


56, 12063. . 12167, 






.12157, 12166. 


. . 12249, 


12168. .122 


48, 12176. .12259, 




12179. 


.12253, 12766, 


. . 12798 






Seq. No. 


13061 






Seq. ID 


OJ991011_13.0103 


Gene No. 


27659 






Strand 




Start 


11823 






End 


14099 


Name 


OJ9910 


11_13.0103.C8. 


. o3 . gs 


Method 


GEN SCAN 


Start 


11823 






End 


14099 


GI 


none 






Score 


.58 


Exons 


11823. 


.12247, 12765. 


. . 12.845, 


13571. .140 


99 


Seq. No. 


13062 






Seq. ID 


OJ991101_11.0118 


Gene No. 


27660 






Strand 




Start 


1 






End 


299 


Name 


OJ9911 


01_11.0118.C1. 


. ol .np 


Method 


AAT/NAP 


Start 


1 






End 


299 


GI 


670598 


4 




Score 


372 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1. .299 

(AB033235 ) gag-pol polyprotein [Oryza sativa] 



13063 Seq. ID 

27661 Strand 

1417 End 

OJ991101_11 . 0118 . C3 . ol . gs Method 

1417 End 

none Score 
1417. .1773 



OJ991101JL1.0118.C3 
+ 

1773 
GENSCAN 
1773 
.97 



Seq. No, 
Gene No. 



13063 
27662 



Seq. ID OJ991101_11.0118.C3 
Strand + 



13579 




Otal 1- 


312 6 


End 


4 259 




Name 


OJ991101 11 01 1ft P3 n? as 


Mp* t" h oH 






DLalL 


31 ? ~ 

J 1 \J 


FnH 


42S9 

*i --. *J _7 






n on 


OLUl c 


92 




P 1 von <5 


3126 3234 3832 4049 4195 


4259 






Seq.. No. 


13064 


Seq. ID 


OJ991101_11.0118 


.C4 


Gene No. 


27663 


Strand 


+ 




O L. a. X. L, 


177 


End 


2253 






OJ991101 11 0118 P4 nl rrs 

\_/ C y J 1 1 U 1 J L i UIIO • • Ul i UO 


Method 


GENSCAN 




OldlL 


177 ~ 


End 


2253 




(ZT 


none 


Score 


. 91 






177 336 749 897 992 1143 


1904.. 2018, 2116.. 2253 




Seq. No. 


13064 


Seq. ID 


OJ991101_11.0118 


,C4 


Gene No. 


27663 


Strand 


+ 




Start 


177 


End 


2253 




ln a.mc 


OJ991101 11 0118 T4 n? 


Method 


TBLASTX : Soybean 




O Ucl-L U 


209 _ 
^ w 


End 


900 






none 


Score 


174 






209 340 210 341 741 899 


747. .878, 


748. .900 




Seq. No. 


13064 


Seq. ID 


OJ991101_11.0118 


,C4 


Gene No. 


27663 


Strand 


+ 




Q-f- a r-f- 
o L a -L L 


1 77 
i / / 


End 


2253 




Name 


O.TQQV1 01 11 01 1 ft CA nl +-n 

WU_7_7i.-L.VJ-L lltUllOi^l.Uli 


Method 


TBLASTX: Cress 






7 -1 ft _ 


End 


1126 




P T 


none 


Score 


154 




Exons 


74ft 900 7R1 RQ7 7S3 926 


978. .1082 


, 991.. 1119, 992 


112 6 


Cart Mo 


1 3064 


Seq. ID 


OJ991101_11.0118 


CA 


fZcino M o 


27663 


Strand 


+ 




Start 


177 


End 


2253 




Name 


OJ991101 -11.0118. C4.ol.tm 


Method 


TBLASTX: Maize 




Otui t 


748 


End 


1976 




Ol 


none 


Score 


97 




P vnn 5 


748. .819, 748. .819, 749... 898, 


749. .820, 


762. .926, 772.. 


900, 




817. .894, 978. .1082, 991. .1143, 992. .1144, 1080. -.1145, 






1888. .1974, 1894. .1974, 1896.. 


1976 






Ccarr Mn 

OCU • LN U • 


13064 


Seq. ID 


OJ991101_11.0118 


.C4 


Gene No. 


27663 


Strand 


+ 




Start 


177 


End 


2253 




Name 


OJ991101 ll.0118.C4.ol.ts 


Method 


TBLASTX: Soybean 




O LdL L 


1030 


End 


2174 






none 


Score 


157 




P von 


1030. .1143, 1034. .1144, 1036.. 


1146, 18S 


4 . .2018, 1911. .2018, 




2085. .2174, 2095. .2163 








O C ^ • L\ W * 


13065 


Seq. ID 


OJ991101_11.0118 


.C5 


Gene No . 


27664 


Strand 


+ 




Start 


1 


End 


522 




Name 


OJ991101 11.0118.C5.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


522 




GI 


6693023 


Score 


201 




Exons 


1. .522 








GI Descrip. 


(AC012375) T22C5.20 [Arabidopsis thaliana] 





13580 



Seq. No. 13065 Seq. ID 

Gene No. 27664 Strand 

Start 1 End 

Name OJ991101_11 . 0118 .C5.ol.tm Method 

Start 34 9 End 

GI none- Score 

Exons 349.. 474, 350.. 478 



OJ991101_11.0118.C5 
+ 

522 

TBLASTX: Maize 

478 

181 



Seq. No. 13066 Seq. ID 

Gene No. 27665 Strand 

Start 20274 End 

Name OJ991101_11 . 0118 . C6 . o4 . gs Method 

Start 20274 End 

GI none Score 

Exons 20274 . .20294, 20380.. 21234 



OJ991101_11.0118.C6 
+ 

21234 
GENSCAN 
21234 
.45 



Seq. No. 13066 

Gene No. 27666 

Start 2013 

Name OJ991101_11 . 0118 . C6 . ol . gs 

Start 2013 

GI none 

Exons 2013.. 2837, 2967.. 3733, 3990. 
6650. . 6680 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991101_11.0118.C6 

6680 
GENSCAN 
6680 
.89 



,4062, 4258. .4335, 4533. .6535, 



Seq. No. 13066 Seq. ID 

Gene No. 27666 Strand 

Start 2013 End 6680 

Name OJ991101_11 . 0118 . C6 . o2 . np Method AAT/NAP 

Start 2016 End 3395 

GI 1310677 Score 698 

Exons 2016.. 2837, 2967.. 3395 

GI Descrip. (X97636) protein z-type serpin [Hordeum vulgare] 



OJ991101 11. 0118. C6 



Seq. No. 


13066 








Seq. ID 


OJ991101_11.0118 


.C6 


Gene No. 


- 27667 








Strand 






Start 


11064 








End 


11810 




Name 


OJ991101 11.0118 


.C6 


.o2 


.gs 


Method 


GENSCAN 




Start 


11064 








End 


11726 




GI 


none 








Score 


. 1 




Exons 


11064. .11726 














Seq. No. 


13066 








Seq. ID 


OJ991101_11.0118 


.C6 


Gene No. 


27667 








Strand 






Start 


11064 








End 


11810 




Name 


OJ991101 11.0118 


.C6 


ol 


gp 


Method 


AAT/GAP 




Start 


11190 








End 


11810 




GI 


2798248 








Score 


980 




Exons 


11190. . 11810 














Seq. No. 


13066 








Seq. ID 


OJ991101_11.0118 


.C6 


Gene No. 


27668 








Strand 






Start 


21569 








End 


23227 




Name 


OJ991101 11.0118 


C6. 


o3. 


tm 


Method 


TBLASTX: Maize 




Start 


1328 








End 


1692 




GI 


none 








Score 


85 





13581 



Exons 



# 



1328. .1378, 1328. .1378, 1330. .1386, 1457. .1684, 1479. .1685, 
1479. .1691, 1480. .1692 



Seq. No. 13066 

Gene No. 27668 
Start ■ 21569 

Name OJ991101_11 . 0118 .C6. ol . tm 

Start 2028 

GI none 
Exons 



Seq. ID OJ991101_11.0118.C6 
Strand 

End 23227 

Method TBLASTX : Maize 

End 2838 ' 

Score 94 



2028. .2114, 2029. .2115, 2211. .2261, 2301. .2399, 2302. .2406, 
2427. .2510, 2434. .2508, 2553. .2831, 2554. .2838 



Seq. No. 13066 

Gene No. 27668 

Start 21569 

Name OJ991101_11 . 0118 . C6 . o3 . tc 

Start 2028 

GI none 
Exons 



Seq. ID OJ991101_11.0118.C6 
Strand 

End 23227 

Method TBLASTX : Cress 

End 2510 

Score 77 

2028. .2117, 2029. .2115, 2214. .2282, 2301. .2399, 2427. .2510 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13066 
27668 
21569 

OJ991101_11.0118 .C6.ol.ts 

2028 

none 



Seq. ID OJ991101_11.0118.C6 
Strand 

End 23227 
Method TBLASTX : Soybean 
End ' 3394 
Score 116 

2028. .2117, 2029. .2115, 2289. .2399, 2427. .2510, 2553. .2831, 
255,7.-2838, 2967. .3086, 3195. .3287, 3335. .3394 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13066 ' 

27668 

21569 

OJ991101_11.0118.C6.o2.tc 

20767 
none 



Seq. ID OJ991101_11.0118.C6 
Strand 

End 23227 

Method TBLASTX : Cress 

End 21227 

Score 101 



20767. .20844, 21036 .. 2 1227 , 21037. .21219 



Seq. No. 13066 

Gene No. 27668 

Start 21569 

Name OJ991101_11 . 0118 . C6 . o2 . tm 

Start 20776 

GI none 
Exons 



Seq. ID OJ991101_11.0118.C6 
Strand 

End 23227 

Method TBLASTX: Maize 

End 21249 

Score 109 



20776. .20844, 20957 .. 21004 , 20962 .. 21018 , 21006 .. 21233, 
21007. .21249 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



13066 
27668 
21569 

OJ991101_ll.0118.C6.o3. ts 

20776 
none 



Seq. ID OJ991101_11.0118.C6 
Strand 

End 23227 

Method TBLASTX : Soybean 

End 21242 

Score 99 



20776. .20844, 21039 .. 21242, 21040.. 21219 



13066 
27668 
21569 



Seq. ID OJ991101_11.0118.C6 
Strand 

End 23227 



13582 



Name 


OJ9911 


01 11. 0118. C6. 


ol . tw 


Method 


TBLASTX: 


Wheat 




Start 


21031 






End 


21219 






GI 


none 






Score 


216 






Exons 


21031. 


.21219, 21042. 


.21200 










Seq. No. 


13066 






Seq. ID 


OJ991101 


11 .0118 


.C6 


Gene No. 


27668 






Strand 








Start 


21569 






End 


23227 






Name 


OJ991101 11. 0118. C6. 


o5 . as 


.Method 


GENSCAN 






Start 


21569 






End 


23178 






GI 


none 






Score 


. 68 






Exons 


21569. 


.21699, 21995. 


.22117, 


22404 . .22642, 22737 


. .22793, 






23063. 


.23178 












Seq. No. 


13066 






Seq. ID 


OJ991101 


11.0118 


,C6 


Gene No . 


27668 






Strand 








Start 


21569 






End 


23227 






Name 


OJ9911 


01_11.0118.C6. 


o2.ts 


Method 


TBLASTX: 


Soybean 




Start 


21849 






End 


22792 






GI 


none 






Score 


44 






Exons 


21849. 


.21896, 21972. 


.22079, 


21995. .22078, 22172 


. .22276, 






22174. 


.22296, 22193. 


.22297, 


22201. .22296, 22402 


. .22650, 






22739. 


.22792 












Seq. No. 


13066 






Seq. ID 


OJ991101 


11 . 0118 


. C6 


! i=? Gene No. 


27668 






Strand 








if! Start 


21569 






End 


23227 






rU Name 


OJ991101 11. 0118. C6. 


o4 . np 


Method 


AAT/NAP 






!»=! Start 


21854 






End 


23227 






! == ; GI 


5668808 




Score 


556 






Exons 


21854. 


.21904, 21995. 


.22081, 


22177. .22295, 22404 


. . 22642, 






22737. 


.22793, 22888. 


.22974, 


23063. .23227 






PL! GI Descrip. 


(AC007519) F16N3.20 


[Arabiciopsis thaliana] 






;==i Sea . No . 


13066 






Seq. ID 


OJ991101 


11 . 0118 


. C6 


i! s | Gene No . 


27668 






Strand 








^ Start 


21569 






End 


23227 






M : Name 


OJ991101 11. 0118. C6. 


ol.tc 


Method 


TBLASTX: 


Cress 




Q Start 


21995 






End 


23224 






r = ; GI 


none 






Score 


40 






Exons 


21995. 


.22087, 22053. 


.22082, 


22189. .22302, 22190 


. . 22276, 






22397. 


.22447, 22402. 


.22650, 


22550. .22648, 22739 


. . 22792, 






22748. 


.22795, 22890. 


.22973, 


23047. .23223, 23048 


. .23224 




Seq. No. 


13066 






Seq. ID 


OJ991101 


11 . 0118 


.C6 


Gene No . 


27668 






Strand 








Start 


21569 






End 


23227 






Name 


OJ991101 11. 0118. C6. 


o4 . tm 


Method 


TBLASTX: 


Maize 




Start 


22180 






End 


23226 






GI 


none 






Score 


73 






Exons 


22180. 


.22344, 22199. 


.22276, 


22402. .226 


50, 22535 


. . 22645, 






22742. 


.22792, 22890. 


.22973, 


23041. .231 


48, 23048 


. .23149, 






23164. 


.23226 












Seq. No. 


13067 






Seq. ID 


OJ991101_ 


JL1.0118 


.C7 


Gene No. 


27669 






Strand 








Start 


1 






End 


1022 







13583 




Name 


OJ991101 11 


. 0118 


. C7 


ol . np 


Method 


AAT/NAP 




Start 


1 ~~ 








End 


476 




GI 


5668808 








Score 


263 




Exons 


1 . . 121, 213 


. . 476 












GI Descrip. 


(AC007519) 


F16N3 


. 20 


[Arabidopsis thaliana] 




Seq. No. 


13067 - 








Seq. ID 


OJ991101_11.0118 


.C7 


Gene No. 


27669 








Strand 


- 




Start 


1 








End 


1022 




Name 


OJ991101 11 


. 0118 


. C7 . 


ol . tc 


Method 


TBLASTX: Cress 




Start 


2 ' ~ 








End 


395 




GI 


none 








Score 


59 




Exons 


2 . . 115, 5 . . 


121, 


12 . . 


140, 210. 


.395, 220 


. .357 




Seq. No. 


13067 








Seq. ID 


OJ991101_11 .0118 


.C7 


Gene No. 


27669 








Strand 






Start 


1 








End 


1022 




Name 


OJ991101 11 


. 0118 


,C7 . 


o 1 tm 


Method 


TBLASTX: Maize 




Start 


2 ~~ 








End 


386 




GI 


none 








Score 


145 




Exons 


2. .118, 3. . 


122, 


213. 


.380, 214 


..381, 294. .386 




Seq. No. 


13067 








Seq. ID 


OJ991101_11.0118 


.C7 


Gene No. 


27669 








Strand 


- 




Start 


I - 








End 


1022 




Name 


OJ991101 11 


. 0118 


. C7 . 


n 1 4- e 
\J ± . L- is 


M^f" hoH 

1 JC L.11UU 






Start 


5 ~ 








-End 


380 




GI 


none 








Score 


132 




Exons 


5 . . 121, 12 . 


.140, 


21C 


. .380 








Seq. No. 


13067 








Seq. ID 


OJ991101_11.0118 


.C7 


Gene No. 


27669 








Strand 






Start 


1 








End 


1022 




Name 


OJ991101 11 


.0118 


.C7. 


0 1 . gs 


Method 


GENS CAN 




Start 


162 ~ 








End 


1022 




GI 


none 








Score 


.67 




Exons 


162 . . 652 , 8 


49. .1022 










Seq. No. 


13068 








Seq. ID 


OJ991101JL1.0118 


.C8 


Gene No. 


27670 








Strand 






Start 


1 








End 


617 




Name 


OJ991101 11 


.0118 


,C8. 




Method 


AAT/GAP 




Start 


1 ~~ 








End 


353 




GI 


2309748 








Score 


694 




Exons 


1 . . 353 














Seq. No. 


13068 








Seq. ID 


OJ991101_11.0118 


.C8 


Gene No. 


27670 








Strand 






Start 


1 








End 


617 




Name 


OJ991101 11 


.0118 


.C8. 


ol . gs 


Method 


GENSCAN 




Start 


151 _ 








End 


617 




GI 


none 








Score 


.42 




Exons 


151. . 617 














Seq. No. 


13069 








Seq. ID 


OJ991101_11.0118 


.C9 


Gene No. 


27671 








Strand 






Start 


137 








End 


194 





13584 



Name 

Start 

GI 

Exons 



OJ991101_11 . 0118 . C9 . ol . gs Method GENSCAN 

137 End 194 

none Score .44 
137. .194 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13070 



Seq. ID OJ991101 11. 0118. CIO 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27672 Strand 
1 End 
OJ99110 1_11. 0118. CIO. ol .np Method 
1 End 
6069646 Score 
1..345 

(AP000616) similar to putative reverse 
[Oryza sativa] gi | 6907 112 | dbj | BAA90639 
Arabidopsis thaliana chromosome II BAC 
putative non-LTR retroelement reverse 
[Oryza sativa] 



+ 

345 

AAT/NAP 
345 
409 

transcriptase 
11 (AP001129) 
F9013 genomic 
transcriptase . 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



13070 
27672 
1 

OJ991101_11. 0118. C10. ol.gs 
92 

none 
92. .164 



Seq. ID OJ991101_11. 0118. C10 

Strand + 

End 345 

Method GENSCAN 

End 164 

Score .42 



Seq. No. 13070 

Gene No. 27673 

Start 1010 

Name OJ991101_11 . 0118 . C10 . ol . 

Start 1010 

GI none 

Exons 1010.. 1198, 1018.. 1206 

Seq. No. 13070 
Gene No. ' 27673 

Start 1010 

Name OJ991101_11 . 0118 . C10 . ol , 

Start 1013 

GI none 

Exons 1013.. 1081, 1013.. 1081, 



tw 



tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991101JL1. 0118. C10 
124 9 

TBLASTX: Wheat 

1206 

195 



Seq. ID OJ991101JL1. 0118. C10 
Strand 

•End 124 9 

Method TBLASTX: Maize 

End 124 9 

Score 99 
1064. .1144, 1138. .1224, 1145. .1249 



Seq. No. 13071 
Gene No. 27674 
Start 123 

Name OJ991101_11 . 0118 . Cll . ol . 

Start 123 

GI LIB34 77-003-P1-K1-E9 

Exons 123.. 220 

GI Descrip. 24 98586/sp | Q40638 | MPOl 

S 1 PRECURSOR (ORY S I)*" 

sativa] ' 



gp 



Seq. ID OJ991101_11. 0118. Cll 

Strand + 

End 220 

Method AAT/GAP 

End 220 

Score 159 



ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
>gi_1173557 (U31771) Ory s 1 [Oryza 



Seq. No. 13072 

Gene No. 27675 

Start 1 

Name OJ991101_11 . 0118 . C12 . ol . gp 



Seq. ID OJ991101_11.0118.C12 

Strand + 

End 2104 

Method AAT/GAP 



13585 



Start 
GI 

Exons 

GI Descrip. 



End 
Score 



1945 
156 



LIB3477-003-P1-K1-E9 
1..93, 1920. .1945 

■2498586/sp IQ40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1. [Oryza 
sativa] 1 



Seq. No. 


13072 








Seq. ID 


OJ991101_ 


_11.0118.C12 


Gene No. 


27675 








Strand 


+■ 




Start 


1 








End 


2104 




Name 


OJ991101 11 


. 0118 


.C12 .ol 


.gs 


Method 


GEN SCAN 




Start 


1418 








End 


2104 




GI 


none 








Score 


.61 




Exons 


1418. .1495, 


2061 


. .2104 










Seq. No. 


13072 








Seq. ID 


OJ991101_ 


_11.0118.C12 


Gene No. 


27676 








Strand 


+ 




Start 


3304 








End 


9492 




Name 


OJ991101 11 


.0118 


.C12.o2 


gs 


Method 


GENSCAN 




Start 


3304 








End 


9492 




GI 


none 








Score 


.52 




Exons 


3304. .3330, 


3491 


. .3562, 


3610. 


.3679, 3795..3838, 


4291. .4395, 




4511. .5718, 


5724 


. . 6271, 


6353. 


.7545, 7750. .9492 




Seq. No. 


13072' 








Seq. ID 


OJ991101_ 


_11.0118.C12 


Gene No. 


27676 








Strand 


+ 




Start 


3304 








End 


9492 




Name 


OJ991101 11 


.0118 


.C12.ol 


np 


Method 


AAT/NAP 




Start 


4971 








End 


9489 




GI 


6498441 








Score 


5833 




Exons 


4971. .6329, 


6513 


. . 6647, 


6822. 


.7545, 7717. .9114, 


9208. .9489 



GI Descrip. 



(AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 


13072 








Seq. ID 


OJ991101_11.0118.C12 


Gene No. 


27677 








Strand 




Start 


10116 








End 


13768 


Name 


OJ991101 11 


.0118 


.C12.o6 


tw 


Method 


TBLASTX: Wheat 


Start 


5123 








End 


5512 


GI 


none 








Score 


54 


Exons 


5123. .5167, 


5174 


. .5272, 


5191. 


.5229, 5255. .5512, 5272. .5478 


Seq. No. 


13072 








Seq. ID 


OJ991101_11.0118.C12 


Gene No. 


27677 








Strand 




Start 


10116 








End 


13768 


Name 


OJ991101 11 


.0118 


C12.o4 


tm 


Method 


TBLASTX: Maize 


Start 


5162 








End 


5410 


GI 


none 








Score 


189 


Exons 


5162. .5410, 


5278 


.5409 








Seq. No. 


13072 








Seq. ID 


OJ991101_11.0118.C12 


Gene No. 


27677 








Strand 




Start 


10116 








End 


13768 


Name 


OJ991101 11 


.0118 


C12.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


6015 








End 


6426 


GI 


none 








Score 


505 



13586 




Exons 


6015. . 6419, 


6016 


. .6426 










Seq. No. 


13072 








Seq. ID 


OJ991101_11.0118 


.C12 


Gene No. 


27677 








Strand 






Start 


10116 








End 


13768 




Name 


OJ991101 11. 


0118 


.C12.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


6094 








End 


6450 




GI 


none 








Score 


371 




Exons 


6094 . . 6450, 


6129 


. .6440, 


6334 . 


, . 6450 






Seq. No. 


13072 








Seq. ID 


OJ991101_11.0118, 


.C12 


Gene No. 


27677 








Strand 






Start 


10116 








End 


13768 




Name 


OJ991101 11. 


0118 


.C12.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


6477 








End 


6861 




GI 


none 








Score 


363 




Exons 


6477. .6842, 


6478 


. .6861 










Seq. No. 


13072 








Seq. ID 


OJ991101_11.0118, 


.C12 


Gene No. 


27677 








Strand 






Start 


10116 








End 


13768 




Name 


OJ991101 11. 


0118 


.C12 .o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


6534 








End 


6954 




GI 


none 








Score 


500 




Exons 


6534 . . 6929, 


6535 


. .6954 










Seq. No. 


13072 








Seq. ID 


OJ991101_11.0118, 


.C12 


Gene No. 


27677 








Strand 






Start 


. 10116 








End 


13768 




Name 


OJ991101 11. 


0118 


.C12 .ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


6613 








End 


6984 




GI 


none 








Score 


284 




Exons 


6613. . 6984, 


6630 


. . 6773 










Seq. No. 


13072 








Seq. ID 


OJ991101_11.0118, 


■ C12 


Gene No. 


27677 








Strand 






Start 


10116 








End 


13768 




Name 


OJ991101 11. 


0118 


.C12.o4 


. tw 


Method 


TBLASTX: Wheat 




Start 


7417 








End 


7851 




GI 


none 








Score 


236 




Exons 


7417. .7641, 


7482 


. .7658, 


7702. 


.7851, 7713. .7850 




Seq. No. 


13072 








Seq. ID 


OJ991101_11.0118. 


.C12 


Gene No. 


27677 








Strand 






Start 


10116 








End 


13768 




Name 


OJ991101 11. 


0118 


.C12.o2 


. ts 


Method 


TBLASTX: Soybean 




Start 


7540 








End 


8106 




GI 


5666795 








Score 


68 




Exons 


7540. .7638, 


7717 


. .7851, 


7906. 


.8106 






GI Descrip. 


4206306 2.0e 


:-10 


(AF049110) prpol [Zea 


mays] 




Seq. No. 


13072 








Seq. ID 


OJ991101_11.0118. 


.C12 


Gene No. 


27677 








Strand 






Start 


10116 








End 


13768 




Name 


OJ991101 11. 


0118 


.C12.o7 


. tw 


Method 


TBLASTX: Wheat 




Start 


7854 








End 


8166 




GI 


none 








Score 


195 





13587 



U"* \7 /~\ 


7RS4 roio 7RRS RORS 


7 QOfi 

/ .7 U D 


R1 fifi 








Seq. No. 


13072 




Seq. ID 


OJ991101 


_11.0118 


.C12 


Gene No. 


27677 




Strand 








C -1- -3 v-t- 
O T-cil. L. 


10116 




End 


13768 






Name 


o.tqqii m 11 011R pi? 0? 


. t_iil 


Mo hhnH 




iia 1 1* c 




o L.ar I, 


R IS Q _ 




FnH 


8 691 






P T 


none 






371 






Tvnric 

DAUilO 


RISQ RfiR? R176 


8479 


. .8 691 








Seq. No. 


13072 




Seq. ID 


OJ991101 


_11.0118 


.C12 


Gene No. 


27677 




Strand 










J. U 1 X u 




Fnd 


13768 






Name 


D.7QQ1 1 01 11 nilfi H9 nl 

WU3311U1 11 . UllO . Lit * UJ 




L'ltr LJ1UU 










fl 4 Qfi ~~ 

O *3 J U 




FnH 

J-jJ Ivl 


R R77 
00// 






PT 
ol 


none 




OLUl c 


j 0 1 






U 1 von q 


R4Q6 RR4 6 R"4Q7 RR77 












JC^^ IN U • 


1 107? 




Seq.. ID 


OJ991101 


_11.0118 


.C12 


Gene No. 


27677 




Strand 








Start 


10116 




End 


13768 






Name 


O.TQQ1101 11 011R PI? nS 


. tw 


Method 


TBLASTX : 


Wheat 




OUalL 


RR7R _ 
00/0 




End 


9480 






PT 
kjl 


none 




Score 


270 






Exons 


RR7R Q1 fiR RRR1 Q1 67 

OO/O. . 31DO; OOOj. . 31D / / 


Q? fiS 


..9324, 9354. .9380, 


9355. .9480, 




Q40R 0.476 












Seq. No. 


13072 




Seq. ID 


OJ991101 


_11.0118 


.C12 


Gene No. 


27677 




Strand 








jLal L 


1 01 1 
1 \J 1 1 u 




End 


13768 






Name 


O.TQQ1 1 01 11 01 1 R PI 9 nS 

WU-7-/11U1 11 • UllO «^lt iUJ 


• LIU 


Method 


TBLASTX: 


Maize 




o uair u 


j O ft O 




End 


9492 






P T 


none 




Score 


185 






IT vnn c 


Q14fi Q4RR Q14Q 949? 












o e q . LN O . 


13072 




Seq. ID 


OJ991101 


_11.0118 


.C12 


Gene No. 


27677 




Strand 








Start 


10116 




End 


137-68- 






LN dilLC 


OJ991101 ll.0118.C12.o3 


.gs 


Method 


GEN SCAN 






OLC11 L 


10116 




End 


13768 






PT 


none 




Score 


. 61 








. 10116. .10307, 10357. .11984, 


12284. .13094, 13296 


. . 13368, 






13539. .13654, 13709. .137 68 










Qorr Kin 
OC4. LN U . 


13072 




Seq. ID 


OJ991101 


_11.0118 


.C12 


Gene No. 


27677 




Strand 








Start 


10116 




End 


13768 






LNgUUC 


OJ991101 ll.0118.C12.o2 


np 


Method 


AAT/NAP 






Ol-ci-LV L 


10119 




End 


13349 






PT 


6907089 




Score 


4328 






Exons 


10119. .11984, 12088. .13349 










GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


13073 




Seq. ID 


OJ991101 


_11.0118 


.C13 


Gene No. 


27678 




Strand 


+ 






Start 


146 




End 


3624 






Name 


OJ991101 ll.0118.C13.ol 


gs 


Method 


GENSCAN 







13588 




CM > >- f- 

btall. 


T 4 6 


FnH 






P T 


none 


OUUIC 


. 74 




Exons 




3624 






oeq . iNo . 


1 ^07 ^ 




ojggi im 1 1 oi i r 

UU .7_7.LJ.UJL 11 • UllO 


CI ^ 




27679 


Strand 






" Start 


5098 


End 


8742 




Name 


OJ991101 11.0118.C13.ol.gp 


Method 


AAT/GAP 






5024 


End 


5400 




P T 
Lxl 


5003144 


Score 


71 ^ 




Exons 


5024. .5400 










4 887010/gb|AAD32141. 1 |AF123503_1 1. Oe- 




gh3 




deduced protein [Nicotiana tabacum] 






Seq. No. 


13073 


Seq. ID 


OJ991101JL1.0118 


.C13 


Gene No. 


27679 


Strand 


+ 




C+- -a r-4- 


5098 


End 


8742 




Name 


OJ991101 11. 01.18. C13.o2.gs 


Method 


\J Hj LN O v/rt.LN 




Of a r-+* 


5098 


End 






PT 
\j 1 


none 


Score 


. 97 






5098. .5447, 5616. .5717, 6928 


. .8320 






Con Wa 


13073 


Seq. ID 


OJQ91101 11 0118 


. C13 


i Gene No. 


27679 


Strand 


+ " 




[ Start 


5098 


End 


8742 




: Name 


OJ991101 11.0118.C13.ol.np 


Method 


AAT/NAP 




otaru. 


5128 


End 


8320 




i pt 


48870-10 


Score 


2138 




i hjXons 


5128. .5447, 5616. .5717, 6928 


. .8320 






. \j± ue scrip. 


(AF123503) Nt-gh3 deduced protein [Nicotiana tabacum] 




\ 

' Q a o Mo 


13073 


Seq. ID 


OJ991101_11.0118 




r P ___ n o Mo 


27679 


Strand 


+ 




Start 


5098 


End 


8742 




| Name 


OJ991101 11.0118.C13.o2.gp 


Method 


AAT/GAP 




; OLdI U 


7838 


End 


8742 




1 P T 
lal 


81061 1.R1084 


Score 


1710 




t CjXons 


7838. .8742 










'2642446 2.0e-43 (AC002391) 


similar to 


auxin-responsive 


GH3 




protein [Arabidopsis thaliana] 1 






Con Mo 


13073 


Seq. ID 


OJ991101_11.0118 


.C13 


Gene No. 


27680 


Strand 






Start 


9804 


End 


10955 




Name 


OJ991101 11.0118.C13.o2.ts 


Method 


TBLASTX: Soybean 




OLdi L 


5173 


End 


7093 




PT 


none 


Score 


322 




Exons 


5173. .5445, 5182.. 5373, 5211 


..5447, 5611. .5724, 6923. .7084, 




6929.. 7093, 6931.. 7092 








O C <kJ ■ IN KJ . 


13073 


Seq. ID 


OJ991101_11.0118 


.C13 


Gene No. 


27680 


Strand 






Start 


9804 


End 


10955 




Name 


OJ991101 11.0118.C13.o2.tc 


Method 


TBLASTX: Cress 




Start 


5176 


End 


5667 




GI 


none 


Score 


304 




Exons 


5176. .5445, 5182. .5373, 5211 


..5447, 5611. .5667 





13589 




Seq. No. 


13073 








Seq. ID 


OJ991101_11.0118.C13 




27680 








Strand 






9804 








End 


10955 


Name 


OJ991101 11 


. 0118 . 


C13.o4 . 


. tm 


Method 


TBLASTX; Maize 




SI 82 ~~ 

J JL O C. 








End 


5670 


(IT 


none 








Score 


123 


F von ^ 

Ej A. w i i O 


5182 5289, 


5182 . 


. 5301, 


5293. 


.5445, 5298.. 5447, 5611.. 5^670 


Seq. No. 


13073 








Seq. ID 


OJ991101_11..0118.C13 


Cpnp NO . 


27680 








Strand 




Cfarj- 
OLdl L 


9804 








End 


10955' 




OJ991101 11 


. 0118 . 


C13.o2 . 


, tw 


Method 


TBLASTX: Wheat 


Of 3 r f 

O Lai t 


6935 _ 








End 


7084 


fir 

\J I 


none 








Score 


191 


P 1 von q 


6935 7045 


6955 . 


.7071, 


6956 . 


.7084 




Seq. No. 


13073 








Seq. ID 


OJ991101_11.0118.C13 


f7^-np No 


27680 








Strand 




Cf ^ rt 


9804 








End 


10955 


Name 


OJ991101 11 


. 0118 . 


C13 . o2 . 


. tm 


Method 


TBLASTX: Maize 


o Lai L 


6952 ~~ 








End 


7327 


(IT 


none 








Score 


333 




695? 714 9 


6953 . 


.7186, 


7103 . 


.7174, 7181. .7327, 7192. .7305 


o e q . in o . 


X O VJ / J 








Seq. ID 


OJ991101_11.0118.C13 


Gene No. 


27680 








Strand 




Start 


9804 








End 


10955 


INcULlG 


OJ991101 11 


. 0118 . 


C13 . ol , 


. ts 


Method 


TBLASTX : Soybean 


O Ldl L. 


7093 ~~ 








End 


8317 


riT 


none 








Score 


286 


Exons 


7093 7296 


7100 . 


. 7327 , 


7367 . 


.7492, 7367. .7489, 7369. .7491, 




7478 7627, 


7486. 


.7599, 


7673 . 


.7990, 7693. .7836, 7915. .7986, 




8041 8112 

Owl I • » J- J. , 


8042 . 


.8104 , 


8114 . 


.8317, 8116. .8313 


C rr Ma 


13073 








Seq. ID 


OJ991101_11.0118.C13 


Gene No. 


27680 








Strand 




Start 


9804 








End 


10955 


Name 


OJ991101 11 


. 0118 . 


C13.ol, 


. tc 


Method 


TBLASTX: Cress ' 


O LCtI L 


7100 ~~ 








End 


8317 


VJJ J. 


none 








Score 


222 




7100 . . 7285, 


7102 . 


, . 7296, 


7274 . 


.7381, 7379. .7624, 7381. .7599, 




7673 . . 7993, 


7685 . 


, . 7837, 


7693. 


.7992, 81 


341. .8112, 8042. .8104, 




8111 8317, 


8116. 


, . 8295 








Seq. No. 


13073 








Seq. ID 


OJ991101_11.0118.C13 


flcanc* No 


27680 








Strand 




u Lai L 


9804 








End 


.10955 




OJ991101 11 


. 0118 . 


, C13 . ol 


. tw 


Method 


TBLASTX: Wheat 


O Lai L 


7397 _ 








End 


7765 


GI 


none 








Score 


281 


Exons 


7397. .7621, 


7407. 


, .7487, 


7408. 


.7599, 7670. .7765, 7673. .7765 


Seq. No. 


13073 








Seq. ID 


OJ991101_11.0118.C13 


Gene No. 


27680 








Strand 




Start 


9804 








End 


10955 


Name 


OJ991101 11 


.0118. 


,C13.o3 


. tm 


Method 


TBLASTX: Maize 



13590 



Start 
GI 

Exons 



7532 End 7800 

none Score 131 

7532. .7615, 7544. .7627, 7670. .7798, 7673. .7798, 7693. .7800, 
7717. .7800 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



13073 
27680 
9804 

OJ991101_11.0118.C13.ol.tm 

7801 

none 



Seq. ID OJ991101_11.0118.C13 
Strand 

End 10955 

Method TBLASTX : Mai ze 

End 8327 

Score 293 



7801. .7992, 7802. .7993, 8041. .8319, 8042. .8320, 8068. .8154, 
8280. .8327 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ991101_11.0118.C13 
Strand 

End 10955 

Method AAT/GAP 

End 10955 

Score 658 



13073 
27680 
9804 

OJ991101_11.0118.C13.o3.gp 
9804 

25266_1.R1084 
9804. .10132, 10925. .10955 

' 4 4 68 980/emb!CAB382 94 | 7.0e-41 (AL035 605) f ormamidase-like 
protein [Arabidopsis thaliana] 1 

Seq. ID OJ991101_11.0118.C13 
Strand 

End 10955 

Method AAT/NAP 

End 10955 

Score 99 



Seq. ID OJ991101_11.0118.C14 

Strand + 

End 505 

Method GEN SCAN 

End 505 

Score .57 



Seq. ID OJ991101_11.0118.C14 

Strand 

End 854 

Method AAT/NAP 

End 854 

Score 379 



Seq. ID OJ991101_11.0118.C14 

Strand 

End 854 

Method TBLASTX :Maize 

End 771 

Score 70 





o e q . n o . 


i "507 *3 




Gene No . 


on con 

Z f DO U 


n 


• btdlL 






Name 


OJ991101 11.0118.C13.o2.np 


"e 
-i 


Start 


10013 


y 


GI 


4468980 




Exons 


10013. .10132, 10925.. 10955 




GI Descrip. 


(AL035605 ) f ormamidase-like 




Seq. No. 


13074 




Gene No. 


27681 


. f 

-i 


Start 


310 




Name 


OJ991101 11.0118.C14.ol.gs 




Start 


310 


er 


GI 


none 


:i 

Si 


Exons 


310. .381, 443. .505 


=? 


Seq. No. 


13074 




Gene No. 


27682 




Start 


1 




Name 


OJ991101 11.0118.C14.ol.np 




Start 


1 




GI 


4468980 




Exons 


1..40, 647. .854 




GI Descrip. 


(AL035605 ) f ormamidase-like 




Seq. No. 


13074 




Gene No. 


27682 




Start 


1 




Name 


OJ991101 11.0118.C14.ol.tm 




Start 


1 




GI 


none 




Exons 


1..54, 2. .43, 641. .769, 644 



13591 



Seq. No." 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



13075 
27683 
1 

OJ991101JL1. 0118. CIS. ol.np 
1 

4468981 
1..335, 440, .658 

(AL035605) f ormamidase-like protein [Arabidopsis thaliana] 



Seq. ID OJ991101_11.0118.C15 
Strand 

1092 
AAT/NAP 
658 
593 



End 

Method 

End 

Score 



13075 
27683 
1 

0 J991101_ll. 0118. CIS. ol.tm 
87 

none 



Seq. ID OJ991101_11 . 0118 . CIS 
Strand 

End 1092 

Method TBLASTX: Maize 

End 669 

Score 223 



87. .335, 88. .336, 88. .333, 96. .335, 413. .664, 441. .662, 442. .669 



13075 
27683 
1 

OJ991101_11. 0118. CIS. ol.gp 
98 

13209JL.R1084 
98. .335, 440. .689 

■ 4 4 68 980/emb|CAB382 94 | 1. 0e-81 (AL035605) f ormamidase-like 
'protein [Arabidopsis thaliana] f 



Seq. ID OJ991101_11. 0118. CIS 
Strand 

End 1092 

Method AAT/GAP 

End 689 

Score 920 



13075 
27683 
1 

OJ991101_11. 0118. CIS. ol.gs 
98 

none 

98. .335, 440. .661, 1039. .1092 

13075 
27683 
1 

OJ991101_11. 0118. CIS. ol.tc ' 
109 
none 

109. .336, 111. .335, 405. .659, 413. .658, 461. .691 



Seq. ID OJ991101_11. 0118. CIS 
Strand 

End 1092 

Method GENSCAN 

End 1092 

Score .88 



Seq. ID OJ991101_11. 0118. CIS 
Strand 

End 1092 

Method TBLASTX : Cress 

End 691 

Score 283 



13075 
27683 
1 

OJ991101_11. 0118. CIS. ol.ts 

282 

none 



Seq. ID OJ991101_11. 0118. CIS 
Strand 

End 1092 

Method TBLASTX : Soybean 

End 659 

Score 56 



282. .332, 283. .330, 413. .658, 414. .659 



13075 
27683 
1 

OJ991101_1 1.0118 .CIS. ol.tw 
440 



Seq. ID OJ991101_11. 0118. CIS 
Strand 

End 1092 

Method TBLASTX : Wheat 

End 638 



13592 




bl 


none 


Score 


on n 




Exons 


A AO £^1 A Al 








beg. no. 


IjU / d 




n tq qi 1 m ii mis 


.LID 


Gene No. 


27684 


Strand 






Start 


1 


End 


808 




Name 


OJ991101 11.0118.C16.ol.np 


Method 


AAT/NAP 




btart 


1 ' 


End 


658 




bl 


1707020 


Score 


281 




Exons 


1. .658 








bi uescrip. 


(U78721) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


13076 


Seq. ID 


OJ991101_11.0118 


.C16 


Gene No. 


27684 


Strand 






otart 


1 


End 


808 




Name 


OJ991101 11.0118.C16.ol.gs 


Method 


GENSCAN 




otart 


32 


End 


808 




bl 


none 


Score 


.41 




Exons 


o o o n q 

J£ . . O U 0 








Seq. No. 


13076 


Seq. ID 


OJ991101 11.0118.C16 


Gene No. 


27685 


Strand 






otart 


1799 


End 


2293 




Name 


OJ991101 11.0118.C16.ol.tc 


Method 


TBLASTX: Cress 




btart, 


2 


* End 


307 




bl 


none 


Score 


80 




Exons 


Z..JU/, 0..1UU, o..zyo, lo^. 


.307, 182. 


.292 




beq. no. 


13076 


Seq. ID 


OJ991101_11.0118 


.bio 


Gene No. 


27685 


Strand 






Start 


1799 


End 


2293 




Name 


OJ991101 11.0118.C16.o2.np 


Method 


AAT/NAP 




btart 


1799 


End 


2293 




H T 
bl 


6523085 


Score 


180 




Exons 


1799. .1915, 2215. .2293 








bl uescrip. 


(AL133315) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


13077 


Seq. ID 


OJ991101JL1.0118 


.C17 


Gene No. 


27686 


Strand 


+ 




bt art 


6454 


End 


6921 




Name 


OJ991101 11.0118.C17.o4.gs 


Method 


GENSCAN 




b t art 


6454 


End 


6921 




P T 
bl 


none 


Score 


.98 




Exons 


6454. .6921 








beq . no . 


13077 


Seq. ID 


OJ991101_11.0118 


.C17 


Gene No. 


27686 


Strand 


+ 




Start 


6454 


End 


6921 




Name 


OJ991101 11. 0.118. C17.o2.np 


Method 


AAT/NAP 




b tart. 


6457 


End 


6802 




C T 
bl 


6693023 


Score 


108 




Exons 


6457. . 6586, 6629. . 6802 








GI Descrip. 


(AC012375) T22C5.20 [Arabidopsis thaliana] 




Seq. No. 


13077 


Seq. ID 


OJ991101_11.0118 


C17 


Gene No. 


27687 


Strand 






Start 


1922 


End 


4065 





13593 



Name 

Start 

GI 

Exons 



OJ991101_11 . 0118 . C17 . o2 . gs Method GENSCAN 

1922 End 4065 

none Score .9 

1922. .1963, 3671. .3746, 3851. .4065 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13077 Seq. ID OJ991101_11 . 01 18 . C17 

27687., • Strand 

1922 End 4065 

OJ991101_11. 0118.C17 .Ol.np Method AAT/NAP 

2164 End 3778 

4503277 Score 146 

2164. .2222, 3025. .3064, 3671. .3778 

dCMP deaminase gi | 416889 | sp | P32 321 | DCTD_HUMAN DEOXYCYTIDYLATE 
DEAMINASE (DCMP DEAMINASE) gi | 53957 1 | pir | | A47288 dCMP deaminase 
(EC 3.5.4.12) - human gi|181537 (L12136) deoxycytidylate 
deaminase [Homo sapiens] 



Seq. No. 13077 * Seq. ID 

Gene No. 27688 Strand 

Start 5261 End 

Name OJ991101_11 . 0118 . C17 . o3 . gs Method 

Start 5261 End 

GI none Score 

Exons * 5261.. 5749 



OJ991101_11.0118.C17 

5749 
GENSCAN 
5749 
.98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13078 Seq.' ID 

27689 Strand 

1 End 
OJ991101_11. 0118. C18. ol.np Method 

1 End 

6693023 Score 
1. .459 

(AC012375) T22C5.20 [Arabidopsis thaliana] 



OJ991101_11.0118.C1E 
+ 

459 

AAT/NAP 
459 
229 



13079 Seq. ID 

27690 Strand 

1 End 
OJ991101_11 . 0118 . CI 9 . ol . gp Method 

1 End 

2442702 Score 
1. .179 



OJ991101_11.0118.C19 
285 

AAT/GAP 

179 

350 



Seq. No. 13079 Seq. ID 

Gene No. 27690 Strand 

Start 1 End 

Name OJ991101_11 . 0118 . CI 9 . ol . gs Method 

Start 18 End 

GI none Score 

Exons 18.. 285 



OJ991101_11.0118.C19 
285 

GENSCAN 

285 

.57 



Seq. No. 13080 Seq. ID 

Gene No. 27691 Strand 

Start 972 End 

Name OJ991101_11 . 0118 . C21 . ol . gp Method 

Start 972 End 

GI LIB3432-049-P1-K1-C8 Score 

Exons 972.. 1080 



OJ991101_11.0118.C21 
+ 

1080 
AAT/GAP 
1080 
195 



13594 



# 



GI Descrip. 1 1168 94 0/sp | P42738 | CHMU_ARATH 9.0e-35 CHORISMATE MUTASE 

PRECURSOR (CM-1) >gi_629509_pir S38958 chorismate mutase 

precursor - Arabidopsis thaliana >gi_429153_emb_CAA8128 6_ 
(Z26519) .chorismate mutase precursor [Arabidopsis thaliana] 1 



Seq. No. 13080 

Gene No. 27692 

Start ' 171 

Name OJ991101JL1 . 0118 . C21 . ol . tm 

Start 66 

GI none 
Exons 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991101 11.0118.C21 



1080 

TBLASTX: Maize 
1080 
41 

66. .107, 114. .155, 121. .180, 163. .279, 164. .409, 166. .390, 
168. .410, 171. .416, 546. .647, 552. .689, 915. .1079, 929. .1078, 
934. .1080 



Seq. No. 13080 

Gene No. 27692 

Start 171 

Name OJ991101_11 . 0118 . C21 . ol . ts 

Start 141 

GI none 
Exons 



Seq. ID OJ991101_11.0118.C21 
Strand 

End 1080 

Method TBLASTX : Soybean 

End 1042 

Score 153 



141. .410, 172. .369, 550. .645, 552. .650, 553. .645, 929. .994, 
934. .984, 992. .1042 



Seq. No. 13080 

Gene No. 27692 

Start 171 

Name OJ991101_11 . 0118 . C21 . ol . tc 

Start 165 

GI none 
Exons 



Seq. ID .OJ991101_11.0118.C21 
Strand 

End 1080 

Method TBLASTX : Cress 

End 1080 

Score 130 



165. .410, 175. .390, 552. .689, 553. .642, 929. .1078, 930. .1079, 
931.. 1080 



Seq. No. 13080 

Gene No. 27692 

Start 171 

Name OJ991101_11 . 0118 . C21 . ol . gs 

Start 171 

GI none 

Exons 171.. 407, 552.. 644, 935.. 1078 



Seq. ID OJ991101_11.0118.C21 
Strand 

End 1080 

Method GENSCAN 

End 1078 

Score .86 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13080 
27692 
171 

OJ991101_11.0118.C21.ol.np 
174 

4512122 



Seq. ID OJ991101_11.0118.C21 
Strand 

End 1080 

Method AAT/NAP 

End 1078 

Score 448 



174. .407, 552. .644, 935. .1078 

(AF131219) chorismate mutase 3 [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13081 
27693 
3970 

OJ991101_11.0118.C22.ol.gp 
3411 

12972 1.R1084 



Seq. ID OJ991101_11.0118.C22 
Strand 

End 6825 

Method AAT/GAP 

End 5366 

Score 1709 



3411. .3879, 3967. .4245, 4467. .4512, 4922. .5027, 5281. .5366 



13595 




\J J- Lmf V-f W Vw^ ^ J- k> » 


M335771/gb|AAD17448| 3 


. 0e-40 


(AC006284) unknown protein 




[Arabidopsis thaliana] 1 








Seq. No. 


13081 






Seq. ID 


OJ991101_11.0118.C22 


Gene No. 


27693 






Strand 




Start 


39?0 






End 


6825 


Name 


OJ991101 11 


.0118.C22.o2 


. OS 


Method 


GENSCAN 


Start 


3970 






End 


6231 


GI 


none 






Score 


.86 


Exons 


3970. .4125, 


4205. .4245, 


5281 . 


.5374, 5450.. 5528, 5630.. 5721, 




5795. .5854, 


6085. . 6231 








Seq. No. 


13081 






Seq. ID 


OJ991101_11.0118.C22 


Gene No . 


27693 






Strand 




Start 


3970 






End 


6825 


Name 


OJ991101 11 


.0118.C22.ol 


.np 


Method 


AAT/NAP 


Start 


3988 






End 


5848 


GI 


4335771 






Score 


589 


Exons 


3988. .4125, 


4205. .4245, 


4467. 


.4512, 4922. .5034, 5281. .5374, 




5450. .5528, 


5630. .5721, 


5795. 


.5848 




GI Descrip. 


(AC006284) 


unknown protein [Arabidopsis thaliana] 


Seq. No. 


13081 






Seq. ID 


OJ991101_11.0118.C22 


Gene No. 


27693 






Strand 




Start 


3970 






End 


6825 


Name 


OJ991101 11 


,0118.C22*ol 


tc 


Method 


TBLASTX : Cress 


Start 


4015 






End 


5530 


GI 


none 






Score 


97 


TT von ^ 


4015. .4122, 


4034. .4123, 


4919. 


.5035, 4920. .5036, 4922. .5041, 




5279. .5371, 


5280. .5372, 


5444 . 


.5527, 5450. .5530 


Sea No 


-L >J \J O X 






Seq. ID 


OJ991101_11.0118.C22 


Gpnp No 


27693 






Strand 




Start 


3970 






End 


6825 


Name 


OJ991101 11 


.0118.C22.ol 


tm 


Method 


TBLASTX: Maize 


Start 


4937 






End 


5838 


GI 


none 






Score 


154 


Exons 


4937. .5035, 


4938. .5036, 


5279. 


.5371, 5280.. 5372, 5284.. 5376, 




5444. .5536, 


5444 . .5527, 


5449. 


.5538, 5629. .5721, 5630. .5722, 




5631. .5723, 


5783. .5836, 


5784. 


.5837, 5803. .5838 


Seq. No. 


13081 






Seq. ID 


OJ991101_11.0118.C22 


Gene No. 


27693 






Strand 




Start 


3970 






End 


6825 


Name 


OJ991101 11 


.0118.C22.o2 


np 


Method 


AAT/NAP 


Start 


5321 






End 


6825 


GI 


4335759 






Score 


89 


Exons 


5321. .5387, 


6081. . 6257, 


6669. 


.6825 




GI Descrip. 


(AC006284) 


unknown protein [Arabidopsis 


thaliana] 


Seq. No. 


13082 






Seq. ID 


OJ991101_11.0118.C23 


Gene No. 


27694 






Strand 


+ 


Start 


135 






End 


2279 


Name 


OJ991101 11 


.0118.C23.ol. 


gs 


Method 


GENSCAN 


Start 


135 






End 


2279 


GI 


none 






Score 


.76 


Exons 


135. .552, 1078. .1126, 1731. .li 


321, 2169. 


.2279 



13596 



Seq. No. 13082 

Gene No. 27695 

Start 3154 

Name OJ991101_11 . 0118 . C23 . o2 . gs 

Start 3154 

GI none 

Exons 3154.. 3176, 3713.. 3722 



Seq. ID OJ991101_11.0118.C23 
Strand 

End 3722 

Method GENSCAN 

End 3722 

Score . 64 



Seq. No. 13083 

Gene No. 27696 

Start 4552 

Name OJ991101_11 . 01 18 . C24 . o2 . gp 

Start 4552 

GI 2442702 

Exons 4552.. 4764, 5083.. 5199 



Seq. ID OJ991101_11.0118.C24 

Strand + 

End 5199 

Method AAT/GAP 

End 5199 ■ 

Score 587 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



13083 
27697 
98 

OJ991101_11.0118.C24.ol.gp 
98 

426827 



Seq. ID OJ991101_11.0118.C24 
Strand 

End 5036 

Method AAT/GAP 

End 1211 

Score 773 



98. .320, 413. .516, 954. .1016, 1158. .1211 



Seq. No. 13083 

Gene No. 27697 

Start 98 

Name OJ991101_11 . 0118 . C24 . ol . gs 

Start 209 

GI none 

Exons 209.. 320, 



Seq. ID OJ991101_11.0118.C24 
Strand 

.End 5036 

Method GENSCAN 

End 5036 

Score .72 



954. .1016, 3435. .3644, 3922. .4175, 4577. .4744, 



4969. .5036 



Seq. No. 13083 
Gene No. 27697 
Start 98 

Name OJ991101_11 . 0118 . C24 . ol . tm 

Start 1642 
GI none 
Exons 1642 

2302 

2952 

3911 



1707, 1655.. 1699, 2105. 

2367, 2305.. 2367, 2318. 

3023, 2954.. 3055, 2954. 

4060, 4049. .4159, 4050. 



Seq. ID 
Strand 
End 

Method 
End 
. Score 



OJ991101 11.0118.C24 



5036 

TBLASTX: Maize 
4276 
69 

2173, 2108. .2158, 2301. 
2368, 2740. .2787, 2741. 
3022, 3007. .3057, 3911. 
4163, 4216. .4260, 4217. 



.2366, 
.2794, 
.4060, 
.4276 



Seq. No. 13084 Seq. ID 

Gene No. 27698 Strand 

Start 620 End 

Name ' OJ991101_11 . 0118 . C25 . ol . gs Method 

Start 620 End 

GI none Score 

Exons 620.. 715, 859.. 951, 1115.. 1172, 1824. 

3558.. 3692, 4566.. 4721, 5352. .5678 



OJ991101_11.0118.C25 
+ 

5678 
GENSCAN 
5678 
.67 

1887, 2755. .2827, 



Seq. No. 
Gene No. 
Start 



13084 
27698 
620 



Seq. ID OJ991101_11.0118.C25 
Strand + 
End 5678 



13597 




Name 


OJ991101 11.0118.C25.ol.gp 


Method 


AAT/GAP 




Start 


1406 ~ 


End 


1658 




GI 


3762972 


Score 


444 




Exons 


1406. . 1658 








Seq. No. 


13085 


Seq. ID 


OJ991101 13.0119. 


, C2 


Gene No . 


27699 


Strand 


+ ~~ 




Start 


1 


End 


238 




Name 


OJ991101 13.0119.C2.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


238 




GI 


487099 


Score 


397 




Exons 


1. .238 








GI Descrip. 


NADH dehydrogenase (ubiquinone) (EC 1. 


6.5.3) chain 2 - mai 




chloroplast 








Seq. No. 


13085 


Seq. ID 


OJ991 101 1^ 0119 




Gene No. 


27699 


Strand 


+ 




Start 


1 


End 


238 




Name 


OJ991101 13.0119.C2.ol.ts 


Method 


TBLASTX • Sovbean 




Start 


1 


End 


174 




GI 


none 


Score 


268 




Exons 


1..174, 3. .173 








Seq. No. 


13086 


Seq. ID 


OJ991 101 1 ^ 01 1 9 




Gene No. 


27700 


Strand 






Start 


1 


End 


1095 

J- \J ZJ *J 




Name 


OJ991101 13.0119.C3.ol.gp 


Method 


AAT /(^AP 




Start 


1 


End 


423 




GI 


5002953 


Score 


266 




Exons 


1..33, 292. .423 








GI Descrip . 


4680203/gbi AAD27566. 1 | AF114171 7 1 . Oe- 


39 (AF1141711 TNP2 


!-l; 




protein [Sorghum bicolor] 








Seq. No. 


13086 


Seq. ID 


OJ991101 13 0119 


C3 


Gene No. 


27700 


Strand 






Start 


1 


End 


1095 




Name 


OJ991101 13.0119.C3.ol.tw 


Method 


TBLASTX • Wheat 




Start 


1 


End 


408 




GI 


none 


Score 


177 




Exons 


1..408, 2. .364 








Seq. No. 


13086 


Seq. ID 


OJ991101_13.0119. 


C3 


Gene No. 


27700 


Strand 






Start 


1 


End 


1095 




Name 


OJ991101 13.0119.C3.ol.tm 


Method 


TBLASTX: Maize 




Start 


19 


End 


504 




GI 


none 


Score 


89 




Exons 


19. .504, 26. .175, 311. .487 








Seq. No. 


13086 


Seq. ID 


OJ991101_13.0119. 


C3 


Gene No. 


27700 


Strand 






Start 


1 


End 


1095 




Name 


OJ991101 13.0119.C3.ol.np 


Method 


AAT/NAP 




Start 


58 


End 


1095 




GI 


100484 


Score 


804 




Exons 


58. .753, 814. .1095 








GI Descrip. 


hypothetical protein - garden 


snapdragon 





13598 



Seq. No. 13086 

Gene No. 27700 

Start 1 

Name OJ991101_13 . 0119 . C3 . o2 . tw 

Start 412 

GI none 
Exons 



Seq. ID OJ991101_13.0119.C3 
Strand 

End 1095 

Method TBLASTX : Wheat 

End 7.62 

Score 66 



412. .495, 413. .496, 532. .762, 533. .733 



Seq. No. 13086 

Gene No. 27700 

Start 1 

Name OJ991101_13 . 0119 . C3 . o2 . tm 

Start 547 

GI none 
Exons 



Seq. ID OJ991101_13.0119.C3 
Strand 

End 1095 

Method TBLASTX : Maize 

End 990 

Score 84 



547. .603, 610. .759, 614. .727, 934 .. 990 



Seq. No. 13087 

Gene No. 27701 

Start 17 

Name OJ991101_13 . 0119 . C4 . ol . gs 

Start 17 

GI none 

Exons 17 . . 58 



Seq. ID OJ991101_13.0119.C4 

Strand + 

End 58 

Method GENSCAN 

End 58 

Score .83 



i 5 F; 



;' a i 
:. c 



Seq. No. 13088 

Gene No. 27702' 

Start 1 

Name OJ991101_13 . 01 19 . C5 . ol . np 

Start 1 

GI 4680203 

Exons 1. .597 

GI Descrip. (AF114171) TNP2-like protein [Sorghum bicolor] 



Seq. ID OJ991101_13.0119.C5 

Strand + 

End. 597 

Method AAT/NAP 

End 597 

Score 283 



Seq. No. 13088 

Gene No. 27702 

Start 1 

Name OJ991101_13 . 0119 . C5 . ol . tw 

Start 1 

GI none 

Exons 1..183, 27. .167, 172. .219, 223. .264, 226. .264, 288. .365, 
289. .393, 394 . .486 



Seq. ID OJ991101_13.0119.C5 

Strand + 

End 597 

Method TBLASTX : Wheat 

End 4 86 

Score 149 



Seq. No. 13088 

Gene No. 27702 

Start 1 

Name OJ991101_13 . 0119 . C5 . ol . gs 

Start 101 

GI none 

Exons 101.. 573 



Seq. ID OJ991101_13.0119.C5 

Strand + 

End 597 

Method GENSCAN 

End 573 

Score .92 



Seq. No. 13089 

Gene No. 27703 

Start 1 

Name OJ991101_13 . 0119 . C6 . ol . np 

Start 1 

GI 4584539 



Seq. ID OJ991101_13.0119.C6 

Strand + 

End 6319 

Method AAT/NAP 

End 6319 

Score 221 



13599 





1..434, 4433. .4617, 5717.. 


5762, 6290.. 


6319 




(^T npqrrin 

VJJ -I_ L/C U J. X * 


(AL049608) extensin-like protein [Arabidopsis thaliana] 






13089 


Seq. ID 


OJ991101_13.0119 




Gene No. 


27703 


Strand 






Start 


1 


End 


6319 




Name 


OJ991101 13.0119.C6.ol..gs 


Method 


GENSCAN 




Start 


316 • 


End 


6075 




GI 


none 


Score 


. 67 




J_j V^y 1 1 w 


316. .455, 2810. .3543, 3622 


..4997, 5080 


..5250, 5417. .558 


Q 




6037. . 6075 








liJ V-4 • • 


13089 


Seq. ID 


OJ991101_13.0119 




Gpnp No 


27703 


Strand 


+ 




Start 


1 


End 


6319 




Name 


OJ991101 13.0119.C6.ol.gp 


Method 


AAT/GAP 




Start 


5406 


End 


5936 




GI 


LIB34 31-001-P1-N1-B5 


Score 


742 




TT vnn *=; 


5406. .5588, 5694. .5936 








QT Dp srri d 

j. i-^ W O JL* « 


, 4680203/gb|AAD27566.1|AF114171 7 1 . 0e 


-39 (AF114171) TNP2-lik« 




protein [Sorghum bicolor] 1 








Seq. No. 


13090 


Seq. ID 


OJ991101_13.0119 


.C7 


Gene No. 


27704 


Strand 






Start. 


'2237 


End 


2638 




Name 


OJ991101 13.0119.C7.o2.gs 


Method 


GENSCAN 




Qf a rt 


2237 


End 


2638 




GI 


none 


Score 


.77 




P. von ^ 


2237. .2388, 2602. .2638 








Seq. No. 


13091 


Seq. ID 


OJ991101_13.0119 


.C8 


Gene No. 


27705 


Strand 


+ 




Start 


111 


End 


519 




Name 


OJ991101 13.0119.C8.ol.gs 


Method 


GENSCAN 




Start 


111 


. End 


519 




GI 


none 


Score 


. 62 




■L-J *\ V_/ 1 1 o 


111. .211, 299. .519 








Sea No 


13091 


Seq. ID 


OJ991101 13.0119 


.C8 


Gene No . 


27706 


Strand 


+ 




Start 


3873 


End 


4104 




Name 


OJ991101 13.0119.C8.o2.gp 


Method 


AAT/GAP 




Start 


2905 


End 


3424 




GI 


uC-osflM20204 8cl2bl 


Score 


764 






2905. .3424 








np g p t "i d 


'5257255/dbj IAP000364 . 1 IAP000364 2.0e- 


16 Oryza sativa genomic 




DNA, chromosome 8, clone : P0026F07 ' 






Seq. No. 


13091 


Seq. ID 


OJ?91101_13.0119 


.C8 


Gene No. 


27706 


Strand 


+ 




Start 


3873 


End 


4104 




Name 


OJ991101 13.0119.C8.o2.gs 


Method 


GENSCAN 




Start 


3873 


End 


4104 




GI 


none 


Score 


.48 




Exons 


3873.. 3958, 3963.. 4104 









Seq. No. 13091 Seq. ID OJ991101_13 . 0119 . C8 



13600 




Gene No. 


27707 


Strand 


+ 






O LqI u 


SSI ? 

«J -J X -J 


End 


10598 






Name 


O.TQQ1 101 1 ^ 01 1 Q Pfi rrc; 


Method 


GENSCAN 








S S 1 ^ _ 

*J o ± o 


End 


10598 








none 


Score 


. 61 








5513 6138 7421 7529 8775 


. .9183, 10236. . 10346 


t 10398 


10598 


Seq . No . 


13091 


Seq. ID 


OJ991101_ 


13.0119 


. C8 


Gene No. 


27708 


Strand 


+ 






Start 


16610 


End 


26725 






Name 


OJ991101 13.0119.C8.o6.gs 


Method 


GENSCAN 






Start 


16610 


End 


25215 






GI 


none 


Score 


. 6 






Exons 


16610. .16667, 1754 4. .17714, 


17822. . 18123, 18166. 


.18257, 





18301. . 18623, 19496. . 19551, 20792 .. 21385, 214 77 .. 21596, 
22023. .24396, 24 425 .. 24702 , 24784. .25215 



beq . no . 


13091 




Seq. ID 


OJ991101 


i ^ 


HI 1 Q CQ 


Gene No . 


27708 




Strand 


+ 






btart 


16610 




End 


26725 






Name 


OJ991101 13. 0119. C8. 


-ol.np 


Method 


AAT/NAP 






Start 


22023 




End 


26725 






GI 


5042447 




Score 


4959 






Exons 


22023. .24374, 24415, 


. .25143, 


26703. ,26725 






GI Descrip. 


(AC007789) putative 


polyprotein [Oryza 


sativa] 






Seq. No. 


13091 




Seq. ID 


OJ991101 


_13. 


.0119. C8 


Gene No. 


27708 




Strand 


+ 






Start 


16610 




End 


26725 






Name 


OJ991101 13. 0119. C8. 


.o3.gp 


Method 


AAT/GAP 






Start 


25298 




End 


26345 






GI 


688 1.R1084 




Score 


1457 






Exons 


25298. .25324, 25594. 


. .26345 










GI Descrip. 


'226661/prf | | 1603356CM 6.0e 


-54 trnA intron ORF 


109 


[Oryza 




sativa] ' 












Seq. No. 


13091 




Seq. ID 


OJ991101 


_13. 


.0119. C8 


Gene No.- 


27709 




Strand 








Start 


2136 




End 


2437 






Name 


OJ991101 13-0119. C8. 


.ol.gp 


Method 


AAT/GAP 






Start 


2136 




End 


2437 






GI 


61605 3.R1084 




Score 


440 






Exons 


2136. .2437 













GI Descrip. 1 14 02920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



Seq. No. 


13091 




Seq. ID 


OJ991101 


_13.0119 


.C8 


Gene No. 


27710 




Strand 








Start 


12692 




End 


14514 






Name 


OJ991101 13. 0119. C8, 


.o4 .gs 


Method 


GENSCAN 






Start 


12692 




End 


14514 






GI 


none 




Score 


.57 






Exons 


12692. .12810, 12988, 


. . 13664, 


13768. . 14160, 14447 


. . 14514 




Seq. No. 


13091 




Seq. ID 


OJ991101^ 


J.3.0119 


.C8 


Gene No. 


27711 




Strand 








Start 


14826 




End 


16078 







13601 




Name 


OJ991101 13. 0119. C8. 


o 5 . qs 


Method 


GEN SCAN 






OLdl L 


14826 






End 


16078 








none 






Score 


.41 






Exons 


14826. , 


.14973, 15080. 


• 1 Jc / X , 


15963. .16078 








13091 






Seq. ID 


OJ991101 


1 ? mi q 




Gene No. 


27712 






Strand 


- 






Start 


25572 






End 


25898 






LNdlUC 


OJ991101 13. 0119. C8. 


o2 . np 


Method 


AAT/NAP 






Of -a -rf 


25572 






End 


25898 








226661 














tr •vt to o 

Hi Avjl lb 


25572. . 


.25898 












PT rio<;pr"i r*i 
ox UcoLi • 


trnA intron ORF 109 


[ Or y za 


sativa] 








Seq. No. 


13091 






Seq. ID 


OJ991101 


_13.0119 


.C8 


Gene No. 


27713 






Strand 


- 






Cf 3 y~t 
O Lul L 


25885 






End 


27794 






Name 


OJ991101 13. 0119. C8. 


o R +■ w 


Method 


TBLASTX: 


vvntrd u 




Cf -3 v-f- 


12740 






End 


13073 






rir 
ox 


none 






Score 


106 








12740. , 


.13072, 12792. 


. 13073 










Oct]. In (J . 


13091 






Seq. ID 


OJ991101 






Gene No. 


, 27713 






Strand 








Start 


25885 






End 


27794 






Name 


OJ991101 13.0119;C8. 


\J£. . LIU 


Method 


TBLASTX : 


Ma \ *? o 
LYldX 




jLalL 


12935 






End 


13520 






ox 


none 






Score 


104 






Exons 


12935. . 


.13360, 12936. 




12956. .13240, 13197 








13358 . . 


.13519, 13365. 












o e cj . vi o • 


13091 






Seq. ID 


OJ991101 


1 ~K D1 1 Q 




Gene No. 


27713 






Strand 








Start 


25885 






End 


27794 






Name 


OJ991101 13. 0119. C8. 


o 1 . t W 


Method 


TBLASTX: 


IfVllGd L. 




C +- a r-4- 
otaiL 


13073 






End 


13699 






oX 


none 






Score 


44 








13073. , 


,13699, 13074. 




13082. . 13501, 13194 


■ . X O O 4 U , 






13665. . 


.13697 












Seq. No. 


13091 






Seq. ID 


OJ991101 


_13.0119 


.C8 


Gene No. 


27713 






Strand 








O L. d -L L. 


25885 






End 


27794 








OJ991101 13. 0119. C8. 


aS +-TT1 
VJ J . LllL 


Method 


TBLASTX: 


LMdX Z.C 




O Lai L 


13568 






End 


13859 






(IT 


none 






Score 


275 






IT von q 


13568. . 


,13819, 13572. 


i ?R?n 


13827. .13859 






Seq. No. 


13091 






Seq. ID 


OJ991101 


_13.0119 


.C8 


Gene No. 


27713 






Strand 








Start 


25885 






End 


27794 






Name 


OJ991101 13. 0119. C8. 


o4 . ts 


Method 


TBLASTX: 


Soybean 




Start 


13658 






End 


13919 






GI 


none 






Score 


141 






Exons 


13658. . 


.13828, 13659. 


.13841, 


13827. .13919 






Seq. No. 


13091 






Seq. ID 


OJ991101 


_13.0119 


.C8 



13602 




Gene No. 


27713 




Strand 








25885 




End 


27794 




Name 


n.TQQiim 1? m i q • rfi 


04 . tC 


Method 


TBLASTX: Cress 




Cf 2 y +- 


1 ^6R9 ~ 




End 


14009 






none 




Score 


87 




LAUl 1 0 


1 36R? 1 ?R9 S 1 ^6R ? 


1 *3ft 9^ 

. X JUL J/ 


13827. .14009 




Con KJ/-^ 


1 "30 Q1 

X J U -7 X 




Seq. ID 


OJ991101_13.0119 


. Lo 


Gene No. 


27713 




Strand 






Start 


25885 




End 


27794 




Mam ^ 


vU JlXUX 1 J . UXX ? • ^/O . 




Method 


TBLASTX: Wheat 




OLai L 


1 ^70*=; ~ 

X J 'UO 




End 


14165 




OX 


none 




Score 


77 




EjAUUO 


1 ^70fi I^RIfi 1^706 


1 ?R9ft 

* X O O C. O f 


13710. .13826, 13801. .14103, 






1 ?fl 94 1 4 1 1 ^R 9 S 

XjO^-M.*X*lXU.J, X JUL J • 


14 14 9 








Carl "M/-\ 


X jUjX 




Seq. ID 


OJ991101_13.0119 


. to 


Gene No. 


27713 




Strand 






Start 


25885 




End 


27794 




Name 


njQQ1 1 01 1? 01 1 Q PR 

V./UJ'i'XXWX 1 J • UXX? • i 


U J • LiU 


Method 


TBLASTX: Maize 






1 7 D Q1 — 

x / u z* X 




End 


25056 




r:T 


none 




Score 


473 






1 7 0 Q1 1 7 1 *3R 9 4 6Q1 

X / U JX # • X / X JO / Z. 4 O .7 X . 


9 R04 4 


24 693. .24 959, 2474 5. .25056, 






9 4 ft S9 9 ^04 Q 










O C CJ . IN O . 


1 "30Q1 
iJU jX 




Seq. ID 


OJ991101_13.0119 




Gene No. 


27713 




Strand 






Start 


25885 




End 


27794 




Name 


n.TQQiim i ^ nnQ pr 

WUj?_?XXUX xj. uxx?,lo. 


. L W 


Method 


TBLASTX: Wheat 




uLdi L 


1 7 0Q1 

X / U .3 X 




End 


25128 




rij 


none 




Score 


79 




IjaUIio 


170Q1 17141 9 4 61ft 

X / U .7 X . . 1 / XIX/ l4 oxo • 


94 RO Q 
. Z ft 0 U z> , 


24619. .2512 


8, 24651. .24962, 






9 4 6Q7 9 SO 4 4 










Seq. No. 


13091 




Seq. ID 


OJ991101_13.0119 


C8 


Gene No. 


27713 




Strand 






Start 


2 S88 5 




End 


27794 




LNdiiLt; 


O.TQQ1101 1 "3 01 1Q PR 
UU ? jXXUX X J . uxx^ . . 


ob. tw 


Method 


TBLASTX: Wheat 




Start 


9 9 9R Q ~~ 

Z. O Z? 




End 


22649 




GI 


nunc 




Score 


300 






999RQ 99^Q0 999Q0 


9964 Q 


22415. .22648 




Seq. No. 


13091 




Seq. ID 


OJ991101_13.0119. 


C8 


Gene No. 


27713 




Strand 






rt- 


9 SRR S 




End 


27794 




In CtltlC 


O.TQQIIDI 1 ^ 01 1 Q PR 

UU ??XXUX Xj.UXX3.LO. 


o / . tm 


Method 


TBLASTX: Maize 




Cf arf 


99 s^o ~~ 




End 


22826 




\3 X 


none 




Score 


202 




uAUl 1 o 


99S^0 99R96 99S*"30 


99R1 4 


22547. .2271 


7 




Seq. No. 


13091 




Seq. ID 


OJ991101_13.0119. 


PR 


Gene No. 


27713 




Strand 






Start 


25885 




End 


27794 




Name 


OJ991101 13. 0119. C8. 


o8.tw 


Method 


TBLASTX: Wheat 




Start 


23166 




End 


23582 




GI 


none 




Score 


150 




Exons 


23166. .23375, 23201. 


.23314, 


23397. .2358 


2, 23426. .23581 





13603 



Seq, No. 13091 Seq. ID 

Gene No. 27713 Strand 

Start 25885 End 

Name OJ991101_13 . 0119 . C8 . o3 . tw Method 

Start 23745 End 

GI - none Score 
Exons 



OJ991101_13.0119.C8 
27794 

TBLASTX: Wheat 

24227 

545 



23745. .24227, 2384 9 .. 24 184 , 23874. .24194 



Seq. No. 13091 Seq. ID 

Gene No. 27713 Strand 

Start 25885 End 

Name OJ991101_13 . 0119 . C8 . o4 . tm Method 

Start 23814 End 

GI none Score 

Exons 23814 . .24281 



OJ991101_13.0119.C8 
27794 

TBLASTX: Maize 

24281 

382 



Seq. No. 13091 

Gene No. 27713 

Start 25885 

Name OJ991101_13 . 0119 . C8 . o3 . ts 

Start 24168 

GI none 

Exons 24168. .24200, 
24328. .24348, 



24168. .24212, 
24372. .24602, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991101 13. 0119. C8 



27794 

TBLASTX: Soybean 
24603 
57 

24204 . . 24377, 24204 .. 24284 , 
24379. .24603 



a 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13091 
27713 
25885 

OJ991101_13.0119.C8.o7.tw 

24276 

none 



Seq. ID OJ991101_13.0119.C8 
Strand 
End 

Method 
End 
Score 



27794 

TBLASTX: Wheat 

24617 

145 



24276.-24377, 24277 .. 24378 , 24308 .. 24379, 24372 .. 24617, 
24375. .24611, 24379. .24612 



n 



Seq. No. 13091 

Gene No. 27713 

Start 25885 

Name OJ991101_13 . 0119 . C8 . 06 . tm 

Start 24297 

GI none 

Exons 24297. .24377, 24308 24370, 
24433..24645, 24654. .24683 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991101_13.0119.C8 
27794 

TBLASTX: Maize 

24684 

65 



24382.-24684, 24405 .. 24614 , 



Seq. No. 13091 Seq. ID 

Gene No. 27713 Strand 

Start 25885 End 

Name OJ991101_13 . 0119 . C8 .ol . ts Method 

Start 25826 End 

GI none Score 

Exons 25826. .25912, 25827 .. 25913, 25828. 

25908. .26096, 25912 .. 26103, 26073. 

26094. .26216, 26098 .. 2622 6, 26202. 



OJ991101 13. 0119. C8 



27794 
TBLASTX: 
26462 
136 



Soybean 



.25956, 
,26219, 
.26462, 



25898. 
26089. 
26218. 



.26104, 
.26223, 
.26460 



Seq. No. 
Gene No. 
Start 



13091 
27713 
25885 



Seq. ID 

Strand 

End 



OJ991101 13. 0119. C8 



27794 



13604 



Name 

Start 

GI 

Exons 



OJ991101 13.0119.C8.o2.tc 



Method TBLASTX : Cress 



25838 

none 

25838. 

25909. 

26101. 



End 26212 
Score 122 
,25912, 25839. .25913, 25898 26101, 25908, 



,26103, 26099. 
,26211 



,26173, 26099. .26212, 26100. 



,26102, 
,26210, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13091 
27713 
25885 

OJ991101_13. 0119.C8 .o7 .gs 

25885 

none 



Seq. ID OJ991101_13.0119.C8 



Strand 
End 

Method 

End 

Score 



27794 
GENSCAN 
27275 
.67 



25885. .25971, 26647 .. 26825, 27039 27 154 , 27262. .27275 



13091 
27713 
25885 

OJ991101_13. 0119.C8 .ol.tc 

26225 
none 

26225. .26398, 26226 .. 26372, 
26395. .26661, 26395 26718, 
26663. .26752, 26665 26754, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

26227 

26397 



OJ991101 13. 0119. C8 



27794 

TBLASTX: Cress 
26782 
248 

26406, 26355. .26687, 
26666, 26662. .26751, 



26753. .26782 



Seq. No. 13091 .Seq. ID 

Gene No. '27713 Strand 

Start 25885 End 

Name OJ991101__13 . 0119 . C8 . o2 . ts Method 

Start • 26801 End , 

GI none Score 

Exons 26801. .26860, 26802 .. 26861, 26866.-26928, 26869 

26908. .27045, 2 6913 .. 2704 4 , 26914. .27045 



OJ991101 13. 0119. C8 



27794 

TBLASTX : Soybean 
27045 
65 

26925, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. ' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13091 
27713 
25885 

OJ991101_13. 0119.C8 .o3.np 

26941 

140503 

26941. .27339 
HYPOTHETICAL 
gi|82518|pir| 
rice chloropl 
within trnl i 
(X15901) ORF1 
gi|226660|prf 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991101_13.0119.C8 

27794 
AAT/NAP 
27339 
688 



14 KD PROTEIN IN YCF68 TRNI INTRON (ORF 133) 
UQ0279 hypothetical 14. 5K protein (trnl intron) 
ast gi| 12041 | emb|CAA33945 | (X15901) ORF133; ORF 
ntron [Oryza sativa] gi | 12061 | emb | CAA33915 | 
33; ORF within trnl intron [Oryza sativa] 
I1603356CL trnl intron ORF 133 [Oryza sativa] 



13091 ■ Seq. ID 

27713 Strand 
25885 End 
OJ991101_13. 0119.C8.o4 .gp Method 
26991 End 
uC-osflcyp097b05bl Score 
26991. .27460 

' 140503/sp|P12173|YCTI__ORYSA 3.0e-39 HYPOTHETICAL 14 KD PROTEIN 
IN TRNI INTRON (ORF 133) >gi_82518_pir JQ0279 hypothetical 



OJ991101_13.0119.C8 

27794 
AAT/GAP 
27460 
907 



13605 



14. 5K protein (trnl intron) - rice chloroplast 

>gi_12041_emb_CAA33945_ (X15901) ORF133; ORF within trnl intron 
[Oryza sativa] >gi_12061_emb_CAA33915_ (X15901) ORF133; ORF 

within trnl intron [Oryza sativa] >gi_22 6660_prf 1603356CL trnl 

intron ORF 133 [Oryza 1 



Seq. No. 13091 

Gene No. 27713 

Start 25885 

Name OJ991101_13 . 0119 . C8 . ol . 

Start 27257 

GI none 
Exons 



tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991101_13.0119.C8 
27794 

TBLASTX: Maize 

27771 

415 



27257. .27529, 27257 .. 27529, 27259 27558 , 27487 27567 , 
27508. .27570, 2757 9 27770 , 27580 2777 1 , 27592. .27771 



Seq. No. 13091 

Gene No. 27713 

Start 25885 

Name OJ991101__13 . 0119 . C8 . o3 . tc 

Start 27423 

GI none 
Exons 



Seq. ID OJ991101_13,0119.C8 
Strand 

End 27794 

Method TBLASTX : Cress 

End 27774 

Score 79 



27423. .27470, 27423 .. 27500 , 27424 .. 27510, 27425 .. 27508 , 

27488. .27517, 27503 .. 27547, 27508 .. 2754 9, 27519 .. 27584 , 

27523. .27570, 27 604 .. 27 675 , 27 605 .. 27 691 , 27 67 9 .. 2777 4 , 
27680. .27772 



Seq. No. 13091 

Gene No. 27713 

Start 25885 

Name OJ991 101_13 . 0119 . C8 . o5 . ts 

Start 27456 

GI none 
Exons 



Seq. ID OJ991101_13.0119.C8 
Strand 

End 27794 

Method TBLASTX : Soybean 

End 27794 

Score 4 6 



27456. .27500, 274 57 .. 274 95 , 274 58 .. 27502 , 27505 .. 2754 0, 
27506. .27541, 27622 .. 27675, 27626 27691, 27 62 6 27 688 , 
27679. .27774, 27681 .. 27782, 27 68 1 .. 27773, 27774. .27794 



Seq. No. 13092 Seq. ID 

Gene No. 27714 Strand 

Start 431 End 

Name OJ991101_13 . 011 9 . C10 . ol . gs Method 

Start 431 End 

GI none Score 

Exons 431. .700 



OJ991101_13. 0119. C10 
756 

GENSCAN 

700 

.6 



Seq. No. 13092 * Seq. ID 

Gene No. 27714 Strand 

Start 431 End 

Name OJ991101_13 . 0119 . C10 . ol . np Method 

Start 452 End 

GI 4680203 Score 

Exons 452.. 756 

GI Descrip. (AF114171) TNP2-like protein [Sorghum bicolor] 



OJ991101_13. 0119. C10 
756 

AAT/NAP 
756 
221 



Seq. No. 13093 Seq. ID 

Gene No. 27715 Strand 

Start 973 End 

Name OJ991101_13 . 0119 . CI 1 . ol . gs Method 



OJ991101_13.0119.C11 
+ 

1217 
GENSCAN 



13606 




Start 


y 15 








bna 


1 O 1 *7 
1Z1 / 


GI 


none 








Score 


C "3 
. JJ 


Exons 


Q ~l "3 i m K 

y m . . iu / o, 


1 1 HQ 


. XZ1 / 








Seq. No. 


13093 








Seq. ID 


OJ991101_13. 0119. Cll 


Gene No. . 


27716 








Strand 




Start 


z / zy 










ouz y 


Name 


ojyyiiui 13 


. uiiy 


. Cll . oz 


. gs 


Me tnoa 


(ablNbCAN 


Start 


z i z y 








-bna 


ouz y 


GI 


none 








Score 


Q 
. O 


Exons 


z f z y . . zo oz , 


zy / / 


. . ouz y 








Seq. No. 


13094 








Seq. ID 


OJ991101_13.0119.C12 


Gene No. 


27717 








Strand 


+ 


Start 


229 








bna 


oozy 


Name 


OJ991101 13 


.0119 


.C12.ol 


. gs 


Method 


H IT TJ C C 7\ M 


Start 


229 








bna 


oozy 


GI 


none 








Score 


. DJ 


Exons 


229. ,543, 2539.. 


2555, 2593.. 


z/io, J 4 y o . 


.Jozy 


Seq. No. 


13094 








Seq. ID 


OJ991101_13.0119.C12 


Gene No. 


27718 








Strand 




Start 


3549 








bna 


/l /I c: 1 
4 4 0 1 


Name 


OJ991101 13 


.0119 


.C12.ol 


• gp 


Metnoa 


AA1 / bAr 


Start 


3549 








t? « a 
bna 


4 4 31 


GI 


none 








Score 


1 1 / Z 


Exons 


3549. .3933, 


4177 


. .4451 








Seq. No. 


13094 








r 

Seq. ID 


ujyyiiui io.uiiy.uiz 


Gene No. 


27718 








Strand 




Start 


3549 








End 


4451 


Name 


OJ991101 13 


.0119 


.C12.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


3783 








bna 


A A 1 ^ 
4 4 10 


GI 


none 








Score 


1ZU 


Exons 


3783. .3902, 


3787 


. .3906, 


3788 


. . jy i b, o i b 


u. .jyio, ooyz..oyou, 




3893. .3934, 


4177 


. .4299, 


4177 


a *3 A c: / 1 
. . 4 oUO , 4 I y 


o. .4 ODD, 41/y..4oU/, 




4281. .4382, 


4392 


. .4415 








beq. no. 


13095 








c QrT x n 
oeq . J. u 


riTQQiim i ^ m i q pi ^ 


Gene No. 


27719 








Strand 


+ ~~ 


Start 


499 








End 


3381 


Name 


OJ991101 13 


.0119 


.C13.ol 


.np 


Method 


AAT/NAP 


Start 


499 








End 


2519 


GI 


5295955 








Score 


856 


Exons 


499. .615, 1297.. 


1373, 1406.. 


1757, 1837. 


.1887, 1927. .2519 



GI Descrip. (AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01555) 



[Oryza sativa] 



Seq. No. 


13095 






Seq. ID 


OJ991101_13. 


0119. C13 


Gene No. 


27719 






Strand 


+ 




Start 


499 






End 


3381 




Name 


OJ991101 


13.0119.C13. 


ol .gs 


Method 


GEN SCAN 




Start 


501 






End 


3381 




GI 


none 






Score 


. 61 




Exons 


501. . 624, 


1492. .1707, 


2212. 


.2365, 2818 


..2912, 3371. 


.3381 


Seq. No. 


13096 






Seq. ID 


OJ991101_13. 


0119. C14 



13607 






Gene No. 


27720 




Strand 


+ 








Start 


676 




End 


798 








Name 


OJ991101_13. 0119.C14 .ol 


.gs 


Method 


GENSCAN 








Start 


676 




End 


798 








GI 


none 




Score 


. 79 








Exons 


67 6 . . 798 














Seq. No. 


13097 




Seq. ID 


OJ991101_13 


.0119 


. CIS 




Gene No. 


27721 




Strand 


+ 








Start 


1640 




End 


3847 








Name 


OJ991101_13. 0119. CIS. ol 


.gs 


Method 


GENSCAN 








Start 


1640 




End 


3847 








GI 


none 




Score 


.67 








Exons 


1640. .1742, 2171. .2214, 


2416. . 


2479, 3648. .3847 








Seq. No. 


13097 




Seq. ID 


OJ991101_13 


.0119 


. C15 




Gene No. 


27722 




Strand 


+ 








Start 


3797 




End 


5459 








Name 


OJ991101 13.0119.C15.ol 


.np 


Method 


AAT/NAP 








Start 


3797 




End 


5459 








GI 


6063554 




Score 


255 








Exons 


3797. .3994, 4112. .4370, 


5290. . 


5459 










GI Descrip. 


(AP000615) ESTs AU075609 (C6334 4 ) , C7 1850 (E04 64 ) , C98 611 ( E04 64 


I 




correspond to a region 


of the 


predicted gene.; hypothetical 






protein [Oryza sativa] 














Seq. No. 


13097 




Seq. ID 


OJ991101_13 


.0119 


. CIS 


1" ! S 


Gene No. 


27723 




Strand 


+ 






i,J 


Start 


5399 




End 


9081 






Ui 


Name 


OJ991101 13.0119.C15.o3 


.gs 


Method 


GENSCAN 






Lj 


Start 


5399 




End 


8811 








GI 


none 




Score 


.47 






; ^3 


Exons 


5399. .5480, 6688. .7304, 


7734. . 


8033, 8493. .8811 






,- =; 


Seq. No. 


13097 




Seq. ID 


OJ991101_13 


.0119 


X15 


'si 


Gene No. 


27723 




Strand 


+ 






!5 KS 


Start 


5399 




End 


9081 






t 


Name 


OJ991101 13.0119.C15.o2 


.np 


Method 


AAT/NAP 






.; ci 


Start 


6684 




End 


7445 






.33L 


GI 


4512229 




Score 


1092 






L J 


Exons 


6684. .7445 














GI Descrip. 


(AB014740) ORF0 protein 


[Oryza sativa; 










Seq. No. 


13097 




Seq. ID 


OJ991101 13 


.0119 


CIS 




Gene No. 


27723 




Strand 


+ 








Start 


5399 




End 


9081 








Name 


OJ991101 13.0119. CIS . o3 


.np 


Method 


AAT/NAP 








Start. 


. 7684 




End 


9081 








GI 


4680179 




Score 


996< 








Exons 


7684. .8726, 8754. .9081 














GI Descrip. 


(AF1 11709) polyprotein 


[Oryza 


sativa subsp. indica 


] 






Seq. No. 


13097 




Seq. ID 


OJ991101_13 


.0119 


CIS 




Gene No. 


27724 




Strand 










Start 


4039 




End 


4434 








Name 


OJ991101 13.0119. CIS . o2 


.gs 


Method 


GENSCAN 








Start 


4039 




End 


4434 







13608 





P T 


none 


Score 


£ft 
. DO 






EjXUIIo 


AA'KA 










Seq. No. 


13097 


Seq. ID 


OJ991101_13.0119 


.C15 




Gene No. 


27725 


Strand 








Q-h a r-t" 
OLdl L 


ft 1 4 9 




ft4 ft ^ 






Name 


OTQQIim 1 ^ 01 1 Q PI R nl t-m 
uo yriiui 1j . uii^.Lij .01 . Lin 


KA f—\ 4— W /-^ 


i dij/ao i a . ixi a i z e 






OX-C1.LL ? 


ft 1 A 9 ~ 

O 1 H Z 


Lina „ 


ft A Sfi 
•OH DO 






PT 
*al 


none 


Score 


91 ^ 
Zl J 






HiXOIlo 


Ql / o ft 4 R £ 










Seq. No. 


13097 


Seq. ID 


OJ991101_13.0119 


.C15 




Gene No. 


27725 


Strand 










ft 1 4 9 
0 1 4 Z 




ft A ft *3 
OH 0 3 






Name 


PjTQQIim 1 ^ miQ PIS nl i~ w 


ft/i^ +* 

neinou 








OLdll 


ft 1 4 9 ~ 
0 1 ft Z 




ft A ft 1. 
0 H O O 






P T 


none 


Score 


9 £ft 
Zoo 






IT 1 \jr /■VT-i O 

HjXvJiIo 


ft 1 4 9 PMft'*. R1 fiQ ft4^S 










Seq. No. 


13097 


Seq. ID 


OJ991101_13.0119, 


.CIS 




Gene No. 


27726 


Strand 








CH- :a y-t" 
O L dl U 


ft 64 ? 
O 0 fi o 




Qfll 7 






Name 


PiTQQIIDI 1^ H11Q PIS n9 +-Ta7 


ixie i, no a 


i dJj/^.o ia . wnear. 








ft ^ 




on i 7 






P T 


none 


Score 






2; 
: : t 
: : ! > 


T7 1 /*\ 10 £T"» 


ft£/l^ QCQfl Q7C"3 Q Pi 1 7 








n\ 


oeq. no. 


i ju y o 


oeq. lu 


ATQQ1 1 H1 1*5 H1 1 Q 

ujyyiiui ij.uiiy, 


. CI D 


: I 
■: = r 


Gene No. 


27727 


Strand 


+ 






Start 


1 


End 


7656 






Name 


PiTQQI 1 01 1 ^ fll 1 Q P1 £ n1 nr^ 

uuyyiiui i j . uiiy . lid . oi . np 


Method 


AAT/NAP 




a? 




i 


End 


2457 




rl! 


P T 
ol 


A 6ft HI 7 Q 
H O 0 U 1 / y 


Score 


3513 






Exons 


1 94 R7 










li uesciip* 


IHr in / uyj poiypiuLcin Luryza 


sativa subsp. indica] 




j: as 


oeq. ln u . 


13098 


Seq. ID 


OJ991101_13.0119. 


PI C 
.LID 




o til it; LNvj. 


27727 


Strand 


+ 




y 


Start 


1 


End 


7656 






Name 


OJ991101 13.0119.C16.o2.np 


Method 


AAT/NAP 




□ 


Start 


29 


End 


4559 






PT 


6063554 


Score 


238 






tjXOllo 


29. .58, 2913. .3098, 3196. .3454, 4387., 


.4559 








(AP000615) ESTs AU075609 (C6334 4 ) , C7 1850 (E04 64 ) , C98 611 (E04 64 ) 






correspond to a region of the 


predicted gene.; hypothetical 






protein [Oryza sativa] 










Seq. No. 


13098 


Seq. ID 


OJ991101_13.0119. 


,C16 




Gene No. 


27727 


Strand 


+ 






O Ualu 


1 


End 


7656 






Name 


OJ991101 13.0119.C16.o3.gs 


Method 


GENSCAN 






Start 


4187 


End 


7309 






GI 


none 


Score 


.82 






Exons 


4187. .4274, 6171. .6333, 6415.. 


7309 








Seq. No. 


13098 


Seq. ID 


OJ991101_13.0119. 


C16 




Gene No. 


27727 


Strand 


+ 





13609 



Start 1 End 7656 

Name OJ991101_13 . 0119 . C16 . o3 . np Method AAT/NAP 

Start 5913 End 7656 

GI 6907087 Score 993 

Exons 5913.. 6281, 6327.. 7013, 7555.. 7656 

GI Descrip. (AP001129) ESTs C72771 (E2215 ) , AU082313 (E2215 ) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. No. 13098 

Gene No. 27728 

Start 8103 

Name OJ991101_13 . 011 9 . CI 6 . ol . gp 

Start 8103 

GI uC-osflcyp033a04bl 

Exons 8103.. 8484 

GI Descrip. ' 601684 5/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. ID OJ991101_13.0119.C16 

Strand + 

End 8484 

Method AAT/GAP 

End 8484 

Score 639 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13098 
27729 
10684 

OJ991101_13.0119.C16.o5.np 
10684 
6742729 
10684. .10732, 11924. .13249 
(AF121139) RIM2 protein [Oryza sativa] 



Seq. ID OJ991101_13.0119.C16 

Strand + 

End 1324 9 

Method AAT/NAP 

End 1324 9- 

Score 1580 



13098 
27730 
2967 

OJ991101_13.0119.C16.o2.gs 

2967 

none 

2967. .3518 



Seq. ID OJ991101_13.0119.C16 
Strand 

End 3518 

Method GENSCAN 

End 3518 

Score .63 



Seq. No. 13098 

Gene No. 27731 

Start 7549 

Name OJ991101_13 . 0119 . CI 6 . 08 . tw 

Start 5 

GI none 

Exons 5. .154, 7. .150, 17. .175, 18, 



Seq. ID OJ991101_13.0119.C16 
Strand 

End 13248 

Method TBLASTX : Wheat 

End 17 9 

Score 218 
179 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



13098 
27731 
7549 

OJ991101__13.0119.C16.o5. tm 
8 

none 

8. .151, 16. .141, 206. .352, 217. .351 



Seq. ID OJ991101_13.0119.C16 
Strand 

13248 

TBLASTX: Maize 
352 
113 



End 

Method 
End 
Score 



13098 
27731 
7549 

OJ991101_13.0119.C16.ol.ts 
62 



Seq. ID OJ991101_13.0119.C16 
Strand 

End 13248 

Method TBLASTX : Soybean 

End 457 



13610 




PT 








53 






6? 94 62 94 98 4 57 


98 . . 


178, 99 . . 


335 214 447 




Seq. No. 


13098 




Seq. ID 


OJ991101_13.0119 


-C16 


Gene No. 


27731 




Strand 






Of a y-f- 
OLai i- 


7549 




End 


13248 




Name 


OJ991101 13 0119 C16 o5 


t w 


Met hod 


TBLASTX * Wheat 

X 4J^AkJ ±. Z\ * rill w 




otdl U 


^ u zi 




End 


439 




P T 
tax 


none 






31 9 

J X J 




Exons 


209 439 214 438 










o e q . in o . 






Seq. ID 


OJ991101 13 0119 


. C16 


Gene No. 


27731 




Strand 






Start 


7549 




End 


13248 




Name 


OJ991101 13 0119 C16 o2 


tm 


Method 


TBLASTX : Maize 




jLdii. 


jj j 




End 


794 




pT 


n on o 




Score 


219 




CvAnc 

HjXoiio 


353 589 406 588 542 


.730, 


584 733 


588 761 588 


761, 




753 794 753 794 










Seq. No. 


13098 




Seq. ID 


OJ991101_13.0119 


.C16 


Gene No. 


27731 




Strand 






OLdl I 


754 9 




End 


13248 




Ma mo 


o.TQQiim m i 9 ri6 o^ 

V<J X.J.\JXX-/.^XU.W.J. 


tw 


Mp1"hnH 


TRT.A^TX • Whpaf 






4 4 9 ~~ 

*i 1 ^ 




FnH 


839 

Q ~J z? 






none 






1 91 

X z? X 




. Exons 


449 ^ftfi 44^ SfiQ 5fi7 

*±4Z..OOO, 44J. . JO?, JO / . 


■ O J J , 


JOO . • o o u 






Seq. No. 


13098 




Seq. - ID 


OJ991101_13.0119 


-C16 


I ; 1 Gene No . 


27731 




Strand 






■5 ?r 

. " J OLal L 


7549 




End 


13248 




ut s Name 


OJ991101 13.0119.C16.o4. 


tw 


Method 


TBLASTX: Wheat 






970 




End 


1445 




;3 PT 


none 




Score 


259 






970. .1251, 972. .1250, 1251. .1439, 1257 


. . 1445, 1265. . 1444 


i.jj Seq. No. 


13098 




Seq. ID 


OJ991101_13.0119 


.C16 


' -j; Gene No . 


27731 




Strand 






O Lai L. 


7549 




End 


13248 




:« -i 

■szf Name 


OJ991101 13.0119.C16.o2. 


ts 


Method 


TBLASTX : Soybean 






1257 




End 


1493 




PT 


none 




Score 


282 




F von c; 


1257. .1493, 1265. .1492, 


1296. 


.1493 






Seq. No. 


13098 




Seq. ID 


OJ991101_13.0119 


.C16 


Gene No. 


27731 




Strand 






OLal L 


7549 




End 


13248 




Name 


OJ991101 13.0119.C16.o3. 


tm 


Method 


TBLASTX: Maize 




OLClI I 


1292 




End 


1583 




PT 


none 




Score 


391 




P vai*ic 
Hi AL?i lo 


1292. .1579, 1293. . 1583 










Seq. No. 


13098 




Seq. ID 


OJ991101_13.0119 


.C16 


Gene No. 


27731 




Strand 






Start 


7549 




End 


13248 




Name 


OJ991101 13.0119.C16.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


1457 




End 


2078 





13611 




PT 
bl 


n on p> 
nunc 




Score 


679 






1457 1957. 


1458 2078. 1461 


. . 2036 






C o rr Ma 
O e CJ . LN U . 


1 3098 

J. J VJ ^ o 




Seq. ID 


OJ991101_13.0119 


.C16 


Gene No. 


27731 




Strand 






Start 


7549 




End 


13248 




INcllUC 


OJ991101 13 


0119 C16 ol tm 


Method 


TBLASTX: Maize 






1632 ~~ 




End 


2217 




PT 


n on o 




Score 


201 




17* v r\ v~\ o 


163? 17 93 


1 638 1 7ft 4 1 64 0 

± U JU • • X / (J T , X v t V 


..1786, 1790. .1954, 1791. .2180, 




2003 90^9 


2176 2217 








Seq. No. 


13098 




Seq. ID 


OJ991101_13.0119 


.C16 


Gene No. 


27731 




Strand 






Of a r f 


754 9 




End 


13248 




Name 


OJ991101 13 

\J U J J X X U X 1 J • 


0119 C16 o7 tw 


Method 


TBLASTX: Wheat 






2078 ~~ 




End 


2412 






none 




Score 


118 




F! von ^ 


207 8 214 9, 


2079 . . 2210, 2175 


..2210, 2176. .2412 




JC^t LN U . 


1 3098 




Seq. ID 


OJ991101_13.0119 


,C16 


Gene No. 


27731 




Strand 






Start 


7549 




End 


13248 




Vi QlllC 


O.TQ91 101 13 


0119 CI 6 n4 as 


Method 


GENSCAN 




OLdl L 


7 S4 9 ~~ 




End 


12903 




PT 


none 




Score 


.47 






7 S4 9 7 6 S S 

/ o *i _7 • • I \J -J *J 1 


R03S 8936 8^99 


..8386, 9370. .9505, 10090.. 


1029' 




1 91 90 1 9911 


, ±. 1 Z* Zt • • X J 










13098 




Seq. ID 


OJ991101_13.0119 


.C16 


Gene No. 


27731 




Strand 






Start 


7549 




End 


13248 






OJ991101 13. 


0119.C16.o4 .np 


Method 


AAT/NAP 




O LCIL L 


8032 




End 


8236 




\j x 


4680186 




Score 


240 




X? von d 


8032. .8236 










f^T HoQrr'i o 

OX UCo^J — LJJ • 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


13098 




Seq. ID 


OJ991101_13.0119 


.C16 


Gene No. 


27731 




Strand 






Qfarf 
OLdl L 


7549 




End 


13248 




Name 


OJ991101 13. 


0119.C16.o6.tw 


Method 


TBLASTX: Wheat 




O Ldl L 


11923 




End 


12210 




r-T 
\j x 


none 




Score 


105 




P von q 


11923. .12006, 11926. .12006, 


12007. .12210, 12009.. 12170 




Seq. No. 


13098 




Seq. ID 


OJ991101_13.0119 


.C16 


Gene No. 


27731 




Strand 






O Ldi L 


754 9 




End 


13248 




Name 


OJ991101 13. 


0119.C16.o6.tm 


Method 


TBLASTX : Maize 




OLdi L 


11926 




End 


12249 




GI 


none 




Score 


114 




Exons 


11926. .12045 


, 12055.. 12249 








Seq. No. 


13098 




Seq. ID 


OJ991101_13.0119 


.C16 


Gene No. 


27731 




Strand 






Start 


7549 




End 


13248 





13612 



Name 

Start 

GI 

Exons 



OJ991101_13.0119.C16.o3.ts Method 

12079 End 

none Score 
12079. .12321 



Seq. No. 13098 ... Seq. ID 

Gene No. 27731 Strand 

Start 7549 End 

Name OJ991101JL3 . 0119 . C16 . ol . tw Method 

Start 12509 End 

GI none Score 
Exons 



TBLASTX: Soybean 

12321 

201 



OJ991101_13.0119.C16 
13248 

TBLASTX: Wheat 

13248 

86 



12509. .12571, 12510. .12575, 12571 13245, 1257 9 .. 13034 , 
12652. .13248 



Seq . No . 


13098 




Seq. ID 


OJ991101_13.0119.C16 




27731 




Strand 




Start 


7549 




End 


13248 


Name 


OJ991101 13.0119.C16 


. o4 . tm 


Method 


TBLASTX: Maize 


o Lai u 


12552 




End 


12870 




none 




Score 


261 


Hi A.(JI 1 O 


1 1 P839 12571 


. 12870 






dorr Kin 


13098 




Seq. ID 


OJ991101_13.0119.C16 




27731 




Strand 




o Lai L 


754 9 




End 


13248 


Name 


OJ991101 13.0119.C16 


.ol.tc 


Method 


TBLASTX: Cress. 


Start 


12798 




End 


'1324 5 


GI 


none 




Score 


133 


Exons 


12798. .13205, 12798. 


. 13043, 


12802. .13245, 12802. .1324 5 


O tu ■ IN kj . 


13099 




Seq. ID 


OJ991101_13.0119.C17 




27732 




Strand 


+ 


Start 


153 




End 


332 


Name 


OJ991101 13.0119.C17 


. ol . gs 


Method 


GEN SCAN 


Start 


153 




End 


332 


(IT 


none 




Score 


.8 


Exons 


153. .332 








Seq. No. 


13099 




Seq. ID 


OJ991101_13. 0119.C17 


Gene No. 


27733 




Strand 


+ 


Start 


498 




End 


606 


Name 


OJ991101 13.0119.C17 


. ol . gp 


Method 


AAT/GAP 


Start 


498 




End 


606 


GI 


LIB347 7-003-P1-K1-E9 




Score 


145 


Exons 


498. .606 








GI Descrip. 


! 2498586/sp|Q40638 IMP01 ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN 


S 1 PRECURSOR (ORY S 


I) >gi 


JL173557 (U31771) Ory s 1 [Oryza 




sativa] 1 








Seq. No. 


13100 




Seq. ID 


OJ991101_13. 0119.C18 


Gene No. 


27734 




Strand 




Start 


202 




End 


256 


Name 


OJ991101 13.0119.C18 


. ol . gs 


Method 


GENSCAN 


Start 


202 




End 


256 


GI 


none 




Score 


.45 


Exons 


202. .256 









13613 



Seq. No. 13101 Seq. ID OJ991101_13 . 0119 . C19 

Gene No. 27735 Strand 

Start 1 End 1093 

Name OJ991101_13 . 0119 . CI 9 . o2 . np Method AAT/NAP 

Start 1 End 1093 

GI 6226906 Score 45 

Exons 1..32, 825.. 1093 

GI Descrip. SPLICING FACTOR U2AF 65 KD SUBUNIT (U2 AUXILIARY- FACTOR 65 KD 

SUBUNIT) (U2 SNRNP AUXILIARY FACTOR LARGE SUBUNIT) (U2AF65) 

gi 1 3334906 (U79157) splicing factor U2AF65 [Caenorhabditis 
elegans] 



Seq. No. 13102 Seq. ID 

Gene No. 27736 Strand 

Start 253 End 

Name OJ991 101_13 . 0119 . C20 . ol . gs Method 

Start 253 End 

GI none Score 

Exons 253.. 319 



OJ991101_13.0119.C20 
+ 

319 

GENSCAN 

319 

.68 



Seq. No. 13103 Seq. ID 

Gene No. 27737 Strand 

Start 232 End 

Name OJ991101_13 . 0119 . C21 . ol . gp Method 

Start 232 End 

GI 568184 Score 

Exons 232.. 377, 450.. 626 



OJ991101_13.0119.C21 
+ 

626 

AAT/GAP 

626 

547 



Seq. No. 13103 Seq. ID 

Gene No. 27738 Strand 

Start 3989 End 

Name OJ991101_13 . 0119 . C21 . o2 . np Method 

Start 3989 End 

GI 5852180 Score 

Exons 3989.. 4078, 5087.. 5460 

GI Descrip. (AL117265) zhbOOOlO.l [Oryza sativa] 



OJ991101_13.0119.C21 
+ 

5460 
AAT/NAP 
5460 
291 



Seq. No. 13103 Seq. ID 

Gene No. 27739 Strand 

Start 2429 End 

Name OJ991101_13 . 0119 . C21 . ol . np Method 

Start 2429 End 

GI 6705984 Score 

Exons 2429..3476 

GI Descrip. (AB033235) gag-pol polyprotein [Oryza sativa] 



OJ991101_13.0119.C21 

3476 
AAT/NAP 
3476 
1474 



Seq. No. 13103 Seq. ID OJ991 101_13 . 0119 . C21 

Gene No. 27740 Strand 

Start 3439 End 4320 

Name OJ991101_13 . 0119 . C21 . o3 . gp Method AAT/GAP 

Start 3439 End 4320 

GI 4107138 Score 1216 

Exons 3439. .4320 

GI Descrip. 5852170/emb | AL1172 65 . 1 | OST17804 1.0e-149 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAC clone: t 17804 



Seq. No. 



13103 



Seq. ID OJ991101_13.0119.C21 



13614 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



27740 Strand 
3439 End 4320 

OJ991101_13 . 0119 . C21 . o2 . gp Method AAT/GAP 
3444 End 3717 

61605JL.R1084 Score 465 

3444.. 3717 

f 5852170/emb|AL117265. 1 IOST17804 1.0e-137 Oryza sativa 
. indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : tl7804 ' 



13103 
27741 
4925 

OJ991101_13.0119.C21.o2 . tm 

2093 

none 



Seq. ID OJ991101_13.0119.C21 
Strand 

End 5573 

Method TBLASTX: Maize 

End 2623 

Score 67 



2093. .2206, 2094. .2153, 2297. .2377, 2316. .2372, 2387. .2623, 
2454 . .2621 



Seq. No. 13103 

Gene No. 27741 

Start 4925 

Name OJ991101_13 . 0119 . C21 . ol . tw 

Start 2615 

GI none 

Exons 2615.. 3016, 2618.. 3016 

Seq. No. 13103 

Gene No. 27741 

Start 4925 

Name OJ991101_13 . 0119 . C21 . o3 . tm 

Start 2624 

GI none 

Exons 2624..2848, 2625.. 2849 



Seq. ID OJ991101_13.0119.C21 
Strand 

End 5573 

Method TBLASTX : Wheat 

End 3016 

Score 275 



Seq. ID OJ991101_13.0119.C21 
Strand 

End 5573 

Method TBLASTX : Mai ze 

End 2849 

Score 130 



Seq. No. 13103 

Gene No. 27741 

Start 4925 

Name ■ OJ991101_13 . 0119 . C21 . o4 . tm 

Start 2855 

GI none 

Exons 2855. . 3115 



Seq. ID OJ991101_13.0119.C21 
Strand 

End 5573 

Method - - TBLASTX: Maize 

End 3115 

Score 185 



Seq. No. 13103 

Gene No. 27741 

Start 4925 

Name OJ991101_13 . 0119 . C21 . o2 . tw 

Start 3047 

GI none 
Exons 



Seq. ID OJ991101_13.0119.C21 
Strand 

End 5573 

Method TBLASTX : Wheat 

End 3403 

Score 44 



3047. .3121, 3054. .3125, 3121. .3222, 3125. .3403, 3129. .3401, 
3131. .3403 



Seq. No. 13103 

Gene No. 27741 

Start 4925 

Name OJ991101_13 . 0119 . C21 . ol . tm 

Start 3152 

GI none 



Seq. ID OJ991101_13.0119.C21 
Strand 

End 5573 

Method TBLASTX : Mai ze 

End 3445 

Score 263 
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3152 -3445 3152 3439 


31 69 


3444 








Seq. No. 


13103 




Seq. ID 


OJ991101 
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.C21 


Gene No. 


27741 




Strand 








Start 


4925 




End 


557 3 
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L it; L1IUU 


1 DLirtO 1 A . 


LTGSS 
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34 4 9 






GI 


none 




Score 


1 90 

X Zf \J 






IZt2\.\J 1 1 Ij 


3?1 5 3449 3916 344D 


391 R 

J ^ X O . 


34 4 9 

• J 1 1 








O O • L1V . 


13103 




Seq. ID 


O.T991 1 m 

UU Z? Zt J LUX 


13 m 1 q 

X -3 • U X X _? 


P91 


Gene No . 


27741 




Strand 








Start 


4925 




End 


5573 






Name 


OJ991101 13.0119.C21.o4 


.gp 


Method 


AAT/GAP 






Start 


4925 




End 


5573 






GI 


101153 1.R1084 




Score 


494 






Exons 


4925. .4951, 5243. .5573 












GI Descrip. 


'5852170/emb|AL117265. 1 


I0ST17: 


804 l.Oe- 


115 Oryza 


sativa 





indica(GLA4) genomic DNA, chromosome 4, BAC clone : t 17804 T 



Seq. No. 


13104 


Seq. ID 


OJ991101_13.0119.C22 




27742 


Strand 


+ 


Of -a 
OLalt. 


5352 


End 


5731 




OJ991101 13.0119. C22.ol.gp 


Method 


AAT/GAP 


.si OLal L 


5352 


End 


5731 


rfi 


uC-osflcyp033a04bl 


Score 


633 


.... Exons 


5352. .5731 






!"U GI Descrip. 


1 6016845/dbj | AP000570 . 1 1 AP000570 3.0e- 


■59 Oryza sativa genom: 




DNA, chromosome 1, clone : P0711E10 1 






13104 


Seq. ID 


OJ991101_13. 0119.C22 


; ^r! Gene No. 


27743 


Strand 




Start 


138 


End 


9212 


» Name 


OJ991101 13.0119.C22.ol.np 


Method 


AAT/NAP 


O Start 


138 


End 


9212 


S! GI 


6705984 


Score 


3411 


Exons 


138. .2813, -6442. .7087, 7117., 


.7346, 9183. .9212 


'"^ GI Descrip. 


(AB033235) gag-pol polyprotein [Oryza 


sativa] 


0 Seq. No. 


13104 


Seq. ID 


OJ991101_13.0119.C22 


O Gene No. 


27744 


Strand 




Start 


14273 


End 


15161 


Name 


OJ991101 13.0119.C22.o7.tm 


Method 


TBLASTX : Mai ze 


Start 


128 


End 


307 


GI 


none 


Score 


130 


Exons 


128.. 307, 129.. 293, 137.. 298 






Seq. No. 


13104 


Seq. ID 


OJ991101_13.0119.C22 


Gene No. 


27744 


Strand 




Start 


14273 


End 


15161 


Name 


OJ991101 13.0119.C22.ol.tw 


Method 


TBLASTX: Wheat 


Start 


230 


End 


656 


GI 


none 


Score 


369 


Exons 


230. .655, 231. .656 






Seq. No. 


13104 


Seq. ID 


OJ991101_13.0119.C22 


Gene No. 


27744 


Strand 
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Start 
Name 
Start 
GI 

Exons 



14273 End 

O J9 9 1 1 0 1_1 3 . 0 1 1 9 . C2 2 . o5 . t s Method 

372 End 

none Score 

372.. 461, 377. .463, 459. .557, 467. .571 



15161 

TBLASTX : Soybean 

571 

58 



Seq. No. 13104 

Gene No. 27744 

Start 14273 

Name OJ991101_13 . 0119 . C22 . ol . tm 

Start 551 

GI none 

Exons 551.. 1120, 675.. 1055 



Seq. ID OJ991101_13.0119.C22 
Strand 

End 15161 

Method TBLASTX : Maize 

End 1120 

Score 132 



Seq. No. 13104 

Gene No. 27744 

Start 14273 

Name OJ991101_13 . 0119 . C22 . o2 . ts 

Start 576 

GI none 

Exons 576. .812, 578. .835 

Seq. No. 13104 

Gene No. 27744 

Start 14273 

Name OJ991 101_13 . 011 9 . C22 . o5 . tw 

Start " 743 

GI none 

Exons 743. .114 4, 848. .1087 

Seq. No. 13104 

Gene No. 27744 

Start 14273 

Name OJ991 101_13 . 011 9 . C22 . ol . ts 

Start 869 

GI none 

Exons 8 69. .1216, 870. .1208 

Seq. No. 13104 

Gene No. 27744 

Start 14273 

Name OJ991 101_13 . 0119 . C22 . o2 . tm 

Start 1139 

GI none 

Exons 1139. .1606, 1170. .1607 

Seq. No. 13104 

Gene No. 27744 

Start 14273 

Name OJ991101_13 . 011 9 . C22 . o4 . tw 

Start 1193 

GI none 

Exons 1193.. 1675, 1197.. 1571 



Seq. No. 
Gene No. 
Start 



13104 
27744 
14273 



Seq. ID OJ991101_13.0119.C22 
Strand 

End 15161 

Method TBLASTX : Soybean 

End 835 

Score 204 



Seq. ID OJ991101JL3. 0119.C22 
Strand 

End 15161 

Method TBLASTX : Wheat 

End 1144 

Score 66 



Seq. ID OJ991101_13. 0119.C22 
Strand 

End 15161 

Method TBLASTX : Soybean 

End 1216 

Score 140 



Seq. ID OJ991101_13.0119.C22 
Strand 

End 15161 

Method TBLASTX : Maize 

End 1607 

Score 153 



Seq. ID OJ991101_13.0119.C22 
Strand 

End 15161 

Method TBLASTX : Wheat 

End 1675 

Score 166 



Seq. . ID OJ991101_13.0119.C22 
Strand 

End 15161 
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Strand 
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14273 








End 
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. 0119 . 


C22 o2 
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1 JO J 
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L^X 
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Score 
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End 
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Method 


TBLASTX: Soybean 


Of a r f 
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End 
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PT 
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Score 
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Seq. No. 


13104 








Seq. ID 


OJ991101_13.0119.C22 


Gene No. 


27744 








Strand 




Of a vf 


1 4 971 








End 


15161 


Name 


P) TQQ1 1 01 11 


01 1 Q 

• U X X _7 < 


CO 9 n6 


fw 

> LIU 


Method 


TBLASTX: Maize 


Start 


6822 








End 


7024 


GI 


none 








Score 


146 


Exons 


6822. .7004, 


6823, 


. .7005, 


6884. 


.7024 




Seq. No. 


13104 








Seq. ID 


OJ991101_13.0119.C22 


Gene No. 


27744 








Strand 





13618 




Start 


14273 


End 


15161 




Name 


OTQQ1101 1 "3 miQ P99 o4 fm 


Method 


TBLASTX: Maize 




Otdll 


QOOI _ 
O0O1 


End 


9401 




C T 


none 


Score 


59 




IT vi^n c 

Hi AUI lO 


RRR1 Q049 RRQS RQ7R R9R0 


..9084, 9003. .9392, 9032. .9085, 




Q0R1 Q401 

_/ U O X . . _7 4 U X 








Seq. No. 


13104 


Seq. ID 


o.Tggi i oi i ^ 01 1 q 

WO Z> J- J- \J J- XJ.UXX_7. 


C22 


Gene No. 


27744 


O L, X CLl LKJL 








1 4 97^ 


End 


1 SI 61 




Name 


DTQQ1 1 fl1 1 ^ 01 1 Q P9 9 n9 rm 


Method 


AAT/GAP 




o LaXV L 


1 4 97 ^ _ 


End 


14970 






none 


Score 


799 




Exons 


1 497^ 14644 14RR7 14Q70 

14^ / J. . 14 D44 , X 4 O 0 f . . X 4 _7 / U 








Seq. No. 


13104 


Seq. ID 


ojggi im i? oiiQ 




Gene No. 


27744 


Strand 






O-J- -a -V-+- 

OLai L 


1 4 97^ 

X 4 ^ / O 


End 


1 SI 61 




Name 


flJQQI 1 fl1 1 "3 01 1 Q P99 o^ rrn 


Method 


AAT/GAP . 




C+- -a 


1 4 4 S9 _ 

X 4 4 J 


End 


15161 




uX 


none 


Score 


823 




U 1 von c 


144S9 14644 14RR7 1S161 

144 i . 14U44 / X400 t . . X J X U X 








o e q . in o . 


1^104 
1 JlUft 


Seq. ID 


OJ991101_13.0119. 


r99 




9 7 7 4 4 


Strand 






Start 


14273 


End 


15161 




Name 


OJ991101_13.0119.C22.o6.tw 


Method 


TBLASTX: Wheat 






1 A A Q4 
X 4 H J ft 


End 


15128 






none 


Score 


117 




IT 1 T*1 


1 4 Q4 14 61^ 1 4 4 QQ 14 697 


14502. .14 627, 14 603 . . 14 64 1 , 






1 4604 1 464^ 14RRP. 1R076 
Xf±DUfl. . X fiO ft O , X 40 O O . . 1 jU / 


14 88 9. . 15017, 14 996. . 1507 3, 






1 S 1 09 1 S 1 9R 
1 JlUZ . . 1 JlZO 








Cn n Mo 

OfcJvJ • LNVJ • 


1 J1U J 


Seq. ID 


OJ991101JL3.0119. 


C24 




27745 


Strand 


+ 




O Lai L 


1960 


End 


2404 




Name 


OJ991101 13.0119.C24.o3.np 


Method 


AAT/NAP 




Start 


1960 


End 


2404 




(IT 

KJ X 


2130154 


Score 


541 




Exons 


1960. .2404 








(~1 T Ho c p y" i o 
ul UcbL-Iip . 


hypothetical protein 241 - maize chloroplast 






gil 902268 | emb | CAA60333 | (X86563) ORF241 


. [Zea mays] 






gil 902303 | emb | CAA60367 | (X86563) ORF241 


. [Zea mays] 




CIoo Wo 

OC^i IN (J . 


13105 


Seq. ID 


OJ991101_13.0119. 


C24 


flpno Mo 
OCUC LN • 


27746 


Strand 


+ 




q+- o -rf- 
o L ai L 


2423 


End 


2531 




Mam <a 
LN dlilC 


OJ991101 13.0119.C24.o4.np 


Method 


AAT/NAP 




Start 


2423 


End 


2531 




GI 


82523 


Score 


151 




Exons 


2423. .2531 








GI Descrip. 


hypothetical 29K protein (trnH-trnV intergenic region) - 


■ rice 




chloroplast gi | 12034 | emb | CAA33940 | (X15901) ORF249 [Oryza 




sativa] gi | 12068 | emb | CAA33921 | (X15901) 


ORF249 [Oryza sativa] 




gi I 226655 |prf| 1 1603356CF 0RF 


249 [Oryza 


. sativa] 




Seq. No. 


13105 


Seq. ID 


OJ991101_13.0119. 


C24 



13619 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



27747 
1 

OJ99110 
1 

1213600 
1. .115, 
(X15901 
gi| 1213 
sativa] 
sativa] 



1_13.0119.C24 .ol.np 



Strand 

End 1090 
Method AAT/NAP 
End 1090 
Score 667 

700. .1090 

) ribosomal protein L2 [Oryza sativa] 
602 | emb | CAA33928 | (X15901) ribosomal protein L2 
gi I 226679 | prf | 1 1603356DG ribosomal protein L2 



[Oryza 
[Oryza 



Seq. No. 13105 

Gene No. 27748 

Start 1112 

Name OJ991101_13 . 0119 . C24 . o2 . ts 

Start 92 

GI none 
Exons 



1671 

TBLASTX: Soybean 
696 
61 

92. .151, 96. .152, 97. .156, 97. .189, 148. .192, 150. .191, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991101 13.0119.C24 



151. .192, 192. .371, 194. .370, 
432.-695, 446. .694, 454. .696 



195. .422, 376. .453, 377. .454, 



Seq. No. 


13105 


Seq. ID 


OJ991101_13.0119.C24 


Gene No. 


27748 


Strand 




Start 


1112 


End 


1671 


Name 


OJ991101 13.0119.C24 . o2 . tm 


Method 


TBLASTX : Maize 


Start 


93 


End 


468 


GI 


none 


Score 


590 


Exons 


93. .467, 93. .464, 94. .468, 94 


. .465 




Seq. No. 


13105 


Seq. ID 


OJ991101_13.0119.C24 


Gene No. 


27748 


Strand 




Start 


1112 


End 


1671 


Name 


OJ991101 13.0119.C24 .ol.tc 


Method 


TBLASTX: Cress 


Start 


378 


End 


1595 


GI 


none 


Score 


251 


Exons 


378. .551, 378.-572, 454. .585, 


572. .688 


, 573. .692, 696. .905, 




698. .1411, 701. .1411, 1398. .1496, 1408 


..1503, 1416. .1502, 




1430. .1504, 1505. .1585, 1509. 


.1595, 1510.. 1593 



Seq. No. 13105 

Gene No. 27748 

Start 1112 

Name OJ991101_13 . 0119 . C24 . ol . tm 

Start 696 

GI none 
Exons 



Seq. ID OJ991101_13.0119.C24 
Strand 

End 1671 

Method TBLASTX : Mai ze 

End 1473 

Score 304 



696. .905, 698. .946, 701. .946, 775. .948, 882. .947, 941. .1471, 
949. .1473, 950. .1471, 1141. .1473 



Seq. No. 13105 

Gene No. 27748 

Start 1112 

Name OJ991101_13 . 0119 . C24 . ol . ts 

Start 696 

GI none 

Exons 696.. 905, 698.. 1405, 701.. 1399 



Seq. ID OJ991101_13.0119.C24 
Strand 

End 1671 

Method TBLASTX : Soybean 

End 1405 

Score 301 



Seq. No. 



13105 



Seq. ID OJ991101_13.0119.C24 



13620 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



27748 Strand 

1112 End 

OJ991101_13. 0119. 024. ol.tw Method 

1067 End 

none Score 



1671 

TBLASTX: Wheat 

1443 

598 



1067. .1441, 1067. .1441, 1068. .1442, 1141. .1443 



OJ991101_13.0119.C24 

1671 
AAT/NAP 
1390 
491 



Seq. No. 13105 Seq. ID 

Gene No. 27748 Strand 

Start 1112 End 

Name OJ991101_13 . 0119 . C24 . o2 . np Method 

Start 1112 End 

GI 132804 Score 

Exons 1112. .1390 

GI Descrip. CHLOROPLAST 50S RIBOSOMAL PROTEIN L23 gi | 71300 | pir | | R5RZ23 

ribosomal protein L23 - rice chloroplast gi | 12031 | emb | CAA33938 | 
(X15901) ribosomal protein L23 [Oryza sativa] 

gi|12071|emb|CAA33923| (X15901) ribosomal protein L23 [Oryza 
sativa] gi | 226652 | prf | | 1603356CC ribosomal protein L23 [Oryza 
sativa] 





Seq. No. 


13105 








Seq. ID 


OJ991101_13. 0119. 024 




Gene No. 


27748 








Strand 






Start 


1112 








End 


1671 




Name 


OJ991101 13 


.0119, 


.024 .o2. 


.tw 


Method 


TBLASTX: Wheat 




Start 


1444 








End 


1671 


; 5 ?; 


GI 


none 








Score 


104 




Exons 


1444 . .1503, 


1446, 


. .1502, 


1510. 


.1671, 1525.. 1671 


Ui 


Seq. No. 


13105 








Seq. ID 


OJ991101_13. 0119. 024 




Gene No. 


27749 








Strand 




!. : 
s sr 

i : 


Start 


1825 








End 


2233 


i if 


Name 


OJ991101 13 


.0119. 


.024 .o2, 


.tc 


Method 


TBLASTX: Cress 




Start 


1825 








End 


2233 


;)5i 
ij -1 


GI 


none 








Score 


61 


i 


Exons 


1825. .1869, 


1829, 


. . 1864, 


1856. 


.2017, 1870.. 2019, 1871.. 2017, 






1981. .2019, 


2004. 


. .2099, 


2014 . 


.2100, 2014. .2127, 2015. .2101, 


is »: 




2102. .2233, 


2104 , 


. .2184, 


2111. 


.2191 






Seq. No. 


13105 








Seq. ID 


OJ991101_13. 0119.024 


□ 


Gene No. 


27750 








Strand 






Start 


2181 








End 


2360 




Name 


OJ991101 13 


.0119. 


,024 .o3. 


.ts 


Method 


TBLASTX: Soybean 




Start 


2181 








End 


2360 




GI 


none 








Score 


52 




Exons 


2181. .2210, 


2183. 


, .2206, 


2216. 


.2356, 2220.. 2360 



Seq. No. 13106 ' Seq. ID 

Gene No. 27751 Strand 

Start 1 End 

Name 0J991111JL1 . 0124 . 01 . ol . np Method 

Start 1 End 

GI , 1184075 Score 

Exons 1..683 

GI Descrip. (U42444) Cf-2 . 1 [Lycopersicon pimpinellif olium] 

gi I 1587673 | prf | I2207203A Cf-2 gene [Lycopersicon esculentum] 



OJ991111_11.0124.C1 
+ 

683 

AAT/NAP 

683 

320 



13621 




Seq. No. 


13106 




Seq. ID 


OJ991111_11.0124 


.CI 


Gene No. 


27751 




Strand 


+ 




Q-t- a r-f- 
OLdX L 


1 




End 


683 




Name 




O 1 rr c; 
. KJ X • y 0 




O Hi LN O V^rtlN 




O L Ci X. L 






FnH 


584 












. 85 






32 . .584 










OClj. IN O • 


1 ^1 0 

1 jlUU 




OCljt 1U 


O.TQQ1 111 11 0194 




bene ino . 


Z / / D ± 




C+- -ra nH 


-j_ 




Q 4- -j y-+- 


1 
± 






U O J 




IN CliLLt; 


OJ991111 11 0124 CI 


ol . tc 




TBLASTX • Cress 




Start 


32 




End 


682 




GI 


none 




Score 


47 




Exons 


32. .82, 32. .169, 65 


.169, 110 


..358, 176 


..403, 176. .595, 






179. .604, 179. .595, 


185. .544, 


187. .378, 


188. .604, 188.. 


604 




193. .378, 205. .309, 


229. .378, 


230. .523, 


302. .604, 320.. 


538 




353.-598, 395. .682, 


440. .595, 


596. . 679, 


596. .673, 632.. 


682 



Seq. No. 13106 

Gene No. 27751 

Start 1 

Name OJ9911 11_11 . 0124 . CI . ol . ts 

Start 50 

GI none 

Exons 50. .175, 173. .514, 176. .604, 



187. 
569. 



.390, 
.673, 



188. 
623. 



,595, 
,679 



Seq. ID OJ991111_11.0124.C1 

Strand + 

End 683 

Method TBLASTX : Soybean 

End 67 9 

Score 57 

176. .454, 179. .595, 185. .592, 
196. .396, 223. .387, 323. .604, 433. .531, 



Seq. No. 13106 

Gene No. 27751 

Start 1 

Name OJ9911 11_11 . 0124 . CI . ol . 

Start 59 

GI none 

Exons 59.. 160, 176.. 577, 179. 
254 . .604 



Seq. ID 

Strand 

End 

tm Method 
End 
Score 

.595, 187. .396, 



OJ991111_11.0124.C1 
+ 

683 

TBLASTX: Maize 

610 

72 

188. .610, 212. .604, 



Seq. No. 13107 

Gene No. 27752 

Start 32 ' 

Name OJ991111_l 1 . 0124 . C2 . ol , 

Start 32 

GI none 

Exons 32. .347, 361. .551 



gs 



Seq. ID OJ991111_11.0124.C2 

Strand '+ 

End 551 

Method GENSCAN 

End 551 

Score .84 



Seq. No. 13108 

Gene No. 27753 

Start 691 

Name OJ991111_ll . 0124 . C3 . ol , 

Start 691 

GI none 

Exons 691.. 764, 815.. 932 



gs 



Seq. ID OJ991111_11.0124.C3 

Strand + 

End 932 

Method GENSCAN 

End 932 

Score .99 



Seq. No. 
Gene No. 
Start 



13109 
27754 
1 



Seq. ID 

Strand 

End 



OJ991111_11.0124.C6 
657 



13622 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. . 

Start 

Name 

Start 

GI 

Exons 



OJ991 11 1_1 1.0124 .C6.ol.np Method AAT/NAP 

1 End 657 

2832632 Score 125 

1..208, 259. .381, 628.-657 

(AL021711) hypothetical protein [Arabidopsis thaliana] 



13109 
27754 
1 

OJ991111_11.0124.C6.ol.tm 
59 

none 



Seq. ID OJ991111_11.0124 .C6 

Strand 

End 657 

Method TBLASTX: Maize 

End 534 

Score 92 



59. .181, 64. .261, 65. .160, 220. .399, 250. .393, 466.-534 



Seq. No. 13109 

Gene No. 27754 

Start 1 

Name OJ991111_ll . 0124 . C6 . ol . gs 

Start 65 

GI none 

Exons 65.. 166, 259.. 370 

Seq. No. 13110 

Gene No. 27755 

Start 431 

Name OJ991111_ll . 0124 . C7 . ol . gs 

Start 431 

GI none 

Exons 431.. 901, 3669.-3875 



Seq. ID OJ991111_11.0124 -C6 

Strand 

End 657 

Method GENSCAN 

End 370 

Score .57 



Seq. ID OJ991111_11.0124.C7 

Strand + 

End 3875 

Method GENSCAN 

End 3875 

Score .75 



Seq. No. 


13110 


Seq. ID 


OJ991111_11.0124 


.C7 


Gene No. 


27756 


Strand 






Start 


474 


End 


709 




Name 


OJ991111 11.0124.C7.ol.np 


Method 


AAT/NAP 




Start 


474 


End 


709 




GI. 


6573149 


Score 


105 




Exons 


474. .709 








GI Descrip". 


(AF2018 95) growth-regulating 


factor 1 


[Oryza sativa] 




Seq. No. 


13110 


Seq. ID 


OJ991111_11.0124 


-C7 


Gene No. 


27757 


Strand 






Start 


7447 


End 


11524 




Name 


OJ991111 11.0124.C7.o2.gs 


Method 


GENSCAN 




Start 


7447 


End 


11524 




GI 


none 


Score 


.84 




Exons 


7447. .7602, 8399. .8479, 8571 


..8636, 8759..8836, 10259.. 


10342, 




10432. .10521, 10620. . 10896, 


11316. . 11524 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13110 Seq. ID 

27757 Strand 
7447 End 
O J9 9 111 1_1 1 . 0 1 2 4 . C7 . o2 . np Method 
7611 End 
5701799 Score 
7611. .7715, 8399. .8479, 8571. .8636, 8759. .8836, 
10432. .10521, 10620. .10896, 11322.. 11524 

(AJ245408) putative syntaxin protein [Arabidopsis thaliana] 



OJ991111_11.0124 .C7 

11524 
AAT/NAP 
11524 
892 

10259. . 10336, 



13623 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13110 Seq. ID 

27757 Strand 

7447 End 

OJ991111_11.0124 .C7.o2.gp Method 

7 64 4 . ■,. - End 

427659 ' Score 



OJ991111_11.0124 .C7 

11524 
AAT/GAP 
10335 
651 



7644. .7715, 8399.. 8479, 8571..863S> 8759.. 8836, 10259. .10335 
5701799/emb | CAB5217 5 . 1 1 3.0e-29 (AJ245408) putative syntaxin 
protein [Arabidopsis thaliana] 



13110 
27757 
7447 

OJ991111_11.0124 .C7.o2.tm 

7666 

none 



Seq. ID OJ991111_11.0124.C7 
Strand 

End 11524 

Method TBLASTX : Mai ze 

End 10456 

Score 61 



7666. .7716, 7671. .7718, 7676. .7717, 8399. .8482, 8400. .8480, 
8569. .8637, 8571. .8639, 8572. .8637, 8574. .8639, 8756. .8836, 
8757. .8837, 10258. .10287, 1028 6. .10345, 1028 6. .1034 5, 
104 32. .10455, 104 33. .10456 



Seq. No. 13110 

Gene No. 27757 

Start 7447 

Name OJ991111JL1 . 0124 . C7 . ol . tc 

Start 8399 

GI none 
Exons 



Seq. ID OJ991111_11.0124 ,C7 
Strand 

End 11524 

Method TBLASTX : Cress 

End 11524 

Score 97 



8399. .8482, 8400. .8480, 8569. .8637, 8571. .8639, 8572. .8637, 
8574. .8639, 8756. .8827, 8757. .8828, 10298 .. 1034 5, 104 03 .. 10525 , 
10432. .10527, 104 59 .. 10530, 10587 .. 108 98 , 10637 .. 1078 6, 
10702. .10899, 11315. .11380, 11462. .11524 



Seq. No. 
Gene No. 
Start ' 
Name ; 
Start 
■GI 

Exons 



13110 Seq. ID 

27757 Strand 

7447 End 

OJ991111_ll . 0124 . C7 . ol . ts Method 

8571 End 

none Score 



OJ991111JL1.0124 .C7 
11524 

TBLASTX: Soybean 

10892 

60 



8571. .8639, 8575. .8637, 8756. .8827, 8756. .8833, 8757. .8831, 
10313. .10345, 10427. .10525, 104 32 .. 10527 , 10433 .. 10525, 
10587. .10892, 10702. .10890 



Seq. No. 13110 
Gene No. 27757 
Start 7447 

Name OJ991111_ll . 0124 . C7 . ol . tm 

Start 10465 

GI none 

Exons 10465. .10527, 104 66 .. 10522 , 10620 

10622. .10780, 10702. .10782, 10704 
10771. .10845, 10779. .10850 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991111_11.0124 .C7 
11524 

TBLASTX: Maize 

10851 

78 



,10781, 10621. .10833, 
.10799, 10762. .10851, 



Seq. No. 13111 

Gene No. 27758 

Start 1815 

Name OJ991111_ll . 0124 . C8 . ol . gp 



Seq. ID OJ991111_11.0124.C8 

Strand + 

End 2243 

Method AAT/GAP 



13624 






1815 


End 


99 A ^ 




2798614 


Score 


1 A A 


TP v o 


1815. .2243 








4 581123/gb|AAD24 613. 1 |AC005825_20 8 . Oe 


-S? ( AC0Cl c ift9 c i\ unknown 




protein [Arabidopsis thaliana] 




Seq. No. 


13111 


Seq. ID 


OJ991111_11.0124 .C8 


Gene No. 


27759 


Strand 


+ 




6284 


End 


8737 


Name 


OJ991111 11.0124.C8.o2.gs 


Method 


O Cj LN O ^rtLN 


C 4- v-+- 
bLdlt 


6284 


End 


fi A 99 


H T 


none 


Score 






6284.. 6463, 7258.. 7332, 8352 


. .8422 




C iCuT Ma 

oeq. ln u . 


13111 


Seq. ID 


OJ991111_11.0124 .C8 


Gene No. 


27759 


Strand 


+ 


Start 


6284 


End 


8737 


IN CtluC 


OJ991111 11.0124 .C8.o3.np 


Method 


AAT/NAP 


OLarL 


6326 


End 


8737 




2832632 


Score 


304 


Exons 


6326.. 6463, 7258.. 7332, 7563 


..7616, 8352. .8417, 8638. .8737 




(AL021711) hypothetical protein [Arabidopsis thaliana] 


OcCj> LN O . 


13111 


Seq. ID 


OJ991111_11.0124 .C8 


Gene No. 


27760 


Strand 




Start 


1594 


End 


6472 


Name 


OJ991111 11.0124 .C8.ol.np 


Method 


AAT/NAP 


Of 3 -—4- 


1517 ■ 


End 


2358 




3115852 


Score 


688 


XT 1 v /™\ f 


1517. .2358 








(AL022023) putative protein 


[Arabidops 


is thaliana] 


Seq. No. 


13111 


Seq. ID 


OJ991111_11.0124.C8 


Gene No. 


27760 


Strand 




O Lai L 


1594 


End 


6472 


Name 


OJ991111 11.0124 .C8.ol.gs 


Method 


GENSCAN 


Cf a v-f- 


1594 


End 


2792 


o ± 


■ none 


Score 


.8 


£j AUJ 1 0 


1594.. 2319, 2508. .2622, 2665 


. .2792 




o e q . LN u . 


13111 


Seq. ID 


OJ991111JL1.0124 ,C8 




27760 


Strand 




Start 


1594 


End 


6472 


Name 


OJ991111 11.0124.C8.o2.np 


Method 


AAT/NAP 


Cf a v-f- 
OLdil 


1704 


End 


6363 




631341 


Score 


127 


Exons 


1704.. 1817, 1899.. 2129, 2508 


..2763, 6021.. 6363 




proline-rich protein - human 


gi|296669 


|emb|CAA30728| (X07881 




proline-rich protein Gl [Homo sapiens] 




O C ^ • LN ^ • 


13111 


Seq. ID 


OJ991111_11.0124 .C8 


Gene No. 


27760 


Strand 




Start 


1594 


End 


6472 


Name 


OJ991111 11.0124.C8.ol.tc 


Method 


TBLASTX: Cress 


Start 


1745 


End 


2262 


GI 


none 


Score 


56 


Exons 


1745.. 1810, 1870.. 1920, 1915 


..2121, 1916. .2119, 2122. .2160, 



13625 






2126. .2161, 


214 6. 


. 2196, 


2209 . 


.2262 






Seq. No. 


13111 








Seq. ID 


OJ991111_11.0124 


.C8 


Gene No. 


27760 








Strand 






Start 


1594 








End 


6472 




Name 


OJ991111 11 


. 0124 . 


C8 . ol . 


ts 


Method 


TBLASTX: Soybean 




Start 


1906 ~~ 








End 


2269 




GI 


none 








Score 


294 




Ex on s 


1906 2223. 


1907 . 


.2191, 


2206 . 


.2265, 2207.. 2269 




Seq. No. 


13111 








Seq. ID 


OJ991111_11.0124 


.C8 


Gene No. 


27760 








Strand 


_ 




Start 


1594 








End 


6472 




Name 


OJ991111 11 


. 0124 . 


C8 . ol . 


tm 


Method 


TBLASTX :Maize 




Start 


1928 _ 








End 


2212 




GI 


none 








Score 


297 




P. v n n ^ 


1928 2212, 


1930 . 


.2211 










Seq. No. 


13111 








Seq. ID 


OJ991111_11.0124 


,C8 


Gene No. 


27760 








Strand 






Start 


1594 








End 


6472 




Name 


OJ991111 11 


. 0124 . 


C8 . o2 . 


tm 


Method 


TBLASTX: Maize 




Start 


6247 ~~ 








End 


6472 




GI 


none 








Score 


202 




R von q 


6247 6336 


6313 . 


. 6471, 


6314 . 


.6472 






^^rr No 


13112 








Seq. ID 


OJ991111_11.0124 


. C9 




277 61 








Strand 


+ 




Start 


1 








End 


5036 




Name 


OJ991111 11 


.0124 . 


C9.ol. 


np 


Method 


AAT/NAP ' 




Start 


1 








End 


5036 




GI 


2832632 








Score 


1168 




i_J 1 1 O 


1 . . 129, 417 


. .496, 


582. . 


682, 767.. 862, 


1274.. 1338, 1583. 


. 1738, 




1894 . . 2204 , 


2345. 


.2508, 


2560. 


.2685, 3479. .3523, 3978. .4118, 




4485 . .4586, 


4938. 


.5036 










GI Descrip . 


(AL021711) 


hypothetical 


protein [Arabidopsis thaliana] 




Sea No 


13112 








Seq. ID 


OJ991111_11.0124 


.C9 


Gene No. 


27761 








Strand 


+ 




Start 


1 








End 


5036 




Name 


OJ991111 11 


.0124. 


C9.ol. 


gs 


Method 


GENSCAN 




Start 


79 








End 


5036 




GI 


none 








Score 


.94 




Exons 


79. .129, 209. .325 


■, 582. 


.682, 


1578. .1738, 1894. .'2123, 2584. .26 




3479. .3523, 


3978. 


.4118, 


4485. 


.4586, 4938.. 5036 




Seq. No. 


13112 








Seq. ID 


OJ991111_11.0124 


.C9 


Gene No. 


27762 








Strand 


+ 




Start 


6015 








End 


8978 




Name 


OJ991111 11 


.0124 . 


C9.o2. 


gs 


Method 


GENSCAN 






6015 








End 


8709 




GI 


none 








Score 


.66 




Exons 


6015. .6380, 


6466. 


.6610, 


6720. 


.6785, 8567.. 8709 




Seq. No. 


13112 








Seq. ID 


OJ991111_11.0124 


.C9 


Gene No. 


27762 








Strand 


+ 




Start 


6015 








End 


8978 





13626 



Name OJ991111_ll . 0124 . C9 . o2 . np Method AAT/NAP 

Start 6086 End 8706 

GI 2246378 Score 670 

Exons 6086.. 6391, 6513.. 6610, 6720.. 6785, 8567.. 8706 

GI Descrip. (Z86094) plastid protein [Arabidopsis thaliana] 



Seq. No. 13112 Seq. ID OJ991 111_11 . 0124. C9 

Gene No. 27762 Strand + 

Start 6015 End 8978 

Name OJ991111_ll . 0124 . C9 . o2 . gp Method AAT/GAP 

Start 6252 End 8978 

GI 39388_1.R1084 Score 1264 

Exons 6252.. 6391, 6513.. 6611, 6720.. 6785, 8567.. 8978 

GI Descrip. 1 24 4 0029/emb | CAA75116 | 7.0e-45 (Y14851) DAL1 protein 

[Arabidopsis thaliana] >gi_24 4 0031_emb_CAA7 5115_ (Y14850) DAL1 

protein [Arabidopsis thaliana] ' 



Seq. No. 


13112 






Seq. ID 


OJ991111_11.0124 . 


C9 


Gene No. 


27763 






Strand 






Start 


5270 






End 


5480 




Name 


OJ991111 11. 


.0124. 


C9.ol.gp 


Method 


AAT/GAP 




Start 


5270 






End 


5480 




GI 


none 






Score 


403 




Exons 


5270. .5480 












Seq. No. 


13112 






Seq. ID 


OJ991111_11.0124 . 


C9 


Gene No. 


27764 






Strand 






Start 


9185 






End 


9504 




Name 


OJ991111 11, 


,0124. 


C9.o4 .tm 


Method 


TBLASTX: Maize 




Start 


84 






End 


498 




GI 


none 






Score 


37 




Exons 


84. . 131, 85, 


. .132, 


86. .142, 


207. .326, 20 


i8. .327, 219. .335, 





433..49S, 455. .496, 457. .498 



Seq. No. 13112 
Gene No. 27764 
Start 9185 

Name pJ991111_ll . 0124 . C9 . o5 . tm 

Start 768 
GI none 
Exons 768 . . 

1282. 

1584. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991111_11.0124.C9 
9504 

TBLASTX: Maize 

1632 

155 



863, 768..863, 769. .864, 1247. .1336, 1275. .1334, 
.1335, 1403. .1492, 1429. .1491, 1440. .1493, 1581. 
.1631, 1585. .1632 



,1631, 



Seq. No. 13112 

Gene No. 27764 

Start 9185 

Name OJ99111 1_11 . 0124 . C9 . o2 . ts 

Start 1297 

GI none 

Exons 1297.. 1338, 1299.. 1355, 1417, 
1584. .1739, 1585. .1746, 1878, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991111 11. 0124. C9 



9504 

TBLASTX : Soybean 
1988 
77 

1491, 1418. .1492, 1581. .1742, 
1988 



Seq. No. 13112 Seq. ID OJ991111_ll . 0124 .C9 

Gene No. 27764 Strand 

Start 9185 End 9504 

Name OJ991111 11 . 0124 . C9 . o2 . tm Method TBLASTX : Maize 



13627 




b tar l 


1 QTQ 
1 O / 0 










r nr i A C Q c 

bna 4joo 




GI 


none 










Score 109 




Exons 


1878. 


.2018, 


1892 


. .1963, 


1965, 


, .2048, 1982. .2050, 


2001. .2123, 




9n?ft 

jo . 


9 1 9 4 


£* X. J 


99 69 

. . c. Z OZ , 


991 6 
Z Z 1 o . 


99ft4 9990 99Rft 


9991 99RQ 

1- * .ZZJ", 




9 "3 R 1 


9 ^ft Q 

. Z JO 5 f 


9 "3R6 


9 *3 Q1 

. • Z J 5 1 , 


9 "3 R7 
Z j j / . 


9"3ftQ 9^79 9R"36 
. Z j O 5 , Zj/Z. . Z j j O , 


9^77 9R9Q 
Zj//, ,ZjZ5, 






9 6ft R 

. ZOO 


OC.Q1 

z joi 


9 6Q1 
. . Z O 5 1 , 


9 Rft ^ 

Z JO J i 


96ft7 ^47ft ^RIQ 
.ZOO/, J 4 / O . . j J 1 5 , 


^47Q ^RRO 
j4 / y . . jjjU, 




3966. 


.4118, 


^Q7 4 
j 5 / 4 


4 1 "3R 
. • 4 1 j j , 


^Q77 
j j / / • 


4 1 96 4 1 ft7 4 9ft 9 
.41ZO, 4lO / . . 4 Z OZ , 


41Q7 49Qft 
415/. .4Z50, 




4199. 


.4279, 


4 47 Q 

•i 4 / 5 ■ 


4 Rft 6 
. ■ t Ju D/ 


4 4 ft 4 
4 fl O 4 . 


4 R7Q 




C A/^t NT /^i 

beq . NO . 


13112 










Qo<^ T n PiTGQI 111 

oeq. iu uoyyiiii 


11 0194 PQ 
11 . U1Z4 m\^y 


i^ene wo . 


27764 










Q+- r-a nH — 




Start 


9185 










End 9504 




Name 


OJ991111 11 


.0124, 


,C9.o3. 


ts 


Method TBLASTX: 


Soybean 




2596 










RnH RO^O 

Lna juju 




P T 


none 










Qroro 119 

otore liz 




Exons 


2596. 


.2691, 


^4 7 Q 

J 4 / 5 . 


^ R RO 
► . J j jU , 


^ Q60 

J 5 O U • 


4 11ft "3QftO 4 1 ^ R 
.4110, J^OU. • 4 1 J J , 


^Qft6 4196 




4197. 


.4298, 


4 1 Qft 


4 9 Q ^ 

. • 4 Z 5 J , 


4 1 QQ 
ft 1 5 5 . 


49Q4 447Q 4RR6 
. 4 Z 5 4 , 44/5..4JOO, 


4 4 R7 4 RQ4 
440/. .4j54, 




4490. 


.4594, 


4 Q1 4 


R0 ^0 








oeq. ln o . 


13112 










Ccrr m OTQQ1111 
DfcJL^. 1 U " jllll 


11 0194 PQ 
11.U1Z4 .\*y 


Gene No. 


27764 










Strand 




Start 


9185 










End 9504 




Name 


OJ991111 11 


01 94 

. IJ 1 ^ 4 , 


. 5 . uz • 




LMcLIlOQ. 1 DJjno 1 A . 


Cress 


oLait 


3966 










r nr | ROI R 
CjIIQ jUIj 




p t 


none 










ocore 04 




Exons 


3966. 


.4028, 


4 u 1 1 , 


A 1 1 Q 
. . ft 1 lo , 


/I O /I 6 
ff Ufi D . 


/IIOR / 1 Q7 A O QQ 

.fiiuD, fiiy/. .fizyo, 


fil55. .fiZ / 5, 




4290. 


.4325, 


4 4/5. 


4 R ft 6 
, . 4 j O O , 


4 ^1 ft /I 
4 4 0 4 . 


4RQ7 4Q14 R01R 
, nOy / f HylH* .jUIj, 


A Q^A A Qft 7 
45j4 . .450 / 


beq. no. 


13112 










Qi^s*r T Pi A TQQ1 1 1 1 

beq. iu ujyyiiii 


ll.UiZfl.L.5 


Gene No . 


27764 










oirana 




Start 


9185 










End 9504 




Name 


OJ991111 11 


.0124 . 


,C9.ol. 


tm 


Method TBLASTX: 


Maize 


q -h -a v-4- 

oT-d.ru 


6137 










FnH ft 7 1 9 
HjOO. 0 / 1Z 




P T 


none 










bcore 5j 




Exons 


6137. 


.6199, 


61 "3ft 

Dl JO , 


691 R 
. . OZ 1 J , 


69 4 9 
OZ 4 Z . 


6^ Q1 694 ^ 6^ft Q 
. DO jl, OZ4j. .Oj05, 


69R1 6^Q1 
OZjI. .Oj51, 




6501. 


.6611, 


/TCI 1 
0011, 


661 R 
, . OOl D , 


Djjj . 


661 R 67 1 "3 67 ft 4 
.OOlj, 0/lj..O/Ofi, 


671ft 6Tft*5 
D/lO. .O/OJ, 




6719. 


.6829, 


ft R 60 
0 jDU < 


ft 7 1 9 
, .0 / 1 Z , 


ft R6R 
ojDj. 


ft 70ft 
. O / U O 




Pari KTi^i 

o e q . ln o . 


13112 










Qorr m PlTQQI 111 

osq. iu uj jjiiii 


11 0194 PQ 
11 . U1Z4 .v_,5 


Gene No. 


27764 










Strand 




Start 


9185 










End '9504 




Name 


OJ991111 11 


019 4 
. U 1 Z 4 . 


, \^ 5 . CJ 1 . 




ncLIlUU IDbnijlA. 


Cress 




6242 










FnH ft 7 1 9 
ilillCl 0 / 1 Z 




ul 


none 










OLOI Z O J 




Exons 


6242. 


. 6391, 


694 ^ 
oz 4 j . 


6^ft Q 

. . O J O -7 , 


6R0 1 

O J U 1 • 


661 4 6R1 1 661 R 

.0014, OJ11. .OOlJ, 


67 1 ? 67 ft 4 
D / 1j . .0/04, 




6718. 


. 6783, 


ft R R ft 
O J JO . 


ft 671 
, . o O / 1 , 


ft R60 

O J DU . 


ft719 ftR6R ft70ft 

.O/IZ, OjOJ. .O/UO 




d e q . ln o . 


13112 










C Qrr TP, PlTQQI 111 

beq. iu uu yyiiii 


11 019^1 PQ 
ll.UlZfi.^5 


bene lno . 


27764 














otart 


9185 










iiina yjUft 




Name 


OJ991111 11 


.0124. 


,C9.ol. 


ts 


Method TBLASTX: 


Soybean 


Start 


6242 










End 8708 




GI 


none 










Score 247 




Exons 


6242. 


.6391, 


6243. 


.6389, 


6257. 


.6391, 6501. .6611, 


6511. .6615, 




6713. 


.6784, 


6718. 


.6798, 


6718. 


.6783, 6719.. 6787, 


8560. .8652, 




8565. 


.8708 













13628 



Seq. No, 13112 
Gene No. 27764 
Start 9185 

Name OJ99111 1_11 . 0124 . C9 . ol . tw 

Start 6529 
GI none 

Exons 6529.. 6615, 6535.. 6609, 6567. 

6717. .6797, 6717. .6797, 6718. 
8562. .8711, 8565. .8702 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991111 11. 0124. C9 



9504 

TBLASTX: Wheat 
8711 
145 

6623, 6587. .6610, 6713. .6784, 
6798, 6725.. 6829, 8560.. 8703, 



Seq. No. 13112 Seq. ID 

Gene No. 27764 Strand 

Start 9185 End 

Name OJ99111 1_11 . 0124 . C9 . o3 . gs Method 

Start 9185 End 

GI none Score 

Exons 9185.. 9391 



OJ991111JL1.0124 .C9 

9504 
GENSCAN 
9391 
.92 



Seq. No. 13112 Seq. ID OJ991111_ll . 0124 . C9 

Gene No. 27764 Strand 

Start 9185 End 9504 

Name OJ991111_ll . 0124 . C9 . o3 . np Method AAT/NAP 

Start 9188 End 9504 

GI 5734618 Score 501 

Exons 9188.. 9504 

GI Descrip. (AP000391) Similar to Arabidopsis thaliana chromosome II BAC 
F5H14 genomic sequence; unknown protein (AC006234) [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



13112 Seq. ID 

27764 Strand 

9185 End 

OJ991111_ll. 0124 .C9.o3. tm Method 

9203 End 

none Score 



OJ991111_11.0124 .C9 
9504 

TBLASTX: Maize 

9500 

39 



9203. .9346, 9204. .9347, 9344. .9499, 9405. .9500 



13113 
27765 
468 

OJ991111_ll. 0124. C10. ol.gs 

468 

none 

468. .737 



Seq. ID OJ991111_ll. 0124 .C10 

Strand + 

End 737 

Method GENSCAN 

End 737 

Score . 65 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



13113 - Seq. ID OJ9911 11_11 . 0124 . C10 

27766 Strand + 

11278 End 11703 

OJ991111_ll. 0124 .C10. o2.gp Method AAT/GAP 

11278 End 11703 

94945_1.R1084 Score 589 

11278. .11703 

'4521194/dbj IAB013613.1 IAB013613 1.0e-132 Oryza sativa DNA, 
centromere sequence RCB11 1 



13113 
27767 



Seq. ID 
Strand 



OJ991111 11. 0124. C10 



13629 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



1472 End 6359 

OJ991111_ll . 0124 . CIO . ol . gp Method AAT/GAP 
1168 End 3036 

23464_1.R1084 Score 1210 

1168. .1571, 1656. .1722, 1957. .2005, 2092. .2148, 2661. .2732, 
2980. .3036 

, 4165510/emb|CAA22249.1| 7.0e-24 (AL034356) predicted using 
hexExon; L7610.8, DNAJ-like protein, len:232 aa; Similarity to 
prokaryotic DNAJ proteins and eukarytoic DNAJ-like chaperones . 
E.coli DNAJ (SW:DNAJ_ECOLI) BLAST score: 4 05 P: 5.3e-38, 37% 
identity in 1 



Q e» rr M/->i 

oeq. in o . 


13113 








Seq. ID 


OJ991111 


11.0124 .C10 


Gene No. 


27767 








Strand 








Start 


1472 








End 


6359 






Name 


OJ991111 11 


.0124, 


n 0 nl 

. \^ J_ u . u ± 


. np 


Method 


AAT/NAP 








1421 








End 


5933 






PT 


1169371 








Score 


318 






ijXons 


1421. . 1571, 


1656, 


MOO 


1 QS7 


..1999, 2086. .2148, 


2661. 


.2732, 




2980. .3071, 


3166, 






,.3779, 3882. .3946, 


4042. 


.4159, 




4669. .4794, 


5159, 




•J c. O f . 


,.5370, 5853. .5933 






bi uesciip. 


DNAJ PROTEIN 














Seq. No. 


13113 








Seq. ID 


OJ991111 


11. 0124. C10 




27767 








Strand 








OLaiL 


1472 








End 


6.359 






Name 


OJ991111 11 


.0124 , 


.C10.O2 


.gs 


Method 


GENSCAN 








1472 








End 


6359 








none 








Score 


.89 






Tn 1 v C! 


1472. . 1571, 


1656, 


. .1722, 


1957. 


,.2005, 2661. .2732, 


2980. 


.3071, 




4042. .4129, 


4669, 


. .4794, 


5159. 


,.5197, 5287. .5370, 


5853. 


.5944, 




5995. . 6135, 


6245. 


. .6359 












Cppf Ma 


13113 








Seq. ID 


OJ991111 


11.0124 .C10 


CI o *n o Kl 


27768 








Strand 








O L. Ct I. L. 


9433 








End 


10065 






LN CtiLtC 


OJ991111 11 


.0124 . 


.C10.o2 


.np 


Method 


AAT/NAP 






OLdi I 


9433 








End 


10065 






GI 


6498458 








Score 


103 






Exons 


9433. .9535, 


9819, 


, .10065 












GI Descrip. 


(AP000816) 


hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


13113 








Seq. ID 


OJ991111 


11 . 0124 . C10 


Gene No. 


27769 








Strand 








Start 


11220 








End 


12455 






Name 


OJ991111 11 


.0124 . 


■ClO.ol 


. tm 


Method 


TBLASTX : ] 


Maize 




Start 


1527 








End 


5952 






GI 


none 








Score 


104 






Exons 


1527. . 1580, 


1653. 


, .1724, 


1657. 


.1725, 1658.. 1723, 


1659'. 


.1724, 




1953. .2060, 


1955. 


, .2014, 


2083. 


.2148, 2091. .2150, 


2092. 


.2145, 




2105. .2149, 


2657. 


, .2734, 


2661. 


.2738, 2661.. 2735, 


2974 . 


.3009, 




3010. .3072, 


3164. 


, .3238, 


3165. 


.3239, 3165.. 3239, 


3166. 


.3243, 




3696. .3779, 


3700. 


, .3804, 


3883. 


.3945, 3883. .3927, 


3894 . 


.3944, 




4039. .4131, 


4040. 


. .4132, 


4043. 


.4135, 4174. .4257, 


4193. 


.4267, 




4668. .4730, 


4669. 


.4722, 


4675. 


.4782, 4745. .4798, 


4755. 


.4796, 




5141. .5200, 


5157. 


.5198, 


5158. 


.5205, 5287.. 5355, 


5288. 


.5371, 




5288. .5380, 


5850. 


.5945, 


5857. 


.5952 









13630 



Seq. No. 


13113 






Seq. ID 


• 

OJ991111 


11 . 


0124 


. C10 


Gene No . 


27769 






Strand 










Start 


11220 






End 


12455 








Name 


OJ991111 11.0124. 


,C10.o4 


.gs 


Method 


GENSCAN 








Start 


11220 






■ End 


12455 








GI 


none 






Score 


. 54 








Exons 


11220 . . 11306, HE 


318 . . 12' 


455 












Seq. No. 


13114 






Seq. ID 


OJ991111 


11 . 


0124 


. Cll 


Gene No . 


27770 






Strand 










Start 


5977 






End 


10619 








Name 


OJ991111 11.0124. 


Cll .o2 


. as 


Method 


GENSCAN 








Start 


5977 






End 


10619 








GI 


none 






Score 


.41 








Exons 


5977.. 6017, 6525. 


. 6706, 


6843. 


.7073, 8032. .8128, 


9661. . 9957, 




104 31. . 10516, 10555. . 10619 












Seq. No. 


13114 






beq. id 


OJ991111 


_11. 


0124 


pi 1 


Gene No . 


27770 






Strand 










Start 


5977 






End 


10619 








Name 


OJ991111 11.0124. 


Cll.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


8550 






End 


8789 








GI 


■ none 






Score 


152 








Exons 


8550.. 8651, 8552. 


.8650, 


8676. 


; 8789 










Seq. No. 


13115 






Seq. ID 


OJ991111 


_11. 


0124 


.C12 


Gene No . 


27771 






Strand 


+ 








Start 


1058 






End 


1537 








Name 


OJ991111 11.0124. 


C12.ol, 


.gs 


Method 


GENSCAN 








Start 


1058 






End 


1537 








GI 


none 






Score 


.73 








Exons 


1058. .1537 
















Seq. No. 


13115 






Seq. ID 


OJ9911U 


_11. 


0124 


.C12 


Gene No . 


27772 






Strand 


+ 








Start 


1578 






End 


1824 








Name 


OJ991111 11.0124. 


C12.ol. 


■ gp 


Method 


AAT/GAP 








Start'.- 


1578 






End 


1824 








GI 


3761181 






Score 


426 








Exons 


1578. .1824 
















GI Descrip. 


4521193/dbj | AB013 


1450.1 IAB013450 1.0e-99 Oryza sativa DNA, 




similar sequence 


to Pib 


gene 












Seq. No. 


13115 






Seq. ID 


OJ991111_ 


_11. 


0124 


.C12 


Gene No m 


27773 






Strand 










Start 


3298 






End 


4904 








Name 


OJ991111 11.0124. 


C12.ol. 


,np 


Method 


AAT/NAP 








Start 


3278 






End 


4904 








GI 


5091513 






Score 


538 








Exons 


3278.. 3577, 3629. 


.3698, 


4110. 


.4304, 4353. .4904 








GI Descrip . 


(AB0234 82) Hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


13115 






Seq. ID 


OJ991111_ 


_11. 


0124 , 


.C12 


Gene No. 


27773 






Strand 










Start 


3298 






End 


4904 








Name 


OJ991111 11.0124. 


C12.o2. 


gs 


Method 


GENSCAN 









13631 




Of 5 vf 


^9 Qft 
oz _? 0 


FnH 


^ 6S9 

O O .J z 






C T 
bl 


none 


Score 


7 ^ 






Exons 


^9Qft "3407 "3479 "36S9 










Seq. No. 


13115 


Seq. ID 


OJ991111_ 


11.0124. 


.C12 


Gene No. . 


27773 


Strand 








Q f -a yf 

D L a. IT L 


^9 Qft 


FnH 


4 Q0 4 

*a _/ \J *i 






Name 


HTQQ1 11111 019 4 P19 riQ 
uuyyini 1 1 . U 1 Z fi . b 1 Z . 0.3 . y 0 


Mof horl 










4 04 r 


FnH 

HiLLkJL 


4 ft ft Q 






r 1 t 

bl 


none 


Score 


ft 9 
• 0 z 






Exons 


/ A/ R A^C\A A^^C\ /QQQ 










o e q . LN O . 


1 ^ 1 1 £ 
iJllD 




O.T9Q1 111 

vU ,7 -L J. J. J. 


11 0194 






27774 


Strand 


+ " 






Start 


1 


End 


375 






Name 


OJ991111 11.0124 .C13.ol.np 


Method 


AAT/NAP 






Of -a y~f 

o l air l 


1 


End 


375 








5091512 


Score 


586 






Exons 


1. .375 










bi uescnp. 


(AB023482) Similar to Plasmodium vivax 


circumsporozoite 






gene, complete cds.(M11926) 


[Oryza sativa] 






Seq. No. 


1 0 1 1 b 


Seq. ID 


OJ991111_ 


11 ft 1 9 A 
1 1 . U Iz ft . 


.C13 


Gene No. 


r> 1 n n a 
Z 1 I ID 


Strand 








G -f- "i v*f 


by 


End 


1559 






Name 


ATQQ1 1 1 1 11 A10/1 PIT ^1 r~r <-> 

ujyyiiii 1 1 . u iz 4 . bio . 01 . gs 


Method 


GENSCAN 






btart 


by 


End 


1559 






C T 

bl 


none 


Score 


. 69 






jbxons 


69. .389, 1390. .looy 










Seq. No. 


13117 


Seq. ID 


OJ991111_ 


11.0124 , 


.C14 


Gene No. 


27776 


Strand 


+ 






Of a v-f 


263 


End 


470 






Name 


OJ991111 11.0124.C14.ol.gs 


Method 


GENSCAN 






btart 


263 


End 


470 






bl 


none 


Score 


.85 








263. .280, 330. .470 










064. NO. 


13117 


Seq. ID 


OJ991111_ 


11.0124, 


n 4 


bene no . 


27777 


Strand 


+ 






Start 


11129 


End 


15679 






Name 


OJ991111 11.0124 .C14 .06. gs 


Method 


GENSCAN 






Of 3 >-f 


11129 


End 


15679 






bl 


none 


Score 


. 61 






Exons 


11129. . 11213, 11215. .11411, 


11500. .11669, 11697. 


.11837, 






11842. .11992, 12942. .13313, 


14571. .14679, 14746. 


. 14848, 






15028. .15679 










beq . no . 


13117 


Seq, ID 


OJ991111_ 


11.0124. 


Pi A 

. b 1 H 


Gene No. 


27778 


Strand 


+ 






Start 


21639 


End 


21888 






Name 


OJ991111 11.0124.C14.o4.np 


Method 


AAT/NAP 






Start 


21639 


End 


21888 






GI 


4584539 


Score 


61 






Exons 


21639. .21888 











GI Descrip. (AL049608) extensin-like protein [Arabidopsis thaliana] 



13632 



Seq. No. 13117 

Gene No. 27779 

Start' 23720 

Name OJ991111JL1 . 0124 . C14 . o2 . gp 

Start 23212 

GI 3760640 

Exons 23212. .23299 

GI Descrip. 4 17 6420/dbj | BAA37 167 | 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] 



Seq. ID OJ991111_11.0124.C14 

Strand + 

End 24984 

Method AAT/GAP 

End 23299 

Score 8 6 



Seq. No. 13117 

Gene No. 27779 

Start 23720 

Name OJ991111_ll . 0124 . C14 . o9 . gs 

Start 23720 

GI none 
Exons 



Seq. ID OJ991111_11.0124.C14 

Strand + 

End 24984 

Method GENSCAN 

End 24984 

Score .77 



23720. .23789, 24 584 .. 24 633, 24853. .24984 



Seq. No. 13117 

Gene No. 27780 

Start 1 

Name OJ991111_ll . 0124 . C14 . ol . gp 

Start 1 

GI . 3761181 

Exons 1 . . 184 

GI Descrip. 4521193/dbj | AB013450 . 1 1 AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 



Seq. ID OJ991111_11.0124.C14 
Strand 

End 3570 

Method AAT/GAP 

End 184 

Score 345 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13117 
27780 
1 

OJ991111_ll .0124 .C14 .ol.np 

1 

5777623 



Seq. ID OJ991111_11.0124 .C14 
Strand 

End 3570 

Method AAT/NAP 

End 2705 

Score 248 



1..19, 1422. .1503, 2177. .2224, 2323. .2391, 2458. .2705 
(AJ245900) CAA303711.1 protein [Oryza sativa] 



Seq. No. 13117 

Gene No. 27780 

Start 1 

Name OJ991111_ll . 0124 . C14 . o2 . gs 

Start 1283 

GI none 

Exons 1283.. 2315, 2333.. 3570 



Seq. ID OJ991111_ll. 01-24 .C14 
Strand 

End 3570 

Method GENSCAN 

End 3570 

Score .91 



Seq. No. 13117 

Gene No. 27781 

Start 7999 

Name OJ991 11 1_11 . 0124 . C14 . o5 . gs 

Start 7999 

GI none 

Exons 7999.. 8805, 9254.. 9376, 10374 



Seq. ID OJ991111_l 1.0124 .C14 
Strand 

End 17500 

Method GENSCAN 

End 10400 

Score .73 
.10400 



Seq. No. 13117 

Gene No. 27781 

Start 7999 

Name OJ991111_ll . 0124 . C14 . o2 . np 



Seq. ID OJ991111_11.0124.C14 
Strand 

End 17500 

Method AAT/NAP 



13633 






8997 


End 


17001 






2213632 


Score 


612 




P 1 von q 


8997. .9044, 16232. .17001 








CI T HpQpr "i n 
vj x ucouiip • 


(AC000103) F21J9.24 [Arabidopsis thaliana] 




Seq. No. 


13117 


Seq. ID 


OJ991111_11.0124 


.C14 


Gene No. 


27781 


Strand 






o Lai i. 


7999 


End 


17500 




Name 


OJ991111 11.0124.C14.o7.gs 


Method 


GENSCAN 




otaiL 


16052 


End 


17500 




PT 


none 


Score 


.88 




Exons 


16052 16641 16926 17119 


17265. .17500 




Can 1 Mo 


13117 


Seq. ID 


OJ991111_11.0124 


n 4 

. \s X *t 




27782 


Strand 






Start 


20006 


End 


22487 




Name 


OJ991111 11.0124.C14.o3.np 


Method 


AAT/NAP 




Of- a r f- 


20006 


End 


22487 




pT 


2541876 


Score 


555 




Exons 


90006 91049 99469 994P17 








PT Hq c r 1 t i 0 
OX UcOLIip. 


(D26015) CND41, chloroplast 


nucleoid 1 


DNA binding protein 




[Nicotiana tabacum] 








Seq. No. 


- 

13117 


Seq. ID 


OJ991111_11.0124 


n 4 


Gene No. 


27782 


Strand 






C-l- -3 y-f- 

OLdl L 


20006 


End 


22487 




Name 


OJ991111 11.0124.C14.o8.gs 


Method 


GENSCAN 






ZUUUu 


End 


21785 




PT 
ox 


none 


Score 


. 9 




Exons 


20006. .21058,- 21271 .. 21465, 


21705. .21785 




Seq. No. 


13117 


Seq. ID 


OJ991111_11.0124 


.C14 


Gene No. 


27783 


Strand 






Cf- a rt" 


23661 


End 


27672 




Name 


OJ991111 11.0124.C14.o3.tm 


Method 


TBLASTX: Maize 




O Lai L 


9^R0 


End 


2637 




pT 
\J X 


none 


Score 


94 




FvAn c 

UAUil 0 


2380. .2637, 2408. .2530, 2521 


. .2622 






Seq. No. 


13117 


Seq. ID 


OJ991111_11.0124 


.C14 


Gene No. 


27783 


Strand 






Cfa r -j- 


23661 


End 


27672 




In Oiuc 


OJ991111 11.0124.C14.ol.tm 


Method 


TBLASTX: Maize 




Cf 3r f 


16289 


End 


16766 




PT 


none 


Score 


208 




F 1 von c 


16289. . 16354, 16394 .. 16765, 


16395. .16766 




Sea No 


13117 


Seq. ID 


OJ991111JL1.0124 


.C14 


Gene No. 


27783 


Strand 






Start 


23661 


End 


27672 




Name 


OJ991111 11.0124.C14.ol.tw 


Method 


TBLASTX: Wheat 




Start 


16301 


End 


16723 




GI 


none 


Score 


113 




Exons 


16301. .16528, 16356. .16529, 


16538. .16723, 16544 16678, 





16572. .16712 



Seq. No. 13117 Seq. ID OJ991 1 11_1 1 . 0124 . C14 



13634 



Gene No. 27783 Strand 

Start 23661 End 

Name OJ991111_ll . 0124 .C14 . o4 . tm Method 

Start 16916 End 

GI none Score 

Exons 16916. .17071, 16918.. 17082 



27672 

TBLASTX: Maize 

17082 

152 



Seq. No. 


loll/ 






Seq. ID 


OJ991111_11.0124 


Gene No. 


27783 






Strand 




Start 


23661 






End 


27672 


Name 


ujyyi l 


11 11 C\~\ O A PI/I 
11 1 1 , U 1Z 41 , V^l <i 


• OZ . ultl 


Method 


TBLASTX: Maize 


btart 


z UUU D 






End 


20410 




none 






Score 


162 


Exons 


z UUU o . 


.ZUZoU, ZUU4D. 


. Z UZ D 1 / 


20261. .20410, 20262.. 20393 


C rt « VT rt 

beq. JNo. 


1J11 / 






Seq. ID 


OJ991111_11.0124 


Gene No. 


OT7QO 
Z / / 0 J 






Strand 




Start 


Z Jobl 






End 


27672 


Name 


A TQ Q1 1 


ii ii nio/i ri /i 

11 1 1 . U 1 Z 41 . 1 H 


. Ol . L.C 


Method 


TBLASTX: Cress 


Start 


20009 






End 


20383 


GI 


none 






Score 


70 


Exons 


20009. 


.20140, 20040. 


.20135, 


20147. .2038 


3, 20148. .20363- 


Seq. No. 


13117 






Seq.- ID 


OJ991111_11.0124 


Gene No. 


27783 






Strand 




Start 


23661 






End 


27672 


Name 


OJ9911 


11_11.0124.C14 


.ol.ts 


Method 


TBLASTX: Soybean 


Start 


20009 






End 


21013 


GI 


none 






Score 


61 


Exons 


20009. 


.20140, 20025. 


.20135, 


20144 . .2038 


6, 20148. .20363, 




20360. 


.20446, 20360. 


.20446, 


20525. .20650, 20672 .. 20800, 




20837. 


.20926, 20939. 


.21013 







Seq. No. 
Gene No. 
Start 
Name 

Start - . 
GI 

Exons 

GI Descrip. 



13117 
27783 
23661 

OJ991111_11.0124.C14.o6.np 

23661 

6063557 ■ 



Seq. ID OJ991111_11.0124.C14 
Strand 

End 27672 
Method AAT/NAP 
End 27672 
Score . 327 



23661. .23682, 26975 27 142 , 27391 27564 , 27646. .27672 
(AP000615) similar to dJ522J7.2 (Z98885) [Oryza sativa] 



Seq. No. 


13117 






Seq. ID 


OJ991111 


Gene No. 


27783 






Strand 




Start 


23661 






End 


27672 


Name 


OJ991 


111_11.0124.C14 


. olO . gs 


Method 


GENSCAN 


Start 


27030 






End 


27588 


GI 


none 






Score 


.75 


Exons 


27030 


. .27169, 27435. 


.27588 






Seq. No. 


13118 






Seq. ID 


OJ991111 


Gene No. 


27784 






Strand 


+ 


Start 


2383 






End 


2512 


Name 


OJ991 


111_11.0124.C15 


. ol . np 


Method 


AAT/NAP 


Start 


2383 






End 


2512 


GI 


61657 


78 




Score 


159 


Exons 


2383. 


.2512 









13635 



GI Descrip. (AF099420) R2R3MYB-domain protein [Zea mays] 



Seq. No. 13118 

Gene No. 27785 

Start 2006 

Name OJ991111_ll . 0124 . CIS . o2 . np 

Start 2006 

GI ' 6721516 

Exons 2006.. 2255, 3002.. 3049, 3088.. 3293, 3453.. 3475 
GI Descrip. (AP001072) hypothetical protein [Oryza sativa] 



Seq. ID OJ991111_11.0124.C15 
Strand 

End 3475 

Method AAT/NAP 

End 3475 

Score 92 





D e q • IN u * 


1^118 










bene jno . 


0770c 
z / / O J 










O +- -i v-+- 


ZUUD 










Name 


O.TQQ1 111 11 

\JO _7 _7 X X X X XX. 


01 94 


PI ^ nl 

X *J . w X 


u vv 




b tart 


0 ^1 ^ ^ 
Z H O 4 










o x 


none 










Exons 


2434 . .2586, 


2435 


.2551 






Seq. No. 


13119 










Gene No. 


27786 










Start 


329 










Name 


OJ991111 11. 


0124 


.CI6.0I 


gs 




Start 


329 








J 


GI 


none 








si 

I I 


Exons 


329. .1894 








si 

~'\ 


Seq. No. 


13119 










Gene No. 


27787 








: 

; i 


Start 


2337 








:? 


Name 


OJ991111 11. 


0124 


,C16.o2 


. tm 




Start 


2225 










GI 


none 










Exons 


2225. .2317, 


2255 


. .2317, 


2346 



Seq. ID OJ991111_11.0124.C15 
Strand 

End 347 5 

Method TBLASTX : Wheat 

End 2586 

Score 184 



Seq. ID OJ991111_11.0124.C16 

Strand + 

End 1894 

Method GENSCAN 

End 1894 

Score .56 



Seq. ID OJ991111_11.0124.C16 

Strand + 

End 3686 

Method TBLASTX : Mai ze 

End 2636 

Score 85 



Seq. No. 13119 
Gene No. . 27787 

Start 2337 

Name OJ991111_ll . 0124 . CI 6 . o2 . np 

Start 2337 

GI 3645899 

Exons 2337.. 3396, 3665.. 3686 

GI Descrip. (U68408) 5 1 end not determined experimentally [Zea mays] 



Seq. ID OJ991111_11.0124.C16 

Strand + 

End 3686 

Method AAT/NAP" 

End 3686 

Score 959 



Seq. No. 


13119 








Seq. ID 


Gene No. 


27787 








Strand 


Start 


2337 








End 


Name 


OJ991111 11 


.0124 


.C16.o2 


tw 


Method 


Start 


2361 








End 


GI 


none 








Score 


Exons 


2361. .2666, 


2374 


. .2412, 


2459. 


.2596 


Seq. No. 


13119 








Seq. ID 


Gene No. 


27787 








Strand 


Start 


2337 








End 


Name 


OJ991111 11 


.0124 


.C16.o3 


tm 


Method 


Start 


2649 








End 



+ 

3686 

TBLASTX: Wheat 

2666 

210 ■ 



+ 

3686 

TBLASTX: Maize 
2887 



13636 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 51 

2649. .2717, 2708. .2860, 2712. .2840, 2714. .2854, 2834. .2887 



13119 
27787 
2337 

OJ991111_11.0124.C16.ol.tw 

2751 

none 



Seq. ID OJ991111_11.0124.C16 

Strand + 

End 3686 

Method TBLASTX : Wheat. 

End 3322 

Score 84 



2751. .2843, 2833. .2979, 2834. .2995, 2997. .3035, 3008. .3031, 
3035.. 3313, 3142.. 3312, 3146.. 3322 



Seq. No. 13119 

Gene No. 27787 

Start 2337 

Name OJ991111_ll . 0124 . CI 6 . ol . tm 

Start 2890 

GI none 

Exons 2890.. 3078, 2891.. 3394, 3139.. 3372 



Seq. ID OJ991111_11.0124.C16 

Strand + 

End 368 6 

Method TBLASTX : Mai ze 

End 3394 

Score 482 



Seq. No. 


13120 


Seq. ID 


OJ991111 


Gene No. 


27788 


Strand 




Start 


325 


End 


2689 


Name 


OJ991111 11.0124.C17.ol.gs 


Method 


GEN SCAN 


Start 


325 


End 


2689 


GI 


none 


Score 


.83 


Exons 


325. .771, 1594. .1698, 2008. 


.2182, 2623, 


. .2689 


Seq. No. 


13120 


Seq. ID 


OJ991111 


Gene No. 


27788 


Strand 




Start 


325 


End 


2689 


Name 


OJ991111 11.0124.C17.ol.np 


Method 


AAT/NAP 


Start 


717 


End 


2145 


GI 


6907088 


Score 


1107 


Exons 


717. .1100, 1594. .1832, 2008 


. .2145 




GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


13121 


Seq. ID 


OJ991111 


Gene No. 


27789 


Strand 


+ 


Start 


1 


End 


2111 


Name 


OJ991111 11.0124.C18.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1427 


GI 


6630685 


Score 


1514 


Exons 


1. . 1427 







GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



(AP000969) Similar to copia-type pol polyprotein. (AF105716) 
[Oryza sativa] 

13121 - Seq. ID OJ9911 11_11 . 0124 . C18 

27789 Strand + 

1 End 2111 

OJ991 11 1_1 1.0124 .C18 .o2.np Method AAT/NAP 

1 End 2111 

4996369 Score 493 

1..141, 226. .1393, 2056. .2111 

(AB021267) polyprotein [Arabidopsis thaliana] 



Seq. No. 



13121 



Seq. ID OJ991111_11.0124.C18 



13637 




Gene No. 


27789 








Strand 


+ 




OLai U 


1 








End 


2111 




Name 


O.T991 111 
1111 


11 0194 nft 

XX ■ U X *3 i LIO 


.ol 


■ gs 


Method 


PFN9PAN 




<lt art 


14 ~ 








End 


1885 




\J X 


none 








Score 


. 83 






14 ?79 


7R7 1 6Rft 


1777. .1885 






Seq. No. 


13121 








Seq. ID 


OJ991111_11.0124 


.C18 


Gene No. 


27789 








Strand 


+ 




o Lai- l 










End 


2111 




Name 


O.T991 111 
kju y y x x x x 


11 01 94 PI ft 

XX ■ . X 0 


.03 


. tm 


Method 


TRT.A^ITX * i 

X DLlrtO 1 z\ . L id J. L^XZ 




o Lai L. 


1^1 ~" 

X y X 








End 


4 S7 

t y 1 




\J X 


none 








Score 


278 




IjaUIIO 


131 . .400, 


1^1 41? 


196 


. .453, 


400. .456, 


401 . .457 




O C M • J.NU • 


13121 








Seq. ID 


OJ991111 11 0124 

\y kj y y A. J. J. J. -L -L * W _L ^ 


. C18 


Gene No. 


27789 








Strand 






Start 


1 








End 


2111 




LN dllltz. 


OJ991 111 


11 0124 P18 

XX ■ U X M *\^XvJ 


. ol 


. ts 


Mf^t h od 


x u ±jjr\tj x /\ * ty\y y iy c ci i i 




OLQl L 


185 ~ 

X O y 








End 


763 




PT 


5S09960 








Score 


U J J 




LAUilo 


1 ft 5 76*3 


977 769 












VJX L/COUJ — L ky • 
















Seq. No. 


13121 








Seq. ID 


OJ99111.1_11.0124 


.C18 


Gene No. 


27789 








Strand 


+ 






X 








End 


9111 

Z. X X X 




Name 




11 0194 PIP 
XX . UXZ4 , UIO 


.ol 


.tw 


Method 






Cf -) y- +- 

olalL 


TOO _ 








End 


7 ft 4 
/OH 






none 








Score 


D X 




I_i A. 1 1 O 


^99 400 


4^7 7 6^ 


443 


. .580, 


444. .695, 


4 4 5 7 69 61 4 


7ft 4 


Seq. No. 


13121 








Seq. ID 


OJ991111_11.0124 


.C18 


Gene No. 


27789 








Strand 


+ 




O l_ ClX L 


i- 

X 








End 


9111 

Z. X X X 






O.T991 111 

\JO y y X X X X 


11 0194 P1ft 

XX ■ U X *i • V_/ X O 


.ol 


. tc 


Mpt hod 


TRT .A ^ TY • pTkOcjc 




0 uai u 


^9ft ~~ 

J _7 O 








End 


67 Q 

U / y 




PT 
0 x 










Score 


1 80 

X O \J 






398 679 

y y \j • * \j 1 y f 


430 559 












O CV-J » LN \J • 


1 3121 

X J X £. X 








Seq. ID 


O.T9 91 111 11 0194 

\ju y y x x x x x l • wi^i 


PI ft 


Gene No. 


27789 








Strand 


+ _ 




Start 


1 








End 


2111 




Name 


OJ991 111 

\s\j y y x x j — l 


11 0124 n 8 

XX * W X I *V„i>XU 


.ol 


.tm 


Method 






O L. CI X L 


4 Sft _ 








End 


91 9 




pt 










Score 


^65 

J U *J 






4^8 7 6^ 


4 5ft 57 4 


460 


. .762, 


748. .897, 


7ft9 905 790 

1 \j y * * y\J -y f f y\J . . 


91 9 




797 904 














Seq. No. 


13121 








Seq. ID 


OJ991111 11 0124 


. C18 


Gene No. 


27789 








Strand 


+ _ 




Start 


1 








End 


2111 




Name 


OJ991111 


11.0124.C18 


.o2. 


.ts 


Method 


TBLASTX : Soybean 




Start 


931 








End 


1879 




GI 


none 








Score 


77 




Exons 


931.. 1020, 1027.. 1335, 1687.. 


1818, 1688 


. . 1879 





13638 




beC[ . 1NO . 


ljIZl 






Seq. ID 


HTQQ1 1 1 1 11 0194 Plft 
VJU77XXXX 11 . U1Z1 , tio 


Gene No. 


27789 






Strand 


+ ~~ 


Start 


1 






End 


2111 


Name 


Pj.TQQI 111 11 
uu 771111 11 


.0124.C18.o2 


. tm 


Method 


TBLASTX: Maize 




QS4 ~~ 






End 


1834 


P T 
laX 


none 






Score 


88 


Exons 


73*1. . 1U-6/ 


955. .1023, 958. .1032, 1019. 


.1081, 1044. .1076, 




1 fi£7 1 1 9*3 


1079 1312 


1080. 


.134 9;" 1081. .1350, 1691. .1834 


Q o ^ Ma 
O fcr q . IN U . 


1 "31 99 

X O X £. £. 






Seq. ID 


OJ991111_11.0124 .C19 


Gene No. 


27790 






Strand 


+ 


Start 


1 






End 


1799 


Name 


O.TQQ1 111 11 

\_/U77XXXX XI 


.0124 .C19.ol 


.np 


Method 


AAT/NAP 


olail 


X 






End 


1685 


(Z T 
o X 


4 7 7 0 0 0 / 






Score 


433 


Exons 


1 Q1 104 1 

X . . 7 X , X U 4 X 


1685 










( AR091 9fifi^ 


00 1 \rri rnh i n 


[Arabidopsis thaliana] 


Seq. No. 


13122 






Seq. ID 


OJ991111_11.0124.C19 


Gene No. 


27790 






Strand 


+ 


o Lai L. 


1 

X 






End 


1799 


Name 


OTQQ1111 11 

WU77XXXX XX 


01 94 PI 9 ol 


.gs 


Method 


GENSCAN 


O Lalt 


1 0ft9 ~~ 






End 


1799 


P T 
bi 


none 






Score 


.98 


Exons 


1 0ft 9 17QQ 

1U0_ . . X / 7 7 










Seq. No. 


13122 






Seq. ID 


OJ991111_11.0124.C19 


Gene No. 


27791 






Strand 


- 


Of ar f 


1 ft fiQ 
x 0 0 7 






End 


2243 


Name 


Pi TQQ1 111 11 
U0 77XXXX XX 


01 94 PI Q ol 

■ \J 1 £.*± • O 1 7 • Ul 


. ts 


Method 


TBLASTX: Soybean 


oT_a.IT u 


1 n Qft _ 
X u 70 






End 


1604 


PT 


none 






Score 


349 


Exons 


1 oqr i find 

X U 7 O . . 1DU4 / 


1199 13S1 

1177. • J- ~J *J J- f 


1430. 


.1561 




Seq. No. 


13122 






Seq. ID 


OJ991111_11.0124.C19 


Gene No. 


27791 






Strand 






1 ft 

x 0 0 7 






End 


2243 


Name 


OTQQ1111 11 

vu 77XXXX XX 


0124 P19 ol 


. tm 


Method . 


TBLASTX : Maize 




1 1 1 0 ~~ 

X X X u 






End 


1652 


PT 

O X 


none 






Score 


187 


£jAUI1o 


1110 14^0 

1 1 1 U . . 1 4 O VJ , 


1179 1 


1434 . 


.1652 




Seq. No. 


13122 






Seq. ID 


OJ991111_11.0124.C19 


Gene No. 


27791 






Strand 




OLai L 


1 ft 

1 O O 7 






End 


2243 


Name 


P..7QQ1 111 11 

UU771XXX XX 


.0124.C19.ol 


.tw 


Method 


TBLASTX: Wheat 


o Lai t. 








End 


1673 


PT 


none 






Score 


200 


LAUilo 


X 4 O O . . 


1470. .1673 








oeq. ino . 


1 ^1 99 






Seq. ID 


OJ991111_11.0124 .C19 


Gene No. 


27791 






Strand 




Start 


1869 






End 


2243 


Name 


OJ991111 11 


.0124 ,C19.o2 


.gs 


Method 


GENSCAN 


Start 


1869 






End 


2243 


GI 


none 






Score 


.96 


Exons 


1869. .2243 











13639 



: i=! 

m 
I'll 



t. : 



Seq. No. 


13123 




Seq. ID 


OJ991111_11.0124, 


,C20 


UCilC LNI^ * 


27792 




Strand 


+ 




OLdll 


148 6 




End 


1875 




LM G1LIC 


OJ991111 11.0124 


. C20 . o2 . gs 


Method 


GENSCAN 






148 6 ~ 




End 


1875 




GI 


none 




Score 


. 92 




P YAT1 Q 


1486 1498 1694 


. . 1875 








Seq. No. 


13123 




Seq. ID 


OJ991111_11.0124 . 


.C20 




27793 




Strand 


+ 






4 078 




End 


5527 






OJ991111 11 0124 


C20 o3.as 


Method 


GENSCAN 






4 07R ~~ 




End 


5100 






none 




Score 


. 68 






4078 5100 










Seq. No. 


13123 




Seq. ID 


OJ991111JL1.0124 , 


■ C20 


Gene No. 


27793 




Strand 


+ 




Start 


4078 




End 


5527 




Name 


OJ991111 11.0124 


.C20.ol.np 


Method 


AAT/NAP 






4513 




End 


5527 






6907106 




Score 


405 






4513. .4791, 4920 


..5321, 5359. 


.5527 








(AP001129) EST AU068291 (C12960) corresponds to a region 


of the 


predicted gene.; 


hypothetical 


protein 


[Oryza sativa] 




Seq. No. 


13123 




Seq. ID 


OJ991111_11.0124 , 


.C20 




27793 




Strand 


+ 




O LclJ- L 


4078 




End 


5527 




Name 


OJ991111 11.0124 


.C20.ol.gp 


Method 


AAT/GAP 






5014 




End 


5268 




GI 


none 




Score 


423 






5014. .5268 










Seq. No. 


13123 




Seq. ID 


OJ991111_11.0124 


.C20 




27794 




Strand 






Start 


419 




End 


1054 




Name 


OJ991111 11.0124 


.C20.ol.gs 


Method 


GENSCAN 




Cf art- 

u Lai L 


419 




End 


1054 




GI 


none 




Score 


.71 




F 1 von ^ 


419. .740, 1005.. 


1054 








Seq. No. 


13123 




Seq. ID 


OJ991111_11.0124 


.C20 


Gene No. 


27795 




Strand 






OLal L 


5044 




End 


7226 




IN dine 


OJ991111 11.0124 


.C20.o3.np 


Method 


AAT/NAP 




OLai L 


5044 




End 


7226 




V3 -L 


6579210 




Score 


134 




P 1 von c 
LAUI la 


5044.. 5140, 6647 


..7003, 7046. 


.7226 






GI Descrip. 


(AC011438) T23G18.7 [Arabidopsis thaliana] 




Seq. No. 


13123 




Seq. ID 


OJ991111_11.0124 


.C20 


Gene No. 


27795 




Strand 






Start 


5044 




End 


7226 




Name 


OJ991111 11.0124 


.C20.o2.tm 


Method 


TBLASTX: Maize 




Start 


5111 




End 


5428 





13640 




C1T 
bl 










Score 


116 


F" von q 


5111 5236 


5111 


5254 , 


5121 


..5318, 5136. .5318, 5298. .5330, 




5372 5428. 


5384 


. .5428 








Seq. No. 


13123 








Seq. ID 


OJ991111_11.0124.C20 


Gene No. 


27795 








Strand 




Start 


5044 








End 


7226 


Name 


OJ991111 11 

V-/ O J/ _7 X X X X XX 


. 0124 


. C20 . ol 


. tm 


Method 


TBLASTX: Maize 


q-f-^ rt 


6320 ~~ 








End 


6724 


vJJ J. 


none 








Score 


77 


Pyon q 

J_l V-/ 1 X O 


6320 6565, 


6321 


. . 6563, 


6564 


..6641, 6573. .6707, 6575. .6724 


Seq. No. 


13123 








Seq. ID 


OJ991111JL1.0124 .C20 


Gene No. 


27795 








Strand 


- 


Start 


504 4 








End 


7226 


Name 


OJ991111 11 

»/-/XXXX XX 


. 0124 


. C20 . o4 




Method 


GENSCAN 


o Lai L 


6320 ~~ 








End 


7144 


GI 


none 








Score 


1 




6320 7144 












Seq . No . 


13123 








Seq. ID 


OJ991111_11.0124.C20 


Gene No . 


27795 








Strand 


- 


Start 


5044 








End 


7226 


Name 


OJ991111 11 


.0124 


.C20.o2 


.np 


Method 


AAT'/NAP 


OLdl L 


6320 








End 


7226 


CI 


2541876 








Score 


423 


111 AUl lO 


6320. .7226 












T r~lo C!. f Y~ 'i 7~\ 


(D26015) CND41, 


chloroplast 


nucleoid 


DNA binding protein 


v- 


[Nicotiana 


tabacum] 








Seq. No. 


13123 








Seq. ID 


OJ991111_11.0124 .C20 


Gene No. 


27795 








Strand 




Start 


5044 








End 


7226 


Name 


OJ991111 11 


.0124 


.C20.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


6323 








End 


6697 


GI 


none 








Score 


173 


R v n n <5 


6323. .6454, 


6455 


. .6697 








Qpn Mo 


13123 








Seq. ID 


OJ991111_11.0124 .C20 


Gene No. 


27795 








Strand 




Start 


5044 








End 


7226 


Name 


OJ991111 11 


.0124 


.C20.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


6323 








End 


7222 


GI 


none 








Score 


87 




6323. .6454, 


6455 


. .6700, 


6456 


..6701, 6863. .6946, 6864. .6944, 




6980. .7105, 


6990 


. .7106, 


7142 


. .7222 




Seq. No. 


13124 








Seq. ID 


OJ991111_11.0124 .C21 


Gene No. 


27796 








Strand 




Start 


351 








End 


1373 


Name 


OJ991111 11 


.0124 


.C21.ol 


.gs 


Method 


GENSCAN 


Start 


351 








End 


1330 


GI 


none 








Score 


.52 


Exons 


351.. 560, 1229.. 


1330 








Seq. No. 


13124 








Seq. ID 


OJ991111_11.0124.C21 


Gene No. 


27796 








Strand 





13641 




Start 


351 






End 


1373 




Name 


OJ991111 11 


.0124 


C21 ol ao 


Method 


AAT /GAP 




o Lai u 


376 






End 


1373 






none 






Score 


867 




F. von s 


376.. 637, 1165.. 


1373 








Seq. No. 


13124 






Seq. ID 


OJ991111_11.0124 


.C21 


Gene No. 


27797 






Strand 






Start 


3025 






End 


3512 




Nam© 


OJ991111 11 


. 0124 


. C21 .ol . tw 


Method 


TBLASTX: Wheat 




Start 


3025 






End 


3464 






none 






Score 


263 






3025. .3321, 


3027 


. .3161, 3195 


..3317, 3270. .3464, 3371. .3463 


Seq. No. 


13124 






Seq. ID 


OJ991111_11.0124 


.C21 


Gene No. 


27797 






Strand 






Start 


3025 






End 


3512 




Name 


OJ991111 11 


. 0124 


. C21 . o2 . tm 


Method 


TBLASTX: Maize 




U L U 1 L 


3148 






End 


3512 






none 






Score 


123 




Exons 


3148. .3321, 


3150 


. . 3317, 3342 


..3512, 3350.. 3508 




Seq. No. 


13124 






Seq. ID 


OJ991111_11.0124 


.C21 


Gene No. 


27798 






Strand 






Start 


3624 






End 


4013 




LN CL1UC 


ZJ Zf -L -L -L -L J. J. 


.0124 


C21 o2 tw 


Method 


TBLASTX: Wheat 




O L ClJL l_ 


3624 






End 


4013 






none 






Score 


77 




TT von c; 


3624. .3800, 


3837 


4013 3848 


. .3997 






Seq. No. 


13124 






Seq. ID 


OJ991111_11.0124 


.C21 


Gene No. 


27799 






Strand 






Start 


3954 






End 


4234 




Name 


OJ991111 11 


.0124 


. C21 . ol . tm 


Method 


TBLASTX: Maize 




Start 


3954 






End 


4234 






none 






.Score 


313 




p von c; 


3954. .4232, 


3959 


4234 








Seq. No. 


13125 






Seq. ID 


OJ991021_17 .0125 


.CI 


Gene No. 


27800 






Strand 


+ 




Start 


733 






End 


2262 




Name 


OJ991021 17 


.0125 


. C 1 . o 1 . gp 


Method 


AAT /GAP 




Start 


733 






End 


1040 




GI 


2442784 






Score 


596 




TT von ^ 


733. .1040 












Qprt Kfo 

C VJ . l\V i 


13125 






Seq. ID 


OJ991021_17 .0125 


.CI 


Gene No. 


27800 






Strand 


+ 




Start 


733 






End 


2262 




Name 


OJ991021 17 


.0125 


. CI . ol . np 


Method 


AAT /NAP 




Start 


736 






End 


2259 




GI 


6850873 






Score 


915 




Exons 


736. .957, 1042.. 


1135, 1161.. 


2259. 






GI Descrip. 


(AL132959) ] 


putative protein 


[Arabidopsis thaliana] 




Seq. No. 


13125 






Seq. ID 


OJ991021_17.0125 


.CI 


Gene No. 


27800 






Strand 


+ 





13642 



C H < v-4- 


733 










Uli ILi 


9 9 62 


Name 


OJ991021 17 




PI rs 1 


gs 






otart 


748 












9 9 69 


C T 


none 










Score 


i 

i 


U 1 t> /"\ T** ^ 


748. . 


2262 












beq. wo. 


13125 










Seq. ID 


OJ991021_17.0125.C1 


Gene No. 


27801 










Strand 




Start 


1930 










End 


2548 


Name 


OJ991021 17 


n i 9 *\ 


PI n1 




Method 


TBLASTX: Cress 


btart 


1209 










End 


2274 




none 










Score 


291 


Exons 


1209. 


.1454, 


1 O/T 


. X 4 D X , 


1 471 

± 4 / J. ■ 


.1731, 1473. .1583, 1662. .1724, 




1696. 


.1809, 


i qi n 

lulu 


1 QQ9 


1 ft 4 S 

1 O *i -J . 


.1958, 1987. .2274, 1989. .2261 


beq. jno . 


13125 










Seq. ID 


OJ991021_17.0125.C1 


Gene No. 


27801 










Strand 




Start 


1930 










End 


2548 


Name 


OJ991021 17 




PI n1 
.Ll . Ul . 




Method 


TBLASTX: Soybean 




1209 










End 


2058 




none 










Score 


294 


Exons 


1209. 


.1451-, 


L Z 4 J 


. 14 JO; 


1 4 64 
1 4 D 4 . 


.1502, 1465. .1545, 1557. .1583, 




1558. 


.1731, 


1 *7 S ^ 


9D 


1 ft 4 R 
1 O 4 D . 


.2057 




beq. no. 


13125 










Seq. ID 


OJ991021_17.0125.C1 


Gene No. 


27801 










Strand 




Start 


1930 










End 


2548 


Name 


OJ991021 17 




P1 r\1 
L-l . OJ. . 


LIU 


Method 


TBLASTX: Maize 


btart 


1264 










End 


1800 




none 










Score 


719 


Exons 


1264. 


.1743, 


1Z DO 




1 CQ/I 

i o y 4 . 


.1641, 1647. .1757, 1734. .1790, 




1753. 


.1800 












Seq. No. 


13125 










Seq. ID 


OJ991021_17.0125.C1 


Gene No. 


27801 










Strand 




DLdlt 


1930 










End 


2548 


Name 


OJ991021 17 


. U ± Z D 


P 1 r\9 

Ul . oz . 


um 


Method 


TBLASTX: Maize 


Of a >»+- 

b tan 


1801 










End 


2262 


bl 


none 










Score 


61 


IT v /~> r"i e* 

HiXons 


1801. 


.1893, 


1 ft "31 


i ft Q6 


i ft7 n 

io / u . 


.2262, 1875. .2261 


beq . iNo . 


13125 










Seq. ID 


OJ991021_17.0125.C1 


Gene No. 


27801 










Strand 




Start 


1930 










End 


2548 


Name 


OJ991021 17 


.0125 


Cl.o2. 


gp 


Method 


AAT/GAP 


Start 


1930 










End 


2548 


GI 


67814 


1.R1084 






Score 


1126 


Exons 


1930.' 


.2548 













GI Descrip. 



l 36418 68/emb|CAA094 58 I 
[Cicer arietinum] 1 



1.0e-09 (AJ011012) hypothetical protein 



Seq. No. 13125 

Gene No. 27801 

Start 1930 

Name OJ991021_17 . 0125 . CI . o2 . 

Start 2077 

GI none 



ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991021_17.0125.C1 
2548 

TBLASTX : Soybean 

2259 

194 



13643 




VP v *"\ n o 
EjXUIIo 


2077 2259 2094 2252 2148 


.2216 






O r>t rr Kl /~\ 

oeq. in o . 


1 ?1 96 


Seq. ID 


OJ991021_17 


.0125.C2 


Gene No. 


27802 


Strand 


+ 




Start 


1021 


End 


6355 




Name 


O.T991021 17 012S C9 ol as 


Method 


GENSCAN 




oldl 1_ 


1 021 ~~ 

X \J X 


End 


6355 




p t 

\3 X 




Score 


.64 




U 1 \r /™v r*\ 


1091 1 901 9600 96R9 9894 


.3069, 4544. .4860, 5104. .5209, 




5517 5726 6249 6355 








oeq. IN Q . 


1 "31 9 6 


Seq. ID 


OJ991021_17 


. 0125 .C2 


Gene No. 


27803 


Strand 


+ 




Start 


8039 


End 


12374 




Naiue 


OJ991021 17 0125 C2 o3 as 


Method 


GENSCAN 






ft — 

O U J J 


End 


12374 




ox 




Score 


.9 




TT 1 r^t c 


ft0^9 R196 R926 9296 9399 


.9543, 10425. .10488, 


11725 11' 

XX * X X 




llft^Q 11951 12257 12374 








Oct] . IN U . 


13196 


Seq. ID 


OJ991021_17 


0125 C2 


bsne lno . 


97ft 


Strand 


+ 




O L-d-L L 


R039 

t> \J *J Z? 


End 


12374 




Name 


OJ991021 17.0125.C2.ol.gp 


Method 


AAT/GAP 




Start 


9223 


End " ' 


11938 




P T 


27636 1.R1084 


Score 


815 




Exons 


9223. .9296, 9399. .954 3, 10425 


. .10488, 


10882. . 10950 


f 




11725. .117 93, 11874 11938 








ui uesciip. 


■ 4263827/gb| AAD15470 | 9.0e-13 


(AC006067) putative 


rpppnt" Ar 
X C lw- " f-J t_ \J X 




protein kinase [Arabidopsis thai i ana] 1 






Seq. No. 


13126 


Seq. ID 


OJ991021_17 


. 0125. C2 


Gene No. 


27804 


Strand 


+ 




Of- -a r f- 


13244 


End 


13830 




Name 


OJ991021 17.0125.C2.o2.gp 


Method 


AAT/GAP 






13244 


End 


13830 




P T 


5003347 


Score 


1094 




LiXorio 


13244. .13830 








O tJ . IN U > 


13126 


Seq. ID 


OJ991021_17 


. 0125 .C2 


Gene No. 


27805 


Strand 


+ 




Start 


14409 


End 


14881 




Name 


OJ991021 17.0125.C2.o3.gp 


Method 


AAT/GAP 




Of- -a r +- 


14323 


End 


14780 






157 1.R1084 


Score 


855 




TT 1 v /~\ y~i 0 


14323. . 14780 








P T V} 0 f — 1 t~» 
bi Ucbtlip . 


1 37 4 7050 5 . 0e-53 (AF0 9354 0) ribosomal 


protein L26 


[Zea mays 


O t2 . Vi KJ . 


13126 


Seq. ID 


OJ991021_17 


.0125.C2 


Gene No . 


27805 


Strand 


+ 




Start 


14409 


End 


14881 




Name 


OJ991021 17.0125.C2.ol.np 


Method 


AAT/NAP 




Start 


14409 


End 


14770 




GI 


3747050 


Score 


567 




Exons 


14409. . 14770 








GI Descrip. 


(AF093540) ribosomal protein 


L26 [Zea 


mays] 





13644 



Seq. No. 


13126 


Seq. ID 


OJ991021_17.0125 


.C2 


Gene No. 


27805 


Strand 


+ 




Start 


14409 


End 


14881 




Name 


OJ991021 17.0125.C2.o4.gs 


Method 


GENSCAN 




Start 


14409 ~ 


End 


14881 




GI 


none 


Score 


. 67 




Exons 


14409. .1457 9, 14 654. .14881 








Seq. No. 


13126 


Seq. ID 


OJ991021_17.0125 


.C2 


Gene No. 


27806 


Strand 






Start 


6830 


End 


7231 




Name 


OJ991021 17.0125.C2.o2.gs 


Method 


GENSCAN 




Start 


6830 ~~ 


End 


7231 




GI 


none 


Score 


.55 




Exons 


6830.. 7231 








Seq. No. 


13126 


Seq. ID 


OJ991021 17.0125 


.C2 


Gene No . 


27807 


Strand 






Start 


14736 


End 


15108 




Name 


OJ991021 17.0125.C2.o4.gp 


Method 


AAT/GAP 




Start 


14736 


End 


15108 




GI 


60170 1.R1084 


Score 


624 




Exons 


147367.15108 








GI Descrip. 


1 14 83177 /dbj | BAA13135 | 3 . Oe- 


24 (D86598) 


ant i free ze- like 


protein 




(af70) [Picea abies] ' 








Seq. No. 


13126 


Seq. ID 


OJ991021JL7.0125 


.C2 


Gene No. 


27808 


Strand 






Start 


17415 


End 


18749 




Name 


OJ991021 17.0125.C2.o2.ts 


Method 


TBLASTX: Soybean 




Start 


8240 ~~ 


End 


8560 




GI 


none 


Score 


92 




Exons 


8240. .8335, 8314. .8445, 8315 


..8431, 8468. .8560, 8473. .8 


559 


Seq. No. 


13126 


Seq. ID 


OJ991021_17.0125 


.C2 


Gene No. 


27808 


Strand 






Start 


17415 


End 


18749 




Name 


OJ991021 17 . 0125.C2 ,ol . tm 


Method 


TBLASTX: Maize 




Start 


8474 


End 


8929 




GI 


none 


Score 


567 




Exons 


8474. .8818, 8476. .8820, 8749 


..8820, 8815. .8907, 8822. .8 


929 


Seq. No. 


13126 


Seq. ID 


OJ991021_17.0125 


.C2 


Gene No . 


27808 


Strand 






Start 


17415 


End 


18749 




Name 


OJ991021 17 . 0125.C2 .ol. tw 


Method 


TBLASTX: Wheat 




Start 


9461 


End 


12765 




GI 


none 


Score 


135 




Exons * 


9461". .9544, 9462.. 9536, 9463 


..9537, 9494.. 9547, 10405.. 


10470, 




10414 . . 10500, 10425. .10496, 


10882. .10950, 10883. .10951, 






11713 .. 11790, 11715 11786, 


11725. .11790, 11726. .11791, 






11874. .11951, 11875. .11952, 


12659. .12757, 12 660 .. 12764 , 






12661. .12765 








Seq. No. 


13126 


Seq. ID 


OJ991021_17.0125 


.C2 


Gene No. 


27808 


Strand 






Start 


17415 


End 


18749 





13645 




Name 


OJ991021 17. 0125. C2 


. o3 . tm 


Method 


TBLASTX: 


Mai ze 




Start 


10428 






End 


12887 






GI 


none 






Score 


82 






Exons 


10428, 


..10496, 10428 


. . 10499, 


10882. .10941, 10883 


. . 10951, 






11714 , 


..11794, 11714 


. . 11788, 


11716. .11793, 11872 


. .11952, 






11876, 


..11950, 11877 


. . 11951, 


11881. .11952, 12660 


. . 12794, 






12661, 


..12777, 12665 


. . 12850, 


.12820. .12867, 12822 


. . 12884, 






12837, 


. .12887 












Seq. No. 


13126 






Seq. ID 


OJ991021 


_17.01'25 


.C2 


Gene No. 


27808 






Strand 








Start- 


17415 






End 


18749 






Name 


OJ991021 17. 0125. C2 


. o2 . tm 


■ Method 


TBLASTX : i 


Mai ze 




Start 


14319 






End 


14881 






GI 


none 






Score 


347 






Exons 


14319, 


,.14612, 14384 


. . 14557, 


14585. .14881, 14623 


. . 14724 




Seq. No. 


13126 






Seq. ID 


OJ991021 


_17.0125 


.C2 


Gene No. 


27808 






Strand 








Start 


17415 






End 


18749 






Name 


OJ991021 17. 0125. C2 


. ol . tc 


Method 


TBLASTX: 


Cres s 




Start 


14402 






End 


14724 






GI 


none 






Score 


276 






Exons 


14402. 


,.14557, 14409 


. . 14612, 


14585. . 14710, 14626 


. . 14724 




Seq. No. 


13126 






Seq. ID 


OJ991021 


_17.0125 


.C2 


Gene No . 


27808 






Strand 








Start 


17415 






End 


18749 






Name 


OJ991021 17. 0125. C2 


.ol.ts 


Method 


TBLASTX: 


PJ o p Pi n 

y c ci 1 1 


\ 


Start 


14402 






End 


14724 






GI 


none 






Score 


294 






Exons 


14402. 


.14557, 14409 


. . 14612, 


14585. .14710, 14626 


. . 14724 




Seq. No. 


13126 






Seq. ID 


OJ991021 


_17.0125 


.C2 


Gene No. 


27808 






Strand 








Start 


17415 






End 


18749 






Name 


OJ991021 17. 0125. C2 


. o5 . gs 


Method 


GENSCAN 






Start 


17415 






End 


18749 






GI 


none 






Score 


.73 






Exons 


17415. 


.17586, 17715 


. . 17756, 


18433. . 18537, 18682 


. . 18749 




Seq. No. 


13127 






Seq. ID 


OJ991021 


JL7.0125 


.C3 


Gene No. 


27809 






Strand 


+ 






Start 


6177 






End 


7825 






Name 


OJ991021 17. 0125. C3 


. o3 . gs 


Method 


GENSCAN 






Start 


6177 






End 


7825 






GI 


none 






Score 


. 9 






Exons 


6177. . 


6294, 6968. .7109,. 7711 


. .7825 








Seq. No. 


13127 






Seq. ID 


OJ991021_ 


17 . 0125 


.C3 


Gene No. 


27810 






Strand 


+ 






Start 


11253 






End 


12430 






Name 


OJ991021 17. 0125. C3, 


. o2 . np 


Method 


AAT/NAP 






Start 


11177 






End 


12303 






GI 


3868859 




Score 


672 






Exons 


11177. 


.11353, 11432. 


. .12303 











GI Descrip. (AB013887) RAV2 [Arabidopsis thaliana] 



13646 




gi I 6358760 I gb | AAF0734 2 . 1 1 AC011665_1 (AC011665) putative 

DNA-binding protein (RAV2-like) [Arabidopsis thaliana] 

gi| 6524177|gb|AAF15062.1|AC011914_4 (AC011914) RAV2 [Arabidopsis 

thaliana] 





Q&n No 


13127 


Seq. ID 


OJ991021 17 0125 


.C3 






27810 


Strand 


+ 






Start 


11253 


End 


12430 






Name 


OJ991021 17.0125.C3.o4.gs 


Method 


GENSCAN 






Start 


11253 


End 


12430 






GI 


none 


Score 


. 46 






R von 


11253 12202 12391 12430 












13127 


Seq. ID 


OJ991021 17 0125 


C3 




fipnp No 


27811 


Strand 


+ 






Start 


14422 


End 


18277 






Name 


OJ991021 17 0125 C3 o5 as 


Method 


GENSCAN 






Start 


14422 


End 


18277 






GI 


none 


Score 


. 6 






Hi A. ^ 1 1 0 


14422 14534 18127 18277 












13127 


Seq. ID 


OJ991021 17 0125 


C3 






27812 


St rand 






□ 


Of- a r -|- 


274 7 


End 


4141 




Si 

I. J 


Name 


0,1991021 17 012S C3 ol nn 


Mpt h oH 


AAT /NAP 




Ul 


Start 


2716 


End 


4141 




HI 


GI 


5852084 


Score 


70 




a 


R von Q 


2716 2799 4107 4141 








III 






o a i — L v d J 








Cpn No 


13127 


Seq. ID 


OJ991021 17 0125 


. C3 


i it 


fipnp No 


27812 


Strand 








Start 


274 7 


End 


4141 






Name 


OJ991021 17.0125.C3.o2.gs 


Method 


GENSCAN 






Start 


2747 


End 


3892 




M 


GI 


none 


Score 


. 7 




13 CI 


R von 9 


2747 2897 3738 3892 










Sea No 


13127 


Seq. ID 


OJ991021 17.0125 


C3 




Cpnp No 


27813 


Strand 






a 


Start 


18965 


End 


19302 






Name 


OJ991021 17 0125 C3 ol tw 


Method 


TBLASTX: Wheat 






Start 


9255 ~~ 


End 


9542 






GI 


none 


Score 


66 






Exons 


9255.. 9542, 9265.. 9465 










Seq. No. 


13127 


Seq. ID 


OJ991021_17.0125 


C3 




Gene No. 


27813 


Strand 








Start 


18965 


End 


19302 






Name 


OJ991021 17.0125.C3.ol.tc 


Method 


TBLASTX: Cress 






Start 


11450 


End 


12185 






GI 


none 


Score 


202 






Exons 


11450. .11530, 11451. .11609, 


11640. .11738, 11666. .11725, 








11762. . 11872, 11772. . 11873, 


11888. .12106, 11889. .12065, 








12141. . 12185 










Seq. No. 


13127 


Seq. ID 


OJ991021_17.0125. 


C3 



13647 



Gene No. 


27813 


Strand 








Start 


18965 


End 


19302 






Name 


OJ991021 17.0125.C3.ol.ts 


Method 


TBLASTX: 


Sovhp a n 




Start 


11450 ~~ 


End 


12065 






GI 


none 


Score 


204 






F.xons 


11450 11533, 11451 11624 


11640. .11735, 11663 


11725, 






11768 11869. 11769 11867. 


11886. .12065, 11897 


12064 




Seq. No. 


13127 


Seq. ID 


OJ991021 


_17.0125 


.C3 


Gene No. 


27813 


St rand 








Start 


18965 


End 


19302 






Name 


OJ991021 17.0125 C3 ol tm 


Method 


TBLASTX: 


Mai ze 




Start 


11903 _ 


End 


12068 






GI 


none 


Score 


251 






F, von s 


11903 12067. 11904 12068 










Seq. No. 


13127 


Seq. ID 


OJ991021 


_17.0125, 


.C3 


Gene No. 


27813 










Start 


18965 


End 


19302 






Name 


OJ991021 17 0125 C3 06 as 


Method 


GENSCAN 






Start 


18965 _ 


End 


19302 






GI 


none 


Score 


.66 






Exons 


18965 19099. 19234 19302 










Seq. No. 


13128 


Seq. ID 


OJ991021 


__17.0125, 


.C4 


Gene No, 


27814 


Strand 


+ i - 






Start 


1104 


End 


1282 






Name 


17 01 ?S P4 nl 


Method 


GENSCAN 






Start 


1104 _ 


End 


1282 






GI 


none 


Score 


.88 






F.ynn <^ 


1104 1149 1263 1282 










Sea No 


13129 


Seq. ID 


OJ991021 


17 01 7 S 




Gene No. 


27815 


Strand 


- 






Start 


1 


End 


1240 






Name 


OJ991021 17.0125.C5.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1240 






GI 


6815109 


Score 


159 






Exons 


1..36, 942. .1240 










GI De «3 ct "i d 


(AP001081) hypothetical protein [Oryza 


sativa] 






Sea No 


13129 


Seq. ID 


OJ991021 


17 . 0125 . 


, C5 


Gene No. 


27815 


Strand 


- 






Start 


1 


End 


1240 






Name 


OJ991021 17.0125.C5.o2.np 


Method 


AAT/NAP 






Start 


1 


End 


1231 






GI 


6815109 


Score 


166 






Exons 


1..36, 942. .1231 










GI Descrio 


(AP001081) hypothetical protein [Oryza 


sativa] 






Seq. No. 


13130 


Seq. ID 


OJ991021 


17 . 0125 . 


C7 


Gene No. 


27816 


Strand 


+ 






Start 


371 


End 


1776 






Name 


OJ991021 17.0125.C7.ol.gs 


Method 


GENSCAN 






Start 


371 


End 


1776 






GI 


none 


Score 


.59 






Exons 


371. .454, 478. .565, 1015. .1058, 1714.. 


1776 







13648 






Con Mp, 


13130 




Seq. ID 


OJ991021_17 


.0125, 


.C7 




Gene No. 


27817 




Strand 










Start 


5925 




End 


6175 








Name 


OJ991021 17. 0125. C7. 


,o2.gp 


Method 


AAT/GAP 










5925 




End 


6175 










3761181 




Score 


429 








Exons- . 


5925. . 6175 














/"^ T" T~*\ s~\ f~* T 

vji uescrip . 


4521193/dbj | AB013450 . 1 1 AB013450 1.0e-99 Oryza sativa DNA, 






simi lar sequence to 


Pib gene 












Seq. No. 


13131 




Seq. ID 


OJ991021_17 


.0125. 


,C8 




belle 1NO . 


on q i q 
Z 1 o 1 o 




btrana 


+ 










i mm 

iu / y j 




„ ,j 

bna 


1 1 A A A 

1 124 Z 








Name 


n Tfioi on in A i o c r**o 

ojyyiuzi i/.uizo.co. 


. o2 . gs 


Metnoa 


T7 1 XT C" 7\ XT 










i men 




bna 












none 




Score 


. by 








Exons 


1 A T A O TAOTA 1 T A A A 

iu / y j . . iuo / u , nuyu. 


, . 1124Z 












Seq. No. 


13131 




Seq. ID 


OJ991021_17 


.0125. 


C8 




bene lno. 


O H O 1 A 

z / o i y 




Strand 


+ 








btart 


12536 




End 


12887 








Name 


OJ991021 17. 0125. Co. 


o3 . gs 


Method 


GENSCAN 








Of -i >~-f- 






End 


"1 A O O "7 

12887 










none 




Score 


. 51 






cn 


Exons 


12536 .. 12665, 12814. 


. 12887 










■ M 


Seq. No. 


13131 




Seq. ID 


OJ991021_17 


.0125. 


C8 




Gene No . 


27820 




Strand 


+ 






;„ L: 


b tart 


18402 




T7> -J 

bna 


1 A >1 A A 

i y4 y y 






-r 
''is 5 


Name 


OJ991021 17. 0125. C8. 


o5 . gs 


Method 


r? XT PPT\ XT 

GENSCAN 








C4- 3 


18402 




bna 


1 A A A A 

l y 4 y y 










none 




Score 


A O 

. yb 






ill 


Exons 


18402. .19499 












l h. 1 


Seq. No. 


13131 




Seq. ID 


/^TAAIAOI 1 "7 

OJ9yi021 17 


A 1 A E 


Co 


M ! 


Gene No. 


27820 




Strand 


+ 








O Cdl L. 


18402 




End 


19499 








Name 


OJ991021 17. 0125. C8. 


o5.np 


Method 


7\ 7\ rp / x t t\ -T) 

AAi / NAr 










18423 




End 


T A /I o yi 

1 y 4 o4 










3868857 




Score 


cn n 








Exons 


18423. .19273, 19325. 


.19484 












oJ. UcSClip . 


(AB013886) RAVI [Arabidopsis 


thaliana] 










Seq. No. 


13131 




Seq. ID 


OJ991021JL7 


.0125. 


C8 




Gene No. 


27821 




Strand 










OLai L 


177 




End 


11318 








Name 


OJ991021 17. 0125. C8. 


ol . gs 


Method 


GENSCAN 








otart 


177 




- End 


9629 








GI 


none 




Score 


.41 








Exons 


177. .335, 566. .4315, 


4379. .5790, 6153. 


.6237, 6417. 


. 6489, 








6586... 9629 














Seq. No. 


13131 




Seq. ID 


OJ991021_17 


.0125. 


C8 




Gene No. 


27821 




Strand 










Start 


177 




End 


11318 








Name 


OJ991021 17. 0125. C8. 


ol . np 


Method 


AAT/NAP 







13649 



Start 590 . End 7347 

GI 6498441 Score 6331 

Exons 590. .871, 965. .2362, 2534. .2935, 3128. .3449, 3624. .3758, 

3942. .4315, 4379. .4842, 5173. .5899, 7242. .7347 
GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene. ; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 13131 Seq. ID 

Gene No. 27821 Strand 

Start 177 End 

Name OJ991021_17 . 0125 . C8 . o2 . np Method 

Start 6407 End 

.GI 6907089 Score 

Exons 6407.. 8274, 8368.. 9629 

GI Descrip. (AP001129) hypothetical protein [Oryza sativa] 



OJ991021_17.0125.C8 

11318 
AAT/NAP 
9629 
3853 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

GI Descrip. 



13131 
27821 
177 

OJ991021 
8846 
5922623 
8846. .8888, 
(AP000492) 



Seq. ID OJ991021_17.0125.C8 
Strand 

End 11318 
Method AAT/NAP 
End 11318 
Score 357 
10464. .10539, 10706 .. 10853, 11238. .11318 
hypothetical protein [Oryza sativa] 



17.0125.C8.o3.np 



,gi I 6016856 |dbj 
[Oryza sativa] 



IBAA85199.il (AP000570) hypothetical protein 



Seq. No. 


13131 






Seq. ID 


OJ991021_17.0125 


.C8 


Gene No. 


27822 






Strand 






Start 


13009 






End 


19379 




Name 


OJ991021 17 


.0125.C8.o6. 


tw 


Method 


TBLASTX: Wheat 




Start 


599 






End 


1201 




GI 


none 






Score 


82 




Exons 


599. .724, 603. .725, 917 


. .1201, 


918. .1196 




Seq. No. 


13131 






Seq. ID 


OJ991021JL7.0125 


.C8 


Gene No. 


27822 






Strand 






Start 


13009 






End 


1937 9 




Name 


OJ991021 17 


.0125.C8.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


1202 






End 


1583 




GI 


none 






Score 


165 




Exons 


1202. .1582, 


1233. . 1481, 


1527. . 


1583 






Seq. No. 


13131 






Seq. ID 


OJ991021_17.0125 


.C8 


Gene No. 


27822 






Strand 






Start 


13009 






End 


19379 




Name 


OJ991021 17 


.0125.C8.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1397 






End 


1720 




GI 


none 






Score 


183 




Exons 


1397. .1720, 


1410. .1658 










Seq. No. 


13131 






Seq. ID 


OJ991021_17.0125 


.C8 


Gene No. 


27822 






Strand 






Start 


13009 






End 


19379 




Name 


OJ991021 17 


0125.C8.o7. 


tw 


Method 


TBLASTX: Wheat 




Start 


1913 






End 


2225 





13650 




GI 


none 








Score 


D 0 




Exons 


1 Q1 O Ol TO 

1 Z7 1 O . . ^1 / J; 


ZU41? 


9 99 c> 










beq . wo . 


1 0 1 *3 1 








oeq . 1 u 


nTQQ1Pl91 17 m 9 R 

uu yyiuzi 1 / .uizo 


. to 


Gene No. 


27822 








Strand 






Start 


13009 








End 


19379 




Name 


UU:?:7lUZl 1 / . 


m 9 r 

U1Z J 


.C8.o3. 


ts 


Method 


TRT QCTY • Qnuhaan 




otart 


1 QTO 

iy / j 








End 


Z O J y 




Gl 


0 O 0 O / zfD 








Score 


Do 




Exons 


1 QTD Ol TO 

iy / j. .zi / j/ 


999ft 

zzzo 


. .2365, 


2441. 


.2539 






Gl uescrip. 




s 1 u 


(AF049110) prpol [Zea 


mays J 




beq . wo . 


1 o 1 "3 1 








Seq. ID 


OJ991021_17.0125 


.C8 


Gene No. 


27822 








Strand 






Start 


13009 








End 


19379 




Name 


n TQQ1 H91 17 


m 9c; 

U1Z J 


.C8 .o5. 


tw 


Method 


TBLASTX: Wheat 




btart 


Z o 








End 


5688 




Gl 


none 








Score 


92 




Exons 


oooo 0077 


9 9 9 Q 


9 0 £ £ 
. . ZjDD, 


9 9 01 
ZZ J 1 . 


.2368, 2424 . .2600, 2438. .2686, 




9 / 0 Q 9 £ £9 
Z4 JO . . zooz, 


JUJJ 


. .5688 










Seq. No. 


13131 








Q an T Pi 

0 eq . 1 U 


nTQQiri9i 17 ni9Ci 

vJUi?r?lUZl 1/.U1ZO 


. Lo 


Gene No. 


27822 








0 Liana. 






btart 












1 Q07Q 

1 y j / y 




Name 


TQQ1 HOI 17 


ni 9c 


.C8.o2. 


ts 




TRT QQTY • Qnuhoan 




btart 


O 0 Q 7 

JZo / 








EiilCl 


OOOO 




GI 


none 








Score 


90 




Exons 


O O Q 7 o^CQ 
OZO /. . JDJO, 


qyl QQ 


. .3641 










Seq. No. 


13131 








oeq . 1 u 


nTQQ1H91 17 D19R 

uu yyiuzi 1 / .uizo 


pp 
. to 


Gene No. 


27822 








O T_ JL clIlU 


















1 Q 07 Q 




Name 


Pi TQQ1 HO 1 17 


m 9 c; 


.C8.o2. 


tw 


Method 


TBLASTX: Wheat 




otart 


JjlZ 








End 


3736 




Gl 


none 








Score 


328 




Exons 


ooi o "37 "3 1 


"3^1 7 


. .3736 










Seq. No. 


13131 








Seq. ID 


OJ991021_17.0125 


.C8 


Gene No. 


27822 








Strand . 






otart 










End 


19379 




Name 


A TQQ1 (191 17 
UU:7:7lUZl 1/. 


m 9c 


.C8 .o3. 


tm 


Method 


TBLASTX: Maize 




otart 


"34 1 n 








End 


3794 




PT 


none 








Score 


221 




U 1 \9 /~\ o 


o/ i a "37 qo 


^Zl 9 Q 


. .3794 










Seq. No. 


13131 








Seq. ID 


OJ991021_17.0125 


.C8 


Gene No. 


27822 








Strand 






otart 


1 jUU y 








End 


19379 




Name 


n TQQ1 091 17 


ni 9 ^ 


.C8.0I. 


tm 


Method 


TBLASTX: Maize 




otart 


0091 








End " 


4177 




GI 


none 








Score 


104 




Exons 


3821. .4054, 


3821 


. .4177, 


3831. 


.4142 






Seq. No. 


13131 








Seq. ID 


OJ991021_17.0125 


.C8 


Gene No. 


27822 








Strand 






Start 


13009 








End 


19379 




Name 


OJ991021 17. 


0125 


.C8.0I. 


tw 


Method 


TBLASTX: Wheat 





13651 




OT_.cH. L 


384 5 

J O r± -J 


End 


•4308 






none 


Score 


401 




Fvnn q 

Hj A <lJ 1 1 0 


3845 4306. 3846 4307. 3865 


. . 4308 






Seq. No. 


13131 


Seq. ID 


OJ991021_17.0125 


.C8 


Gene No. 


27822 


Strand 








13009 


End 


19379 






OJ991021 17 0125 C8 o4 ts 


Met hod 


TBLASTX • Sovbean 






390? _ 


End 


4267 




r* t 

\j ± 


1 1 Ul 1C 


Score 


120 






3902 4036 4043 4267 








Seq. No. 


13131 


Seq. ID 


OJ991021_17.0125 


.C8 


Gene No. 


27822 


Strand 






u Lai. L 


13009 


End 


19379 




in culic 


OJ991021 17 0125 C8 o3 tw 


Mpt hod 


TBLASTX * Wheat 

X UxltJ J. _£ \ * fill <__A. \^ 




q+- =1 rt - 


44 72 ~~ 


End 


4958 




\J X 


none 


Score 


172 




DAU115 


4472 4957 4476 4763, 4785 


. . 4958 






Can Mo 


1 31 31 


Seq. ID 


OJ991021_17.0125 


. C8 


Gene No. 


27822 


Strand 






Start 


13009 


End 


19379 






OJ991021 17 0125 C8 o4 as 


Method 


GENSCAN 




Of- a r f 


1 300 9 _ 


End 


16596 




CZT 
ui 


none 


Score 


.51 




Exons 


13009 1 3440 134R3 13993 


14780. .15796, 16094 .. 16154 , 






1 fiSR 3 1 6S96 

1DJO J t • lOJJO 








D fc. L£ • LM (J • 


1 31 31 

X J X J X 


Seq. ID 


OJ991021_17.0125 


. C8 




27822 


Strand 






Start 


13009 


End 


19379 




Name 


OJ991021 17.0125.C8.o4.np 


Method 


AAT/NAP 




Start 


13310 


End 


19173 




(IT 


5091513 


Score 


1583 






13310. .13577, 13630. .13958, 


14706. .15773, 18604 .. 18759, 






19150. .19173 








OX L>C. O OX X • 


(AB023482) Hypothetical protein [Oryza 


sativa] 




i_) C w • LN • 


13131 


Seq. ID 


OJ991021_17.0125 


. C8 


Gene ^o . 


27822 


Strand 






Start 


13009 


End 


19379 




Name 


OJ991021 17.0125.C8.ol.gp 


Method 


AAT/GAP 




Start 


16185 


End 


16435 




\J X 


3761181 


Score 


425 




L AUllO 


16185. .16435 








\j x uc oui i^j * 


4521193/dbj | AB013450 . 1 | AB013450 1.0e-99 Oryza sativa DNA, 




similar sequence to Pib gene 








Sea. No. 


13131 


Seq. ID 


OJ991021_17.0125 


.C8 


Gene No. 


27822 


Strand 






Start 


13009 


End 


19379 




Name 


OJ991021 17.0125.C8.ol.tc 


Method 


TBLASTX: Cress 




Start 


18603 


End 


19379 




GI 


none 


Score 


180 




Exons 


18603. .187 67, 18 605 .. 18 685, 


18825. .18866, 18828. .18863, 





18932. .19030, 18933. .19031, 1907 6. .19228, 19077. .19238, 



13652 






19101. .19238, 19353. .1937 9 






Seq. No. 


13131 


Seq. ID 


OJ991021_17.0125.C8 


Gene No. 


27822 


Strand 




Start 


13009 


End 


19379 


Name 


OJ991021 17.0125.C8.ol.ts 


Method 


TBLASTX: Soybean 


Start 


18603 


End 


19379 


GI 


none 


Score 


178 


Exons 


18 603. .187 67, 18 605. .18 688, 


18824. .18853, 18825. .18 926, 




18929. .19030, 18930. .19034, 


19077. .19238, 1907 9. .19237, 




19253. .19285, 19350. .19379 






Seq. No. 


13131 


Seq. ID 


OJ991021 17. 0125. C8 


Gene No. 


27822 


Strand 




Start 


13009 


End 


19379 


Name 


OJ991021 17.0125.C8.o4.tm 


Method 


TBLASTX: Maize 


Start 


19076 


End 


19241 


GI 


none 


Score 


252 


Exons 


1907 6. . 1924 0, 19077. .19241 






Seq. No. 


13132 


Seq. ID 


OJ991021_17.0125.C9 


Gene No. 


27823 


Strand 


+ 


Start 


73 


End 


801 


Name 


OJ991021 17.0125.C9.ol.gs 


Method 


GENSCAN 


Start 


73 


End 


801 


GI 


none 


Score 


1 


Exons 


73. .222, 262. .801 






Seq. No. 


13132 


Seq. ID 


OJ991021_17.0125.C9 


Gene No. 


27824 


Strand 




Start 


8 


End 


732 


Name 


OJ991021 17.0125.C9.ol.np 


Method 


AAT/NAP 


Start 


8 


End 


732 


GI 


5091512 


Score 


923 


Exons 


8. .513, 554. .732 






GI Descrip. 


(AB023482) Similar to Plasmodium vivax 


circumsporozoite protein 




gene, complete cds. (M11926) 


[Oryza sativa] 


Seq. No. 


13133 


Seq. ID 


OJ991021JL7. 0125. C10 


Gene No. 


27825 


Strand 


+ 


Start 


1 


End 


1939 


Name 


OJ991021 17.0125.C10.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1675 


GI 


6649217 


Score 


722 


Exons 


1..86, 801. .869, 970. .1044, 


1132. . 1230, 


1315.. 1470, 1553.. 1675 


GI Descrip. 


(AF165422) suppressor of K+ 


transport growth defect-like protei 




[Mesembryanthemum crystallinum] 




Seq. No. 


13133 


Seq. ID 


OJ991021_17. 0125. C10 


Gene No. 


27825 


Strand 


+ 


Start 


1 


End 


1939 


Name 


OJ991021 17.0125.C10.ol.tm 


Method 


TBLASTX: Maize 


Start 


49 


End 


1939 


GI 


none 


Score 


64 


Exons 


49. .114, 50. .85, 786. .869, 


800. .886, 800. .868, 961. .1047, 




968. .1045, 969. .1046, 1107. 


.1232, 1111. 


.1230, 1129.. 1233, 



1130. .1231, 1131. .1244, 1277. .1468, 1314. .1499, 1315. .1497, 



13653 



1549. .1677, 1550. .1681, 1553. .1678, 1690. .1797, 1691. .1732, 
1692. .1733, 1721. .1801, 1725. .1805, 1731. .1805, 1805. .1858, 
1812. .1862, 1881. .1913, 1882. .1899, 1909. .1938, 1910. .1939 



Seq. No. 13133 

Gene No. 27825 

Start 1 

Name OJ991021_17 . 0125 . CIO . ol . tc 

Start 786 

GI none 
Exons 



Seq. ID OJ991021_17. 0125. C10 
Strand + 

1939 

TBLASTX: Cress 
1678 
130 



End 

Method 
End 
Score 

786. .869, 800. .871, 800. .865, 961. .1047, 966. .1046, 1129. .1233, 
1131. .1244, 1314. .1475, 1315. .1473, 1540. .1623, 1549. .1677, 
1553. .1678 



Seq. No. 13133 

Gene No. 27825 

Start 1 

Name OJ991021_17 . 0125 . C10 . ol . ts 

Start 786 

GI none 
Exons 



Seq. ID OJ991021_17. 0125. C10 

Strand + 

End 1939 

Method TBLASTX : Soybean 

End 1678 

Score 128 



786. .869, 800. .868, 961. .1047, 969. .1049, 1105. .1233, 
1107. .1235, 1131. .1244, 1314. .1463, 1315. .1497, 1552. .1674, 
1553. .1678 



Seq.. No. 13133 

Gene No. 27825 

Start 1 

Name OJ991021_17 . 0125 . C10 . ol . gs 

Start 865 

GI none 
Exons 



+ 

1939 
GENSCAN 
1678 
.83 

865. .1044, 1132. .1230, 1315. .1470, 1553. .1678 



Seq. ID OJ991021_17. 0125. C10 
Strand 
End 

Method 
End 
Score 



Seq. No. 13133 Seq. ID OJ991021JL7 . 0125 . C10 

Gene No. 27825 Strand + 

Start 1 End 1939 

Name OJ991021_17 . 0125 . C10 . ol . gp Method AAT/GAP 

Start 1426 End 1918 

GI uC-osflM202069g03al Score 802 

Exons 1426.. 1470, 1553.. 1918 

GI Descrip. '3860272 8 . Oe-22 (AC005824) putative suppressor protein 

[Arabidopsis thaliana] >gi_4314 399_gb_AAD15609_ (AC006232) 
putative skdl protein [Arabidopsis thaliana] ' 



Seq. No. 


13134 












Seq. ID 


OJ991021 


Gene No. 


27826 












Strand 




Start 


67 












End 


126 


Name 


OJ991021 


17, 


.0125 


.Cll. 


.ol 


. gs 


Method 


GENSCAN 


Start 


67 












End 


126 


GI 


none 












Score 


.77 


Exons 


67. .126 
















Seq. No. 


13135 












Seq. ID 


OJ991021 


Gene No. 


27827 












Strand 


+ 


Start 


180 












End 


257 


Name 


OJ991021 


17. 


.0125 


• C14 . 


.ol 


. gs 


Method 


GENSCAN 


Start 


180 












End 


257 


GI 


none 












Score 


.88 



13654 



Exons 



180. .257 



beq . no . 


1 ^ 1 ^ R 
1 Jl J J 




Seq. ID 


Pi TQQ1 fi 9 1 

u j y y x u z x 


Gene No. 


27828 




Strand 




Start 


1 




End 


671 


Name 


ujyyxuzx x / . u xzo . ux4 . ox 


.np 


Method 


AA1 / NAr 


Start 


I 




End 


C "7 1 
D / 1 


GI 






Score 


ICG 

i by 


Exons 


I . . z4z , oyj. ,o/l 








bi uescrip. 


iArUuu^yz j nypocneuicai 


protein [Oryza 


sativa ] 




g i i duxdood i do j \ dAAo o x y y 


. 1 1 


(APUUU5 /U ) 


hypotheti 




[Oryza sativa] 








Seq. No. 


X JX jo 




Seq. ID 


a TQQ1 noi 

uj yy xuz x 


Gene No. 


z /ozy 




Strand 


+ 


Start 


T O 
/ O 




End 


1 A A 

14 4 


Name 


ujyyxuzx i / .uizo.uio.oi 


.gs 


Method 


/~» rp xt c f 7\ VI 


Start 


I o 




End 




GI 


none 




Score 




Exons 


1 o . . X4 4 








Seq. No. 


13137 




Seq. ID 


OJ991021 


Gene No. 


£ / O JU 




Strand 




Start 


1 




End 


COO 

OZZ 


Name 


OJ99I02I 17 . Olzo . C17 . ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


622 


GI 


5091513 




Score 


/TOO 

698 


Exons 


1 /TOO 

1 . . ozz 








GI Descrip. 


(AB023482) Hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


X JX J / 




Seq. ID 


a TQQ1 noi 

uj y y xuz x 


Gene No. 


O "7 O O A 

z /o JO 




Strand 




Start 


X 




End 


DZZ 


Name 


ojyyiozi l / . u iz 5 . ci / . oi 


gs 


Method 


GENSCAN 


Start 


JJ 




• End 


ci i 
bX X 


GI 


none 




Score 


. y / 


Exons 


55. .611 








beq . wo . 


X 3 X O O 




Seq. ID 


pi to qi noi 
u j y y x uz x 


Gene No . 


Z / 0 O X 




Strand 




Start 


/I AC 

4 U 0 




End 


A "7 1 

4 / X 


Name 


rMQCii noi i i n i o c. pi q «i 

ujyyxuzx x / .uxzo.uxo.ox 


gs 


Method 


bhlNbUAlN 


btart 


/I AC 




End 


4 / X 


GI 


none 




Score 


c a 
. b4 


Exons 


405. .471 








beq. no. 


x o x o y 




Seq. ID 


ATQQ1 noi 

uj y y x uz x 


Gene No. 


o t o o o 

z /y Jz 




Strand 




Start 


4 9 




End 


IOC 

185 


Name 


OJ991021 17.0125.C19.ol 


gs 


Method 


GENSCAN 


Start 


49 




End 


185 


GI 


none 




Score 


.78 


Exons 


49. .185 








Seq. No. 


13140 




Seq. ID 


OJ991011_ 


Gene No. 


27833 




Strand 


+ 


Start 


7171 




End 


7587 



17.0125.C14 



13655 



Name 


OJ991011 16. 0125. CI 


. o2 . gp 


Method 


AAT/GAP 






O LdX L 


7171 




End 


7587 






PT 


uC-osflcyp018b04b2 




Score 


806 






T* 1 V /~\ T*^ 


7171. .7587 














, 5670155/gb|AF161269.1 IAF16 


1269 4.0e-86 Oryza sativa subsp 




japonica BAC clone 


34K24, complete sequence' 






Corf hi 

beq. in o . 


lo!4 U 




Seq. ID 


OJ991011 


_16.0125 


. LI 


f" 1 a n £i NT /~\ 


Z 1 oj4 




Strand 


+ 






Start 


o 0 lo 




End 


14823 






Name 


cjj y y x u ± i iD.ui/ij.Li 


. o3 . np 


Method 


AAT/NAP 






O Lai L 


oci o 




End 


14657 








4 jjy4 z / 




Score 


268 






TT 1 w cr* 


8518. .8560, 11004.. 


11052, 11627. .11665, 


11874. . 


11930, 






12153. .12222, 13262 


. .13385, 


14175. . 14214, 14583 


. . 14657 




f X Pici c? v i y~\ 
\j ± Ucotlip. 


(AijU4y± /ij putative 


protein 


[Arabidopsis thaliana] 




oeq. in o . 


Xol4 U 




Seq. ID 


OJ991011 


_16. 0125 


. LI 


Gene No. 


Z / o o4 




Strand 


+ 






Start 


QC1 Q 
OJlO 




End 


14823 






Name 


ojy yiu i l ib.ui2o.ci 


. o3 . gs 


Method 


GEN SCAN 








1084 9 




End 


14823 






C T 


none 




Score 


. 67 






T7 1 s~\ y\ c 


10849. .11052, 11627 


. .11657, 


11880. . 11907, 12710 


. .12777, 






lJZ0Z..lO0O3, 141 /o 


. .14214, 


14583. . 14650, 14817 


.'.14823 




beg . no . 


13140 




Seq. ID 


OJ991011 


_16.0125 


. CI 


Gene No. 


27835 




Strand 


+ 






Start 


zoz /3 




End 


28802 






Name 


ojyyiuii ip.uizD.ci 


. 06 . gs 


Method 


GENSCAN 








O /" O *7 *3 

Z OZ / J 




End 


28325 






C T 


none 




Score 


.59 






rjXorio 


26273. .26371, 26934 


. .27046, 


27519. .27634, 27657 


. .27845, 






27960. .28042, 28185 


. .28325 










Q £a rr NT ^ 
O c q . In O . 


13140 




Seq. ID 


OJ991011 


_16.0125 


. LI 


Gene No. 


27835 




Strand 


+ 






Start 


26273 




End 


28802 






Name 


OJ991011 16. 0125. CI 


. o5 . np 


Method 


AAT/NAP 








27492 




End 


28802 






PT 


6907088 




Score 


557 






Exons 


27492. .27629, 27805 


. .28042, 


28541. .28802 






C2. ~T Hq c r> v i t*\ 
\J ± UcaCI ip • 


(AP001129) hypothetical protein [Oryza 


sativa] 






O q . IN U . 


13140 




Seq. ID 


OJ991011 


_16.0125 


CI 


Cano XT r\ 


27835 




Strand 


+ 






Start 


26273 




End 


28802 






Name 


OJ991011 16. 0125. CI 


. o4 . gp 


Method 


AAT/GAP 








28303 




End 


28494 






C T 


5667165 




Score 


356 






Exons 


28303. .28494 












GI Descrip. 


5670155/gb|AF161269 


.1IAF161269 4.0e-86 


Oryza sativa subsp. 




j aponica BAC clone 


34K24 , complete sequence 






Seq. No. 


13140 




Seq. ID 


OJ9910U 


J.6.0125 


CI 


Gene No. 


27836 




Strand 








Start 


168 




End 


6034 







13656 



Name OJ991011_16 . 0125 .CI . ol . gs Method GEN SCAN 

Start 168 End 5913 

GI none Score . 63 

Exons 168. .257, 736. .921, 1017. .1140, 1316. .1526, 4897. .4960, 

5012. .5137, 5242. .5913 



Seq. No. 


13140 


Seq. ID 


OJ991011JL6.0125 


Gene No. 


27836 


Strand 




Start 


168 


End 


6034 


Name 


OJ991011 16.0125.Cl.ol.np 


• Method 


AAT/NAP 


Start 


4847 


-End 


5390 


GI 


6006855 


Score 


161 


Exons 


4847i.4963, 5242. .5390 






GI Descrip. 


(AC009540) hypothetical protein [Arabidopsis thaliana] 



OC^i LN \J . 


13140 


Seq. ID 


OJ991011_16.0125.C1 




27836 


Strand 




OLdll, 




End 


6034 


Name 


OJ991011 16.0125.Cl.ol.gp 


Method 


AAT/GAP 


Start 


5295 


End 


6034 


GI 


25415 1.R1084 


Score 


1206 


Exons 


5295. .5696, 5796. . 6034 






GI Descrip. 


1 4049348/emb|CAA22573.1| 5.0e- 


-30 (AL03 


4567) putative protein 




[Arabidopsis thaliana] 1 






Seq. No. 


13140 


Seq. ID 


OJ991011_16.0125.C1 


Gene No. 


27837 


Strand 




Start 


7410 


End 


9907 


Name 


OJ991011 16.0125.Cl.o2.gs 


Method 


GENSCAN 


Start 


7410 


End 


9907 


GI 


none 


Score 


.88 


Exons 


7410. .7825, 8214. .8338, 8447. 


.8628, 9725.. 9907 


Seq. No. 


13140 


Seq. ID 


OJ991011_16.0125.C1 


Gene No. 


27837 


Strand 




Start 


7410 


End 


9907 


Name 


OJ991011 16.0125.Cl.o2.np 


Method 


AAT/NAP 


Start 


741*6 


End 


9899 


GI 


6006856 


Score 


398 



Exons 7416.. 7908, 8212.. 8338, 8447. .8628, 9725.. 9899 

GI Descrip. (AC009540) unknown protein [Arabidopsis thaliana] 



Seq. No. 


13140 


Gene No. 


27838 


Start 


15640 


Name 


OJ991 


Start 


15640 


GI 


none 


Exons 


15640 




18535 




21260 



Seq. ID OJ991011_16.0125.C1 
Strand 

End 23291 
Method GENSCAN 
End 22219 
Score .59 

5318. .16521, 17167. .17321, 
D470. .20663, 20845 .. 20985, 
L692. .21817, 22025.. 22219 



Seq. No. 


13140 


Seq. ID 


OJ991011 


Gene No. 


27838 


Strand 




Start 


15640 


End 


23291 


Name 


OJ991011 16.0125.Cl.o4.np 


Method 


AAT/NAP 


Start 


15643 


End 


23291 



13657 






4914457 






Score 


833 




LAUllO 


15643. .15870, 15977 16173, : 


16318. .16506, 17141. -. 17318, 






20424. .20720 


, 20750. .21017, : 


21980. .22133, 23197.. 23291 




GT DescriD. 


(AL050400) putative protein 


[Arabiciopsis thaliana] 




Seq. No. 


13140 






Seq. ID 


OJ991011_16.0125. 


.CI 


Gene No. 


27839 






Strand 


— 




Start 


24735 






End 


25325 




Name 


OJ991011 16. 


0125 


.CI .o5 .gs 


Method 


GEN SCAN 






24735 






End 


25325 




PT 


none 






Score 


.76 




F.xon s 


24735. .24986, 25317.. 25325 








Qorr Kin 


13140 






Seq. ID 


OJ991011_16.0125, 


.CI 




07040 






Strand 






Start 


26635 






End 


27150 




Name 


OJ991011 16. 


0125 


.CI .o3. tw 


Method 


TBLASTX: Wheat 




Start 


5706 






End 


6075 




(IT 


none 






Score 


44 






5706. .5735, 


5707 


..5733, 5709 


..5786, 5719. .5793, 5734. .5787, 




5820. .5897, 


5822 


..5911, 5823 


..5894, 5824. .5895, 5996. .6070, 




6013. .6075, 


6014 


. .6067. 








C ^ /"t KT/*> 
oSq . LMCJ . 








Seq. ID 


OJ991011_16.0125 


.CI 


ucilc 1NO . 


27840 






Strand 








26635 






End ' 


27150 




Name 


OJ991011 16. 


0125 


.CI .ol .tm 


Method 


TBLASTX: Maize 




Start 


7214 






End 


9802 






none 






Score 


46 




£j A. Ul 1 O 


7214 . .7249, 


7220 


..7249, 7240 


..7284, 7253. .7288, 7260. .7289, 




7401. .7832, 


7403 


..7621, 7410 


. .7826,' 7567. .7833, 7694 . .7! 


331, 




O ^ X £- . # O J1U/ 


8213 


8353. 8447 


..8629, 8449..8634, 8458. .8< 


534, 




9722. .9802, 


9723 


. . 9794 








O " vJ • LN \J . 


13140 






Seq. ID 


OJ991011_16.0125 


.CI 


Gene No. 


27840 






Strand 






Start 


26635 






End 


27150 




Name 


OJ991011 16. 


0125 


.Cl.o2.ts 


Method 


TBLASTX: Soybean 




Start 


7419 






End 


8571 




GI 


none 






Score 


93 






7419. .7466, 


7461 


..7511, 8201 


..8341, 8203. .8340, 8447. .8569, 




8449. .8571 












Seq. No. 


13140 






Seq. ID 


OJ991011_16.0125 


.CI 


Gene No. 


27840 






Strand 






Start 


26635 






End 


27150 




Name 


OJ991011 16. 


0125 


.Cl.o2.tc 


Method 


TBLASTX: Cress 




Start 


8281 






End 


8634 




GT 


none 






Score 


83 




Ex on s 


8281. .8340, 


8449 


..8634, 8450 


. .8572 






Seq. No. 


13140 






Seq. ID 


OJ991011_16.0125 


.CI 


Gene No. 


27840 






Strand 






Start 


26635 






End 


27150 




Name 


OJ991011 16. 


0125 


.Cl.o2.tw 


Method 


TBLASTX: Wheat 




Start 


15640 






End 


16017 




GI 


none 






Score 


94 





13658 




Exons 


1 5640 1 5790 1 5640 


15717 

. X yJ / X / , 


15718. .15888, 15723 .. 15887 , 






15974 16015 15976 


. 16017 








OC^. l\KJ ■ 


1 31 4 0 

X J X *4 U 




Seq. ID 


OJ991011_16.0125 


Pi 

■ \j X 




2784 o 




Strand 






j Lai l 


26635 




End 


27150 




Name 


OJ991011 16. 0125. CI. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


15793 




End 


16488 




\J X 


none 




Score 


95 






1 5791 1 5ff71 1 5795 


. 15887 , 


15948. ..16022, 15974 .. 16015, 






16041 16151 1 6041 

X U U 1 X • * X U X *J X , 1 UUt 1 • 


. 16151,- 


16042. .16152, 16042. .1617 6,' 






1 604 1 16174 1 6197 

lUUI J • .XUX ' t , XOJ^, / . 


16416 

■ X U 1 X \J , 


16327. .16401, 16405. .16488, 






164 96 16470 










C prr Ma 


1114 0 

X J X *± \J 




Seq. ID 


OJ991011_16.0125 


. CI 


Gene No. 


27840 




Strand 






Start 


26635 




■ End 


27150 




Name 


OJ991011 16 0125 PI 


o4 . tw 


Method 


TBLASTX: Wheat 




O Lai L 


1 60ff1 ~ 

X U U O X 




End 


17229 




PT 
\j x 






Score 


80 




LiAUl lo 


1 60ft1 1 61 76 1 60ft? 

X U U O X . ■ XUX ' U , x u u o • 


16174 

* XUX / *i , 


16325. . 16462, 16326 .. 1 64 63, 






16326 16475 16327 


. 16488 , 


16328. .164 


39, 17185. .17229 




Seq. -No. 


13140 




Seq. ID 


OJ991011_16.0125 


.CI 


Gene No. 


27840 




Strand 






O LdX C 


96615 




End 


27150 




Name 


O.TQQ1 01 1 16 0195 PI 

VJU-7-3XUXX lu. Ul^J .LI . 


o 1 ■ t w 


Method 


TBLASTX: Wheat ' 




O Ldl U 


1 7 Q4 Q ~~ 




End 


18311 




pt 


none 




Score 


82 




IjAUI lo 


17 94 9 1 ft 11 1 17950 

X / _7 *a _7 • • X O -J X X , 1 / J Ju • 


1 £051 








Seq. No. 


13140 




Seq. ID 


OJ991011_16.0125 


.CI 


Gene No. 


27840 




Strand 






Start 


26635 




End 


27150 




NT -a m o 


O.T991 01 1 1 6 01 95 PI 

V*/w:?-7XUXX 1U . Ult. J . vl . 




Method 


TBLASTX: Maize 




O t_ O.X L. 


1 ft049 ~~ 

X O U *i £- 




End 


18383 




\J X 


nunc 




Score 


158 




D AUi lO 


18042 18119 18141 

J. U U T £ . . 1 U 1 1 7 ^ xux^x. 


. 18383 










13140 




Seq. ID 


OJ991011JL6.0125 


CI 


Gene No. 


27840 




Strand 






Start 


26635 




End 


27150 




Name 


Ol7991 011 16 0125 PI 


ol . ts 


Method 


TBLASTX : Soybean 




Start 


18539 _ 




End 


20888 




O J. 


none 




Score 


101 




LiAUl 1 o 


1 8519 18601 90499 

XOJ— >3'..XOUUX, \J rt -/ Is • 


90661 


20551. .20664, 20757 .. 20882, 






20763 20888 20764 


. 2088 6 








O G . 1NU . 


13140 

X J X 1 \J 




Seq. ID 


OJ991011_16.0125 


PI 

\^ X 


UCilC IN U • 


97840 




Strand 






Start 


26635 




End 


27150 




Name 


OJ991011 16. 0125. CI. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


18554 




End 


20835 




GI 


none 




Score 


36 




Exons 


18554. .18601, 20467. 


.20502, 


20469. .20519, 20514 .. 20606, 






20514. .20663, 20548. 


.20664, 


20548. .20667, 20591 .. 20668 , 






20763. .20834, 20763. 


.20834, 


20764 . .20835 





13659 




Seq. No. 


13140 


Seq. ID 


OJ991011_16.0125. 


CI 


kjCiie LNO . 


97ft A 0 


Cf ranfi 






otart 






971 SO 




Name 




Ma f- hnH 
L iC muu 


TRT.A^ITX • rrpqq 

± DLlAO X /\ . i. C O O 




Otal T. 


907 Q 




90Q97 




P T 


none 




7 S 






9076Q 9DQ97 90.770 90Q01 








Qorr Mn 
DcL[i LN(J • 


13140 


Seq. ID 


OJ991011_16.0125. 


CI 


Gene No. 


27840 


Strand 






Start 


26635 


End 


27150 




Name 


OJ991011 16.0125.Cl.o3.gp 


Method 


AAT/GAP 




C+- a v+- 


26635 


End 


27150 






38782 1.R1084 


Score 


809 




T7 1 1/ ^ r> o 


26635. .27150 








ul JJcSCIip. 


1 6069643/dbj | AP000616. 1 | AP000616 0.0e+00 Oryza sativa genomic 




DNA, chromosome 6, clone : P0514G12 1 






JC<^ t ViKJ . 


13141 


Seq. ID 


OJ991011_16.0125. 


C2 


Gene No. 


27841 


Strand 


+ 




Start 


1 


End 


3143 




Name 


OJ991011 16.0125.C2.ol.np 


Method 


AAT/NAP 




otart 


1 


End 


3143 




OX 


4586028 


Score 


1265 




Exons 


1..100, 393. .1718, 2112. .3143 








uescrip. 


(AC007109) putative retroelement pol polyprotein [Arabidopsis 




thaliana] 








Seq. No. 


13141 


Seq. ID 


OJ991011JL6.0125. 


C2 


Gene No . 


27841 


Strand 


+ 






1 


End 


3143 




Name 


OJ991011 16.0125.C2.ol.gs 


Method 


GEN SCAN 




Ofa v-+- 
OLdlL 


167 


End 


2823 




CT 


none 


Score 


.55 




Exons 


167. .265, 289. .439, 680. .886, 


1193. .2031, 2395. .2536, 






2555. .2676, 2728. .2823 








Seq. No. 


13141 


Seq. ID 


OJ991011 16.0125. 


C2 




27841 


Strand 


+ 




O Lai U 


1 


End 


3143 




Name 


OJ991011 16.0125.C2.o4.tm 


Method 


TBLASTX: Maize 






402 


End 


633 






none 


Score 


167 




IT 1 v /"\ t'i o 


402. .632, 402. .632, 403. .633 








Seq. No. 


13141 


Seq. ID 


OJ991011_16.0125. 


C2 


Gene No. 


27841 


Strand 


+ 






1 


End 


3143 




Name 


OJ991011 16.0125.C2.ol.tm 


Method 


TBLASTX: Maize 




Start 


735 


End 


1188 




GI 


none 


Score 


364 




Exons 


735. .1103, 745. .1104, 880. .1104, 1101. 


. .1187, 1103. .1174, 






1108. .1188, 1108. .1188 








Seq. No. 


13141 


Seq. ID 


OJ991011_16.0125. 


C2 


Gene No. 


27841 


Strand 


+ 





13660 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



OJ991011_16.0125.C2.o2.ts 

979 

none 

979. .1008, 1038. .1124, 1039.. 

13141 
27841 
1 

OJ991011_16 . 0125'. C2 . o2 . tw 

1048 

none 

1048. .1482, 1113. .1454, 1498. 

13141 
27841 
1 

OJ991011_16. 0125.C2.o3.tm 

1195 

none 

1195. .1770, 1218. .1469 

13141 
27841 
1 

OJ991011_16. 0125.C2.o2. tc 

1276 

none 

1276.. 1524, 127-8.. 1565, 1546. 

13141 
27841 
1 

OJ991011_16. 0125.C2 .o3.ts 

1585 

none 

1585. .1740, 1593. .1664 

13141 
27841 
1 

OJ991011_16.0125.C2.ol.ts 

2406 

5509260 

2406.. 2663, 2407. .2886, 2730. 



13141 
27841 
1 

OJ991011_16.0125.C2.ol.tc 

2514 

none 

2514.. 2789, 2515.. 2790 

13141 
27841 



End 3143 

Method TBLASTX : Soybean 

End 1440 

Score 43 
1125, 1135. .1440, 1173. .1439 

Seq. ID OJ991011_16.0125.C2 

Strand + 

End 3143 

Method TBLASTX : Wheat 

End 1704 

Score 316 
.1587, 1582. .1704 

Seq. ID OJ991011_16.0125.C2 

Strand + 

End 3143 

Method TBLASTX: Maize 

End 1770 

Score 324 



Seq. ID OJ991011_16.0125.C2 

Strand + 

End 3143 

Method TBLASTX : Cress 

End 1719 

Score 213 
.1719 

Seq. ID OJ991011_16.0125.C2 

Strand + 

End 3143 

Method TBLASTX : Soybean 

End 1740 

Score 184 



Seq. ID OJ991011_16.0125.C2 

Strand + 

End 3143 

Method TBLASTX : Soybean 

End 2886 

Score 398 
.2882 



Seq. ID OJ991011_16.0125.C2 

Strand + 

End 3143 

Method TBLASTX : Cress 

End 2790 

Score 295 



Seq. ID OJ991011_16.0125.C2 
Strand + 



13661 



Start 
Name 
Start 
GI 

Exons 



1 End 3143 

OJ991011_16 . 0125 . C2 . ol . tw Method TBLASTX : Wheat 

2571 End 3117 

none Score 290 

2571. .2663, 2572. .2916, 2730. .2870, 2908. .3117, 2986. .3111 



Seq. No. - -13141 

Gene No. 27841 

Start 1 

Name OJ991011__16 . 0125 . C2 . o2 . tm 

Start 2571 

GI none 
Exons 



Seq. ID OJ991011_16.0125.C2 

Strand + 

End 3143 

Method TBLASTX: Maize 

End 3003 

Score 34 9 



2571. .2663, 2572. .3003, 2725. .2877, 2730. .2891 



Seq. No. 


13142 


Seq. ID 


OJ991011_16 


0125 


. Co 


Gene No. 


27842 


Strand 


+ 






Start 


1 


End 


857. 






Name 


OJ991011 16.0125.C3.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


857 






H T 


421955 


Score 


727 






Exons 


1. .857 










GI Descrip. 


hypothetical protein 4 - potato transposon Tstl 








gi|21434|emb|CAA36616| (X52387) ORF4 


[Solanum tuberosum 


] 


Seq. No. 


13142 


Seq. ID 


OJ991011_16 


0125 


.C3 


Gene No. 


27843 


Strand 


+ 






Start 


6102 


End 


6974 






Name 


OJ991011 16.0125.C3.o2.np 


Method 


AAT/NAP 






Start 


6102 


End 


6974 






GI 


5932548 


Score 


■892 






Exons 


6102. .6974 










GI Descrip. 


(AC0094 65) unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


13142 


Seq. ID 


OJ991011_16 


0125 


.C3 


Gene No. 


27844 


Strand 


+ 






Start 


10740 


End 


11468 






Name 


OJ991011 16.0125.C3.o2.gp 


Method 


AAT/GAP 






Start 


10740 


End 


11468 






GI 


none ■/ 


Score 


1031 






Exons 


10740. .10859, 11030. .11468 











Seq. No. 13142 Seq. ID OJ991011_16 . 0125 . C3 

Gene No. 27845 ' Strand + 

Start 12314 End 14335 

Name OJ991011_16 . 0125 . C3 . o3 . gp Method AAT/GAP 

Start 12314 End 14335 

GI 6756_2.R1084 Score 1351 

Exons 12314 12502, 12629 .. 1278 6, 13282 .. 13329, 14006.. 14335 • 

GI. Descrip. ' 1351357/sp | P48502 | UCR6_SOLTU 5.0e-43 UBIQUINOL-CYTOCHROME C 

REDUCTASE COMPLEX 14 KD PROTEIN (CR14) >gi_63368 l_emb_CAA558 63 
(X79276) ubiquinol — cytochrome c reductase [Solanum tuberosum] 



Seq. No. 
Gene No. 
Start 
Name 
Start 



13142 

27845 

12314 

OJ991011 

12406 



16.0125.C3.o3.np 



Seq. ID 

Strand 

End 

Method 
End 



OJ991011_ 
+ 

14335 

AAT/NAP 

14071 



16. 0125. C3 



13662 



^^^^ * } 

GI ■ 1351357 Score 383. 

•Exons 12406. . 12502, 12629 12786, 13282 .. 13329, 14006.. 14071 

GI Descrip. UBIQUINOL-CYTOCHROME C REDUCTASE COMPLEX 14 KD PROTEIN (CR14) 

gi|633681|emb|CAA55863| (X79276). ubiquinol--cytochrome c 

reductase [Solanum tuberosum] 



beq . no . 


1 O X 4 z 






Seq. ID 


Pi TQQ1 H1 1 1 C AT O c; /-*« o 


Gene No . 


on q a a 

Z 1 O 4 O 






Strand 


'+ 


Start 


15950 






End 


16321 


Name 


OJ991011_ 


16. 0125. C3. 


,o2.tw 


Method 


TBLASTX : Wheat 


b Ldit. 


z y 






End 


4 oy 


C T 


none 






Score 


Q Q 
O O 


Exons 


O Q 1 QC 

z y . . 1 y 0 , 


66. .146, 202. .378, 206. .439 




beq. no. 


1 "5 1 A 0 






Seq. ID 


n tqqi m 1 1 a nioc 

ujyyiuii id.uizo.lo 


Gene No . 


Z / O 4 O 






Strand 


+ 


Start 


15950 






End 


.16321 


Name 


OJ991011_ 




O -f- m 

oz . urn 


Method 


TBLASTX: Maize 


C A 1 v- +- 

otart 


0 ri q 






End 


Q 1 1 


GI 


none 






Score 




Exons 


zuy . . oi 0 , 


232. .420, 


463. .564, 


637. .813, 


64 1 . .871 


beq. No. 


101/0 

lol4 z 






Seq. ID 


OJyylUll 1d.U1zo.Co 


bene no. 


on q a a 
z / 0 4 0 






Strand 


+ 


Start 


15950 






End 


16321 


Name 


OJ991011_ 


_1-6.0125.C3. 


o2.tc 


Method 


TBLASTX: Cress ; 


otart 


OI Q 

z lo 






End 


O / J 


GI 


none 






Score 


1 T A 

110 


Exons 


01 0 0 n 1 

z lo . . 1 , 


398. .490, 


490. .615, 


491. .616, 


o4 / . .060, 655 . . 873 


beq. No. 


1 01 / n 

lo±4 z 






Seq. ID 


/^\TAO"IAT1 1/" A "1 O C O 

ojyyiuii 1d.uizd.cj 


Gene No . 


z / 0 4 0 






Strand 


+ 


O Lai L 


1595.0 






End 


16321 


Name 


OJ991011 


_16.0125.C3. 


ol.ts 


Method 


TBLASTX: Soybean 


Start 


227 






End 


922 


GI 


none 






Score 


670 


Exons 


227. .901, 


227. .382, 


229. .747, 


836. .922 




Seq. No. 


13142 






Seq. ID 


OJ991011_16.0125.C3 


Gene No. 


27846 






Strand 


+ 


Start 


15950 






End 


16321 


Name 


OJ991011 


_16.0125.C3. 


o2.ts 


Method 


TBLASTX: Soybean 


Start 


6099 






End 


6512 


GI 


none 






Score 


58 


Exons 


6099. .6146, 6101. .6139, 6191. 


.6352, 6192.. 6512, 6195.. 6503 



Seq. No. 13142 

Gene No. 27846 

Start 15950 

Name OJ991011_16 . 0125 . C3 . o3 . tm 

Start 6191 

GI none 
Exons 



Seq. ID OJ991011_16.0125.C3 
Strand 
End 

Method 
End 
Score 



+ 

16321 - 
TBLASTX: Maize 
6683 
48 



6191. .6286, 6323. .6541, 6324. .6683, 6324. .6419, 6465. .6683 



Seq. No. 13142 Seq. ID OJ99101 1_16 . 0125 . C3 

Gene No. 27846 Strand + 

Start 15950 End 16321 



13663 



Name 

Start 

GI 

Exons 



OJ991011_16 . 0125 . C3 . o3 . ts Method TBLASTX : Soybean 

6617 End 6973 

none Score 357 

6617. .6886, 6618. .6884, 6894. .6968, 6926. .6973 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13142 
27846 
15950 

OJ991011_16.0125.C3.ol.tc 

6618 

none 



Seq. ID OJ991011_16.0125.C3 

Strand + 

End 16321 

Method TBLASTX : Cress 

End 6992 

Score 57 



6618. .6674, 6623. .6673, 6678. .6842, 6686. .6841, 6834. .6992, 
6935. .6976 



Seq. No. 13142 
Gene No. 27846 
Start 15950 

Name OJ991011_16 . 0125 . C3 . ol . tm 

Start 6684 
GI none 

Exons 6684.. 6899, 6684.. 6896, 6685. 

6897.. 6977, 6902.. 6976, 6934. 
7037. .7102, 7042. .7098 



Seq. ID OJ991011_16.0125.C3 

Strand + 

End 16321 

Method TBLASTX : Maize 

End • 7102 

Score 365 

.6909, 6686..6898, 6893. .6976, 
.7020, 6983. .7021, 7037. .7087, 



Seq. No. 13142 

Gene No. 27846 

Start 15950 

Name OJ991011JL6 . 0125 . C3 . ol . tw 

Start 6792 

GI none 

Exons 6792.. 6845, 6792.. 6836, 6794, 
6833. .7000, 6834. .6989 



Seq. ID OJ991011_16.0125.C3 

Strand + 

End 16321 

Method TBLASTX : Wheat 

End 7000 

Score 85 

.6844, 6831. .6986, 6833. .6988, 



Seq. No. 13142 Seq. ID 

Gene No. 27846 Strand 

Start 15950 End 

Name OJ991011_16 . 0125 . C3 . o4 . tm Method 

Start 12378 End 

GI none Score 
Exons 



OJ991011_16.0125.C3 
+ 

16321 

TBLASTX: Maize 

12732 

124 



12378. .12560, 12379. 
12628. .12732 



,12480, 12473. . 12502, 12628 .. 12732, 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



13142 Seq. ID 

27846 Strand 

15950 End 

OJ991011_16.0125.C3.o4 . ts Method 

12409 End 

none Score 



OJ991011_16.0125.C3 
+ 

16321 

TBLASTX: Soybean 

14074 

85 



12409. .12504, 12627 .. 12776, 12628 .. 12801 , 12631 .. 12786, 
13279. .13332, 13997. .14074 



Seq. No. 13142 Seq. ID 

Gene No. 27846 Strand 

Start 15950 End 

Name OJ991011_16 . 0125 . C3 . o3 . tc Method 

Start 12448 End 

GI none Score 



OJ991011_16.0125.C3 
+ 

16321 

TBLASTX: Cress 

14083 

73 



13664 



Exons 



12448. .12504, 12 628 .. 12801 , 12631 .. 1278 6, 1327 9 13332, 
13997. .14083 





C CiZ-T M A 


1^149 

1 Jl'lL 


OcL| . X VJ 


O.TQQ1011 16 01 9S P^ 
\ju y z> x u x x i u . uil j . 




UC11C LNU • 


97ft4 6 


J Li Cli 1U 


X 




o Lai L. 


1 SQSO 

1 J^JU 


FnH 

H)l LU 


1 6^91 

1 U J^, 1 




Name 


O.TQQ1 01 1 16 01 9S n9 rr<5 


Mot* hr\H 

l it- L11UU 


PtFN^pan 

Hi LN O LN 




Cf a rt" 


1 SQS0 _ 

IJ^JU 


End 


1 6^91 

1 U J£, 1 




GI 


none 


Score 


.65 




Exons 


15950. .16048, 16202. .16321 








■ Qpn Ma 


1^14^ 


c prT t n 


O.TQQ1 111 1 ft 01 97 PI 




P,o r"i o Ma 


97ft47 


on di iu 






art 

O L, d X L. 


O U _7 


End 


99R9 






OJ9Q1 1 11 1ft 0197 P1 ol crs 
wu^^iiii xo.vx^./.^x.^x.yo 


Mo t~ hnH 


O Hi LN O k_>rt.LN 




91- Art 

O Lai L 


8 69 _ 

O \J Zf 


End 


9989 




GI 


none 


Score 


.63 




Exons 


869. .972, 989. .1122, 1847. 


2005, 2233. 


.2282 




Q&rt Kin 

uC^i LN W • 


1314 4 




D.TQQ1 111 1 ft 0197 P9 

WU-7.7XXXX X O . Ult / .V^,^ 




UCilC LN\J ■ 


97 ft 4 ft 


O f- -ran H 
on di iu. 


X 




art- 


6^Q0 
u o y \J 


FnH 


6ft 1 0 

DOIU 




Name 


OTQQ1111 1ft 0197 P9 o9 rrc 


L v ie Liioa 


P F M Q P B M 


n 






FnH 


6ft 1 0 
DOIU 




PT 


none 


Score 


. DD 




F* von Q 


6390. .6617, 6700. .6810 






m 


Seq. No. 


13144 


Seq. ID 


OJ991111_18.0127.C2 






27849 ■ 


Strand 




| . i 

"'11 


OLai L 


2887 


End 


3472 


=? 


Name 


OJ991111 18.0127.C2.ol.gp 


Method 


AAT/GAP 




OLal L 


2887 


End 


3472 


: s? 


GI 


4715767 


Score 


136 


;E 


LAUl 1 o 


2887. .2906, 3396. .3472 






Q 


GI Descrip. 


6006355/dbj IAP000559.1 IAP000559 1.0e-17 Oryza sativa genomic 






DNA, chromosome 6, clone : P04 93C11 




y 


O C \J[ . LN W • 


13145 


Seq. ID 


OJ991111_18.0127.C3 


□ 


^pnp Mo 


27850 


Strand 


+ 




Start ' 


2066 


End 


2462 




Name 


OJ991111 18.0127.C3.ol.gs 


Method 


GENSCAN 




u Uul L 


2066 


End 


2462 




GI 


none 


Score 


.44 




Exons 


2066. .2272, 2344. .2462 








Seq. No. 


13145 


Seq. ID 


OJ991111__18.0127.C3 




Gene No. 


27851 


Strand 


+ 




Start 


3861 


End 


8032 




Name 


OJ991111 18.0127.C3.ol.np 


Method 


AAT/NAP 




Start 


3861 


End 


7888 




GI 


5921933 


Score 


1332 




Exons 


3861. .3913, 4359. .4499, 5279. .5612, 6453. .6602, 6696. .6944, 



7035. .7121, 7210. .7288, 7382. .7488, 7589. .7713, 7804. .7888 
GI Descrip. CYTOCHROME P450 85 (DWARF PROTEIN) gi 11421741 (U54770) 
cytochrome P450 homolog [Lycopersicon esculentum] 



Seq. No. 



13145 



Seq. ID OJ991111_18.0127.C3 



13665 






Gene No. 


27851 








Strand 


+ 




Start 


3861 








End 


8032 




Name 


ojy 9 l l 11 ib . 


A1 OT 


. C J . 02 . 


gs 


Method 


GEN SCAN 




Start 


a *5 r> n 

4 309 








End 


7891 




GI 


none 








Score 


. 9 




Exons 


4 30 y . . 4 4 y y , 


ci on 

ol JO 


C O O O 

. . D J2b , 


c c o e 
002 6 . 


.5612, 6453. .6602, 6696. .6944, 






/ U Jo . . / 12 1 , 


/ Z 1U 


T)QQ 
. . /ZOO, 


/ JoZ . 


.7488, 75E 


S9..7713, 7804. .7891 




Seq. No. 


13145 








Seq. ID 


OJ991111_18.0127.C3 




Gene No. 


27851 








Strand 


+ 




Start 


3d 61 








End 


8032 




Name 


ojyyim io . 


a i a h 
UlZ 1 


. C J . 02 . 


ts 


Method 


TBLASTX: Soybean 




Start 


4 3 1 Z 








End 


5360 




GI 


none 








Score 


49 




Exons 


4 J /z . . 4 4 U 1 / 


4 J9 b 


/| col 

. . 4 o21 , 


A "3 Q Q 

4 jyb . 


.4502, 5277. .5360 




Seq. No. 


13145 








Seq. ID 


OJ991111_18.0127.C3 




Gene No. 


27851 








Strand 


+ 




Start 


Jo bl 








End 


8032 




Name 


oj yyim io . 


U 12 / 


o -A 

. C J . OZ . 


tc 


Method 


TBLASTX: Cress 




Start 


/one 

4 jyb 








End 


5561 




GI 


none 








Score 


72 




Exons 


4 3 y o . .44 61, 


dZoo 


. .5o61 








[ s sr 


Seq. No. 


13145 








Seq. ID 


OJ991111_18.0127.C3 . 




Gene No. 


27851 








Strand 


+ 




Start 


3861 








End 


8032 


i I: 


Name 


OJ991111 18 . 


0127 


. C3 . ol . 


tm 


Method 


TBLASTX: Maize 




Start 


64 50 








End 


6911 


: E 

'""'V. 


GI 


none 








Score 


145 




Exons 


64 50. . 6602 , 


64 52 


. . 6607 , 


6560 . 


.6604, 6693. .6833, 6702. .6911, 


LI 




b / / 6 . . 6910 














Seq. No. 


13145 








Seq. ID 


OJ991111_18.0127.C3 




Gene No. 


27851 








Strand 


+ 


'"4 


Start 


Jo bl 








End 


8032 




Name 


ojyyim io. 


a 1 o t 
0 12 I 


.■Co . ol . 


ts 


Method 


TBLASTX : Soybean 


;»! 


Start 


r /C n o 

669 J 








End 


6950 




GI 


none 


ei n a* a 

6702 






Score 


73 


:=i 

"! 


Exons 


£ A O /""TOO 

669 J . . 6788 , 


C C\ A A 

. .694 4, 


a 1 1 c 


.6943, 6822.. 6950 




Seq. No. 


13145 








Seq. ID 


OJ991111JL8.0127.C3 




Gene No. 


27851 








Strand 


+ 




Start 


3861 








End 


8032 




Name 


OJ991111 18. 


0127 


.C3.ol. 


gp 


Method 


AAT/GAP 




Start 


6790 








End 


7627 




GI 


29331 1.R1084 






Score 


846 




Exons 


6790. . 6944, - 


7035 


. .7121, 


7210. 


.7288, 7382. .7488, 7589. .7627 




GI Descrip. 


' 1781115/emb|CAB06224 | 


9.0e-10 (Z83864) 


glpQl [Mycobacterium 






tuberculosis] ' 












Seq. No. 


13145 








Seq. ID 


OJ991111_18.0127.C3 




Gene No. 


27851 








Strand 


+ 




Start 


3861 








End 


8032 




Name 


OJ991111 18. 


0127 


.C3.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


6843 








End 


7879 




GI 


none 








Score 


62 



13666 



Exons 



Seq. No. 
Gene No. 
Start 
.Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6843. .6941, 7029. .7124, 7041. .7124, 7198. .7290, 7200. .7289, 
7369..7488, 7380. .7484, 7589. .7717, 7591. .7719, 7802. .7879 



13145 
27851 
3861 

OJ991111 18.0127.C3.o2.tm 



7228 
none 

7228. .7290, 
7600. . 



Seq. ID 
Strand 
End 

Method 
End 
Score 

7230. .7289, 7375. .7446, 7380. .7448, 7595. .7696, 
7689, 7801. .7878, 7802. .7891 



OJ991111__18.0127.C3 
+ 

8032 

TBLASTX: Maize 
-78-91 
85 



Seq. ID 

Strand 

End 

Method 

End 

Score 



13145 
27851 
3861 

OJ991111_18 .0127.C3.o2.gp 
7584 

LIB34 33-04 8-P1-K1-G3 
7584. .7713, 7804. .8032 

, 5921933/sp|Q43147 |CP85_LYCES 1.0e-25 CYTOCHROME P450 85 ( DWARF 
PROTEIN) >gi__1421741 (U54770) cytochrome P450 homolog 
[Lycopersicon esculentum] 1 



OJ991111_ 
+ 

8032 
AAT/GAP 
8032 
606 



18. 0127. C3 



s a: 


O /— , r~r NT r\ 

o e q . LN o . 


1 ^ 1 A 6 








Seq. ID 


OJ991111_18.0127.C4 


ill 


Gene N.o . 


Z / O D £ 








Strand 


+ 


\\\ 












End 


4039 




Name 


OJ991111 18, 


.0127 


.C4.ol. 


gs 


Method 


GENSCAN 


z h 


Start 


3176 








End 


4039 




GI 


none 








Score 


.98 


■M 


Exons 


3176. .3429, 


3441 


. .4039 








Q 
'if 


Seq. No. 


13146 








Seq. ID 


OJ991111_18.0127.C4 




Gene No. 


27853 








Strand 






Start 


3148 








End 


3653 


I 37 


Name 


OJ991111 18, 


.0127 


.C4.pl. 


tm 


Method 


TBLASTX: Maize 


:.\ 


Start 


3123 








End 


3653 




GI 


none 








Score 


86 




Exons 


3123. .3206, 


3130 


. .3369, 


3138. 


.3383, 3270.. 3392, 3304.. 3399, 


I R j 

>«> 




3605. .3649, 


3606 


. .3653 










Seq. No. 


13146 








Seq. ID 


OJ991111_18.0127.C4 




Gene No. 


27853 








Strand 






Start 


3148 








End 


3653 




Name 


OJ991111 18. 


.0127 


.C4 .ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


3133 








End 


3392 




GI 


none 








Score 


243 




Exons 


3133. .3366, 


3138 


. .3383, 


3270. 


.3392 






Seq. No. 


13146 








Seq. ID 


OJ991111_18.0127.C4 




Gene No. 


27853 








Strand 






Start 


3148 








End 


3653 




Name 


OJ991111 18. 


.0127 


.C4.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


3138 








End 


3383 




GI 


none 








Score 


161 




Exons 


3138. .3170, 


3145 


. .3366, 


3159. 


.3383 





Seq. No. 



13146 



Seq. ID OJ991111_18.0127.C4 



13667 






Gene No . 


/ OJJ 




Strand 








otaiL 


3 mo 




End . 


3653 






Name 


OJ991111 18 


.0127.C4.ol.np 


Method 


AAT/NAP 






Start 


3148 




End 


3637 






GI 






Score 


222 






Exons 


J14 o . . 3 394 , 


3607. .3637 










GI Descrip. 


( Ar U4 Z Jo o ) 


cyclophilin-33B [Homo sapiens] 








gi | 4 4 06229 | 


gb|AAD19907| (AF104013) peptidyl-prolyl 


ci s— trans 






isomerase E 


[Homo sapiens] 










Seq. No. 


13147 




beq. id 


ATQQ1 1 1 1 IO 


.0127. C5 




Gene No. 


27854 




Strand 


+ 






no. _ v,i. 

otart 


o y 4 z> 




End 


11873 






Name 


ojyyiiii io 


.0127.C5.o4 .gs 


Method 








Start 


O fl A *3 

o y4 J 




End 


1U / dZ 






GI 


none 




Score 


. 6 / 






Exons 


o y4 j . . yzuu , 


9309.. 9777, 10249 


. .10451, 


xu 6©y . . 1U / DZ 






Seq. No. 


1 "3 1 A "7 




Seq. ID 


A TflA1 1 1 1 TO 

ojyyiiii io 


. U ± £ 1 . \,D 




Gene No. 


27854 




Strand 


+ 






Start 


8943 




End 


11873 






Name 


r\ TQ Q1 1 1 1 1 Q 


.0127.C5.o2.np 


Method 


AAT/NAP 






Start 


yoo4 




End 


11873 




s J. 


GI 


64 9 o 4 jo 




Score 


545 






Exons 


9o34 . .96/1, 


9711.. 9777, 9826. 


.10443, 1 


0687. .10872, 


1 1 DO 1 . . lib / j 




GI Descrip. 


(APUUUolo ) 


hypothetical protein [Oryza 


sativa] 




i'ii 


Seq. No. 


13147 




Seq. ID 


OJ991111_18 




1") 


Gene No. 


27855 




Strand 






j , | 


Start 


665 




End 


7052 




'j 3T 


Name 


OJ991111 18 


. 0127 .C5 .ol .np 


Method 


AAT/NAP 






Start 


665 




End 


4775 






GI 


4741846 




Score 


809 




: 3i 


Exons 


665. .727, 2760.. 3639, 4697.. 4775 






-J 
'J 


GI Descrip. 


(AF112965) 


beta-1, 3-glucanase 


precursor [Triticum 


aesLivum j 


M 


Seq. No. 


13147 




Seq. ID 


OJ991111_18 


.0127.C5 




Gene No. 


27855 




Strand 






!:i 


b tart 


665 




End 


7052 






Name 


OJ991111 18 


.0127.C5.o2.gs 


Method 


GENSCAN 






Start 


1824. 




End 


2443 






01 


none 




Score 


.65 






Exons 


1824. .2252, 


2360. .24,43 










Seq. No. 


13147 




Seq. ID 


OJ991111_18 


.0127.C5 




Gene No. 


27855 




Strand 








Start 


665 




End 


7052 






Name 


OJ991111 18 


.0127.C5.o3.gs 


Method 


GENSCAN 






Start 


2730 




End 


7052 






GI 


none 




Score 


.49 






Exons 


2730. .3147, 


3149. .3665, 4164. 


.4376, 4470.. 4734, 6063.. 6158, 






6167. .6409, 


6426.-6568, 6965. 


.7052 








Seq. No. 


13147 




Seq. ID 


OJ991111_18 


.0127.C5 




Gene No. 


27856 




Strand 








Start 


11255 




End 


14689 






Name 


OJ991111 18 


.0127.C5.ol.ts 


Method 


TBLASTX: Soybean 



13668 




Start 647 End 3649 

GI none Score 50 

Exons 647. .724, 2745. .2807, 2745. .2810, 2752. .2808, 2817. .3011, 

2820. .2945, 2908. .3003, 3081. .3134, 3169. .3312, 3200. .3307, 
3326. .3421, 3328. .3390, 3466. .3582, 3605. .3649 



beq . no . 


1 "3 1 A 1 


Q^rr T Pi 


HTQQ1 1 1 1 1 Q 0197 




Gene No . 


Z 1 OOD 


otrana 






C-i- a -r+- 
jldl L 


i i ore; 

Hi JJ 


PnH 


14 UO ? 




Name 


OJ991111 


18 . 0127 ,C5 . ol . tm Method 


TBLASTX: Maize 




Start 


662 


End 


3044 




GI 


none 


Score 


193 




Exons 


662. .727, 


2738.-2989, 2745.. 3044, 2746 


. .3024 




Seq. No. 


13147 


Seq. ID 


OJ991111_18.0127 


C5 


Gene No. 


27856 


Strand 






Start 


11255 


End 


14689 




Name 


OJ991111 


18 . 0127 . C5 . o2 . tw Method 


TBLASTX: Wheat 




Start 


663 


End 


2979 




GI 


none 


Score 


79 




Exons 


663. .725, 


665. .721, 2744. .2842, 2745.. 


2978, 2752.. 2970, 





2770. .2979 



Seq. No. 13147 
Gene No. 27856 
Start 11255 

Name OJ9911 li_18 . 0127 . C5 . ol . tc 

Start 2766 
GI none 

Exons 2766.. 2813, 2769.. 2807, 2817. 

3130.. 3210, 3334.. 3384, 3469. 
3608. .3637 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3074, 2911 
.3591, 3470 



OJ991111 18. 0127. C5 



14689 

TBLASTX: Cress 
3638 
50 

3003, 3081. 
3592, 3606. 



.3128, 
.3638, 



Seq. No. 13147 

Gene No. 27856 

Start 11255 

Name OJ991111_18 . 0127 .C5.ol.tw. 

Start "8961 

GI none 

Exons 8961. . 9233, 
9257. .9421 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991111_18.0127.C5 
14689 

TBLASTX: Wheat 

9421 

276 



9033.. 9227, 9140.. 9232, 9237.. 9416, 9246.. 9398, 



Seq. No. 


13147 




Seq. ID 


OJ991111_18.0127 


,C5 


Gene No. 


27856 




Strand 






Start 


11255 




End 


14689 




Name 


OJ991111 18.0127. 


C5.o2.ts 


Method 


TBLASTX: Soybean 




Start 


9009 




End 


9428 




GI 


none 




Score 


167 




Exons 


9009. .9278, 9066. 


.9278, 9270 


. . 9428 






Seq. No. 


13147 




Seq. ID 


OJ991111_18.0127 


C5 


Gene No. 


27856 




Strand 






Start 


11255 




End 


14689 




Name 


OJ991111 18.0127. 


C5 . o5 . gs 


Method 


GENSCAN 




Start 


11255 




End 


14689 




GI 


none 




Score 


.42 




Exons 


11255. .11311, 131 


49. .13220, 


13604. .13792, 13865. .14 68 9 





13669 






Seq. No. 


13148 


Seq. ID 


OJ991111_18.0127.C6 




Gene No. 


27857 


Strand 


+ 




Start 


364 


End 


14688 




Name 


OJ991111 18-0127. C6.ol.gs 


Method 


GENSCAN 




Start 


364 


End 


14688 




GI 


none 


Score 


.5 




Exons 


364. .452, 505. .591, 814. .901, 2422. .2557, 3684. .3790, 






4873. .4974, 7353. .7950, 8951. .8989, 9384. .9520, 9653. .9709, 






9788. .9860, 9937. .10039, 10719 .. 11010, 


11098. .11290, 






11389. .11410, 11975. .12122, 


138 90. .14183, 14 665. .14 688 




Seq. No. 


13148 


Seq. ID 


OJ991111_18.0127.C6 . 




Gene No . 


27858 


• Strand 


+ 




Start 


17798 


End 


17858 




Name 


OJ991111 18.0127.C6.o3.gp 


Method 


AAT/GAP 




b tar z 


17798 


End 


17858 




GI 


LIB3477-003-P1-K1-E9 


Score 


78 




Exons 


17798. .17858 








GI Descrip. 


, 2498586/sp|Q40638 IMP01 ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN 






S 1 PRECURSOR (ORY S I) >gi 


1173557 (U31771) Ory s 1 [Oryza 






sativa] 1 






I,J 

l sol 


Seq. No. 


13148 


Seq. ID 


OJ991111_18.0127.C6 


i. 1 s 


Gene No . 


27859 


Strand 


+ 




O f -i >-+- 

otart 


19366 


End 


25350 


: U 


Name 


OJ991111 18.0127.C6.o3.np 


Method 


AAT/NAP 




Start 


19366 


End 


25350 


: : \ 


GI 


6063554 


Score 


209 




Exons 


19366. .19525, 23142 .. 23216, 


23277. .23357, 23581 23720, 


fjj 




24503. .24531, 25176.. 25350 








GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 


:5 

L -J 




correspond to a region of the predicted gene.; hypothetical 




protein [Oryza sativa] 






' hi 


Seq. No. 


13148 


Seq. ID 


OJ991111_18.0127.C6 


>i3 


Gene No. 


27859 


Strand 


+ 


,s a; 


b tart 


19366 


End 


25350 


! : 


Name 


OJ991111 18.0127.C6.o3.gs 


Method 


GENSCAN 




btart 


21786 


End 


24179 






none 


Score 


.72 




Exons 


21786. .21861, 22806 .. 22948 , 


23104. .23195, 23317 .. 23515, 






23529. .23801, 23857 .. 23928 , 


24024 . .24179 




Seq. No. 


13148 


Seq. ID 


OJ991111_18.0127.C6 




Gene No. 


27860 


Strand 






btart 


4614 


End 


5389 




Name 


OJ991111 18.0127.C6.ol.np 


Method 


AAT/NAP 




Start 


" 4614 


End 


5389 




GI 


5306245 


Score 


88 




Exons 


4614. .4689, 4769. .5389 








GI Descrip. 


(AC006438) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


13148 


Seq. ID 


OJ991111_18.0127.C6 




Gene No. 


27861 


Strand 






Start 


14748 


End 


21848 




Name 


OJ991111 18.0127.C6.o2.np 


Method 


AAT/NAP 



13670 




Start 14748 End 21848 

GI 6815062 Score 672 

Exons 14748. .14826, 20885 21285, 21662. .21848 

GI Descrip. (AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 
sativa] 





Seq. No. 


1 *3 1 A O 
1 jl 4 O 




Seq. ID 


OJ991111_18, 






Gene No. 


/ / obi 




Strand 








Start 


14748 




End 


21848 






Name 


OJ991111_18.0127.C6. 


o2 . gs 


Method 


GENSCAN 






Start 


1 c A Q*7 

i d h y / 




End 


19424 






GI 


none 




Score 


.4 






Exons 


-ic^q-7 iccon n/m 
104 y / . . IbbZU, 1/41/. 


1 1 CO A 
. 1 / 0£ 4 , 


18509. . 18623, 18761. . U 


2 Q A n 

3 y 4 / , 


















Seq. No. 


1 ol 4 0 




beq. iu 


A TQQ1 1 1 1 1Q 

uj y ynii io , 


. U 1 £ 1 . Lb 




Gene No. 


27861 




Strand 








Start 


14748 




End 


zlo4o 






Name 


ATQQ1 1 1 1 1Q niOT C C 

ojyyiiii lo.uiz/.ub. 


ol .gp 


Method 


7\ 7\ rp / r*7\ T> 

PJ\ 1 / bAr 






Start 


1554^ 




End 


15999 






GI 


703047 




Score 


834 




""i 

a sf 


Exons 


15542 . . loyy y 










-i 


Seq. No. 


13148 




Seq . ID . 


A Tflfil 1 1 1 IO 

oj y ymi io , 


. 0 1 1 /.Co 


"f! 


Gene No. 


27861 




Strand 






5 ! 1 


Start 


' 14748 




End 


21848 






Name 


OJ991111 18. 0127. C6. 


o2 . gp 


Method 


AAT/GAP 






Start 


16669 




End 


17637 




:U 

SI 


GI 


none 




Score 


757 




:J 


Exons 


16669. .16720, 17290. 


.17637 










Seq. No. 


13148 




Seq. ID 


OJ991111_18, 


.0127. C6 




Gene No. 


27862 




Strand 






:. ! 


Start 


25713 




End 


26027 




• i 


Name 


OJ991111 18. 0127. C6. 


o4 . gp 


Method 


AAT/GAP 






Start 


25713 




End 


26027 ■ 




"i 


GI 


61605 3.R1084 




Score 


431 




s t 
** 


Exons 


25713. .26027 










Ii 


GI Descrip. 


, 1402920/emb|CAA66965| 2 . 0e- 


-20 (X98321) 


peroxidase 


[Arabidopsis 






thaliana] 1 












Seq. No. 


13148 




Seq. ID 


OJ991111_18, 


.0127. C6 




Gene No . 


27863 




Strand 








Start 


25995 




End 


28000 






Name 


OJ991111 18. 0127. C6. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


20870 




End 


21803 






GI 


none 




Score 


210 






Exons 


20870. .21253, 20877. 


.21254, 


21678. .21803 






Seq. No. 


13148 




Seq. ID 


OJ991111_18. 


.0127. C6 




Gene No. 


27863 




Strand 








Start 


25995 




End 


28000 






Name 


OJ991111 18. 0127. C6. 


o4 . gs 


Method 


GENSCAN 






Start 


25995 




End 


28000 






GI 


none 




Score 


.4 






Exons 


25995.-26543, 27453. 


.27636, 


27894. .28000 





13671 




Seq. No. 


13149 






Seq. ID 


OJ991111 


_18. 


.0127 


.C7 


Gene No. 


27864 






Strand 


+ 








otart 


858 






End 


1518 








Name 


OJ991111 18 


.0127.C7.ol. 


np 


Method 


AAT/NAP 








Start 


858 






End 


1491 








GI 


4530585 






Score 


164 










858. .976, 1341. .1491 














GI Descrip. 


(AF130978) : 


B12D protein 


i [Ipomoea batatas] 








Seq. No. 


13149 






Seq. ID 


OJ991111_ 


_18. 


.0127 


.C7 


Gene No. 


27864 






Strand 


+ 








Start 


858 






End 


1518 








Name 


OJ991111 18 


.0127.C7.ol. 


gs 


Method 


GENSCAN 








Start 


900 






End 


1518 










none 






Score 


.8 








Exons 


900. .976, 1341. .1518 














Seq. No. 


13149 






Seq. ID 


OJ991111_ 


_18, 


.0127 


.C7 


Gene No . 


27865 






Strand 


+ 








Start 


4100 






End 


5481 








Name 


OJ991111 18 


.0127.C7.o2. 


gs 


Method 


GENSCAN 








Start 


4100 






End 


5481 








GI 


none 






Score 


.77 








Exons 


4100. .4146, 


4794 . .5481 














Seq. No. 


1 J14 y 






Seq. ID 


OJ991111 


_18, 


.0127 


.C7 


Gene No. 


27866 






Strand 










Start 


6212 






End 


8785 








Name 


OJ991111 18 


.0127.C7.o3. 


gs 


Method 


GENSCAN 








Start 


6212 






End 


8785 










none 






Score 


.59 








Exons 


6212. . 6381, 


6515. .6694, 


6902. 


.7093, 7207. .7413, 


8224. .8 


7 R S 


Seq. No. 


13150 






Seq. ID 


OJ991111 


_18. 


.0127 


.C8 


Gene No . 


27867 






Strand 










o tart 


90 






End- 


853 








Name 


OJ991111 18 


.0127.C8.ol. 


gs 


. Method 


GENSCAN 








btart 


90 






End 


853 . 










none 






Score 


.93 








Exons 


90. .853 
















Seq. No. 


13150 






Seq. ID 


OJ991111 


_18 


.0127 


.C8 


Gene No. 


27868 






Strand 










otart 


5501 






End 


11734 








Name 


OJ991111 18 


.0127.C8.o3. 


gs 


Method 


GENSCAN 








Start 


5501 






End 


11734 










none 






Score 


.53 








Exons 


5501. .5557, 


5705. .5845, 


6751. 


.7000, 7689. .8116, 


8216..V8257, 




8879. .9024, 


9504. .9533, 


10553 


. . 10715, 


11678. . 11734 






Seq. No. 


13151 






Seq. ID 


OJ991111 


_18 


.0127 


.C9 


Gene No. 


27869 






Strand 










Start 


552 






End 


2464 








Name 


OJ991111 18 


.0127.C9.ol. 


gp 


Method 


AAT/GAP 








Start 


185 






End 


611 








GI 


LIB3477-003 


-P1-K1-E9 




Score 


112 









13672 




Exons 185. .277, 586. .611 

GI Descrip. ' 2498586/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_JL173557 (U31771) Ory s 1 [Oryza 
sativa] 1 





oeq. ln o . 


i 71 m 


c ofT t n 

JCtj. ±D 


H.TQQ1 111 1ft 01 97 PQ 




bene jno . 


9 7 ft £Q 


c+- y-onrl 
□ LI dl iU 








e; c. o 

■J -J 


PnH 


9 4 64 

jl. 1 O *i 




Name 


O.TQQ1 1 1 1 1 fi D1 97 PQ nl rt^ 


L JC L11UU 


Hi Vi O ^rtLN 






552 _ 


End 


2464 




GI 


none 


Score 


.47 




Exons 


5S2..685, 1088. .1231, 1309.. 


1437, 2236 


. .2464 




o e q . LN o • 


1 71 S9 


Seq. ID 


OJ991111_18. 0127. C10 




bene LNO • 


970,7 o 

z / o / u 


Strand 


+ 




O Lai L 


1 7ft 


End 


281 




Name 


O.TQQ1 111 1ft 0197 riO nl rrn 


Method 


AAT/GAP 




OLal L 


1 7ft _ 

1 JO 


End 


281 




GI 


21474 1.R1084 


Score- 


242 




Exons 


138. .281 








oi uescnp. 


f 7RQ41RQ 9 fio-1 H farnnR^i 91 


hypothetical protein [Arabidopsis 






tna±ianaj 








oeq .■ no . 


1 7 1 R 9 


Seq. ID 


OJ991111_18.0127.C10 




Gene No . 


9 7 ft 7 1 
Z / O / ± 


Strand 




's < * 


otart 


O DO 


End 


2530 


pi 


Name 


OJ991111 18.0127.C10.ol.gs 


Method 


GENSCAN 




Start 


668 


End 


2530 ' 


i , I 


C T 
b± 


none 


Score 


.97 


. = t 


Exons 


££Q P. 7 1 1 9C 1 1 qo 1 9 Q. 7 


1393, 1490, 


..1663, 1773. .2530 


; 


oeq . LNO . 


1 71 R9 


Seq. ID 


OJ991111_18. 0127. C10 




bene lno . 


9 7 ft 7 1 
Z / O / ± 


Strand 




□ 




££ft 
D DO 


End 


2530 




Name 


OTQQ1 1 1 1 1ft 0197 riO r>>1 1-Ta7 


Method 


TBLASTX: Wheat 




o Lai L 


1324 


End 


1846 




GI 


none 


Score 


68 




Exons 


1324. .1395, 1495. .1677, 1502 


..1627, 1766. .1846 


!!!} 


Oeq. IN O . 


13153 


Seq. ID 


OJ991111 18.0127.C11 




be lie LNO . 


27872 


Strand 


+ 




OLdlL 


1588 


End 


2005 




IN CUIIC 


OJ991111 18.0127.Cll.o3.gp 


Method 


AAT/GAP 




O Lai U 


1588 


End 


2005 




C T 


LIB34 31-028-P1-N1-A10 


Score 


788 




Exons 


1588. .2005 








GI Descrip. 


, 4680203/gb| AAD27566. 1 | AF114171 7 3.0e- 


-33 (AF114171) TNP2-like 






protein [Sorghum bicolor] 1 








Seq. No. 


13153 


Seq. ID 


OJ991111_18.0127.C11 




Gene No. 


27873 


Strand 


+ 




Start 


18000 


End 


18554 




Name 


OJ991111 18.0127.Cll.o5.gs 


Method 


GENSCAN 




Start 


18000 


End 


18554 




GI 


none 


Score 


.88 




Exons 


18000. . 18554 







13673 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ991111_18.0127.C11 

Strand + 

End 20065 

Method AAT/GAP 

End 20065 

Score 754 



13153 
27874 
19621 

OJ991111_18.0127 .Cll.o7.gp 
19621 

LIB3431-028-P1-N1-A10 
19621. .19691, 19719.. 20065 

'4680203/gb|AAD27566.1|AF114171_7 3.0e-33 (AF114171) TNP2-like 
protein [Sorghum bicolor] 1 



13153 
27875 
1 

OJ9911 11_18. 0127 .Cll. ol.np 
1 

4680204 
1..694, 2484. .2512 

(AF114171) hypothetical protein [Sorghum bicolor] 



Seq. ID OJ991111_18.0127.C11 
Strand 

End 6278 

Method AAT/NAP 

End 2512 

Score 266 



13153 
27875 
1 

OJ991111_18.0127 .Cll.ol.gs 
67 

none 



Seq. ID OJ991111_18.0127.C11 
Strand 

End 6278 

Method GENSCAN 

End 6276 

Score .45 

67. .186, 232. .515, 644. .755, 1675. .2020, 2050. .3805, 3940. .4954, 
6202. .6276 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ991111_18.0127.C11 
Strand 

End 6278 

Method AAT/GAP 

End 4817 

_ Score 6555 

728. .1234, 1344. .1442, 1563. .4817 

M574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



13153 
27875 
1 

OJ991111_18.0127 .Cll.ol.gp 
728 

342 1.R1084 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13153 
27875 
1 

OJ991111_18.0127 .Cll.o2.gp 
728 

342 1.R1084 



Seq. ID OJ991111_18.0127.C11 
Strand 

End 6278 

Method AAT/GAP 

End 4812 

_ Score 6549 

728. .1234, 1344. .1442, 1563. .4812 

, 4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. No. 13153 

Gene No. 27875 

Start 1 

Name OJ991111_18 . 0127 . Cll . o4 . gp 

Start 860 

GI 342_1.R1084 

Exons 860.. 1234, 1344.. 1442, 1563. 
GI Descrip. 



Seq. ID OJ991111_18. 0127. Cll 
Strand 

End 6278 

Method AAT/GAP 

End 4 950 

Score 6502 
,4950 

■4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



13674 






Sea No 


13153 


Seq. ID 


OJ991111_18.0127 


Cll 




Gene No. 


27875 


Strand 








Start 


1 


End 


6278 






Name 


OJ991111 18.0127.Cll.o5.gp 


Method 


AAT/GAP 






O +- -a v-+- 


863 


End 


4950 






<ZJ- 


342 1.R1084 


Score 


6496 






HiXuns 


863.. 1234, 1344.. .1442, 1563. 


.4950 








bi Ucscnp • 


'4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein 


L V ^- L j 






sativa] 1 










Seq. No. 


1 jl J J 


Seq. ID 


OJ991111_18.0127 


Cll 




Gene No . 


£ 1 O / 0 


Strand 










1 


End 


6278 






Name 


OJ991111_18 .0127.Cll.o2.np 


Method 


AAT/NAP 








1 C A C 

1 b4 3 


End 


6278 










Score 


3268 






Exons 


1645. .zb^l, Zbyo..Jlol, oZod 


. .4954, 6241. .6278 






bi uescnp ■ 


(AF1141/1) TNP<£-liKe protein 


[Sorghum bicolor] 








13153 


Seq. ID 


OJ991111_18.0127 


Cll 




Gene No. 


278 75 


Strand 








Start 


1 


End 


6278 




.3 Bl 

t E 

'3 Cf 


Name 


OJ991111 18.0127.Cll.o6.gp 


Method 


AAT/GAP 




'fc 8 f 


nj — iv .i. 

otart 


3881 


End 


5402 








2310235 


.j Score 


296 




V 1 
! i ; 


Exons 


3881. .3938,. 4815. .4954, 5365 


. .5402 






: cr 


GI Descrip. 


5852182/emb|CAB55420.1| 9.0e 


-13 (AL117265) zhb0012.1 [Oryza 


a 

: . ; 




sativa] 








. s i 

_5 


Seq. No. 


13153 


Seq. ID 


OJ991111_18.0127 


.Cll 


: t ! 


Gene No. 


27876 


Strand 






i vt> 


Q+- a r-+- 
DtdX L. 


12610 


End 


17047 




is 


Name 


OJ991111 18.0127.Cll.o3.np 


Method 


AAT/NAP 






otart 


12610 


End 


17047 




i. i 


bl 


4680204 


Score 


881 




| !S . 


Exons 


12610. .12631, 15075. .15518, 


15614. .17047 




y 


bl UcSCiip. 


(AF114171) hypothetical protein [Sorghum bicolor] 




U 


Seq. No. 


13153 


Seq. ID 


OJ991111_18.0127 


.Cll 




Gene No. 


27876 


Strand 








C4-2 r +- 


12610 


End 


17047 






Name 


OJ991111 18.0127.Cll.o4.gs 


Method 


GENSCAN 






OLdlL 


14230 


End 


16569 






bl 


none 


Score 


.64 






EjXOiib 


14230. . 14 412, 14 4 96. .14594, 


14751. .15107, 15109. .15251, 








15377. .15518, 15614. .15799, 


15886. . 16569 








13153 


Seq. ID 


OJ991111_18.0127 


.Cll 




Gene No. 


27877 


Strand 








Start 


19684 


End 


21348 






Name 


OJ991111 18.0127.Cll.o5.tw 


Method 


TBLASTX: Wheat 






Start 


457 


End 


16406 






GI 


none 


Score 


79 






Exons 


457. .552, 458. .574, 590. .691, 622. .690, 


16004. .16174, 








16006. . 16173, 16163. . 16303, 


16171. .16404, 16210. .16404, 





162 66. . 164 06, 16290. . 16406 



13675 






beq. No. 


13153 




Seq. ID 


OJ991111_18.0127.C11 




bene no . 


27877 




Strand 






Start 


19684 




End 


21348 




Name 


OJ991111 18.0127.Cll.ol.tw 


Method 


TBLASTX: Wheat 




Start 






End 


21076 




GI 


none 




Score 


139 




Exons 


1693. . 


1791, 1780.. I860, 1873 


..2013, 18 


74. .2014, 1961. .2056, 






1993. . 


2052, 2059.. 2082, 2059 


..2097, 2064. .2084, 2112. .2429, 






2112. . 


3014, 2113. .3015, 19759 .. 19854 , 


19760. .19825, 






19840. 


.19920, 19857. .19928, 


19933. .20073, 19934 .. 20074 , 






• 20021. 


.20116, 20053. .20112, 


20119. .20163, 20124. .20159, 






20158. 


.21075, 20173. .20490, 


20351. .21076, 20375.. 21076 




Seq. No. 


13153 




Seq. ID 


OJ991111_18.0127.C11 




Gene No. 


27877 




Strand 


- 




Start 


19684 




End 


21348 




Name 


OJ991111 18.0127.Cll.ol.tc 


Method 


TBLASTX: Cress 




btart 


o o q n 

ZZ 0 U 




End 


20792 




bl 


none 




Score 


78 




Exons 


o o q n 
Z Z o U . . 


2429, 2280.. 2723, 2284 


..2727, 22 


90. .2727, 2549. .2731, 






o ri *i a n 
z u J4 u . 


.20591, 20362. .20784, 


20365. .204 


yu, zu j /o . . zu / o o , 


□ 




Z U 0 1 U . 


.20792 








Seq. No. 


13153 




Seq. ID 


OJ991111_18.0127.C11 


U 1 


Gene No. 


27877 




Strand 


- 




Start 


i y do 4 




End 


21348 


1 Lf 


Name 


n TQQ1 1 

uj y y ii 


ll_18.0127.Cll.o2.tm 


Method 


TBLASTX: Maize 




Start 


Z DJ O 




End 


21033 


! . : 


bl 


none 




Score 


n a 




Exons 


2658. . 


2888, 2658.-2972, 2677 


..2961, 20 


719. .21033, 20747. .21022 


i U 


beq. no. 


13153 




Seq. ID 


OJ991111_18.0127.C11 


I! 


Gene No. 


27877 




Strand 


- 




Start 


19684 




End 


21348 




Name 


OJ9911 


ll_18.0127.Cll.o3.tw 


Method 


TBLASTX: Wheat 




btart 


3016 




End 


21339 




bl 


none 




Score 


77 


□ 


Exons 


•3016. . 


3099, 3018.. 3098, 3135 


..3353, 31 


75.. 3357, 3363.-3425, 






3376. . 


3423, 21077. .21163, 21079. .21162 


, 21196. .21339, 


□ 




21236. 


.21331 








Seq. No. 


13153 




Seq. ID 


OJ991111_18.0127.C11 




Gene No . 


27877 




Strand 






b tart 


19684 




End 


21348 




Name 


OJ9911 


ll_18.0127.Cll.o2.ts 


Method 


TBLASTX : Soybean 




btart 


3459 




End 


3701 




C T 
bl 


none 




Score 


216 




Exons 


3459. . 


3701 








Seq. No. 


13153 




Seq. ID 


OJ991111_18.0127.C11 




Gene No. 


27877 




Strand 






Start 


19684 




End 


21348 




Name 


OJ991111 18.0127.Cll.ol.tm 


Method 


TBLASTX: Maize 




Start 


3531 




End 


3988 




GI 


none 




Score 


52 




Exons 


3531. . 


3725, 3735.. 3854, 3735 


..3860, 3854. .3976, 3860. .3988 



13676 




Seq. No. 


13153 








Seq. ID 


OJ991111 


_18.0127 


.Cll 


Gene No. 


27877 








Strand 








JLCli. U 


19684 








End 


21348 






Name 


OJ991 111 18 

\J {J _/ X X X X XU i 


0127 


PI 1 n? 




Method 


TBLASTX : 


Wheat 




Cf a v~f- 
O Lai L 


3565 ~~ 








End 


4033 








none 








Score 


163 






R von 


3565 3771 


3565 


. . 3774 , 


357 6 . 


.3794, 3774. .3860, 


3775. .3861, 




3875 3979 


^879 


^968 


^980 


.4033, 3981. .4025 






Seq. No. 


13153 








Seq. ID 


OJ991111 


_18.0127 


.Cll 


Hptip No 


27877 








Strand 








jLal L 


19684 








End 


21348 








0.7991 1 11 1 a 

^ v x x x x x (j . 


0127 


n i o? 


. tc 


Method 


TBLASTX: 


Cress 




Start 


3854 ~~ 








End 


4169 






GI 


none 








Score 


74 






R von ^ 


3854 4162 


3882 


3977 , 


4017 . 


.4169 








Seq. No. 


13153 








Seq. ID 


OJ991111 


_18.0127 


.Cll 


(Zpnp No 

UC11C liU t 


27877 








Strand 








O L- Ct X U 


1 9 684 








End 


21348 






KI 3 TTI Pi 


OJ991111 18 

W W _> -/ X X X X X u • 


0127 


CI 1 ol 

• *w X X • UI 


t s 

• LO 


Method 


TBLASTX: 


Soybean 






3902 ~ 








End 


4331 






O JL 


none 








Score 


121 






JjAUIl s 




^ 990 


414 4 

■ • 4 I 4 4 ^ 


4 19^ 


.4255, 4248,-4331/ 


4256. .4330 


Seq. No. 


13153 








Seq. ID 


OJ991111 


_18.0127 


.Cll 












Strand 








Cf art 

O Lai L. 


1 9684 








End 


21348 






Name 


O.T9Q1 111 1ft 

Uu .7 .7 X X X X XO. 


n i 97 


PI 1 o4 

■ ^ X X * KJ 1 


. LW 


Method 


TBLASTX: 


Wheat 




o Lai L 


4 ? ~ 

*3 £. *J 








End 


4603 






GI 


none 








Score 


187 






R von «5 


4252 4503 


4262 


4 513 


42 63 


.4505, 4496. .4603 






Seq. No. 


13153 








Seq. ID 


OJ991111 


_18.0127 


.Cll 




27877 








Strand 








Start 


19684 








End 


21348 






Naine 


OJ991111 18. 


0127 


. Cll . 06 


o c: 


Method 


GENSCAN 






Start 


19684 








End 


21126 






ox 


none 








Score 


.83 






Rvon q 


19684. .21126 














Seq. No. 


13153 








Seq. ID 


OJ991111 


_18.0127 


.Cll 


Gene No. 


27877 








Strand 








Start 


19684 








End 


21348 






Name 


OJ991111 18. 


0127 


.Cll.o4 


.np 


Method 


AAT/NAP 






Start 


20243 








End 


21348 






GI 


6742729 








Score 


1715 






R von c 


20243. .21348 
















f^T riocrri in 

Ul UCOLIipt 


(AF121139) RIM2 protein 


[Oryza sativa] 








Seq. No. 


13154 








Seq. ID 


OJ991111 


_18.0127 


.C12 


Gene No. 


27878 








Strand 








Start 


1 








End 


472 






Name 


OJ991111 18. 


0127 


,C12.ol 


.gp 


Method 


AAT/GAP 






Start 


1 








End 


472 






GI 


342 1.R1084 








Score 


807 







13677 




Exons 1..472 

GI Descrip. ' 4574406/gb | AAD24042 . 1 | 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



OCLJ > V* \J • 








Seq. ID 


OJ991111_18.0127 


. C12 




97ft7ft 

c* f O f O 






Strand 






DLdiL 


1 

J. 






End 


472 




Name 


O.TQQ1 111 1 ft 01 97 P1 9 


.ol, 


.np 


Method 


AAT/NAP 




O L. d J- L. 


1 — 
x 






End 


472 




GI 


4680203 






Score 


648 




Exons 


1. .472 












f^T Hp crr"i n 


(AFIIAMI) TNP9-like 


protein 


[Sorghum bicolor] 






1 31 S4 

J. O X *J 1 






Seq. ID 


OJ991111_18.0127 


. C12 


Hono Kin 


97ft7ft 






Strand 


- 




Of ayf 
O tdl L 


i 






End 


472 






O.TQQ1 1 1 1 1ft 01 97 n 9 

VU .7 _7 X X X X IO • Ulc / •'wX^. 


.ol, 


. tw 


Method 


TBLASTX: Wheat 




Start 


23 






T? nr l 

Hjna 


3 6 s 




GI 


none 






Score 


277 






93 364 SI 36S 












o e CJ • IN O . 


X J X O 4 






Seq. ID 


OJ991111 18.0127 


n 9 

a ^ X £. 


ucUc LNO . 


97 ft 7 ft 






Strand 


- 






1 
X 






End 


472 




Well He 


DTQQ1111 1ft D1 97 PI 9 


.ol, 


.gs 


Method 


GENSCAN 




Start 


55 








4 n £ 

H U 0 




GI 


none 






Score 


.41 




TP v/~\yi o 
EjXOIIo 


OJ. . 4UD 












C KI/^\ 
oeCJ . LNO . 


1 31 S4 






Seq. ID 


OJ991111_18.0127 


PI 9 
. LIZ 




97070 






Strand 


- 




o Lai c 


1 

X 






End 


472 




IN emit? 


O.TQQ1 1 1 1 1ft D1 97 PI 9 

WU-3Z7XXXX X O . V X ^. / . ^lil 


.ol, 


. tc 


Method 


TBLASTX : Cress 




Start 


152 








479 




GI 


none 






Score 


80 




IliAVJllO 


1 S9 479 1 SS 3Q7 


348. 


. .464 








9 prr Kin 


1 31 S4 

X -J X J Tt 






Seq. ID 


OJ991111_18.0127 


n 9 

a \-t X £. 


riono Kl n 


97ft7ft 






Strand 






Start 








End 


472 




Name 


O.TQQ1 1 1 1 1ft 0197 PI 9 


.ol. 


,tm 


Method 


TBLASTX : Maize 




Start 


179 






End 


412 




GI 


none 






Score 


137 




Hi AUliO 


179 391 186 407 


191. 


. .412 








Con* Kin 


1 31 S4 






Seq. ID 


OJ991111_18.0127 


n 9 


Gene No. 


27878 






Strand 






Start 


1 






End 


472 




Name 


OJ991111 18.0127.C12 


.ol. 


,ts 


Method 


TBLASTX: Soybean 




Start 


233 






End 


472 




GI 


none 






Score 


83 




Exons 


233. .472, 246. .464, 


251. 


, .472 








Seq. No. 


13155 






Seq. ID 


OJ991111_18.0127 


.C13 


Gene No. 


27879 






Strand 


+ 




Start 


164 






End 


257 




Name 


OJ991111 18.0127.C13 


.ol. 


gs 


Method 


GENSCAN 





13678 




Start 


1 C A 

X o4 




OCT 
Zj / 






none 


Score 


A 1 

. 4 J 




Exons 


1 CA 9 R 7 
1 04 . . / 








beq. JNO . 


lJlDD 




O.TQQ1 ?D1 Ifi 01 90 


. CI 


Gene No. 


27880 


Strand 


+ ' ~~ 




Start 


3362 


End 


3516 




Name 


OJ991201 18.0120.Cl.ol.gp 


Method 


AAT/GAP 




Of >iy>f 

btart 


3362 


End 


3516 




GI 


2315 5.R1084 


Score 


175 




Exons 


3362. .3516 








GI Descrip. 


' 601684 5/dbj | AP000570 . 1 | AP000570 l.Oe- 


14 Oryza sativa genomic 


DNA, chromosome 1, clone : P0711E10 ' 






Seq. No. 


13156 


Seq. ID 


ujyyizui xo.ux^u 


. L,X 


Gene No. 


27881 


Strand 






Start 


745 


End 


X 4 / u 




Name 


OJ991201 18.0120.Cl.ol.gs 


Method 






Start 


745 


End 


1 4 / u 




GI 


none 


Score 


.64 




Exons 


745. .1470 








beq. no. 


13157 


Seq. ID 


ujyyx^ux lo.uizu 


. L/O 


Gene No. 


27882 


Strand 






Start 


1 


End 


Joy 




Name 


OJ991201 18.0120.C5.ol.np 


Method 


7\ 7\ T / XT TH D 

/ N/\r 




Start 


1 


End 


j o y 




GI 


6705984 


Score 


514 




Exons 


1. .389 








GI Descrip. 


(AB033235) gag-pol polyprotein [Oryza 


sat i va ] 




Seq. No. 


13157 


Seq. ID 


nTQQi9ni ifl ni9n 
ujyyxzux io . uizu 




Gene No. 


27882 


Strand 






btart 


1 


End 


j o y 




Name 


OJ991201 18.0120.C5.ol.tw 


Method 


i dlao ia . wnean. 




Start, 


15 


End 


387 




GI 


none 


Score 


62 




Exons 


15. .143, 16. .387, 17. .382, 178..384 






Seq. No. 


13157 


Seq. ID 


OJ991201_18.0120 


.C5 


Gene No. 


27882 


Strand 






C +- -5 V-4- 

btdlt 


1 


End 


389 




Name 


OJ991201 18.0120.C5.ol.gs 


Method 


GENSCAN 




otart 


45 


End 


298 




GI 


none 


Score 


.53 




Exons 


45. .298 








Seq. No. 


13157 


Seq. ID 


OJ991201_18.0120 


.C5 


Gene No. 


27882 


Strand 






btart 


1 


End 


389 




Name 


OJ991201 18.0120.C5.ol.ts 


Method 


TBLASTX : Soybean 




Start 


169 


End 


384 




GI 


none 


Score 


45 




Exons 


169. .249, 179. .247, 245. .373, 


253. .384 






Seq. No. 


13158 


Seq. ID 


OJ991201_18.0120 


.C9 


Gene No. 


27883 


Strand 







13679 




Start 


c tz o 
3 DO 




hna 


~i n o 
/uz 








Name 


OJ991201 18 . 0120 . C9 . ol . 


gs 


Metnoa 










Start 


C f 0 

568 




T~> — -J 

hna 


1 UZ 








GI 


none 




Score 


. D 1 








Exons 


5 68. . / 02 














Seq. No. 


13159 




Seq. ID 


OJ991201_ 


_18 


.0120 


.CIO 


Gene No. 


27884 




Strand 


+ 








Start 


A ft 

4 y 




End 


I JOl 








Name 


OJ991201 18 . 0120 . CIO . ol 


.gs 


Method 


TP Vt O f~* 7\ M 








Start 


4 9 




End 










GI 


none 




Score 


Q A 
. O 4 








Exons 


4 9 . . lo9 , . DVD . . bob, 114/ 


. . 1361 










Seq. No. 


13160 




Seq. ID 


r\ to Qi oni 
uo y y izu i 


1 ft 
1 O 


. u ±z u 


.LIZ 


Gene No. 


27885 




Strand 


+ 








Start 


1 




End 


1789 








Name 


OJ991201 18.0120.C12.ol 


.np 


Method 


7\ 7\ f / NT a D 








Start 


1 




End 


1 TOO 

i / o y 








GI 


6498436 




Score 


1 TOO 

1Z j J 








Exons 


1..71, 380. .452, 501. .1408, 


1673. .1789 










GI Descrip. 


(AP000815) hypothetical 


protein [Oryza 


• 

sat lva ] 








Seq. No. 


13160 




Seq. ID 


OJ991201_ 


_18 


.0120 


.C12 


Gene No. 


27885 




Strand. 


+ 








Start 


l 




End 


1 TOO 

i / by 








Name 


OJ991201 l8.0l20.C12.ol 


. gs 


Method 










Start 


218 




End 


i / 4 y 








GI 


none 




Score 


. 4 / 








Exons 


218. .1407, 16/3. .1/49 














Seq. No. 


13161 




Seq. ID 


OJ991201_ 


_18 


.0120 


.C13 


Gene No. 


27886 




Strand 










Start 


822 




End 










Name 


OJ991201 18.0120.C13.ol 


.gs 


Method 










Start 


822 




End 


IZo O 








GI 


none 




Score 


. OZ 








Exons, 


822. .997, 1126. .1238 














Seq. No. 


13162 




Seq. ID 


OJ991201 


_18 


.0120 


.C14 


Gene No. 


27887 




Strand 










Start 


288 




End 


Zl 7 £ 








Name 


OJ991201 18.0120.C14.ol 


.gs 


Method 










Start 


288 




End 


4/0 








GI 


none 




Score 


Q 

. y 








Exons 


288. .476 














Seq. No. 


13163 




Seq. ID 


OJ991201 


_18 


.0120 


.C15 


Gene No. 


27888 




Strand 


+ 








Start 


334 




End 


ft £ R 
ODD 








Name 


OJ991201 18.0120.C15.ol 


.gs 


Method 










Start 


334 




End 


865 








GI 


none 




Score 


.65 








Exons 


334. .362, 768. .865 














Seq. No. 


13164 




Seq. ID 


OJ991201 


JL8 


.0120 


.C16 


Gene No. 


27889 




Strand 











13680 




Start 


I/O 




End 


Ton 

729 




Name 


OJ991201_18 .0120.C16.ol 


. gs 


Method 


GEN SCAN 




Start 


178 




End 


"J O A 

72 9 




GI 


none 




Score 


. 88 




Exons 


i/cf. . oil , odo. . /z y 










Seq. No. 


13165 




Seq. ID 


OJ991201_18.0120 


. C17 


Gene No. 


27890 




Strand 






Start 


82 




End 


535 




Name 


OJ991201 18.0120.C17.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


60 




End 


535 




GI 


none 




Score 


55 




Exons 


60. .86, 80. .154, 82. .168, 102 


..155-, 103. .168, 167. .211, 






1Q1 OQtr OQO A A r\ OQC 

lol. .ZoO, ZoZ . .44U, ^oO 


A A Q 

. . 4 4 y , 


OQQ /ICO 

Zo y . .4 Do 


ooo /i c n a a a 

, 9 . . 459 , 4 94.. 


c o c 

535 


Seq. No. 


i o. 1 £ t; 




beq. lu 


atqch om iq m on 


.C17 


Gene No. 


9 1 p on 




Strand 






otart 


Q O 




T~> -J 

bnct 


c o c 

3 J 5 




Name 


OJ991201 18.0120.C17.ol, 


.gs 


Method 


GENSCAN 




Start 


82 




End 


522 






none 




Score 


. O / 




Exons 


o o coo 










Seq. No. 


lolOD 




Seq. ID 


OJ991201 18.0120 


.C18 


Gene No. 


z lo y i 




Strand 






Start 


loo 




bna 


C A 1 

b4 1 




Name 


OJ991201 18.0120.C18.ol, 


.gs 


Method 


GENSCAN 




Start 


183 




End 


641 




GI 


none 




Score 


. DO 




Exons 


iqo. o n o o n. q £ ^ i 










Seq. No. 


1 jlo / 




beq. ID 


ujyyizui lo.uizu 


.C20 


Gene No. 


Z / o y Z 




Strand 






Start 


"3 Aft 






boy 




Name 


uj y yizui lo.uizu.uzu.oi. 


.gs 


Method 


bhjNbCAN 




Start 


jUU 




End 


689 




GI 


none 




Score 


.74 




Exons 


300.. 689 










Seq. No. 


13168 




Seq. ID 


OJ991201_18.0120 


.C21 


Gene No. 


27893 




Strand 


+ 




C -1 1 -v- 4- 


49 




End 


173 




Name' 


OJ991201 18 .0120.C21.ol. 


gs 


Method 


GENSCAN 




Start 


49 




End 


173 




bl 


none 




Score 


.43 




Exons 


49. . 173 










Seq. No. 


13168 




Seq. ID 


OJ991201 18.0120 


. C21 


Gene No . 


27894 




Strand 


+ 




o tart. 


1027 




End 


1215 




Name 


OJ991201 18.0120.C21.ol. 


gp 


Method 


AAT/GAP 




Start 


1027 




End 


1215 




GI 


uC-osflcyp033a04bl 




Score 


343 




Exons 


1027. .1215 










GI Descrip. 


1 6016845/dbj IAP000570. 1 | 


AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 







13681 






Seq. No. 


13168 


Seq. ID 


OJ991201 18.0120. 


C21 




Gene No. 


27895 


Strand 








Start 


960 


End 


1215 






Name 


OJ991201 18.0120.C21.ol.np 


Method 


AAT/NAP 






Start 


960 


End 


1215 






GI 


4680186 


Score 


322 






Exons 


960. .1215 










GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 






Seq. No. 


13169 


Seq. ID 


OJ9912Q1 18.0120. 


C23 




Gene No. 


27896 


Strand 


+ 






Start 


121 


End 


328 






Name 


(3J991201 18.0120.C23.ol.np 


Method 


AAT / NAP 






Start 


121 


End 


"3 o o 

328 






GI 


6721516 


Score 


89 






Exons 


121. .328 










GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 






Seq. No. 


13170 


Seq. ID 


OJ991201_18.0120. 


C24 




Gene No. 


27897 


Strand 


+ 






Start 


91 


End 


O O *D 

2o 3 






Name 


OJ991201 18.0120.C24 .ol.gs 


Method 


GENSCAN 






Start 


91 


End 


283 




i j 


GI 


none 


Score 


. 58 






Exons 


91. .283 










Seq. No. 


13171 


Seq. ID 


OJ991201_18 . 0120 . 


C25 




Gene No. 


27898 


Strand 








Start 


1 


End 


710 




Li 


Name 


OJ991201 18.0120.C25.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


710 






GI 


6705984 


Score 


627 






Exons 


1..514, 570. .710 










GI Descrip. 


(AB033235) gag-pol polyprotein [Oryza 


sativa] 






Seq. No. 


13171 


Seq. ID 


OJ991201 18.0120. 


C25 




Gene No. 


27898 


Strand 


- 






Start 


1 


End 


710 




□ 


Name 


OJ991201- 18.0120.C25.ol.tw 


Method 


TBLASTX : Wheat 






Start 


1 


End 


382 




Us? 


GI 


none 


Score 


100 






Exons 


1..156, 3. .155, 20. .157, 95. 


.382, 157. 


o*Dn ioo oon 10 

. Jjy, I0J..00U, lo 


1 0 000 
0 . .382 




Seq. No. 


13171 


Seq. ID 


OJ991201 18.0120. 


C25 




Gene No. 


27898 


Strand 


- 






Start 


1 


End 


710 






Name 


OJ991201 18.0120.C25.ol.tm 


Method 


TBLASTX : Maize 






Start 


221 


End 


506 






GI 


none 


Score 


70 






Exons 


221. .505, 366. .506 










Seq. No. 


13171 


Seq. ID 


OJ991201_18.0120. 


C25 




Gene No. 


27898 


Strand 








Start 


1 


End 


710 






Name 


OJ991201 18.0120.C25.o2.np 


Method 


AAT/NAP 






Start 


512 


End 


710 






GI 


4539658 


Score 


86 





13682 




Exons 512.. 710 

GI Descrip. (AF061282) serine carboxypeptidase-like protein [Sorghum 
bicolor] 



Seq. No. 


1 79 




Seq. ID 


OJ991201_18.0120. 


p 0 7 


bene no . 






Strand 


+ 




OA 1 -v- f- 






End 


19876 




Name 




.C27 .ol.np 


Method 


AAT/NAP 




o rare 


1 ft 1 




End 


18682 




GI 


6691191 




Score 


2765 




Exons 


181. .389, 9478.. 


12278, 18422 


. .18682 






GI Descrip. 


^ H.b UU / JJfl J E/CZZ 


.15 [Arabidopsis thaliana] 




beq. no. 


1 J 1 1 £ 




Seq. ID 


OJ991201_18.0120. 


P97 


bene no. 


97ft QQ 




Strand 


+ 




Of a y+- 


1 ft 1 




End 


19876 




Name 


fYTQQI 901 1ft 01 90 


.C27 .o5.gs 


Method 


GENSCAN 




Start 


18467 




End 


19876 




GI 


none 




Score 


.64 




Exons 


i Q /I £7 1 qc;qq 1 0 
1 0 ^ 0 / . . lojyo/ it) 


751. .19232, 


19273. .19876 




beg. no. 


1 01 70 




Seq. ID 


OJ991201_18.0120. 


CO 7 
bZ / 


Gene No. 


^ / yuu 




Strand 






Start 


/CO 

4 Do 




End 


666 




Name 


mQQi om 1 0 ni on 
ujyyizui lo.uizu 


.C27 .ol.gs 


Method 


GENSCAN 




Start 


453 




End 


666 




GI 


' none 




Score 


.96 




Exons 


/ICO £ £ (T 

4 DO ..ODD 










Seq. No. 


1 J 1 / / 




Seq. ID 


OJ991201_18.0120. 


P07 
bZ / 


Gene No . 


9 7 QH 1 

z / yui 




Strand 






ot art. 


1/191^ 
1 *± Z 1 O 




End 


18589 




Name 




.C27 .06. tw 


Method 


TBLASTX: Wheat 




Start 


8271 




End 


8624 




GI 


none 




Score 


179 




Exons 


007 1 Q aOA 
0 c* / 1 • • O OZ 4 










beq. no. 


1 "31 79 
Ijl / i 




Seq. ID 


OJ991201_18.0120. 


P97 


bene no . 


9 7 Qfl 1 

z / yui 




Strand 






OtalL 


14 91^ 
14^1 J 




End 


18589 




Name 


mQQi oni ift ni on 
uuyyizui 10 . uizu 


.C27 ,o3.ts 


Method 


TBLASTX : Soybean 




Start 


9797 




End 


10221 




GI 


none 




Score 


104 




TT* 5^ /*S T"\ C 

Lxons 


Q7 Q7 QQ1 £ QQ1 Q 

J? / 3? / • . _7 .7 1 O , .7 .7 1 _7 


..9963, 9965 


..10003, 10012. .10209, 10027 


1 1 D9 9 1 


beq. no. 


1 "5 1 7 9 




Seq. ID 


OJ991201_18.0120. 


CO 1 


Gene No. 


z / yui 




Strand 






Start 


14213 




End 


18589 




Name 


OJ991201 18.0120 


.C27 .o5. tw 


Method 


TBLASTX: Wheat 




Start 


9797 




End 


10200 




GI 


none 




Score 


112 




Exons 


9797.. 10003, 992 


8.. 10005, 9996.. 10091, 


10027. .10200 




Seq. No. 


13172 




Seq. ID 


OJ991201_18.0120. 


C27 


Gene No. 


27901 




Strand 






Start 


14213 




End 


18589 




Name 


OJ991201 18.0120 


.C27.o2.tm 


Method 


TBLASTX: Maize 





13683 



Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start * 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10084 
none 

10084 . . 10446 



End 
Score 



10446 
219 



13172 
27901 
14213 

OJ991201_18.0120.C27.ol.tw 
10297 
none 

10297. .10728, 10299. .1034 9, 10315. .10704, 10413. .10718 



Seq. ID OJ991201_18.0120, 
Strand 

18589 

TBLASTX: Wheat 
10728 
522 



C27 



End . 
Method 
End 
Score 



13172 
27901 
14213 

OJ991201_18 .0120.C27 .ol.tm 

10462 

none 

10462. .10875, 104 76 .. 10874 , 

13172 
27901 
14213 

OJ991201_18.0120.C27.o2.ts 

10588 

none 

10588. .10653, " 10653. .10943, 

13172 
27901 
14213 

OJ991201_18 . 0120.C27 .o2.tw 

10732 

none 

10732. .11034, 10736. .11002, 

13172 
27901 
14213 

OJ991201_18.0120.C27.o4 .tw 

11047 

none 

11047. .1124 7, 1104 9. .11231, 



Seq. No. 13172 

Gene No. 27901 

Start 14213 

Name OJ991201_18 . 0120 . C27 . o5 . ts 

Start 11053 

GI none 

Exons 11053. .11187, 11053 .. 11169, 

Seq. No. 13172 

Gene No. 27901 

Start 14213 

Name OJ991201_18 . 0120 . C27 . ol . tc 

Start 11311 



Seq. ID OJ991201_18.0120, 
Strand 

End 18589 

Method TBLASTX : Maize 

End 11010 

Score 266 
10867. .11010 

Seq. ID OJ991201_18.0120, 
Strand 

End 18589 

Method TBLASTX : Soybean 

End 10943 

Score 63 r. 
10654. .10941 

Seq. ID OJ991201_18.0120, 
Strand 

End 18589 

Method TBLASTX : Wheat 

End 11034 

Score 380 
10761. .11033 

Seq. ID OJ991201_18.0120. 
Strand 

End 18589 

Method TBLASTX : Wheat 

End 11517 

Score 189 
11239. .11334, 11314. .11517 

Seq. ID OJ991201_18.0120. 
Strand 

End 18589 

Method TBLASTX : Soybean 

End 11187 

Score 200 
11067. .11174 

Seq. ID OJ991201_18.0120. 
Strand 

End 18589 

Method TBLASTX : Cress 

End 11613 



C27 



C27 



C27 



C27 



C27 



C27 



13684 




GI 


none 






Score 


292 






Exons 


11311. 


.11613, 11463. 


. 11612 










Seq. No. 


13172 






Seq. ID 


OJ991201 


__18 .0120 


.C27 


Gene No. 


27901 






Strand 








Start 


14213 






End 


18589 






Name 


OJ991201 18.0120.C27 


. o4 . ts 


Method 


TBLASTX: 


Soybean 




Start 


11634 






End " 


11958 






GI 


none 






Score 


81 






Exons 


11634. 


.11675, 11635. 


. 11676, 


11673. .11957, 11674 


. . 11958 




Seq. No. 


13172 






Seq. ID 


OJ991201 


_18.0120, 


.C27 


Gene No. 


27901 






Strand 








Start 


14213 






End 


18589 






Name 


OJ991201 18.0120.C27 


. o3 . tw 


Method 


TBLASTX: 


Wheat 




Start 


11635 






End 


12090 






GI 


none 






Score 


364 






Exons 


11635. 


.12090, 11640. 


. 12080 










Seq. No. 


13172 






Seq. ID 


OJ991201 


_18.0120, 


.C27 


Gene No. 


27901 






Strand 








Start 


14213 






End 


18589 






Name 


OJ991201 18.0120.C27 


.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


11959 






End 


18589 






GI 


none 






Score 


306 






Exons 


11959. 


.12258, 11960. 


. 12142, 


11961^.12188, 12243 


. . 12278, 






18416. 


.18490, 18500. 


. 18589 










Seq. No. 


13172 






Seq. ID 


OJ991201 


_18 .0120. 


.C27 


Gene No. 


27901 






Strand 








Start 


14213 






End 


18589 






Name 


OJ991201 18.0120.C27 


. o4 . gs 


Method 


GEN SCAN 






Start 


14213 






End 


17846 






GI 


none 






Score 


.41 






Exons 


14213. 


.14244, 16119. 


. 16568, 


16651. .16782, 17792 


. . 17846 




Seq. No. 


13172 






Seq. ID 


OJ991201 


_18.0120. 


.C27 


Gene No. 


27901 






Strand 








Start 


14213 






End 


18589 






Name 


OJ991201 18.0120.C27 


. o3 . tm 


Method 


TBLASTX:! 


Maize 




Start 


17735 






End 


18410- 






GI 


none 






Score 


82 






Exons 


17735. 


.17809, 17735. 


. 17797, 


17736. .17798, 17794 


. . 17919, 






17801. 


.17923, 17801. 


. 17905, 


17806. .17922, 18167 


. . 18283, 






18167. 


.18295, 18180. 


. 18296, 


18281. .18406, 18288 


. . 18410, 






18288. 


.18392, 18293. 


. 18409 










Seq. No. 


13173 






Seq. ID 


OJ991201 


JL8.0120. 


.C28 


Gene No. 


27902 






Strand 


+ 






Start 


3502 






End 


3883 






Name 


OJ991201 18.0120.C28 


.ol.gp 


Method 


AAT/GAP 






Start 


3502 






End 


3883 






GI 


2312944 




Score 


395 






Exons 


3502. . 


3539, 3633.-3883 










Seq. No. 


13173 






Seq. ID 


OJ991201 


_18.0120. 


,C28 


Gene No. 


27903 






Strand 









13685 



Start 


4629 


End 


9372 




Name 


OJ991201 18.0120.C28.o2.gp 


Method 


AAT/GAP 




Start 


4629 


End 


7665 




GI 


2315 5.R1084 


Score 


428 




Exons 


4629.-4668/ 5906.. 5962, 7412 


. .7665 






GI Descrip. 


, 6016845/dbj | AP000570 . 1 | AP000570 1 . Oe- 


14 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 






Seq. No. 


13173 - 


Seq. ID 


a tooi oai to m on 


L,Z o 


Gene No. 


27903 


Strand 


_L 

r 




Start 


4 629 


hiiiQ. 


j3 f *Z 




Name 


OJ991201 18.0120.C28.ol.np 


Method 


AAT/NAP 




Start 


5088 


End 


9372 




GI 


5852181 


Score 


Q A 




Exons 


5088.. 5129, 8273.-8478, 9120 


. .9372 






GI Descrip. 


(AL117265) zhbOOll.l [Oryza 


sativa] 






Seq. No. 


13173 


Seq. ID 


r\TQQ1 9H1 IP. ni°n 

ujyyizux xo.uxzu 




Gene No. 


27903 


Strand 


+ 




Start 


4629 


End 


9372 




Name 


OJ991201 18 . 0120 . C28 . o3 . gs 


Method 


GENSCAN 




Start 


6771 


End 


8863 




GI 


none 


Score 


.94 




Exons 


6771. .7043, 8579.-8863 








- 

Seq. No. 


13173 


Seq. ID 


OJ991201_18.0120 


POO 


Gene No. 


27904 


Strand 


+ 




Start 


16353 


End 


21676 




Name 


OJ991201 18 . 0120 . C28 . o5 . gs 


Method 


GENSCAN 




Start 


: ' 16353 


End 


21676 




GI 


none 


Score 


.41 




Exons 


16353. . 16515, 17359 .. 17 953, 


18334. .18397, 18424 .. 18552 , 






19492. . 19539, 19587 19770, 


20608. .20741, 20988 .. 21219, 






21585. .21676 








Seq. No. 


13173 


Seq. ID 


OJ991201_18.0120 


POO 


Gene No. 


27905 


Strand 






Start 


3495 


End 


4317 




Name 


OJ991201 18.0120.C28.o2.gs 


Method 


GENSCAN 




Start 


3495 


End 


4317 




GI 


none 


Score 


.91 




Exons 


3495. .3714, 3838. .4197, 4265 


. .4317 






Seq. No. 


13173 


Seq. ID 


OJ991201_18.0120 




Gene No. 


27906 


Strand 






Start 


9475 


End 


15352 




Name 


OJ991201 18.0120.C28.o4.gs 


Method 


GENSCAN 




Start 


9475 


End 


15352 




GI 


none 


Score 


.43 




Exons 


9475.-9576, 9849. .9961, 13137 .. 13370, 


13488. .13700, 






137 97. .13945, 1484 1 .. 14 8 95, 


15229. .15352 




Seq. No. 


13173 


Seq. ID 


OJ991201_18 . 0120 


.C28 


Gene No. 


27907 


Strand 






Start 


15563 


End 


18136 




Name 


OJ991201 18.0120.C28.o4.tm 


Method 


TBLASTX: Maize 




Start 


10933 


End 


11226 





13686 






GI 


none 






Score 


107 






Exons 


10933. 


. 11031, 11030. 


. 11218, 


11038. .11226 






Seq. No. 


13173 






Seq. ID 


OJ991201_18.0120 


C28 




Gene No. 


27907 






Strand 








Start 


15563 






. End 


18136 






Name 


OJ9912 


01_18.0120.C28 


. o4 . tw 


Method 


TBLASTX: Wheat 






Start 


11305 






End 


11676 ' 






GI 


none 






Score 


80 






Exons 


11305. 


.11451, 11311. 


. 11448, 


11485. .11676 






Seq. No. 


13173 






Seq. ID 


OJ991201_18.0120 


C28 




Gene No . 


27907 






Strand 








Start 


15563 






End 


18136 






Name 


OJ9912 


01_JL8 .0120.C28 


.o2 . tm 


Method 


TBLASTX: Maize 






Start 


11398 






End 


11872 






GI 


none 






Score 


71 






Exons 


11398. 


. 11451, 11402. 


. 11449, 


11479. . 118 


71, 11503. .11571, 








11684 . 


. 11872 












Seq. No. 


13173 






Seq. ID 


OJ991201_18.0120 


C28 




Gene No. 


27907 






Strand 








Start 


15563 






End 


18136 




W- 


Name 


OJ9912 


01_18.0120.C28 


. o2 . tw 


Method 


TBLASTX: Wheat 




.5 


Start . 


11770 






End 


12321 






GI 


none 






Score 


264 






Exons 


11770. 


.11886, 11914. 


. 11952, 


11959. .12321 






Seq. No. 


13173 






Seq. ID 


OJ991201_18.0120 


C28 




Gpne No . 


27907 






Strand 








Start 


15563 






End 


18136 




Li 


Name 


OJ9912 


01_18.0120.C28 


.ol.ts 


Method 


TBLASTX : Soybean 




- 


Start 


11944 






End 


12441 






GI 


none 






Score 


41 




lis 


Exons 


11944 . 


. 12129, 12017 . 


. 12109, 


12118. .12345, 12146. .12340, 




H i 
'kl 




12313. 


. 12441 










B » 


Seq. No. 


13173 






Seq. ID 


OJ99p.201_18.0120 


.C28 




Gene No. 


27907 






Strand 






; p? 


Start 


15563 






End 


18136 






Name 


OJ9912 


01_18.0120.C28 


. ol . tm 


Method 


TBLASTX: Maize 






Start 


12076 






End 


13038 






GI 


none 






Score 


104 






Exons 


12076. 


. 13038, 12077 . 


. 12349, 


12416. . 12553, 12628. .13023 






Seq. No. 


13173 






Seq. ID 


OJ991201_18.0120 


C28 




Gene No. 


27907 






Strand 








Start 


15563 






End 


18136 






Name 


OJ9912 


01_18.0120.C28 


. 06 . tw 


Method 


TBLASTX: Wheat 






Start 


12328 






End 


12696 






GI 


none 






Score 


103 






Exons 


12328. 


.12408, 12400. 


.12552, 


12562. .12696 






Seq. No. 


13173 






Seq. ID 


OJ991201_18.0120 


C28 




Gene No. 


27907 






Strand 








Start 


15563 






End 


18136 






Name 


OJ9912 


01 18.0120.C28 


. o3 . tw 


Method 


TBLASTX: Wheat 





13687 




Start 


12703 




T-l ^ _] 

End 


iz y o 4 




GI 


none 




Score 


lou 




Exons 


iz f uj . . iz y by , iz/uy. 


1 O QQ A 

. ±z y O 4 








Seq. No. 


1 O 1 "1 O 

13173 




Seq. ID 


OJ991201_18.0120. 


pop 


Gene No. 


27907 




Strand 






Start 


15563 




End 


18136 




Name 


/-\ ta 01 O A 1 1 O A 1 OA O O 

OJ99120L lo.012U.Czo 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


13177 




End 


13947 




GI 


none 




Score 


46 




Exons 


13177 .. 13254 , 13231. 


T O A 1 A 

. 13410, 


13414. .13629, 13714. .138 90, 






1 O AA A. "1 *3 A. /l "7 

i oyu y . . ±jy 4 / 










Seq. No. 


13173 




Seq. ID 


OJ991201JL8.0120. 


.C28 


Gene No. 


27907 




Strand 






Start 


15563 




End 


18136 




Name 


a t a n 1 o a i to m on poo 

OJ991201 lo.U12U.C2o 


. Ol . L.W 


Method 


TBLASTX: Wheat 




Start 


13315 




End 


13653 




GI 


none 




Score 


116 




Exons 


i jo xo . . i ooz y , ijjio. 




13468. .13653 




Seq. No. 


13173 




Seq. ID 


OJ991201JL8.0120. 


.C28 


Gene No. 


27907 




Strand 






Start 


15563 




End 


18136 




Name 


OJ991201 18.0120.C28 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


13948 




End 


14296 




GI 


none 




Score 


70 




Exons 


13948.. 14169, 13995. 


. 14159, 


14171. .14296, 14173. .14295 




Seq. No. 


13173 




Seq. ID 


OJ991201_18.0120, 


pop 


Gene No. 


27907 




Strand 






Start 


15563 




End 


18136 




Name 


OJyyizUi lo.uizu.czo 


. o4 . np 


Method 


AAT/NAP 




Start 


15563 




End 


18136 




GI 


a a r a o a /™ 

4850396 




Score 


314 




Exons 


15563. .15661, 17593. 


.18136 








GI Descrip. 


(AC 00 / 35 / ) FoFiy.lo 


[Arabidopsis thaliana] 




Seq. No. 


13174 




Seq. ID 


OJ991201_18.0120 




Gene No . 


O "7 AA Q 

z / y u o 




Strand 


+ 




Start 


1 




End 


1840 




Name 


OJ991201 18.0120.C29 


. o2 .np 


Method 


AAT/NAP 




Start 


1 




End 


1840 




GI 


3980413 




Score 


114 




Exons 


1..43, 1563. .1840 










GI Descrip. 


(AC004561) putative 


pumilio/Mpt5 family RNA-binding protein 




[Arabidopsis thaliana] 








Seq. No. 


13174' 




.Seq. ID- 


OJ991201_18.0120 


.C29 


Gene No. 


27908 




Strand 


+ 




Start 


1 




End 


1840 




Name 


OJ991201 18.0120.C29 


. o 1 . np 


Method 


AAT/NAP 




Start 


257 




End 


1711 




GI 


132790 




Score 


116 




Exons 


257. .314, 1413. .1711 











GI Descrip. CHLOROPLAST SOS RIBOSOMAL PROTEIN L22 gi | 7 1290 | pir | | R5RZ22 

ribosomal protein L22 - rice chloroplast gi | 12026 | emb | CAA33 935 | 



13688 



(X15901) ribosomal protein L22 [Oryza sativa] 

gi 1226647 |prf | 1 1603356BX ribosomal protein L22 [Oryza sativa] 



O c ^ • i 


13174 




Seq. ID 


OJ991201 18 0120 


C29 


udllC LNvJ . 


27908 




Strand 






O Lai l 


1 




End 


J. O 1 \J 




ln aiuc 


OJ991201 18.0120.C29.ol 


.gs 


Method 


VJ Cj IN i_> V-f.f~i.LN 




OLai L 


370 . 




End 






GI 


none 




Score 


.79 




Exons 


370. .378, 589. .1307, 1569. .1731 






Qppr M n 
OC^ ■ LN vj • 


13174 




Seq. ID 


OJ9912 01 18 0120 


C2 9 


0 Tl o Mo 
UCllC LN . 


27908 




Strand 


+ 






1 




End 


1840 




Name 


OJ991201 18.0120.C29.ol 


. tw 


Method 


TRT.A^TX • Whp^t 






1425 




End 


1539 




V_t -L. 


none 




Score 


175 




Exons 


1425. .1532, 1428. .1532, 


1432. 


.1539 






Seq. No. 


13175 




Seq. ID 


OJ991201_18.0120. 


C30 


udllC LN l_> • 


27909 




Strand 


+ 




o Lai L 


1 




End 


1925 




Name 


OJ991201 18.0120.C30.ol 


.np 


Method 


AAT/NAP 




c -i- a f- 

O Ldl L 


1 




End 


1925 




(IT 


3980417 




Score 


189 




Exons 


1..31, 168.. 423, 1854/. 


1925 








GI Descrip. 


(AC004561) putative pumilio/Mpt5 family RNA-binding protein 




[Arabidopsis thaliana] 










Qe_o- Mo 


13175 




Seq. ID 


OJ991201_18.0120. 


C30 


f?Ono M O 
OtJIltS LNVJ • 


27909 




Strand 


+ 




jlqi l 


1 




End 


1925 




Name 


OJ991201 18.0120.C30.ol 


. tc 


Method 


TBLASTX: Cress 






170 




End 


400 




GI 


none 




Score 


236 




Exons 


170. .400, 256. .399 










Qpn- Mn 

i_> C • LN ■ 


13175. 




Seq. ID 


OJ991201_18.0120. 


C30 


(2on^ Mo 

UC11C LN \J » 


27909 




Strand 


+ 




Start 


1 




End 


1925 




Name 


OJ991201 18.0120.C30.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


170 




End 


400 




GI 


none 




Score 


230 




Exons 


170. .400, 179. .400 










Qpn Mn 


13175 




Seq. ID 


OJ991201_18.0120. 


C30 


flea n £i Mn 

UC11C LN k_> . 


27909 




Strand 


+ 




Start 


1 




End 


1925 




Name 


OJ991201 18.-0120. C30.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


203 




End 


400 




GI 


none 




Score 


219 




Exons 


203. .400, 203. .307, 250 


. .399 








Seq. No. 


13176 




Seq. ID 


OJ991201_18.0120. 


C31 


Gene No. 


27910 




Strand 






Start 


62 




End 


3760 




Name 


OJ991201 18.0120.C31.ol 


.np 


Method 


AAT/NAP 





13689 




Qt- art- 
oLdl L 


69 




End 


3760 


PT 

OX 


4 68 0904 




Score 


987 


1T vnn c 


69 9 39 S9 3 SQS 6Q7 


.807, 


901. .1074, 


1163. .2256, 2348. .3 


OX L^Co^J- X • 


(AF1141711 hvnnfhpfirfll 

^ L X X T X IX.) llypUL-ilCLlUCll 


protein [Sorghum bicolor] 


Cart Mo 
O C q • IN \J . 


1317 6 




Seq. ID 


OJ991201_18.0120.C31 


Gene No. 


27910 




Strand 


- 


Start 


62 




End 


3760 


LNctlUt; 


OJ991201 18 0120 C31 ol 

\JKjZJZJX£.\JX XO.UX^-U.^-JX.^X 


. gs 


Method 


GENSCAN 


Cf a -ri- 
ot dx t, 


nn — 

X X \J 




End 


3745 


ox 


nunc 




Score 


7 3 


EiXOilb 


110 939 39Q 497 S23 


. .595, 


697. .807, 


901. .1074, 1163. .17 




2063 22S6 2348 2713 


272 6. 


.3745 




Seq. No. 


13176 




Seq. ID 


OJ991201_18.0120.C31 


Gene No. 


27910 




' Strand 


- 




69 




End 


3760 


Name 


O.TQQ1901 18 0190 P31 n9 


. tw 


Method 


TBLASTX: Wheat 




79 Q _ 




End 


1 387 

1 JO / 


pt 
o X 


none 




Score 


49 


ill ALJi lo 


799 809 736 81 0 882 


..1076, 888. .10£ 


8, 1319. .1387 


Seq. No. 


13176 




Seq. ID 


OJ991201_18.0120.C31 


Gene No. 


27910 




Strand 


- 


oLdi L 


69 




End 


3760 


Name 


O.TQQ1 901 1 8 0190 P31 nl 


. tw 


Method 


TBLASTX: Wheat 




97 39 ~ 




End 


.3035 


PT 


none 




Score 


95 


Exons 


9739 9879 9733 9813 


2867. 


.3034, 28£ 


6. .3035 


Q o o- Mo 
o c q • in u . 


1317 7 

X J X / / 




Seq. ID 


OJ991201_18.0120.C32 


f)ono M o 


97Q1 1 

Z. / _7 1 X 




Strand 




Of ar f 
O Lai L. 


1 SS4 




End 


2883 


Name 


O.TQQ1 901 1 8 01 90 P39 ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


1070 




End 


2331 


GI 


none 




Score 


45 


daUIio 


1070 1 1 69 1 087 1 1 S8 

X L/ / VJ . . IIUl ( X U O / . • X X ~J O f 


1151. 


.1231, 1179.. 1232, 1227... 1382, 




1 936 1 3SS 1 938 1 3S7 

1^ J U . • X ~J «J *J f X c* ~J Q * . X O ~J 1 f 


1332. 


.1427, 136 


J4. .1423, 1429. .1476, 




14 30 14 74 14 34 1481 

11 JU . • 1 4 / *i , X 4 J 1 • ■ X *i O X , 


1469. 


.1801, 146 


J9..1918, 1485. .1913, 




1 91 S 2118 191S 2325 


1917. 


.2189, 1919. .2326, 2146. .2331, 




999S 9396 

Z. Z. Z, >J • * ~J \J 








Qprr Mo 


13177 




Seq. ID 


OJ991201_18.0120.C32 


Gene No. 


27911 




Strand 




Start ' 


1554 




End 


2883 


Name 


OJ991201 1 8 0120 P32 nl 


.np 


Method 


AAT/NAP 


Of- a -rf- 


1 SS4 _ 

X -J J *i 




End 


2883 


o x 


674 979Q 

\J f 1 Z. / Z. _7 




Score 


1899 




1SS4 9883 

1 JJ1 . • Z. O O -J 








P,T HoQpri n 

OX L/t^ o l~X X^J • 


(AF1 91 1 39^ RTM9 nrnl-pin 

\r\ZX.£,X,X*J^} £\i.n^ piULClU 


[Oryza sativa] 




Seq. No. 


13177 




Seq. ID 


OJ991201_18.0120.C32 


Gene No. 


27911 




Strand 




Start 


1554 




End 


2883 


Name 


OJ991201 18.0120.C32.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


1651 




End 


2038 


GI 


none 




Score 


83 



13690 



Exons 


±001. . x y uz , X ODZ . . loUl, 


i a 9 
X oDZ . 


.1918, 1656. .1913, 1915. .2034, 




1 Q1 OCi'XA 1 Q1 Q 90^0 


1 Q1 Q 


. z u o o 




Seq. No. 


13177 




Seq. ID 


OJ991201_18.0120.C32 


Gene No. 


27911 




Cf ran H 




Of 3 v~+- 


X D D *± 




Hi I L*JL 


9ft ft ? 


Name 


vJU:7:7XZUX lO.Ul^U.tJi.Ul. 


LIU 


Mo "f~ V"i 


TRT flCTY • Ma i to. 
I DJjnO 1 A * rJd-L Z.fcJ 




X y O ,7 




Hi I LKjL 


99ft? 
z z o o 


bX 


none 






1 ?d 


Exons 


1 Q£Q 99ft? 1 QQ7 9979 

X Z7 0.7 . . ZZO J, X^-7 / . ■ ZZ / Z 








beq. no. 


XOX / / 




Seq. ID 


OJ991201_18.0120.C32 


Gene No. 


27911 




Strand 




Start 


1554 




End 


2883 


Name 


nTQQI 901 1ft HI 90 P?9 n9 

ujy yi^ui xo.uxzu.v^oz.oz. 


L W 


Method 


TBLASTX: Wheat 


otart 


ZO Jo 




End 


2740 


H T 
VjX 


none 




Score 


63 


Exons 


9??ft 9419 9'^'^Q 941? 
ZJ Jo . . Z fi XZ , . Z fi Xj , 


9 AA£ 
Z H *i 0 . 


.2538, 2446. .2541, 2486. .2545, 




9R/1? 9££R 9^44 9fi£Q 
ZOfi O . . Z OOD , ZOflfi . .ZOO:?, 


9 67 R 
Z O / D . 


.2740, 2694. .2738 


beq . no . 


1 "3 1 TO 
iJl / O 




Seq. ID 


OJ991201_18.0120.C33 


Gene No. 


27912 




Strand 


+ 


Start 


1 




End 


5051' 


Name 


OJ991201 18.0120.C33.o2. 


np 


Method 


AAT/NAP 


C+- -i -w- +- 


1 




End 


2800 


bX 


. 6056191 




Score 


139 


Exons 


1..23, 2075. .2280, 2449. 


.2646, 2674. .2E 


iOO 


GI Descrip . 


(AC009400) . putative RNA binding protein [Arabidopsis thaliana] 


beq. no. 


13178 




Seq. ID 


OJ991201_18.0120.C33 


Gene No. 


27912 




Strand 


+ 


Start 


1 




End 


5051 


Name 


OJ991201 18.0120.C33.o2. 


gs 


Method 


GEN SCAN 


olai L 


2141 




End 


5051 


bX 


none 




Score 


.49 


Exons 


2141. .2290, 2465. .2642, 


3323. 


.3465, 3537.. 3707, 4270.. 4360, 




4462. .4575, 4902. .5051 








beq . no . 


13178 




Seq. ID 


OJ991201_18'.0120.C33 


Gene No. 


27913 




Strand 




Start 


1 




End 


2287 


Name 


OJ991201 18.0120.C33.ol. 


np 


Method 


AAT/NAP 


0 -1- -i -v- 4- 

brar z 


1 




End 


2287 




4680203 




Score 


939 


Exons 


1..1008, 2255. .2287 








bi uescrip, 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 


Seq. No. 


13178 




Seq. ID 


OJ991201_18.0120.C33 


Gene No. 


27913 




Strand 




b tar x. 


1 




End 


2287 


Name 


OJ991201 18.0120.C33.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


292 




End 


694 


GI 


none 




Score 


155 


Exons 


292. .540, 308.. 559, 309. 


.551, 


542. .694, 


556. .675 


Seq. No. 


13178 




Seq. ID 


OJ991201_18.0120.C33 


Gene No. 


27913 




Strand 





13691 




Of- p r f- 

Olal I 


1 






End 


2287 








Name 


OJ991201 18 


.0120.C33.ol 


gs 


Mat" hnri 










O LdX L 


307 






End 


811 










none 






Score 


. 53 








DAUlto 


307. .540, 664. .811 














Seq. No. 


13179 






Seq. ID 


OJ991201 


_18 


.0120 


C34 


Gene No. 


27914 






Strand 


+ 










801 






End 


1350 








Name 


OJ991201 18 


.0120.C34.ol 




Mp1~ h od 


GENSCAN 

\J L-J Li **J Willi 








Of 2 >-+- 


801 






End 


1350 








C T 


none 






Score 


. 57 










801. .890, 1258. .1350 














Seq. No. 


13179 






Seq. ID 


OJ991201 


_18 


.0120 


C34 


Gene No. 


27915 






Strand 


+ 








O t dirt 


5422 






End 


5915 








Name 


OJ991201_18 


.0120.C34.ol 


(TO 


Mpf h nri 

LJC Ull 


A AT /GAP 








OLQIL 


R4 99 

D *i c. £ 






End 


5915 








PT 
bi 


none 






Score 


961 








T7 1 v t"i o 


5422. .5915 
















o e q . in u . 


13179 






Seq. ID 


OJ991201 


18 


. 0120 


. C34 


Gene No. 


27916 






Strand 










Start 


1 






End 


2124 








Name 


OJ991201 18 


.0120.C34.ol 


.np 


Method 


AAT/NAP 








C -1 1 v 4- 

btart 


.1 






End 


9194 








C T 


6791 R1 9 






Score 


4 Q 








Exons 


1..68, 237. 


.384, 412. .513, 2093. .2124 












(AP001072) 


hypothetical 


protein [Oryza 


qaf i va 1 

O CL 1— — L_ V J 








Seq. No. 


13179 






Seq. ID 


OJ991201 


_18 


.0120 


.C34 


Gene No. 


27917 






Strand 












4557 






End 


5933 








Name 


OJ991201 18 


.0120.C34 .o2 


.gs 


Method 










Qfa y-+- 


4557 






End 


5902 








r* t 

bl 


no.n,e 






Score 


. 57 








F v n c 


. 4557. .4655, 


5759. .5902 














o e q . IN O . 


13179 






Seq. ID 


OJ991201 


_18 


.0120 


.C34 


Gene No. 


27917 






Strand 










Start 


4557 






End 


5933 








Name 


OJ991201 18 


.0120.C34.ol 


. tm 


Method 


TBLASTX: 


Maize 




oLdll 


5694 






End 


5933 








PT 


none 






Score 


201 








C vAn o 
EjXOIio 


5694. .5903, 


5694 . .5834, 


5695. 


.5904, 5696.. 5905, 


5711. .5905, 




5725. .5919, 


5886. .5933 














Seq. No. 


13180 






Seq/ 'ID 


OJ991201 


_18 


.0120 


.C35 


Gene No. 


27918 






Strand 










Start 


1 






End 


153 








Name 


OJ991201 18 


.0120.C35.ol 


• gp 


Method 


AAT/GAP 








Start 


1 






End 


153 








GI 


uC-osflM20204 8e08bl 




Score 


274 









Exons 1 . . 153 

GI Descrip. ' 2911040/emb | CAA17550 | 4.0e-33 (AL021961) receptor protein 
kinase - like protein [Arabidopsis thaliana] 1 



13692 





Seq. No. 


13180 




Seq. ID 


OJ991201_18.0120 


.C35 




Gene No. 


27919 




Strand 








Start 


2711 




End 


4172 






Name 


OJ991201 18 0120 C35.ol 


np 


Method 


AAT/NAP 






Start 


2426 ~ 




End 


3534 






GI 


6815053 




Score 


723 






Exons 


2426. .2662, 2712. .2887; 


3388. 


.3534 








v_J J. 1_/ \Z O 1- K/ • 


(AP001080) hvoothetical 


protein [Oryza 


sat iva 1 

tj LA L* JU V LA J 






Seq. No. 


13180 




Seq. ID 


OJ991201_18.0120 


.C35 




Gpnp No . 


27919 




Strand 








Start 


2711 




End 


4172 






Name 


OJ991201 18 0120 C35.ol. 


gs 


Method 


GENSCAN 






Start 


2711 ~ 




End 


4172 






GI 


none 




Score 


. 67 






J — J W 110 


2711 2887, 4067.. 4172 












Seq. No. 


13181 




Seq. ID 


OJ991201_18.0120 


.C36 




Gene No. 


27920 




Strand 








Start 


1 




End 


4722 






Name 


OJ991201 18.0120.C36.ol. 


np 


Method 


AAT/NAP 






Start 


1 _ 




End 


4722 






GI 


4680199 




Score 


200 




3; 

;. i 


P von q 


1 84 1006 1112 1187 


.1768 


, 4655.. 4722 




: 3; 

i;n 




\ xi i. X X T X / X ^ llj^JULUCI L ^ CI X 


protein [Sorghum bicolor] 




i'y 


Sea No 


13181 




Seq. ID 


OJ991201_18.0120 


.C36 


a 


Gene No. 


27920 




Strand 






j ( : 
j : : 
•s "cr 


Start 


1 




End 


4722 






Name 


OJ991201 18.0120.C36.ol. 


gp 


Method 


AAT/GAP 




"t s? 

r 1 1 


Start 


3772 




End 


4090 




: a? 


GI 


45924 1.R1084 




Score 


555 




■5 


F.ynns 

J_l A 110 


3772. .4090 










•:si 
: : 

: 8 p? 


GI Descrio. 


'6063530/dbj | AP000615 . 1 | AP000615 2 . Oe- 


19 Oryza sativa genomic 


'i. 1 




DNA, chromosome 3, clone 


!: P0043E01' 








Seq. No. 


13181 




Seq. ID 


OJ991201_18.0120 


.C36 


s; 


Gene No. 


27921 




Strand 








Start 


11532 




End 


17018 




n 


Name 


OJ991201 18.0120.C36.o3. 


ts 


Method 


TBLASTX : Soybean 






Start 


5878 




End 


8065 






GI 


none 




Score 


74 






E von <=; 


5878. .6000, 6064. .6396, 


7051. 


.7179, 7931. .7990, 8015. .8065 




Seq. No. 


13181 




Seq. ID 


OJ991201_18.0120 


.C36 






27921 




Strand 








Start 


11532 




End 


17018 






Name 


OJ991201 18.0120.C36.ol2 


. tw 


Method 


TBLASTX: Wheat 






Start 


5917 




End 


6300 






GI 


none 




Score 


84 






Exons 


5917. .6045, 6058. .6300 












Seq. No. 


13181 




Seq. ID 


OJ991201_18.0120 


.C36 




Gene No. 


27921 




Strand 








Start 


11532 




End 


17018 






Name 


OJ991201 18.0120.C36.o6. 


tm 


Method 


TBLASTX: Maize 





13693 






Q-t- -a r--H 
OLdlL 


/ / Oj 




End 


8143 








none 




Score 


93 








7783. 


7875, 7792.. 7875, 7904 


..8143, 7912. .7980, 8008. .8136 




Seq. No. 


13181 




Seq. ID 


OJ991201_18.0120 


.C36 




Gene No. 


27921 




Strand 


- 








11532 




End 


17018* 






Name 


OJ991201 18.0120.C36.o9.tw 


Method 


TBLASTX: Wheat 






O Lai U. 


7928 




End 


8236 








none 




Score 


221 






TP -\r o 


7928. . 


8236, 7933.. 8154 










oeq • LNU . 


13181 




Seq. ID 


OJ991201_18.0120 


.C36 




Gene No. 


27921 




Strand 








Start 


11532 




End 


17018 






Name 


OJ991201 18.0120.C36.o5.tm 


Method 


TBLASTX: Maize 






o car l 


8146 




End 


8512 








none 




Score 


93 






Exons 


8146. . 


8277, 8147.. 8275, 8265 


..8471, 8266. .8487, 8270. .8512, 






8282. . 


8488 










Seq. No. 


13181 




Seq. ID 


OJ991201_18.0120 




::i 


Gene No. 


27921 




Strand 








Of a >-f 
O Lai L 


11532 




End 


17018 






Name 


OJ991201 18.0120.C36.ol0.tw 


Method 


TBLASTX: Wheat 




i i 


C +- -3 v--4- 

oiiar u 


8306 




End 


8515" 




~f 




none 




Score 


201 




=i 

: | 


Exons 


8306. . 


8515, 8309.. 8512 










o e q . IN O . 


13181 




Seq. ID 


OJ991201_18.0120 


.C36 




Gene No. 


27921 




Strand 








Start 


11532 




End 


17018 






Name 


OJ991201 18.0120.C36.o2.np 


Method 


AAT/NAP 




"i 


OLdlL 


11532 




End 


16503 








4680179 


Score 


5574 




d: 


T7 1 v a t-i c* 


11532. 


.14912, 14940. .15895, 


16400. . 16503 




= i 


f^T Plo err "i n 
Ol LJte; o i. -l-fcJ • 


(AF111709) polyprotein [Oryza sativa subsp. indica] 




i 
sr 


Seq. No. 


13181 




Seq. ID 


OJ991201_18.0120 


C36 




Gene No. 


27921 




Strand 








o Lai L 


11532 




End 


17018 






Name 


OJ991201 18.0120.C36.o6.tw 


Method 


TBLASTX: Wheat 






OLdl L, 


11577 




End 


11910 






TT 

U -L 


none 




Score 


80 






P v nn c 


11577. 


.11909, 11628. .11759, 


11629. .11910 






o e q . LN o • 


13181 




Seq. ID 


OJ991201_18.0120 


C36 




Gene No. 


27921 




Strand 








Start 


11532 




End 


17018 






Name 


OJ991201 18.0120.C36.ol.tm 


Method 


TBLASTX: Maize 






OLait 


11772 




End 


12357 






GI 


none 




Score 


93 






Exons 


11772. 


.12197, 11773. .11919, 


12037. .12183, 12195. .12356, 








12204 . 


. 12350, 12211. . 12357 










Seq. No. 


13181 




Seq. ID 


OJ991201_18.0120. 


C36 




Gene No. 


27921 




Strand 







13694 




Of a v-f- 


11532 






End 


17018 




Name 


OJ991201 18.0120.C36. 


ol . tw 


Method 


TBLASTX: Wheat 




C.-J- => -r +- 
OldIL 


11910 






End 


12536 




pt 


none 






Score 


201 






11910. 


.12536, 11952.. 


12479, 


12031. .12480 




Seq. No. 


13181 






Seq. ID ' 


OJ991201_18.0120. 


C36 


Gene No. 


27921 






Strand 








11532 






End 


17018 




Name 


OJ991201 18.0120.C36. 


o3 . tm. 


Method 


TBLASTX : Maize 






12405 






End 


12696 




P T 


none 






Score 


84 






12405. 


.12695, 12408.. 


12563, 


12409. . 12696, 12409. .12696 




Seq. No. 


13181 






Seq. ID 


OJ991201_18.0120 


C36 


Gene No. 


27921 






Strand 






OLdX L 


11532 






End 


17018 




Name 


OJ991201 18.0120.C36. 


o2 . t s 


Method 


TBLASTX: Soybean 




Cf a v-f- 
jldit 


12495 






End 


12755 




PT 


none 






Score 


181 




Exons 


12495. 


.12755, 12496.. 


12744 








Seq. No. 


13181 






Seq. ID 


OJ991201_18.0120 


C36 


Gene No. 


27921 






Strand 






Of a y-f- 


11532 






End 


17018 




Name 


OJ991201 18.0120.C36. 


ol . tc 


Method 


TBLASTX: Cress 






12519 






End 


12845 






none 






Score 


86 




Exons 


12519. 


.12662, 12520.. 


12660 


12663. .12845 




Seq. No. 


13181 






Seq. ID 


OJ991201_18.0120 


.C36 


Gene No. 


27921 






Strand 






Of- -j r 4- 


11532 






End 


17018 




Name 


OJ991201 18.0120.C36. 


o2 . tw 


Method 


TBLASTX: Wheat 




Cfa y-f- 
Otait 


12543 






End 


13082 




P T 


none 






Score 


303 




C vr\n o 
CjAUIIo 


12543. 


.13082, 12547.. 


12900 








Seq. No. 


13181 






Seq. ID 


OJ991201_18.0120 


.C36 


Gene No. 


27921 






Strand 






O Lai L, 


11532 






End 


17018 




IN alllc 


OJ991201 18.0120.C36. 


o2 . tm 


Method 


TBLASTX: Maize 




Old! L. 


13110 






End 


13463 




PT 


none 






Score 


203 






13110. 


.13463, 13117.. 


13458 








Seq. No. 


13181 






Seq. ID 


OJ991201_18.0120 


.C36 


Gene No. 


27921 






Strand 






O Lai L 


11532 






End 


17018 




Name 


OJ991201 18.0120.C36. 


o3 . tw 


Method 


TBLASTX: Wheat 




O Lai L 


13110 






End 


13535 




GI 


none 






Score 


219 




Exons 


13110. 


.13460, 13110.. 


13535, 


13117. .13533 




Seq. No. 


13181 






Seq. ID 


OJ991201_18.0120 


.C36 


Gene No. 


27921 






Strand 






Start 


11532 






End 


17018 





13695 




Name 


OJ991201 18.0120.C36 


. o4 . t s 


Me tnOu 


1 oijiio 1 a : ooyoean 


Start 


13281 






hjna 




GI 


none 






Score 


907 
ZU / 


Exons 


13281. 


.13529 








Seq. No... 


13181 






Seq. ID 


OJ991201JL8.0120 


Gene No". 


27921 






Strand 




Start 


11532 






Ejiia 


1 / UIO 


Name 


OJ991201 18.0120.C36 


. o / . tm 


h^^k f - V - * 
l*lc LflOU 


TRT Z1C.TY • Ma -1 -70 
1 D-u-Ho 1 A . L v Ja.l Zc 


Start 


13470 






tjilU 


1 joUZ 


GI 


none 






Score 




Exons 


13470. 


.13802, 13471. 


1 ^7 A Q 






Seq. No. 


13181 






Seq. ID 


OJ991201_18.0120 


Gene No. 


27921 






Strand 




Start 


11532 








1 7 n 1 r 

-L / U J- 0 


Name 


OJ991201 18.0120.C36 


. o5 . tw 


4- V\ s-i 

rlcLilUU 


1 ia . wneau 


Start 


13536 






Hjna 




GI 


none 






Score 


94 9 
z fi z 


Exons 


13536. 


.13799, 13537. 


. 1 j / 3 / 






Seq. No. 


13181 






Seq. ID 


OJ991201_18.0120 


Gene No. 


27921 






Strand 




Start 


11532 






End 


■17018 


Name 


OJ991201 18.0120.C36 


. OI . IS 


Method 


/ TBLASTX : Soybean 


Start 


13551 






End 


13946 


GI 


none 






Score 


181 


Exons 


13551. 


.13802, 13561. 


1 *3 "7 fl A 


13857. .13910, 13867. .13908, 




13914. 


.13946, 13914. 


. 1 0 y 4 d 






Seq. No. 


13181 






Seq. ID 


OJ991201_18.0120 


Gene No. 


27921 






Strand 




ot art 


11532 






End 


17018 


Name 


OJ991201 18.0120.C36 


. o4 . tm 


Method 


TBLASTX: Maize 


Start 


13857 






End 


14300 


r~< x 

bl 


none 






Score 


368 


Exons 


13857. 


. 14300 








Seq. No. 


13181 






Seq. ID 


OJ991201_18 .0120 


Gene No. 


27921 






Strand 




Of 2 >-+- 


11532 






End 


17018 


Name 


OJ991201 18.0120.C36 


. o4 . tw 


Method 


TBLASTX: Wheat 


b tart 


13887 






End 


14370 


t 

GI 


none 






Score 


218 


Exons 


13887. 


.14369, 13890. 


1 A LA R 


13930. .14370 


Seq. No. 


13181 






Seq. ID 


OJ991201JL8.0120 


Gene No. 


27921 






Strand 




otart 


11532 






■• End 


17018 - 


Name 


OJ991201 18.0120.C36 


. OD . tS 


Method 


TBLASTX : Soybean 


Start 


14019 






End 


14333 


GI 


none 






Score 


193 


Exons 


14019. 


. 14333 








Seq. No. 


13181 






Seq. ID 


OJ991201_18.0120 


Gene No. 


27921 






Strand 




Start 


11532 






End 


17018 



13696 




Name 


o.tqqi ?oi ir 01 90 r36 


o9 . tm 


Meal - h oH 


TRT.A^TX • i 7P 

X DUAO i /\ • lid X " 






14301 ~" 

X 1 J L/ X 




End 


14 4 98 

X *3 1 .7 O 




CI 


none 




OLUX t; 


103 

iu J 






14301 14498 14353 


14460 








Seq. No. 


13181 




Seq. ID 


OJ991201_18.0120 


.C36 


Gene No. 


27921 




Strand 






C j- o r f- 
u Lcil L 


X X +J J 




End 


17018 




IN diLlC 


OJ991901 18 0120 C36 


08 . tw 


1 iC L 11UU 


TRT.A9TX • Wh^st" 




u Lai L. 


1 4 SO? _ 

iT JUt. 




End 


14856 






n Ana 

I lwl.lt: 




Score 


82 




F yon q 


1 4 SOP 1 48 55 14716 


14856 








Seq. No. 


13181 




Seq. ID 


OJ991201_18.0120 


.C36 


Gene No. 


27921 




Strand 






Start 


11532 




End 


17018 




Name 


O.T991 901 1 8 01 90 C36 


o7 . tw 


Mp fhoH 

L 1C L11UU 


X. OXjAiJ i. /\ • VV 1 1C CL L 






15189 — 




End 


15542 




OX 


HWilC 




uLUIC 


77 




P 1 von q 


15189 15539 1S345 


15542 








Seq. No. 


13181 




Seq. ID 


OJ991201JL8.0120 


.C36 


Gene No. 


27921 




Strand 






uLdi L 


1 1 S3? 

XX J JL 




FnH 

IjllLi 


17018 

X / \J X o 




Name 


O.TQQI 901 1 8 01 70 T3fi 


O ft fm 
\J O • LIU 


nc L 1 1 KJ Li 


TRT.A^TX • Ma i "7<=> 




OT-cix X. 


1 5901 ~~ 




FnH 

Hi 1 iLi 


1 5539 

X J O .J _7 






none 




oLUlC 


101 

X W X 




lit AvJll o 


1 5901 1 5539 1 S303 


1 5539 

X J *J _) y 








Seq. No. 


13181 




Seq. ID 


OJ991201JL8.0120 


.C36 


Gene No. 


27921 




Strand 






OL.CLi.l_ 


11532 




End 


17018 




LNCllLLC 


O.T991 901 1 8 0190 T3fi 


oil. tw 


Mpf h piH 

1 i C L i i \y U 


TRT.A^TX • Whpat- 




O L 0 X L 


15586 ~ 




End 


15784 




O J. 


none 




Score 


125 






1 5586 1 57 68 1 SS87 


1 S784 

X J / O 1 








OC^i LN L/ » 


13181 




Seq. ID 


OJ991201 18 0120 


. C36 


Gene No. 


27921 




Strand 






Start 


11532 




End 


17018 




Name 


OJ991201 18.0120.C36 


o3 . np 


Method 


AAT/NAP 




u Ldl L 


16222 




End . 


17018 

X / V X o 






4512231 




Score 


1263 




DAU11D 


16222. .17018 












(AB014741) ORFO protein [Oryza sativa] 






Seq. No. 


13181 




Seq. ID 


OJ991201_18.0120 


C36 


Gene No. 


27921 




Strand 






Start 


11532 




End 


17018 






OJ991201 18.0120.C36. 


o4 . gs 


Method 


O Cj LN O V-//T.LN 




q+- a rf 


16224 ■ 




End 


17 018 




GI 


none 




Score 


.98 




Exons 


16224. .17018 










Seq. No. 


13182 




Seq. ID 


OJ991201_18.0120 


C37 


Gene No. 


27922 




Strand 


+ 




Start 


1 




End 


1349 





13697 




Name 


OJ991201 18-0120. C37.ol.np 


Method 


a AT /NAP 




O Lai L 


1 


End 


i Q/q 






4416302 


Score 


7 SO 




V von q 


1..77, 418. .1349 










(AF105716) copia-type pol polyprotein 






Seq. No. 


13182 


Seq. ID 


OJ991201_18.0120 


.C37 ' 


Gene No . 


27922 


Strand 


+ 




Jiai L 


1 


End 


1349 




Name 


O.TQQ1 901 1ft 0190 C^l ol tm 


Method 


TBLASTX: Maize 




o Ual L 


459 


End 


1188 




(IT 


none 


Score 


109 




LiAUllO 


459. .533, 460. .531, 531. .1025, 


532. .1149, 920. .1150, 1162. .1188 


Seq. No. 


13182 


Seq. ID 


OJ991201 18.0120 


C37 


Gene No. 


27922 


Strand 


+ 




OLdi L 


1 


End 


1349 




Name 


O.T9Q1901 1 R 0190 P^7 nl tw 


Method 


TBLASTX: Wheat 




JLul I 


511 


End 


798 




GI 


none 


Score 


266 




i_i .tfV W 1 1 J 


511. .789, 511. .798 








Seq. No. 


13182 


Seq. ID 


OJ991201_18.0120 


C37 


Gene No. 


27922 


Strand 


+ 




C+- =i r -|- 


1 ' 


End 


1349 




Name 


P..TQQ1 901 1ft 0190 P^7 ol f c 


Method 


TBLASTX : Soybean 




t- 3 -r t- 


640 


End 


1101 






none 


Score 


308 




IjaUII o 


640. .1101, 669. .830, 670. .831, 


873. . 1013 




Seq. No. 


13182 


Seq. ID 


OJ991201__18.0120 


C37 


Gene No. 


27922 


Strand 


+ 




Start 


1 


End 


1349 




Name 


OJ991201 18 0120 037 ol tc 


Method 


TBLASTX: Cress 




Start 


682 


End 


1098 




GI 


none 


Score 


180 




F 1 von q 


682. .1098 








Seq. No. 


13182 


Seq* ID 


OJ991201 18.0120 


C37 


Gene No. 


27922 


Strand 


+ 




Start 


1 


End 


1349 




Name 


OJ991201 18.0120.C37.o2.tw 


Method 


TBLASTX: Wheat 




Start 


883 


End 


1185 




GI 


none 


Score 


93 




P von q 


883.. 960, 967.. 1113, 976.. 1113 


, 977. .1120, 1135. .1185 




O C ^ • LN U • 


13183 


Seq. ID 


OJ991201_15.0127. 


CI 


Genp No 


27923 


Strand 


+ 




Start 


1 


End 


'4969 




Name 


OJ991201 15.0127.Cl.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


4969 




GI 


5922631 


Score 


194 




Exons 


1..34, 234. .345, 1598. .1768, 4 


942. .4969 




GI Descrip. 


(AP000492) ESTs C26347 (C12145) 


,AU078074 (C12145) correspond to a 




region of the predicted gene.; 


similar 


to prpol; Zea mays 



retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi I 6016864 | dbj |BAA85207.1| (AP000570) ESTs 



13698 



C26347 (C12145) , AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 





13183 


Seq. ID 


O.TQQI 901 

\y O Zs Zs X c* \J X 


1 s m 91 n 




27923 


Strand 


-j- 




C4- art 


1 


End 


4 969 




ln dint; 


OJ991201 15.0127.Cl.ol.gs 


Method 


\J Hi IN l_} \_*.TilN 




Start 


334 


End 


4 4 61 




GI 


none 


Score 


. 63 




Exons 


334. .397, 663. .773, 1568. .1768, 2611.. 


2768, 4015 


1. .4461 


Seq. No. 


13183 


Seq. ID 


OJ991201 


15 0127 CI 




27923 


Strand 


+ 




Start 


1 


End 


4 969 




Name 


OJ991201 15.0127.Cl.o2.np 


Method 


AAT/NAP 




Start 


2631 


End 


4069 




GI 


6907088 


Score 


1079 




Exons 


2631. .2768, 2944. .3181, 3678. 


.4069 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




C orr KI/-\ 
OtJLj . LNtJ • 


13183 


Seq. ID 




is ni 91 n 

X • U X / • ^ X 




27923 


Strand 


X 






1 


End 


*i Z? O Z/ 




Name 


OJ991201 15. 0127. CI. o3. rip 


Method 


A AT /NAP 




o L.dl (_ 


4054 


End 


*i Zs O Z/ 






5734635 


Score 


288 




Exons 


4054. .4159, 4212. .4470, 4658. 


.4969 






GI Descrip. 


(AP000391) hypothetical protein [Oryza 


sativa] 




OC4 . LN vj . 


13184 


Seq. ID 


OJ991201_ 


IS D1 91 C9 




27924 


Strand 


+ 




O L. d -L L. 


184 


End 


4446 




Name 


OJ991201 15.0127.C2.ol.gs 


Method 


GENSCAN 




Start 


184 


End 


4446 




GI 


none 


Score 


.63 




Exons 


184. .240, 527. .812, 882. .1284 


, 1381. .2419, 2690. 


.3013, 




3113. .3459, 3633. .4446 










13184 


Seq. ID 


OJ99120l_ 


15 0127 C2 




27924 


Strand 


+ 




Start 


184 


End 


4446 




Name 


OJ991201 15.0127.C2.ol.np 


Method 


AAT/NAP 




Start 


1364 


End 


4443 




(IT 
yj x 


5902445 


Score 


4897 




P v on ^ 


1364. .4443 








GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. • No . 


13184 


Seq. ID 


OJ991201_ 


15. 0127. C2 


Gene No. 


27925 


Strand 


+ 




Start 


6884 


End 


8257 




Name 


OJ991201 15.0127.C2.o3.np 


Method 


AAT/NAP 




Start 


6884 


End 


8257 




GI 


5922631 


Score 


231 




Exons 


6884. .6915, 8063. .8257 








GI Descrip. 


(AP000492) ESTs C2 6347 (C1214 5 


) , AU078074 (C12145J 


correspond 




region of the predicted gene. 


; similar 


to prpol; 


Zea mays 



13699 




retrotransposon Cinful-1. (AF04 9110) [Oryza sativa] 
gi I 6016864 | dbj I BAA85207.il (AP000570) ESTs 

C26347 (C12145) , AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 


13184 






Seq. ID 


OJ991201 15.0127 


,C2 


Gene No . 


27926 






Strand 






Start 


4776 






End 


8303 




Name 


OJ991201 15 


.0127. 


C2.o6.tw 


Method 


TBLASTX: Wheat 




Start 


632 






End 


1309 




GI 


none 






Score 


146 




Rxon *=; 

l-J V—/ 1 i t_> 


632.. 808, 853.. 1C 


189, 857 . . 108~ 


1193. . 


1309 




Sea No 


13184 






Seq. ID 


OJ991201 15.0127 


• C2 


Qpnp No 


27926 






Strand 






Start 


4776 






End 


8303 




Name 


wo y is i- \j ±- J. 


. 0127 . 


C2.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1309 






End 


1765 




(IT 


none 






Score 


478 




r ynn Q 

Wl 1 0 


1309. .1764, 


1310. 


. 1765 








O C • IN \J . 


13184 






Seq. ID 


OJ991201 15 0127 


. C2 


UCl 1C IN W • 


27926 






St rand 






Start 


4776 






End ~ 


8303 




Name 


O.TQQ1 ?m 1 s 

WO I) Z/ ± c~\J 1. -L _J 




C2.o3.ts 


Method 


TBLASTX : Soybean 




rt 


1349 






End 


1714 




(IT 


none 






Score 


134 




P von 


1349. .1573, 


1580. 


.1714 










13184 






Seq. ID 


OJ991201 15.0127 


.C2 




27926 






Strand 






Start 


4776 






End 


8303 




Name 


OJ991201 15 


. 0127 . 


C2.o3.tm 


Method 


TBLASTX: Maize 




Start 


1439 






End 


1795 




GI 


none 






Score 


373 




F,Ynn<? 

i»J ^k. V> i U 


1439. .1795, 


1480. 


. 1785 








Sea. No. 


13184 






Seq. ID 


OJ991201 15.0127 


.C2 


Gpnp No 

VWll^ LTV ■ 


27926 






Strand 






Start 


4776 






End 


8303 




Name 


OJ991201 15 


.-0127. 


C2.o2.tw 


Method 


TBLASTX: Wheat 




Start 


1880 






End 


2304 




GI 


none 






Score 


432 




Fynn q 

l_i A. Wl 1 0 


1880. .2299, 


1924. 


. 2304 








Seq. No. 


13184 






Seq. ID 


OJ991201_15.0127 


.C2 


Gene No. 


27926 






Strand 






Start 


4776 






End 


8303 




Name 


OJ991201 15 


.0127. 


C2 .ol .ts 


Method 


TBLASTX : Soybean 




Start 


1967 






End 


2359 




GI 


none 






Score 


300 




Exons 


1967. .2359, 


1975. 


.2118, 1991.. 


2290 






Seq. No. 


13184 






Seq. ID 


OJ991201JL5.0127 


.C2 


Gene No. 


27926 






Strand 






Start 


4776 






End 


8303 





13700 



Name 


OJ991201 15 


0127 


. C2 .o2. 


tm 


Method 


TBLASTX: Maize 


Start 


2026 ~~ 








End 


2470 


GI 


none 








Score 


277 


Exons 


2026. .2280, 


2027 


. . 2281, 


-2027 . 


.2281, 2303. .2446,- 2444. .2470 


Seq. No. 


13184 








Seq. ID 


OJ991201_15.0127.C2 


Gene No. 


27926 








Strand 


- 


Start 


4776 








End 


8303 


Name 


OJ991201 15 


0127 


.C2 ,o7 . 


tw 


Method 


TBLASTX: Wheat 


Start 


2309 ~~ 








End 


2593 


GI 


none 








Score 


272 


Exon 


2309 2590, 


2318 


. . 2416, 


2498 . 


.2593 




Seq. No. 


13184 








Seq. ID 


OJ991201_15.0127.C2 


Gene No. 


27926 








Strand 


— 


Start 


4776 








End 


8303 


Name 


OJ991201 15. 


0127 , 


. C2.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


2585 ~ 








End 


2973 


GI 


none 








Score 


255 


Exons 


2585 . .2971, 


2593, 


. .2679, 


2734 . 


.2973 




Seq. No. 


13184 








Seq. ID 


OJ991201_15.0127.C2 


Gene No. 


27926 








Strand 


— 


Start 


4776 








End 


8303 


Name 


OJ991201 15 


0127 , 


. C2 . o4 . 


tw 


Method 


TBLASTX: Wheat 


Start 


2594 ~~ 








End 


3016 


GI 


none 








Score 


396 


V. von ^ 


2594 3016 


2599 , 


. .2940 








Seq. No. 


13184 








Seq. ID 


OJ991201_15.0127.C2 


Gene No. 


27926 








Strand 


— 


Start 


477 '6 








End 


8303 


Name 


OJ991201 15. 


0127 , 


.C2 . o5 . 


tm 


Method 


TBLASTX: Maize 


Start 


2648 ~~ 








End 


2920 


GI 


none 








Score 


135 


Exons 


2648 . .2818, 


2822 , 


. . 2920 








Seq. No. 


13184 








Seq. ID 


OJ991201_15.0127.C2 


Gene No. 


27926 








Strand 




Start 


4776 








End 


8303 


Name 


OJ991201 15. 


0127 . 


,C2.o5. 


tw 


Method 


TBLASTX: Wheat 


Start 


3319 ~ 








End 


3707 


GI 


none 








Score 


176 


Exons 


3319. . 3468, 


3320, 


. . 3472, 


3448 . 


.3705, 3453. .3629, 3514. .3705, 




3660 . . 3707 












Seq. No. 


13184 








Seq. ID 


OJ991201_15.0127.C2 


Gene No. 


27926 








Strand 




Start 


4776 








End 


8303 


Name 


OJ991201 15 


0127 . 


. C2 . ol . 


tm 


Method 


TBLASTX: Maize 


Qf arf 










End 


3675 


GI 


none 








Score 


189 


Exons 


3320. .3472, 


3334. 


, .3468, 


3453. , 


.3635, 3463.-3636, 3628. .3675 


Seq. No. 


13184 








Seq. ID 


OJ991201_15.0127.C2 


Gene No. 


27926 








Strand 




Start 


4776 








End 


8303 



13701 



Name 


n TQQ1 901 1 S 
UU"?1^U1 J. J 


01 97 


P9 r»6 


UIU 


Method 


TBLASTX: Maize 




"kill ~ 
o f f f 








End 


4050 




none 








Score 


99 


Exons 




^77ft 


. .JO f D , 


^ft 67 


,.3941, 3871. .3954, 3964. .4050 


Seq. No. 


13184 








Seq. ID 


OJ991201_15.0127.C2 


Gene No. 


27926 








Strand 




oLalL 


4776 








End 


8303 


Name 




01 97 


P9 ri^ 


t_ w 


Method 


TBLASTX: Wheat 




-soon _ 








End 


4434 


PT 


none 








Score 


338 


TI 1 v An c 


^ft 90 4^11 


?ft 4 0 

JO *i U 


^Q9 




.4103, 4303. .4434 


Seq. No. 


13184 








Seq. ID 


OJ991201_15.0127.C2 


Gene No. 


27926 








Strand 




C -(- -j r f 

jLalL 


477 








End 


8303 


Name 


n.TQQi 901 is 


01 97 
• u x c. i 


C9 o4 




Method 


TBLASTX: Maize 


C 4" -J y-4- 

jLqIL 


41^9 _ 








End 


4395 


oX 










Score 


161 


DAUllO 


41^9 4^14 


' 4254 


4^1^ 


49 9*3 

1 ^ _7 J . 


.4367, 4294. .4395 


o e q . IN O . 


1 ^1 ft 4 

1 J104 








Seq. ID 


OJ991201_15.0127.C2 


Gene No. 


27926 








Strand 




Start 


4776 








End 


8303 


Name 


ri TQQ1 901 IS 


01 97 


O r\ 9 




Method 


GENSCAN 




4 77 £ ~~ 
4 / / O 








End 


8303 


r" t 


none 








Score 


.49 


IT 1 Tjr /"V T^i O 


Allf, R997 


S A 1 1 
3 4// 


S6££ 


S7 ft Q 


.5928, 6006. .6361, 6438. .6454, 






fift 0 ^ 


77 9S 


ft 07 Q 


.8303 




o e q . in o . 


1 *31 P4 

IJ J- O 4 








Seq. ID 


OJ991201_15.0127.C2 


Ljtrric lNO . 


97QOC 








Strand 




o Lai L 


4776 








End 


8303 


Name 


OJ991201 15 


.0127 


.C2.o2. 


np 


Method 


AAT/NAP 


Start 


4788 








End 


7689 


GI 


6691716 








Score 


2485 


Hi A (J 1 1 O 


4788. .5227, 


5301 


. .5414, 


5564 . 


.5666, 5741. .5928, 6006. .6233, 




6301. . 6361, 


6438 


. . 6626, 


6814. 


.7689 




kjX UCOLiip. 


(AP000492) 


hypothetical 


protein [Oryza 


sativa] 




gi | 6691717 | 


dbj IBAA89397 


.11 (AP000570) 


hypothetical protein 




[Oryza sativa] 










Seq. No. 


13184 








Seq. ID 


OJ991201_15.0127.C2 


Gene No. 


27926 








Strand 






4776 








End 


8303 


Name 


OJ991201 15 


.0127 


.C2.o8. 


tw 


Method 


TBLASTX: Wheat 




7279 








End 


7596 


ox 


none 








Score 


57 




7279. .7596, 


7280 


. .7429 








o e q . in o . 


13185 








Seq. ID 


OJ991201_15.0127.C3 


Gene No. 


27927 








Strand 


+ 


Start 


1 








End 


3100 


Name 


OJ991201 15 


.0127 


.C3.ol. 


np 


Method 


AAT/NAP 


Start 


1 








End 


1425 


GI 


5902444 








Score 


2070 


Exons 


1. .1425 













13702 



GI Descrip. (AB030283) GAG-POL precursor [Oryza sativa] 



Seq. No. 13185 Seq. ID OJ991201 

Gene No. 27927 Strand + 

Start 1 End 3100 

Name OJ991201_15 . 0127 . C3 . ol . gs Method GENSCAN 

Start 46 End 3100 

GI none Score .51 

Exons 46.. 1138, 1214.. 1410, 2960.. 3100 



15. 0127. C3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13185 Seq. ID OJ991201_15 . 0127 . C3 

27928 Strand + 

8239 End 8547 

OJ991201_15 . 0127 . C3 . ol . gp Method AAT/GAP 

8239 End 8547 

5816559 Score 525 

8239. .8547 

4680178/gb|AF111709.1|AF111709 1.0e-108 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 



Seq. No. 13185 Seq. ID 

Gene No. 27929 Strand 

Start 9579 4 End 

Name OJ991201_15 . 0127 . C3 . o3 . gs Method 

Start 9579 End' 

GI none Score 
Exons 



OJ991201_15.0127.C3 
+ 

12808 
GENSCAN 
12808 
.7 



9579. .9610, 9676. .9808, 9844. .10767, 1098 6 .. 11143, 11225 .. 11583, 
11658. .11845, 11921. .12110, 12183 12287 , 12360. :12808 



Seq. No. 
Gene No. 
Start 
Name 
.Start 
GI 

Exons 

GI Descrip. 



13185 Seq. ID 

27929 Strand 

957 9 End 

OJ991201_15.0127.C3.o2.np Method 

9883 End 

6691716 Score 

9883. : 10767, 10965 .. 11143, 11225. 

12360 



11921. .12020, 12171. 



11511, 
.12805 



OJ991201_ 
+ 

12808 
AAT/NAP 
12805 
2331 

11657. , 



15. 0127. C3 



11845, 



11143, 
.12287, 

(AP000492) hypothetical protein [Oryza sativa] 
gi I 6691717 |dbj | BAA89397 . 1 1 (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13185 Seq. ID 

27930 Strand 
19358 End 
OJ991201_15.0127.C3.o2.gp Method 
19358 End 
5816559 Score 
19358. .19665 

4680178/gb|AF111709. 1 IAF111709 1.0e-108 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 



OJ991201_15.0127.C3 
+ 

19665 
AAT/GAP 
19665 
516 



Seq. No. 
Gene No. 
Start 
Name 



13185 Seq. ID OJ991201 

27931 Strand + 

22207 End 22649 

OJ991201_15.0127.C3.o6.gs Method GENSCAN 



15. 0127. C3 



13703 



Start 
GI 

Exons 



22207 
none 

22207. .22649 



End 
Score 



22649 
.77 



Seq. No. 13185 

Gene No. ' 27932 

Start 13124 

Name OJ991201_15 . 0127 . C3 . o7 , 

Start 375 

GI none 
Exons 



tw 



Seq. ID OJ991201_15.0127.C3 
Strand 
End 

Method 
End 
Score 



19230 

TBLASTX: Wheat 

17933 

292 



375. .674, 376. .777, 17531 .. 17932, 17664. .17933 



Seq. No. 


13185 






Seq. ID 


OJ991201 15.0127 


.C3 


Gpne No 


27932 






Strand 






Start 


13124 






End 


19230 




Name 


OJ991201 15. 0127. C3. 


. o9 . tw 


Method 


TBLASTX: Wheat 




Start 


10003 






End 


10293 




GI 


none 






Score 


209 




Exons 


10003. . 


10293 










Seq. No. 


13185 






Seq. ID 


OJ991201_15.0127 


.C3 


Gene No . 


27932 






Strand 






Start 


13124 






End 


19230 




Name 


OJ991201 15. 0127. C3. 


. o4 . gs 


Method 


GENSCAN 




Start 


13124 






End 


17818 




GI 


none ■ 






Score 


' .82 




Exons 


13124.. 


16205, 16302. 


. . 17818 








Seq. No. 


13185 






Seq. ID 


OJ991201_15.0127 


.C3 


Gene No. 


27932 






Strand 






Start 


13124 






End 


19230 




Name 


OJ991201 15. 0127. C3. 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


13136 






End 


13750 




GI 


none 






Score 


80 




Exons 


13136. . 


13273, 13259. 


. .13417, 


13472. .13750, 134 88. .1358 9, 






13641. . 


13730 










Seq. No. 


13185 






Seq. ID 


OJ991201_15.0127 


.C3 


Gene No.* 


27932 






Strand 






Start 


13124 






End 


19230 




Name 


OJ991201 15. 0127. C3. 


. o3.np 


Method 


AAT/NAP 




Start 


13160 






End 


19230 




GI 


5922631 






Score 


6708 




Exons 


13160. . 


15687, 16294, 


. .17217, 


17344. .17495, 17538 .. 18102, 






18144. . 


18353, 18603. 


. .18847, 


19106. .19230 





GI Descrip. (AP000492) ESTs C26347 (C12145) , AU078074 (C12145) correspond to a 
region of the. predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi| 6016864 |dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 13185 Seq. ID OJ991201_15 . 0127 . C3 

Gene No. 27932 Strand 

Start 13124 End 19230 ' 

Name OJ991201 15 . 0127 . C3 . o4 . tm Method TBLASTX : Maize 



13704 



Start 
GI 

Exons 



13175 
none 

13175. . 13276, 13176. 



13277, 



End 13408 
Score 100 
13256. .13408 



Seq. No. 13185 

Gene No. 27932 

Start . 13124 ■ 

Name' OJ991201_15 . 0127 . C3 . 06 . tm 

Start 13520 

GI none ' 

Exons 13520. . 13606, 13616 .. 13699, 13629 .. 13703 , 13686 13793, 
13694.. 13792 



Seq. ID OJ991201_15.0127.C3 
Strand 

End 19230 

Method TBLASTX : Maize 

End 13793 

Score 56 



Seq. No. 13185 

Gene No. 27932 

Start 13124 

Name OJ991201_15 . 0127 . C3 . o3 . tw 

Start 13863 

GI none 

Exons 13863. .13910, 13865 14 056, 



Seq. ID OJ991201_15.0127.C3 
Strand 

End 19230 

Method TBLASTX : Wheat 

End 14252 

Score 55 
13865. .14251, 13941. .14252 



Seq. No. 
Gene No. 
Q Start 
y Name 
Start 
GI 



Si ! 



Exons 



13185 
27932 
13124 

OJ991201_15.0127.C3.ol.tm 

13895 

none 

13895. .13942, 138 96. .13943, 



Seq. ID OJ991201_15.0127.C3 
Strand 

End 19230 

Method TBLASTX: Maize 

End 14258 

Score 67 
13934. .14257, 13947. .14258 



S U Seq. No. 13185 

s !i Gene No. 27932 

Start 13124 

/' Name 0 J991201_15 . 0127 . C3 . olO . tw 

l Si Start 14255 

<=? GI none 

H| Exons 14255. . 14395, 14420.. 14554 



Seq. ID OJ991201_15.0127.C3 
Strand 

End 19230 

Method TBLASTX : Wheat 

End 14554 

Score 134 



■| Seq. No. 13185 

11 Gene No'. 27932 

J? Start 13124 

Name OJ991201_15 . 0127 . C3 . o4 . tw 

Start 14570 

GI none 

Exons 14570. . 14992, 14580. .14984 



Seq. ID OJ991201_15.0127.C3 
■Strand 

End 19230 

Method TBLASTX : Wheat 

End 14992 

Score 260 



Seq. No. 13185 

Gene No. 27932 

Start 13124 

Name OJ991201_15 . 0127 . C3 . o2 . ts 

Start 14613 

GI none 

Exons 14613. . 14993, 14 615 .. 14 857, 14897.. 15001 



Seq. ID OJ991201_15.0127.C3 
Strand 

End 19230 

Method TBLASTX : Soybean 

End 15001 

Score 156 



Seq. No. 13185 

Gene No. 27932 

Start 13124 

Name OJ991201 15 . 0127 . C3 . o5 . tm 



Seq. ID OJ991201_15.0127.C3 
Strand 

End 19230 

Method TBLASTX : Mai ze 



13705 




Start 


14666 






End 


14939 




GI 


none 






Score 


60 




Exons 


14666. 


.14764, 14667 


. . 14732, 


14768. .14929, 14769. .14939 




Seq. No. 


13185 






Seq. ID 


OJ991201_JL5.0127 


.C3 


Gene No. 


27932 






Strand 






Start 


13124 






End 


19230 




Name 


OJ991201 15. 0127. C3 


. 08 . tw 


Method 


TBLASTX: Wheat 




Start 


14992 






End 


15278 




GI 


none 






Score 


91 




Exons 


14992. 


.15090, 14993 


. . 15268, 


14996. .15277, 15201. .15278 




Seq. No. 


13185 






Seq. ID 


OJ991201_15.0127 


. C3 


Gene No. 


27932 






Strand 






Start 


13124 






End 


19230 




Name 


OJ991201 15. 0127. C3 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


15116 






End 


15560 




GI 


none 






Score 


86 




Exons 


15116. 


.15142, 15140 


. .15283, 


15153. .15284, 15288 .. 15524 , 






15305. 


.15559, 15306 


. . 15560 








Seq. No. 


13185 






Seq. ID 


OJ991201_15.0127 


.C3 


Gene No. 


27932 






Strand 






Start 


13124 






End 


19230 




Name 


OJ991201 15.0127. C3 


. ol . ts 


Method 


TBLASTX: Soybean 




Start 


15227 






End 


15658 




GI 


none 






Score 


52 




Exons 


15227. 


.15658, 15261 


. . 15431, 


15468. .15611 




Seq. No. 


13185 






Seq. ID 


OJ991201_15.0127 


.C3 


Gene No. 


27932 






Strand 






Start 


13124 






End 


19230 




Name 


OJ991201 15. 0127. C3 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


15282 






End 


15706 




GI 


none 






Score 


303 




Exons 


15282. 


.15662, 15282 


. . 15641, 


15287.. 15706 




Seq. No. 


13185 






Seq. ID 


OJ991201_15.0127 


.C3 


Gene No. 


27932 






Strand 






Start 


13124 






End 


19230 




Name 


OJ991201 15. 0127. C3 


. o2 . tm 


Method 


TBLASTX :Maize 




Start 


15791 






End 


16147 




GI 


none 






Score 


210 




Exons 


15791. 


.16147, 15801 


. . 16106 








Seq. No. 


13185 






Seq. ID 


OJ991201_15.0127 


.C3 


Gene No. 


27932 






Strand 






Start 


' 13124 






End 


19230 




Name 


OJ991201 15. 0127. C3 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


15821 






End 


16277 




GI 


none 






Score 


271 




Exons 


15821. 


.16276, 15822 


. .16277 








Seq. No. 


13185 






Seq. ID 


OJ991201JL5.0127 


.C3 


Gene No. 


27932 






Strand 






Start 


13124 






End 


19230 




Name 


OJ991201_15.0127.C3 


.o3. ts 


Method 


TBLASTX: Soybean 





13706 




iifi 



Start 


15872 


End 


16237 






GI 


none 


Score 


138 






Exons 


15872. .16006, 16013. .16237 










Seq. No. 


13185 


Seq. ID 


OJ991201 


15 . 0127 


.C3 


Gene No. 


27932 


Strand 








Start 


13124 


End 


19230 






Name 


OJ991201 15.0127.C3.o6.tw 


Method 


TBLASTX: 


Wheat 




Start 


16485 


End 


16954 






GI 


none 


Score 


152 






Exons 


164 85. . 16718, 164 97 .. 16733, 


16499. .16729, 16778 


. . 16891, 






16778. .16954 










Seq. No. 


13185 


Seq. ID 


OJ991201 


_15.0127 


.C3 


Gene No. 


27932 


Strand 








Start 


13124 


End 


19230 






Name 


. OJ991201 15.0127.C3.o5.gs 


Method 


GENSCAN 






Start 


17968 


End 


19230 






GI 


none 


Score 


.99 






Exons 


17968. .19230 










Seq. No. 


13186 


Seq. ID 


OJ991201 


_15.0127 


.C4 


Gene No. 


27933 


Strand 


+ 






Start 


203 


End 


3660 






Name 


OJ991201 15.0127 ,C4 .ol.gs 


Method 


GENSCAN 






Start 


203 ~~ 


End 


3660 






GI 


none 


Score 


.94 






Exons 


203. .552, 2222. .2282, 2995.. 


3660 








Seq. No. 


13186 


Seq. ID 


OJ991201 


_15.0127 


.C4 


Gene No. 


27934 


Strand 


+ " 






Start 


6135 


End 


9055 






Name 


OJ991201 15.0127.C4.o2.gs 


Method 


GENSCAN 






Start 


6135 


End 


9055 






GI 


none 


Score 


.54 






Exons 


6135. .6179, 6745. .7244, 7271 


..8204, 8301. .8411, 


8675. .8840, 




... 8955. . 9055 










Seq. No. 


■ 13186 


Seq. ID 


OJ991201 


_15.0127 


.C4 


Gene No. 


27934 


Strand 


+ 






Start 


6135 


End 


9055 






Name 


OJ991201 15.0127.C4.ol.np 


Method 


AAT/NAP 






Start 


6786 


End 


8411 






GI 


5596481 


Score 


1132 






Exons 


6786. .7364, 7419. .8204, 8301 


..8411 








GI Descrip. 


(AL096882) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


13186 


Seq. ID 


OJ991201 


_15.0127 


.C4 


Gene No. 


27935 


Strand 


+ 






Start 


9765 


End 


12662 






Name 


OJ991201 15.0127.C4 .o3.gs 


Method 


GENSCAN 






Start 


9765 


End 


12632 






GI 


none 


Score 


. 99 






Exons 


9765. . 12632 










Seq. No. 


13186 


Seq. ID 


OJ991201 


_15.0127 


■ C4 


Gene No. 


27935 


Strand 


+ 







13707 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No'. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9765 End 12662 

OJ991201_15 .0127 . C4 . o2 . np Method AAT/NAP 

10053 End 12662 

2642445 Score 1205 

10053. .10627, 10676.. 12662 

(AC002391) putative protein kinase [Arabidopsis thaliana] 



13186 Seq. ID 

27935 Strand 
9765 End 
OJ991201_15 . 0127 . C4 . o3 . gp Method 
11254 End 
uC-osroM202023d09bl Score' 
11254. .11710 

, 5679841/emb |CAB51834.1|- 3.0e-09 (AJ243961) contains eukaryotic 
protein kinase domain PF_00069 [Oryza sativa] 1 



OJ991201_15.0127.C4 
+ 

12662 
AAT/GAP 
11710 
910 



Cq« NT /"\ 

o e q • in o • 


13186 


Seq. ID 


n.TQQi 9m m 97 ca 


Gene No. 


27936 


Strand 


+ _ 


Start 


13985 


End 


14176 


Name 


OJ991201 15.0127.C4 ,o5.gp 


Method 






13985 


End 


1 A 1 7 f. 




44731 1.R1084 


Score 


JUT 


U 1 V /~\ T"» c? 


13985. .14176 






CZ. T Ho opt* i ri 


, 1644291/emb|CAA97692 | 7.0e-ll (Z73295) 






kinase [Catharanthus roseus] 1 






Qpa No 


13186 


Seq. ID 


OJ991201 15 0127 C4 


Gene No. 


27937 


Strand 




Start 


3673 


End 


4095 


Name 


OJ991201 15.0127.C4.o2.gp 


Method 


AAT/GAP 


Start 


3673 


End 


4095 


GI 


none 


Score 


830 


Exons 


3673. .4095 






Seq. No. 


13186 


Seq. ID 


OJ991201_15.0127.C4 


Gene No. 


27938 


Strand 




Start 


12559 


End 


12939 


Name 


OJ991201 15.0127.C4.o4.gp 


Method 


AAT/GAP 


Start 


12559 


End 


12939 


GI 


none 


Score 


762 


Exons 


12559. .12939 






Seq. No. 


13186 


Seq. ID 


OJ991201_15.0127.C4 


Gene No. 


27939 


Strand 




Start 


13680 


End 


14033 


Name 


OJ991201 15.0127.C4.o3.ts 


Method 


TBLASTX: Soybean 


Start 


167 


End 


3072 


GI 


none 


Score 


48 


Exons 


167. .301, 296. .553, 304. .555, 


413. .565, 


2222..2326, 2223.. 2288, 




2992.. 3072, 2994.. 3056 







Seq. No. 13186 Seq. ID 

Gene No. 27939 Strand 

Start 13680 End 

Name OJ991201_15 . 0127 . C4 . o4 . tc Method 

Start 167 End 



OJ991201_15.0127.C4 
14033 

TBLASTX: Cress 
3072 



13708 



Q 
i if 

nl 



'is? 
.: =*. 

a 



GI 


none 








Score 


113 


R von <3 


167. .364, 175. .366, 38^ 


} * • *J -) -J f 


\J \J • a ^ vj <J , 


9999 9^96 999^ ??RR 




2992. .3072, 


2994 


. .3056 








Seq. No. 


13186 








Seq. ID 


OJ991201_15.0127.C4 


Gene No. 


27939 








Strand 




Start 


13680 








End 


14033 


Name 


OJ991201 15. 


0127 


.C4 ,o4 . 


tm 




TRLASTX * Ma -i 7e 


Start 


172 








End 


2264 


GI 


none 








Score 


288 


Pvnn c; 


172. .462, 173. .463, 428 


: . . 553, 


460 555. 


2223 2264 


Seq. No. 


13186 








Seq. ID 


OJ991201_15.0127.C4 


Gene No. 


27939 








Strand 




Start 


13680 








End 


14033 


Name 


OJ991201 15. 


0127, 


.C4 ,o2. 


tc 


Method 


TBLASTX: Cress 


Start 


7036 








End 


7601 


GI 


none 








Score 


148 


i—) *\ w i lu 


7036 . .7176, 


7068 , 


. .7166, 


7251 . 


.7511, 7265. .7450, 7506. .7601 




13186 








Seq. ID 


OJ991201_15.0127.C4 


Gene No. 


27939 








Strand 




Start 


13680 








End 


14033 


Name 


OJ991201 15. 


0127, 


.C4 ,o2. 


ts 


Method 


TBLASTX : Soybean 


O Lui. L 


7398 








End 


8036 


(IT 


none 








Score 


292 




7398 . . 7646, 


7404 , 


. .7544, 


7 S59 


.7630, 7632.. 7751, 7640.. 7750, 




.7796. .8035, 


7797, 


. .8036 








Seq. No. 


13186 








Seq. ID 


OJ991201_15.0127.C4 


Gene No. 


27939 








Strand 




Start 


13680 








End 


14033 


Name 


OJ991201 15. 


0127 , 


,C4 .o5. 


tm 


Method 


TBLASTX: Maize 


Start 


7464 








End 


7670 


GI 


none 








Score 


186 


F.xon ^ 


7464 . .7670, 


7550 , 


. .7669 








Seq. No. 


13186 








Seq. ID 


OJ991201_15.0127.C4 


Gene No. 


27939 








Strand 




Start 


13680 








End 


14033 


Name 


OJ991201 15. 


0127. 


,C4.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


7671 








End 


8087 


GI 


none 








Score 


483 


Exons 


7671. .8087, 


7676, 


. .8041 








Qprr No 


13186 








Seq. ID 


OJ991201_15.0127.C4 


Gene No. 


27939 








Strand 




Start 


13680 








End 


14033 


Name 


OJ991201 15. 


0127, 


,C4.o5. 


tc 


Method 


TBLASTX: Cress 


Start ' 


7896 








End 


8333 


(IT 


none 








Score 


269 


Exons 


7896. .8177, 


7901, 


, .8035, 


8162. 


.8203, 8163. .8204, 8298. .8333, 




8300. .8332 












Seq. No. 


13186 








Seq. ID 


OJ991201_15.0127.C4 


Gene No. 


27939 








Strand 




Start 


13680 








End 


14033 



13709 



Name 


OJ991201 15. 0127. C4 


. o3 . tm 


Start 


10476 






GI 


none 






Exons 


10476. 


.10685, 10478 


. . 10693, 




10748. 


.10864 




Seq. No. 


13186 






Gene No. 


27939 






Start 


13680 






Name 


OJ991201 15. 0127. C4 


. ol . tm 


Start 


11577 






GI 


none 






Exons 


11577. 


.11882, 11582 


. . 11875, 




12159. 


.12482 




Seq. No. 


13186 






Gene No., 


27939 






Start 


13680 






Name 


OJ991201 15. 0127. C4, 


.ol.ts 


Start 


11580 






GI 


none 






Exons 


11580. 


.12482, 11582, 


. . 12475 


Sea. No. 


13186 






Gene No. 


27939 






Start 


13680 






Name 


OJ991201 15. 0127. C4 , 


.ol.tc 


Start 


11592 






GI 


none 






Exons 


11592. 


.11684, 11594, 


. .11683, 




12098. 


.12133 




Seq. No. 


13186 






Gene No. 


27939 






Start 


13680 






Name 


OJ991201 15. 0127. C4 , 


, ol . tw 


Start 


11748 






GI 


none 






Exons 


11748. 


.11894, 11750. 


. . 11893, 




12023. 


.12130, 12024. 


. . 12131 


Seq. No. 


13186 






Gene No. 


27939 






Start 


13680 






Name 


OJ991201 15-0127. C4. 


, o3 . tc 


Start 


12147 






GI 


none 






Exons 


12147. 


.12452, 12149. 


, . 12457 


Seq. No. 


13186 






Gene No. 


27939 






Start 


13680 






Name 


OJ991201 15. 0127. C4. 


, o2. tw 


Start 


12335 






GI 


none 






Exons 


12335. 


.12439, 12335. 


. 12448, 



Method TBLASTX : Maize 
End 10864 
Score 230 
10677. .10862, 1067 9 .. 10861 , 



Seq. ID OJ991201_15. 0127.C4 
Strand 

End 14033 

Method TBLASTX : Maize 

End 12482 

Score 340 
11888. .12208, 11889. . 12455, 



Seq. ID OJ991201_15.0127.C4 
Strand 

End 14033 

Method TBLASTX : Soybean 

End 12482 

Score 1053 



Seq. ID OJ991201_15.0127.C4 
Strand 

End 14033 

Method TBLASTX : Cress 

End 12146 

Score 8 9 
11681. .12112, 11682. .1214 6, 



Seq. ID OJ991201_15.0127.C4 
Strand 

End 14033 

Method TBLASTX : Wheat 

End 12131 

Score 203 
11879. .12016, 11886. .12020, 



Seq. ID OJ991201_15.0127.C4 
Strand 

End 14033 

Method TBLASTX : Cress 

End 12457 

Score 320 



Seq. ID OJ991201_15.0127.C4 
Strand 

End ' 14033 

Method TBLASTX : Wheat 

End 12455 

Score 80 
12336. .124 4 9, 12336. . 124 55 



13710 



Seq. No. 


13186 


Seq. ID 


OJ991201_15.0127.C4 


Gene No. 


27939 


Strand 




Start 


13680 


End 


14033 


Name 


OJ991201 15 . 0127 . C4 . o4 . gs 


Method 


GENSCAN 


Start 


13680 ~ 


End 


14033 


GI 


none 


Score 


. 43 


Exons 


13680. . 14033 






Seq. No. 


13187 


Seq. ID 


OJ991201 15 . 0127 .C5 


Gene No . 


27940 


Strand 


+ ~~ 


Start 


1 


End 


3232 


Name 


OJ991201 15.0127.C5.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


243 


GI 


44731 1.R1084 


Score 


451 


Exons 


1..243 






GI Descrip. 


'1644291/emb|CAA97692| 7.0e-ll (Z73295) 


receptor— li ke protein 




kinase r Cat harant hus roseusl f 






Seq. No. 


13187 


Seq. ID 


OJ991201 15. 0127. C5 


Gene No. 


27940 


Strand 


+ 


Start 


1 


End 


3232 


Name 


OJ991201 15.0127.C5.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


3232 


GI 


4914423 


Score. 


409 


Exons 


1. .1013, 3209. .3232 






GI DescriD. 


(AL050351) putative receptor- 


like protein kinase [Arabidopsis 




thaliana] 






Seq. No. 


13187 


Seq. ID 


OJ991201_15.0127.C5 


Gene No. 


27940 


Strand 


+ 


Start 


1 


End 


3232 


Name 


OJ991201 15.0127. C5.ol.gs 


Method 


GENSCAN 


Start 


63 


End 


1157 


GI 


none 


Score 


.73 


Exons 


63. .1157 






Seq. No. 


13187 


Seq. ID 


OJ991201_15.0127.C5 


Gene No. 


27941 


Strand 


+ 


Start 


9439 


End 


10344 


Name 


OJ991201 15.0127.C5.o3.gs 


Method 


GENSCAN 


Start 


9439 


End 


10344 


GI 


none 


Score 


.57 


Exons 


9439. .10344 







Seq. No. 13187 

Gene No. 27942 

Start 19304 

Name OJ991201_15 . 0127 . C5 . o2 . np 

Start 19304 

GI 6850840 

Exons 19304 
22412 



Seq. ID 
Strand 
End 

Method 
End 
Score 

19420, 20531. .20755, 21909 .. 2202 9, 22142 .. 22316, 
22482, 22581.. 23269 



OJ991201_15.0127.C5 
+ 

23269 
AAT/NAP 
23269 
1262 



GI Descrip. (AL132962) putative protein [Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start 



13187 
27942 
19304 



Seq. ID OJ991201_15.0127.C5 
Strand + 
End 23269 



13711 



Name 

Start 

GI 

Exons 



OJ991201_15.0127.C5.o4 .gp 

20098 

none 

20098. .20340, 20453.. 20630 



Method AAT/GAP 
End 20630 
Score 805 



Seq. No. 13187 

Gene No. -27942 

Start 19304 • 

Name OJ991201_15 . 0127 . C5 . 06 . gs 

Start 20317 

GI none 

Exons 20317. .20340, 20453 .. 20755, 
22322. .22482, 22581.. 23263 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13187 
27942 
19304 

OJ991201_15.0127 .C5.o5.gp 
21881 

uC-osflcyp086g06bl 
21881. .22029, 22 142 .. 2231 6, 
'3738338 9.0e-52 (AC005170) 
[Arabidopsis thaliana] 1 

13187 
27943 
26073 

OJ991201_15.0127 ,C5.o8 . gp 

26073 

none 

26073. .26419 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991201_ 
+ 

23269 
GENSCAN 
23263 
.9 



15. 0127. C5 



21909. .22029, 22142 .. 22316, 



Seq. ID OJ991201_15.0127.C5 

Strand + 

End 23269 

Method AAT/GAP 

End 22651 

Score 779 
22412. .22482, 22581.. 22651 
putative polygalacturonase 



Seq. ID OJ991201_15.0127.C5 

Strand + 

End 2 6419 

Method AAT/GAP 

End 2 6419 

Score 633 



Seq. No. 13187 
Gene No. 27944 
Start 30514 

Name OJ991201_15 . 0127 . C5 . o9 . gs 

Start 30514 
GI none 

Exons 30514. .30577, 30736 .. 3091 6, 34713 

35493.-35572, 357 66 .. 358 93, 35957 
36707. .36876, 3714 6 .. 374 33, 37522 .. 37 638 , 37919 
38024. .38096 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991201_15.0127.C5 
+ 



38334 
GENSCAN 
38096 
.78 

34845, ^35302. 
36044, 36182. 



,35386, 
,36272, 
,37971, 



Seq. No. 13187 
Gene No. 27944 
Start 30514 

Name OJ991201JL5 . 0127 . C5 . o5 . np 

Start 34768 
GI 6692106 

Exons 34768.-34845, 35302 .. 3538 6, 

35978. .36051, 36210 .. 36250, 

37516. .37638, 37919.. 37981 
GI Descrip. (AC007764) F22C12.25 [Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991201_15.0127.C5 
+ 

38334 
AAT/NAP 
37981 
601 



35493. .35659, 35794. 
36657. .36880, 37117. 



,35893, 
,37433, 



13187 
27944 
30514 



Seq. ID OJ991201_15.0127.C5 
Strand + 
End 38334 



13712 



Name OJ991201_15 . 0127 . C5 . o9 . gp Method AAT/GAP 

Start 36162 End 38334 

GI 4681_1.R1084 Score 2008 

Exons 36162. .36272, 36707 3687 6, 37 14 6 37433, 37522 .. 37 638 , 
37919. .38334 

GI Descrip.. 1 2 632252 /emb I CAA7 3067 | 4.0e-18 (Y12464) serine/threonine kinase 

' [Sorghum bicolor] 1 



Seq. No. 13187 Seq. ID 

Gene No. 27945 Strand 

Start 38794 End 

Name OJ991201_15 . 0127 . C5 . 06 . np Method 

Start 38794 End 

GI 81286 Score 

Exons 38794. .39113 

GI Descrip. extensin - Volvox carteri (fragment) gi | 21992 | emb | CAA4 6283 | 

(X65165) extensin [Volvox carteri] 



OJ991201_15.0127.C5 
+ 

39113 
AAT/NAP 
39113 
65 



Seq. No. 13187 

Gene No. 27946 

Start 39396 

Name OJ991201_15 . 0127 . C5 . olO . gp 

Start 39396 

GI LIB34 7 4-010-P1-K1-H10 

Exons 39396.,. 39471, 3957 6 .. 39653, 

GI Descrip. '3702338 2.0e-15 (AC005397) 
thaliana] 1 



Seq. ID OJ991201_15.0127.C5 
Strand + 
End 39977 
Method AAT/GAP 
End 39977 
Score 538 
39800.. 39977 

unknown protein [Arabidopsis 



□ Seq. No. 13187 

[i! Gene No. 27947 

Start 40679 

Name OJ991201_15 . 0127 . C5 . oil . gp 

lh} Start 40679 

13 GI 24037JL.R1084 

Q Exons 4 067 9. .4 077 9, ' 4 08 64 .. 40964 , 
SI GI Descrip. '3702338 1.0e-38 (AC005397) 

U. thaliana] 1 



Seq. ID OJ991201_15.0127.C5 
Strand + 
End 41483 
' Method AAT/GAP 
End 41483 
Score 636 
41341. .41483 

unknown protein [Arabidopsis 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13187 Seq. ID OJ991201_15 . 0127 . C5 

27948 Strand 

973 End 1429 

OJ991201_15 . 0127 . C5 . o2 . gp Method AAT/GAP 

973 End 1429 

uC-osrocyp006h05al Score 902 

973. .1429 

, 4680189/gb|AF111710.1|AF111710 7.0e-33 Oryza sativa subsp. 
indica putative dnaJ-like protein, putative myb-related protein, 
putative farnesyl pyrophosphate synthase, and hypothetical 
protein genes, complete cds' 



Seq. No. 13187 

Gene No. 27949 

Start 12099 

Name OJ991201_15 . 0127 . C5 . o4 . gs 

Start 12099 

GI none 
Exons 



Seq. ID OJ991201_15.0127.C5 
Strand 

End 15639 

Method GENSCAN 

End 15639 

Score .5 



12099. . 12269, 1364 6 14 100, 14809 .. 14 828 , 15184 15555, 



13713 




15605. .15639 





Seq. No. 


13187 


Seq. ID 


OJ991201_15.0127 


.C5 




Gene No. 


27950 


Strand 








Start 


22963 


End 


23374 






Name 


OJ991201 15.0127.C5.o6.gp 


Method 


AAT/GAP 






Start 


22963 ~ 


End 


23374 






GI 


37628 1.R1084 


Score 


737 








229637. 23374 












'3738338 6.0e-ll (AC005170) 


putative polygalacturonase 








[Arabidopsis thaliana] 1 










Seq. No. 


13187 


Seq. ID 


OJ991201_15.0127 


.C5 




Gene No. 


27951 


Strand 








Start 


23594 


End 


25116 






Name 


OJ991201 15.0127.C5.o7.gp 


Method 


AAT/GAP 






Start 


23438 


End 


24973 






GI 


904 1.R1084 


Score 


1911 






Exons 


23438. .23929, 24321. .24521, 


24655. .24973 






GI Descrio. 


'3777600 1.0e-131 (AF095708! 


) 50S ribosomal protein L5 [Ory: 






sativa] 1 










Sea. No. 


13187 


Seq. ID 


OJ991201_15.0127 


. C5 






27951 


Strand 








Start - 


23594 


End 


25116 






Name 


OJ991201 15. 0127 .C5 .o7 .gs 


Method 


GENSCAN 






Start 


23594 — 


End 


25116 






GI 


none 


Score 


. 69 




i = = \ 


Pvnn c; 


2 35 94.. 23929, 24 321.. 24521, 


24655.. 25116 




; *i 
'is? 


Seq. No. 


13187 


Seq. ID 


OJ991201_15.0127 


.C5 


\\\ 




27951 


Strand 








Start 


23594 


End 


25116 






Name 


OJ991201 15.0127.C5.o3.np 


Method 


AAT/NAP 






Start 


23597 


End 


24960 




'Hi 


GI 


3777600 


Score 


1356 




i. ^„ 


Exons 


23597. .23929, 24 321 .. 24521 , 


24655. .24960 






GI Descrio. 


(AF095708) 50S ribosomal protein L5 [Oryza sativa] 




i s J 

•ssf 


Seq. No. 


13187 


Seq. ID 


OJ991201_15.0127 


.C5 


Q 


Gene No . 


27952 


Strand 








Start 


26311 


End 


30465 






Name 


OJ991201 15.0127.C5.o8.gs 


Method 


GENSCAN 






Start 


26311 


End 


28709 






GI 


none 


Score 


.78 






F.xon s 

i-J *\ \-r HO 


26311. .26400, 26700 .. 26756, 


26880. .27005, 27939 .. 28145, 








28230. .28709 










Seq. No. 


13187 


Seq. ID 


OJ991201_15.0127 


.C5 




Gene No. 


27952 


Strand 








Start 


26311 


End 


30465 






Name 


OJ991201 15.0127.C5.o4.np 


Method 


AAT/NAP 






Start 


26326 


End 


30465 






GI 


2956717 


Score 


789 






Exons 


26326. .26400, 26700 26756, 


26880. .27005, 27939 .. 28145, 








28230. .28288, 28394 .. 28547, 


29400. .29463, 30378. .30465 






GI Descrip. 


(Y09722) beta-carotene hydroxylase 2 


[Capsicum annuum] 





13714 



Seq.' No. 


13187 






Seq. ID 


OJ991201_15.0127 


.C5 


Gene No. 


27953 






Strand 








38709 






End 


46790 




Name 


OJ991201 15. 0127. C5. 


ol . tm 


Method 


TBLASTX: Maize 




OLaX L 


131 






End 


1332 






none 






Score 


1189 




P 1 V ^ Tl C 


' 131.. 


970, 135.. 971, 


594. .977, 984. .1202, 985. .1203, 986 


. . 1 




986. . 


1204, 1239.. 1259, 1243. 


.1281,. 1246. .1332 




Seq. No. 


13187 






Seq. ID 


OJ991201_15.0127 


.C5 


bene lno . 


27953 






Strand 


- 




Of a yf 


38709 






End 


46790 




Name 


OJ991201 15. 0127. C5. 


o2.ts 


Method 


TBLASTX : Soybean 






309 






End 


944 






none 






Score 


142 




Exons 


309. . 


449, 336. .452, 


530. .580 


, 531. .587 


, 590. .919, 594.. 


.7*4 *4 


Seq. No. 


13187 






Seq. ID 


OJ991201_15.0127 


.C5 


bcilc LNU . 


27953 






Strand 






o L all 


38709 






End 


46790 




Name 


OJ991201 15. 0127. C5. 


o5 . tc 


Method 


TBLASTX: Cress 






20534 






End 


20755 






none 






Score 


235 




Exons 


20534 


..20755, 20545. 


.20748 








beq . no . 


13187 






Seq. ID 


OJ991201_15.0127 




Gene No. 


27953 






Strand 






Start 


38709 






End 


46790 




Name 


OJ991201 15. 0127. C5. 


J. . L_ O 


Method 


TBLASTX : Soybean 




Of -i -^f- 

otart 


20534 






End 


23173 




C T 


none 






Score 


237 






20534 


..20761, 20554. 


.20760, 


21885. .22031, 21888. .22031, 






22135 


..22311, 22141. 


.22320, 


22398. .224 


81, 22409. .22480, 






22579 


..23169, 22580. 


.23173 








o e q . ln o . 


13187 






Seq. ID 


OJ991201_15.0127 




Gene No. 


27953 






Strand 






Start 


38709 






End 


46790 




Name 


OJ991201 15. 0127. C5. 


o2. tm 


Method 


TBLASTX: Maize 




Of 3 r-+- 


20623 






End 


23086 




ol 


none 






Score 


106 




Exons 


20623 


..20751, 20636. 


.20752, 


21921. .22031, 22135. .22317, 






22141 


..22320, 22398. 


.22508, 


22433. .224 


80, 22579. .22716, 






22580 


..23086, 22741. 


.22791, 


22825. .22869, 22915.. 23082 




Seq. No. 


13187 






Seq. ID 


OJ991201_15.0127 


.C5 


belle LNU . 


27953 






Strand 








38709 






End 


46790 




Name 


OJ991201 15. 0127. C5 . 


o3.tc 


Method 


TBLASTX: Cress 




Start 


21902 






End 


22481 




GI 


none 






Score 


64 




Exons 


21902 


..22018, 21927. 


.22025, 


22138. .22317, 22398.. 22481 




Seq. No. 


13187 






Seq. ID 


OJ991201_15.0127 


.C5 


Gene No. 


27953 






Strand 






Start 


38709 






End 


46790 





13715 




Name 


o tqqi om 1 t; ni oi p q 

ujyyizui id, ui£ / .Lj. 


.~ 1 -4- * t 

Ol . L.W 


Method 


TBLASTX: Wheat 






Ol QOI 

z i yz i 




End 


22451 




bl 


none 




Score 


136 




Exons 


ziyzi. . zzuji, zziiy. 


9 91 on 

. z z 1 y u , 


22135. .22314, 22413.. 22451 




Seq. No. 


13187 




Seq. ID 


OJ991201_15.0127 


• C5 


Gene No. 


27953 




Strand 








jo / 




End 


4 67 90 




Name 


htqqi om 1 c ni Ol p*^ 
ujyyizui iD.uiz/.bD. 


Ob . tC 


Method 


TBLASTX: Cress 




btart 


z z o / y 




End 


22876 




bl 


none 




Score 


186 




Exons 


99C-7Q 90pC/i 99*^0.0 
ZZD/y..ZZ004/ ZiJOU . 


99700 


22823. .22876 




Seq. No. 


13187 




Seq. ID 


OJ991201_15.0127 


.C5 


Gene No. 


27953 




Strand 






o car l. 


jo ' U" 




End 


46790 




Name 


P1TQQ1901 ni 97 p^ 


*o 9 Tat 
OZ • LW 


Method 


TBLASTX: Wheat 




otaiL 


ZZO jZ 




End 


23128 




bl 


none 




Score 


195 




Exons 


99009 901 90 










Seq. No. 


13187 




Seq. ID 


OJ991201J.5.0127 


.C5 


Gene No. 


27953 




Strand 






btart 


*3Q7 HQ 

jo / uy 




End 


46790 




Name 


p\tqqi om 1 c n 1 9 7 rt; 

ujyyizui lo.uiz/.bo. 


01. tc 


Method 


TBLASTX: Cress 




C -t- -v- 4- 

btarr. 


O 9 Q Q Q 

ZZo 00 




End 


23181 




bl 


none 




Score 


350 




Exons 


99QQQ 99Q9Q 99QQQ 

zzooo . . zzyzy , zzooy. 


. Z J 1 / O / 


22889. .23146, 22954. .23181 




Seq. No. 


13187 




Seq. ID 


OJ991201_15.0127 


.C5 


Gene No. 


27953 




Strand 








op 7 AQ 

0 0 / u y 




End 


46790 




Name 


HTQQ1 om 1 c; 0197 ft; 
ujyyizui iD.uiz/.bo. 


0 / . tm 


Method 


TBLASTX: Maize 




btart 


90007 
Z jU O / 




End 


23265 




bl 


none 




Score 


274 




Exons 


omm 9^9^*^ 9^nQ^ 

Z jUo / . . Z jZ O j , z ju y j . 


909^9 

. Z j Z DZ , 


23119. .23265 




beq . no . 


1 -?1 PI 

1 J 1 0 / 




Seq. ID 


OJ991201_15.0127 


p R 


Gene No. 


27953 




Strand 






Start 


38709 




End 


46790 




Name 


niQQi9ni i r m 97 

UJ^yiZUl lj. UJLZ / .to. 


o3 . tm 


Method 


TBLASTX: Maize 




otart 


9 O/l QO 

z ,34 y 0 




End 


24480 




p t 

bl 


none 




Score 


392 




Exons 


90/iq'3 9^c;'5/l OTCAfl 


90Q09 
. z jy jz / 


23604. .23927, 23609 23929, 






949P.Q 944ftf1 9/1*304 


. Z 4 4 / l r 


24318. .24479 




beq. no. 


1 "5 1 Q 7 
1 j1 0 / 




Seq. ID 


OJ991201_15.0127 


P R 

. b j 


Gene No . 


9 7 Q R ^ 

z / y 0 j 




Strand 






Start 


38709 




End 


'46790 




Name 


OJ991201 15. 0127. C5. 


o2.tc 


Method 


TBLASTX: Cress 




Start 


23592 




End 


24772 




GI 


none 




Score 


42 




Exons 


23592. .23651, 23594. 


.23665, 


23675. .23929, 23745 .. 23930, 






24303. .24545, 24316. 


.24522, 


24432. .24533, 24 652 .. 24771 , 






24653. .24772 










Seq. No. 


13187 




Seq. ID 


OJ991201_15.0127 


.C5 



13716 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



27953 
38709 

OJ991201_15.0127.C5.o3.ts 
23594 



none 
23594 . 
24289. 
24 653. 



Strand 
End 

_ Method 

End 
Score 

.23617, 23600. .23929, 23601 .. 23915, 23621 .. 23932 , 
.24522, 24303. .24524, 24 65'2 .. 24747 , 24 652 . . 2477 1 , 
.24772 



46790 

TBLASTX: Soybean 

24772 

180 



Seq. No. 13187 

Gene No. 27953 

Start 38709 

Name OJ991201_15 . 0127 . C5 . 08 . tm 

Start 24483 

GI none 

Exons 24483. .24524, 24487 24522, 
24653. .24772, 24 653 24 802 , 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991201 15. 0127. C5 



46790 

TBLASTX: Maize 
24987 
58 

24643. .24741, 24 652 .. 24 771 , 
24898. .24987, 24902. .24961 



Seq. No. 13187 Seq. ID 

Gene No. 27953 Strand 

Start 38709 End 

Name OJ991201_15 . 0127 . C5 . o5 . ts Method 

Start 26695 End 

GI none Score 

Exons 26695. .26745, 26700 .. 26759, 26700 

26878. .27006, 27931 .. 28137 , 27939 



.26759, 
.28094 



OJ991201_15.0127.C5 
46790 

TBLASTX: Soybean 

28137 

72 

26877. .27005, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13187 
27953 
38709 
OJ991201 
26698 
none 
26698 
26878 
28227 



15.0127.C5.o4.tc 



26754, 26698. 
27006, 27931. 
28286, 28228. 



.26754, 
.28089, 
.28287, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991201_15.0127.C5 
46790 

TBLASTX: Cress 

28503 

88 



26700. .26759, 26877 27005 , 
27939. .28091, 28093 28 152 , 
28384. .28503, 28389.. 28502 



Seq. No. 13187 
Gene No. 27953 
Start 38709 

Name OJ991201_15 . 0127 . C5 . o4 . tm 

Start 26698 
GI none 

Exons 26698. .26757, 26700 .. 26759, 

26880. .27002, 26884. .27006, 
28227. .282 95, 28228. .28293, 
28390. .28503 



Seq. ID 
Strand 
End 

Method 

End 

Score 
26700. .26759, 
27931. .28152, 
28243. .28302, 



OJ991201 15. 0127. C5 



46790 

TBLASTX: Maize 
28503 
79 

26877. .27005, 
27939. .28151, 
28389. .28502, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13187 
-27953 
38709 
OJ991201 
34737 
none 
34737 
35305 
35492 



15.0127.C5.o6.tm 



34853, 34768. .34845, 
35406, 35329. .35391, 
35572, 35792..3S893, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991201 15. 0127. C5 



46790 

TBLASTX : Maize 
38167 
128 

35295. .35384, 35300 .. 35401 , 
35488. .35571, 354 92 .. 35572 , 
35814. .35894, 35970 .. 36062 , 



13717 



35976. 
36687. 
36800. 
37144 . 
37387. 
37521. 
37924 . 



,36047, 36158. .36271, 36182. 
.36800, 36701. .36799, 36703. 
,36886, 36807. .36878, 37122. 



,37404, 37144. 
,37434, 37393. 
37640, 37900. 
,37974," 38066. 



.37266, 37145. 

.37434, 37483. 

.37974, 37910, 
.38167 



.36268, 36186. 

.36801, 36787. 

,37244, 37137. 

.37267, 37361. 

.37626, 37519. 

,37975, 37916. 



,36284, 
,36876, 
,37268, 
,37432, 
,37644, 
,37975, 



Seq. No. 13187 Seq. ID 

Gene No. 27953 Strand 

Start 38709 End 

Name OJ991201_15 . 0127 . C5 . olO . gs Method 

Start 38709 End 

GI none Score 
Exons 



OJ991201_15.0127.C5 

46790 
GENSCAN 
46790 
.42 



38709. .39176, 43408. 
46715. .46790 



,43463, 43690. .43848, 43994 44143, 



Seq. No. 13187 

Gene No. 27953 

Start 38709 

Name OJ991201_15 . 0127 . C5 . o4 . ts 

Start 40328 

GI none 

Exons 40328. .40381, 404 17 ... 40518 , 
40660. .40782, 4 0665 .. 40781 , 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991201 15. 0127. C5 



46790 

TBLASTX: Soybean 
40943 
66 

40417. .40548, 40439 40552, 
40863. .40943, 40864. .40941 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



13187 
27953 
38709 
OJ991201 
40404 
none 
40404 
4 065.§ 
4 08^4 



15.0127.C5.o5.tm 



40553, 40412. .40555, 
40781, 40657. .40782, 
40941 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991201 15. 0127. C5 



46790 

TBLASTX: Maize 
40941 
198 

40429. .40554, 40647. .40781, 
40863. .4094 0, 408 63. .40940, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 
Seq. No. 



13187 Seq. ID OJ991201_15 . 0127 . C5 

27953 Strand 

38709 End 46790 

OJ991201_15 . 0127 . C5 . ol2 . gp Method AAT/GAP 

42942 End 43186 

8022_1.R1084 Score 322 

42942. .43186 

, 5091496/dbj | AB023482 . 2 | AB0234 82 3.0e-37 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence' 



13188 Seq. ID 

27954 Strand 

1 End 

OJ991201_15.0127.C6.ol.'np Method 

1 End 

2505874 Score 



OJ991201_15.0127.C6 
+ 

3266 
AAT/NAP 
3096 
1237 



1..417, 1154. .1258, 1350. .1472, 2308. .2478, 2563. .2692, 
2772. .3096 

(Y12776) putative kinase [Arabidopsis thaliana] 



13188 



Seq. ID OJ991201 15. 0127. C6 



13718 






Gene No. 


27954 


Strand 


+ 




Start 


1 


End 


3266 




Name 


OJ991201 15.0127.C6.ol.gs 


Method 


GENSCAN 




Start 


48 


End 


3163 




GI 


none 


Score 


.81 




Exons 


48. .417, 1154. .1258, 1350. .1472, 2308. 


.2478, 2563. .2692, 






2772. .2981, 3075. .3163 








Seq. No. 


13188 


Seq. ID 


OJ991201_15.0127.C6 




Gene No. 


27954 


Strand • 


+ 




Start 


1 


End 


3266 




Name 


OJ991201_15.0127.C6.o3.tc 


Method 


TBLASTX: Cress 




Start 


172 


End 


424 




GI 


none 


Score 


268 




Exons 


172;. 270, 212. .418, 266. .424 








Seq. No. 


13188 


Seq. ID 


OJ991201 15. 0127. C6 




Gene No. 


27954 


Strand 


+ 




Start 


1 


End 


3266 




Name 


OJ991201 15.0127.C6.o2.tm 


Method 


TBLASTX : Maize 




Start 


184 


End 


1259 




GI 


none 


Score 


56 




Exons 


184. .231, 197. .232, 238. .411 


, 244..279 


, 245. .418, 260. .427, 


■ :e 's 




297. .428, 1151. .1258, 1152.. 


1259, 1152 


. .1259 . 


;. *{ 
.3 =; 


Seq. No. 


13188 


Seq. ID 


OJ991201_15.Q127.C6 


: ' 


Gene No. 


27954 


Strand 


+ 


i' | i 
: ' ! 


Start 


1 


End 


3266 


! = = ? 


Name 


OJ991201 15.0 127. C6.o2.ts 


Method 


TBLASTX: Soybean 




Start 


245 


End 


41.5 




GI 


none 


Score 


223 


m 


Exons 


245. .415 








Seq. No. 


13188 


Seq. ID 


OJ991201_15.0127.C6 


r=i 


n^np No 


27954 


Strand 


+ 




Start 


1 


End 


3266 


y= 


Name 


OJ991201 15.0127.C6.ol.ts 


Method 


TBLASTX: Soybean 




Start 


1119 


End 


2972 




GI 


none 


Score 


192 


q 


Exons 


1119. .1259, 1151.. 1258, 1345 


..1464, 1346. .1465, 1347. .1487, 


Q 




1348. .1488, 2309. .2485, 2309 


..2476, 2335.-2484, 2561. .2644, 






2563.-2697, 2564. .2695, 2760 


..2939, 2769. .2939, 2916. .2972 




Seq. No. 


13188 


Seq. ID 


OJ991201_15.0127.C6 




Gene No. 


27954 


Strand 


+ 




Start 


1 


End 


3266 




Name 


OJ991201 15.0127.C6.o2.tc 


Method 


TBLASTX: Cress ' 




Start 


1151 


End 


2485 




GI 


none 


Score 


181 




Exons 


1151. .1252, 1152.. 1259, 1345 


..1470, 1346. .1435, 1347. .1451, 






1348. .1488, 2309.. 2485, 2310 


..2450, 2335.-2484 




Seq. No. 


13188 


Seq. ID 


OJ991201_15.0127.C6 




Gene No. 


27954 


Strand 


+ 




Start 


1 


End 


3266 




Name 


OJ991201 15.0127.C6.ol.tm 


Method 


TBLASTX: Maize 




Start 


1354 


End 


3266 



13719 





GI 


none 






Score 


217 






Exons 


1354. .1488, 1354 


. . 1488, 


2306 


..2413, 2307. .2420, 


2309. .2431, 






2310. .2414, 2335 


. . 2460, 


2410 


..2481, 2410. .2484, 


2417. .2485, 






2564 . .2695, 2564 


. . 2695, 


2565 


..2696, 2566.. 2697, 


2769. .2981, 






2769. .2966, 2833 


. .3000, 


3075 


..3095, 3098.. 3160, 


3099. . 3167, 






3201. . 3266, 3202 


. . 3246 












Seq. No. 


13188 






Seq. ID 


OJ991201 


15 . 0127 .C6 




Gene No . 


27954 






Strand 


+ 






Start 


1 






End 


3266 






Name 


OJ991201 15.0127 


.C6.ol. 


gp 


Method 


AAT/GAP 






Start 


1379 






End 


2889 






GI 


20801 1.R1084 






Score 


933 






Exons 


1379.. 1472, 2308 


. .2478, 


2563 


..2692, 2772.. 2889 






GI Descrip. 


■ 2505874 /emb|CAA73303| 


1. Oe- 


75 (Y12776) 


putative kinase 






[Arabidopsis thaliana] 1 












Seq. No. 


13188 






Seq. ID 


OJ991201 


15. 0127 .C6 




Gene No. 


27954 






Strand 


+ 






Start 


1 






End 


3266 






Name 


OJ991201 15.0127 


C6.ol. 


tw 


Method 


TBLASTX : 


Wheat 




Start 


2309 






End 


2695 






GI 


none 






Score 


175 






Exons 


2309.. 2485, 2315 


.2413, 


2335 


..2478, 2564. .2695, 


2572 . .2667 


U 


Sea No 


13188 






'Seq. ID 


OJ991201 


15. 0127 .C6 


en 


Gene No. 


27954 






Strand 


+ 




i b? 


Start 


1 






End 


3266 






Name 


OJ991201 15.0127 


C6.ol. 


tc 


Method 


TBLASTX : 


Cress 


! t£ 
tr 


Start 


2575 






End 


2985 






GI 


none 






Score 


164 




a? 


Exons 


2575.. 2691, 2576 


.2692, 


2769 


..2981, 2873. .2935, 


2905 . .2982, 


ri! 




2905. .2985 












i. -J 


Seq. No. 


13189 






Seq. ID 


OJ991201 


15. 0127. C7 


\i 


Gene No. 


27955 






Strand 


+ 






Start 


8410 






End 


9302 






Name 


OJ991201 15.0127 


C7.o2. 


as 


Method 


GENSCAN 






Start 


8410 






End 


9302 




n 


GI 


none 






Score 


.49 






Exons 


8410.. 8463, 9213 


.9302 












Seq. No. 


13189 






Seq. ID 


OJ991201 


_15.0127.C7 




Gene No. 


27956 






Strand 


+ 






Start 


11207 






End 


14965 






Name 


OJ991201 15.0127 


C7.o3. 


gs 


Method 


GENSCAN 






Start 


11207 






End 


14965 






GI 


none 






Score 


.58 






Exons 


11207. . 11374, 124 51. .12542, 


13206. . 13240, 14185 


. .14304, 






14832. . 14965 














Seq. No. 


13189 






Seq. ID 


OJ991201 


_15.0127.C7 




Gene No. 


27957 






Strand 


+ 






Start 


15259 






End 


21576 






Name 


OJ991201 15.0127. 


C7.o2. 


gp 


Method 


AAT/GAP 






Start 


15122 






End 


15540 






GI 


3061057 






Score 


544 





13720 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15122. .15367, 15452. .15540 

4263821/gb | AAD154 64 | 2.0e-16 (AC006067) hypothetical protein 
[Arabidopsis thaliana] 



13189 
27957 
15259 

OJ991201_15.0127.C7.ol.np 

15190 

4263821 



Seq. ID OJ991201_15.0127.C7 

Strand + 

End 21576 

Method AAT/NAP 

End 20673 

Score 823 



15190. . 15367, 15431. . 15528, 15617 15700, 157 91 15939, 
17048. .17187, 17261. .17348, 18 133 18206, 20155 20339, 
20438. .20673 

GI Descrip. (AC006067) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 13189 Seq. ID OJ991201 

Gene No. 27957 Strand + 

Start 15259 End 21576 

Name OJ991201_15 . 0127 . C7 . o4 . gs Method GENS CAN 

Start 15259 End 19376 

GI none Score . 67 

Exons 15259. .15367, 15407 .. 15528 , 

16588. . 16674, 17048 .. 17187, 

18366. .18706, 18844 . .19376 



15. 0127. C7 



15578. .15700, 157 91 15904 , 
17261. .17348, 18133 .. 18206, 



Seq. No. 13189 

Gene No. 27957 

Start 15259 

Name OJ991201_15 . 0127 . C7 . o3 . gp 

Start 17240 

GI LIB3432-012-P1-K1-G5 

Exons 17240. . 17348, 18133 .. 18206, 

GI Descrip. 1 4263821/gb | AAD154 64 | 2 . Oe- 
[Arabidopsis thaliana] 1 



Seq. ID OJ991201_15.0127.C7 
Strand + 
End 21576 
Method AAT/GAP 
End 20543 
Score 828 
20155. .20348, 20438.. 20543 
16 (AC006067) hypothetical protein 



Seq. No. 13189 Seq. ID OJ991201_15 . 0127 . C7 

Gene No. 27957 Strand + 

Start 15259 End 21576 

Name OJ991201_15 . 0127 . C7 . o5 . gs Method GEN SCAN 

Start 20216 End 21576 

GI none Score .92 

Exons 20216. .20348, 204 38 .. 20640, 20963 .. 21009, 2 1092 .. 2134 4 , 
21559.. 21576 



Seq. No. 13189 Seq. ID 

Gene No. 27958 Strand 

Start 22771 End 

Name OJ991201_15 . 0127 . C7 . 06 . gs Method 

Start 22771 End 

GI none Score 

Exons 22771. .23151, 23177.. 23638 



OJ991201_15.0127.C7 
+ 

23638 
GENSCAN 
23638 
.84 



Seq. No. 13189 Seq. ID 

Gene No. 27959 Strand 

Start 24298 End 

Name OJ991201_15 . 0127 . C7 . o4 . gp Method 

Start 24298 End 



OJ991201_15.0127.C7 
+ 

24715 

AAT/GAP 

24715 



13721 



GI 

Exons 



none 

24298. .24715 



Score 



767 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13189 Seq. ID OJ991201_15 . 0127 . C7 

27960 Strand + 

34390 End 34896 

OJ991201_15.0127.C7.o7.gp Method AAT/GAP 

34390 End ■ 34896 

uC-osflM202096g03bl Score 964 
34390. .34896 

, 2505877/emb|CAA73306| 6.0e-14 (Y12776) dehydrogenase 
[Arabidopsis thaliana] 1 



13189 



Seq. ID OJ991201_15.0127.C7 



27961 Strand 
1170 End 7617 

OJ991201_15 . 0127 . C7 . ol . gs Method GENSCAN 

1170 End 7617 

none Score .58" 

1170. .1394, 1479. .1638, 1869. .2071, 2720. .2781, 3912. .3942, 

4819. .4876, 5447. .5637, 6195. .6367, 7102. .7338, 7404. .7617 



I s ; § 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13189 
27961 
1170 

OJ991201_15.0127.C7.ol.gp 

5154 

uC-osflcypl73b03bl 
5154. .5601 

! 4263821/gb| AAD154 64 | 2.0e-16 
[Arabidopsis thaliana] 1 



13189 
27962 
24223 

OJ991201_15.0127.C7. 

15186 

none 

15186. .15347, 15187. 
15614. .15742, 15616. 
16570. .16680, 17045. 
17253. .17351, 17276. 



ol.ts 



15366, 
15699, 
17191, 
17350 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991201_15.0127.C7 

7617 
AAT/GAP 
5601 
892 



(AC006067) hypothetical protein 



Seq. ID 
Strand 
End 

Method 
End 
Score 

15462 

15776 



OJ991201 15. 0127. C7 



35914 

TBLASTX: Soybean 
17351 
108 

15527, 15466. .15528, 
15883, 15878. .15907, 



17047. .17148, 17048. .17188, 



Seq. No. 13189 
Gene No. 27962 
Start 24223 

Name OJ991201_15 . 0127 . C7 . o5 . tm 

Start 15267 
GI none 
Exons 15267. 

15453. 

15776. 



15302, 15267. .15365, 
15527, 15466. .15528, 
15835, 15777. .15830, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
15313 
15614 
15782. . 15835 



OJ991201 15. 0127. C7 



35914 

TBLASTX: Maize 
15835 
65 

15366, 15453. .15476, 
15742, 15616. .15741, 



Seq. No. 13189 Seq. ID 

Gene No. 27 962 Strand 

Start 24223 End 

Name OJ991201 15 . 0127 . C7 . o2 . tc Method 



OJ991201JL5.0127.C7 
35914 

TBLASTX: Cress 



13722 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15814 
none 



End 
Score 



17352 
102 



15814. .15903, 15815. .15907, 16572 .. 1667 9, 16576 16680, 
17043. .1714 7, 17045. .17191, 17048. .17185, 17190 17351, 
17256. .17351, 17287. .17352 



13189 
27962 
24223 

OJ991201_15. 

16576 

none 

16576. . 16680 
17046. . 17204 
17255. . 17350 
18132. . 18206 
20152. .20265 
20457. .20516 
20514. .20642 
21036. .21284 



0127.C7.ol.tm 



16585. 
17047. 
17263. 
18133. 
20152. 
20457. 
20515. 
21089. 



13189 
27962 
24223 

OJ991201_15.0127.C7.ol.tw 

17123 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991201_15.0127.C7 
35914 

TBLASTX: Maize 

21345 

134 



.16674, 
.17184, 
.17352, 
.18207, 
.20265, 
.20531, 
.20640, 
.21298, 



16587. .16679, 17045 .. 17185, 

1704 8. .17188, 17217. .17351, 

17264 .. 17353, 18090 .. 18206, 

18136. .18207, 18137. .18214, 

20153. .20299, 20300 .. 20353, 

20459. .20533, 20512 2064 0, 

20955. .21011, 20960. .21010, 

21089. .21298, 21178. .21345 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991201_15.0127.C7 
35914 

TBLASTX: Wheat 

17351 

111 



17123. .17218, 17123. 
17234 . .17350 



,17203, 17200. .1734 9, 1722 9. .17351, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 
Gene No. 
Start 



13189 
27962 
24223 

OJ991201_15.0127.C7.o7.gs 

24223 

none 

24223. .24371, 24 593.-24 638, 
26214 . .26304, 26775 .. 26963, 
28798. .28941, 29199 .. 29316, 
32068. .32214, 33036 .. 33107, 
35525. .35655, 35778.-35896 



Seq. ID OJ991201_15.0127.C7 
Strand 

End 35914 

Method GENSCAN 

End 35896 

Score .82 
25205. .25339, 25667 .. 25785, 
28318. .28401, 28548 .. 28709, 
29442. .29472, 308 93 .. 31130, 
34158. .34205, 34 322 35110, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991201 15. 0127. C7 



13189 
27962 
24223 

OJ991201_15.0127 .C7.o2 . np 
25187 
1389768 

25187. .25339, 25667, 
26775. .26963, 28318, 
31117. .31154 

(U58942) phosphoribosylanthranilate transferase [Arabidopsis 
thaliana] 



35914 
AAT/NAP 
31154 
980 



.25785, 26013. .26072, 26214, 
.28401, 28548. .28709, 28798, 



.26304, 
.28946, 



13189 
27962 
24223 



Seq. ID 

Strand 

End 



OJ991201 15. 0127. C7 



35914 



13723 



Name 


HTQQl 901 1 c; m 97 P7 


o3 . tm 


Method 


TBLASTX: Maize 




otaiL 






End 


28366 






none 




Score 


82 




Exons 


25206. .25271, 25214. 


.25273, 


25296. .25340, 25296 .. 25337 , 






25665. .25790, 25665. 


.25790, 


25667. .25792, 25667 .. 25792, 






9S67D 9RR07 9S670 




25672. .25812, 25727 .. 25807 , 






96019 960R6 9601 9 


9606*% 


26013. .26066, 2 6014 .. 2 6085, 






96911 96970 96919 


96^04 


26212. .26304, 26213 .. 26305, 






9677^ 96Q66 9677Q 


. £. U O u V , 


26781. .26966, 28312 .. 28362 , 






op-si o 9ft'369 oq^i q 


9R ^66 
. ZO JUD 








Can Mri 


13189 




Seq. ID 


OJ991201_15.0127 


P7 


Pc>n(=> No 

V3C11C 1.N (J . 


27962 




Strand 






Start 


24223 




End 


35914 




Name 


OJ991201 15. 0127. C7. 


o5 . gp 


Method 


AAT/GAP 






25218 




End 


26291 






LIB3434-026-P1-K1-E6 


Score 


658 






25218. .25339, 25667. 


.25785, 


26013. .26072, 26214.. 26291 






•1389768 1.0e-34 (U58942) phosphoribosylanthranilate transferase 




[Arabidopsis thaliana] 1 








Seq. No. 


13189 




Seq. ID 


OJ991201_15.0127 


.C7 


Gene No. 


27962 




Strand 








24223 




End 


35914 




Name 


OJ991201. 15. 0127. C7 . 


o3 . ts 


Method 


TBLASTX: Soybean 




o tar u 


28313 




End 


28836 






none 




Score 


85 






28313. .28402, 28581. 


.28712,. 


28795. .28836 




C £i /-r Ha 

oecj . INO . 


13189 




Seq. ID 


OJ991201_15.0127 


P7 


Gene No. 


27962 




Strand 






Start 


24223 




End 


35914 




Name 


OJ991201 15. 0127. C7. 


06 . tm 


Method 


TBLASTX: Maize 






28584 




End 


28944 






none 




Score 


104 




T7 1 v /"\ r"i o 


28584 . .28712, 28638. 


.28712, 


28777. .28851, 287 95.-28839, 






28906. .28944, 28909. 


.28944 








Cor* M n 


13189 




Seq. ID 


OJ991201_15.0127 


.C7 




27962 




Strand 






Start 


24223 




End 


35914 




Name 


OJ991201 15. 0127. C7. 


06 . gp 


Method 


AAT/GAP 




ouai l 


33020 




End 


34404 




ul 


uC-osflcypl32g04al 




Score 


946 




TTv ATI o 


33020. .33285, 33520. 


.33636, 


34158. .34205, 34322. .34404 




PT Ho CP K1 T™^ 
O-L L^tS o O J. -L^J • 


, 2505877/emb|CAA73306| 7 . 0e- 


-36 (Y12776) 


dehydrogenase 






[Arabidopsis thaliana] T 










13189 




Seq. ID 


OJ991201_15.0127 


.C7 


P o m o NT /-\ 

bene lno . 


27962 




Strand 






Start 


24223 




End 


35914 




Name 


OJ991201 15. 0127. C7. 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


33202 




End 


34364 




GI 


none 




Score 


93 




Exons 


33202. .33285, 33214. 


.33285, 


33215. .33286, 33518 .. 33637 , 






33519. .33638, 33519. 


.33638, 


33520. .33639, 33520. .33645, 






33527. .33646, 34152. 


.34217, 


34159. .34206, 34317. .34364, 





13724 




34322. .34363 



Seq. No. 


13189 




Seq. ID 


OJ991201 


_15.0127. 


C7 


Gene No. 


27962 




Strand 








Start 


24223 




End 


35914 






Mamp 
INalUC 


OJ991201 15. 0127. C7 


. o3 . np 


Method 


AAT/NAP 






q+- o rt 
j Lai L 


33214 




End 


35914 






\J X 


2505878 




Score 


1097 






F 1 von c; 


33214. .33285, 33520 


. .33636, 


34158. .34205, 34322 


. .35110, 






35525. .35655, 35778 


. .35914 










GI Descrip. 


(Y12776) gene5; most likely 


[Arabidopsis thaliana] 




Seq. No. 


13189 




Seq. ID 


OJ991201 


JL5.0127. 


C7 




27962 




Strand 








Start 


24223 




End 


35914 






Name 


OJ991201 15. 0127. C7 


.o2 . tm 


Method 


TBLASTX : 


Maize 




Start 


34425 




End 


34654 






GI 


none 




Score 


264 






yon *=; 


34425.-34643, 34426 


. .34653, 


34427. .34654 






Seq. No. 


x J ± o zf 




Seq. ID 


OJ991201 


i q 01 97 


C7 


fjpnp KJo 


27962 




Strand 








O Lai L. 


24223 




End 


35914 






Name 


OJ991201 15. 0127. C7 


,o2.ts 


Method 


TBLASTX: 


Soybean 




Qfa rt 
O Lai u 


34601 




End 


35116" 








none 




Score 


57 






F von c: 


34601. .34648, 34602 


. .34643, 


34679*: .34801, 34971 


. .35114, 






34985. .35116, 34985 


. .35110 










Seq. No. 


1 ?1 R Q 

X O X O _/ 




Seq. ID 


OJ991201 


u ni 97 


C7 


Gene No. 


27962 




Strand 








Start 


24223 




End 


35914 






Name 


OJ991201 15. 0127. C7 


. o4 . tm 


Method 


TBLASTX: 


Maize 




Start 


34796 




End 


35842 






GI 


none 




Score 


74 






F.xon 

J-J W 1 1 O 


34796. .34921, 34800 


. .34916, 


34924 . .35103, 34959 


. .35114, 






34971. .35114, 34985 


. .35116, 


35519. .35656, 35520 


. .35657, 






35776. .35841, 35777 


. .35842 










Seq. No. 


13189 




Seq. ID 


OJ991201 


_15.0127. 


C7 


Gene No . 


27962 




Strand 








Start 


24223 




End 


35914 






Name 


OJ991201 15. 0127. C7 


.ol. tc 


Method 


TBLASTX: 


Cress 




Start 


35519 




End 


35914 






GI 


none 




Score 


124 






F* von «: 


35519. .35656, 35522 


. .35644, 


35523. .35657, 35766 


. .35894, 






35776. .35913, 35777 


. .35914, 


35777. .35914 






Seq. No. 


13190 




Seq. ID 


OJ991201 


_15.0127. 


C8 


Gene No. 


27963 




Strand 








Start 


586 




End 


6552 






Name 


OJ991201 15. 0127. C8 


. ol . gs 


Method 


GENSCAN 






Start 


586 




End 


6552 






GI 


none 




Score 


.62 






Exons 


586. .1164, 1395. .1488, 2085. 


.2113, 3185 


. .3390, 


4471. . 4583, 



6182. . 6552 



13725 




Seq. No. 


13190 




Seq. ID 


OJ991201 15. 0127. C8 


Gene No. 


27963 




Strand 




Start 


586 




End 


6552 


Name 


OJ991201 15.0127.C8.ol. 


np 


Method 


AAT/NAP 


Start 


631 




End 


1206 


GI 


2505878 




Score . 


616 


Exons 


631. .1206 








GI Descrip. 


(Y12776) geneS; most likely 


[Arabidopsis thaliana] 


Seq. No. 


13190 




Seq. ID 


OJ991201_15.0127.C8 


Gene No. 


27963 




Strand 




Start 


586 




End 


6552 


Name 


OJ991201 15.0127.C8.ol. 


gp 


Method 


AAT/GAP 


Start 


2011 




End 


2311 


GI 


1944311 




Score 


574 


Exons 


2011. .2311 








Seq. No. 


13190 




Seq. ID 


OJ991201_15.0127.C8 


Gene No. 


27963 




Strand 




Start 


586 




End 


6552 


Name 


OJ991201 15.0127.C8.o2. 


gp 


Method 


AAT/GAP 


Start 


2541 




End 


3982 


GI 


64797 1.R1084 




Score 


847 


Exons 


2541. .2614, 2756. .2986, 


3185 


..3349, 3953..3982 


GI Descrip. 


'2 632252/emb|CAA73067 | 


4.0e- 


18 (Y12464) 


serine/threonine kinase 




[Sorghum bicolor] f 








Seq. No. 


13190 




Seq. ID 


OJ991201_15.0127.C8 


Gene No. 


27964 




Strand 




Start 


7689 




End 


8900 


Name 


OJ991201 15.0127.C8.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


608 




End 


909 


GI 


none 




Score 


89 


Exons 


608 . . 859, 631 . .807, 794 


..883, 826. .909, 


850. . 900 


Seq. No. 


13190 




Seq. ID 


OJ991201_15.0127.C8 


Gene No. 


27964 




Strand 




Start 


7689 




End 


8900 


Name 


OJ991201 15.0127.C8.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


943 




End 


1164 


GI 


none 




Score 


151 


Exons 


943. . 996, 997 . . 1164 








Seq. No. 


13190 




Seq. ID 


OJ991201_15.0127.C8 


Gene No. 


27964 




Strand 




Start 


7689 




End 


8900 


Name 


OJ991201 15.0127.C8.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3179 




End 


6144 


GI 


none 




Score 


79 


Exons 


3179. .3235, 3182. .3241, 


3254 


. .3370, 3261. .3344, 3948. .4001, 




3953. .4006, 3954. .4013, 


4469 


..4600, 4469. .4600, 4852. .4932, 




4856. .4933, 4865. .4933, 


5249 


..5308, 5253. .5309, 6094. .6144 


Seq. No. 


13190 




Seq. ID 


OJ991201_15.0127.C8 


Gene No. 


27964 




Strand 




Start 


7689 




End 


8900 


Name 


OJ991201 15.0127.C8.o2. 


gs 


Method 


GEN SCAN 



13726 



otaru 


7 fift Q 
/ O 0 Z? 








Lna 


0 i?U u 


PT 


none 








Score 


7 0 


Exons 


7 fift Q ft d Q S 

/DO!?. . 04 jj, 


ft ft nfi 

O O U D i 


ft Qnn 

. ■ O u u 








Seq. No. 


13190 








Seq. ID 


OJ991201 


Gene No. 


27964 








Strand 




Cf art- 


7 fiftQ 








FnH 


ft 900 


Name 


PjTQQI 901 -T ,c v 


KJ X £. l i 


Pft n9 


tin 


\A /~K 4- Vt A 


1 Diino 1 A . ! 


C +- a 
OlalL 


77 p o ~~ 
/ / 0 J 








EjIIU 


7 Qfi7 




none 








Score 


fiO 




778^ 7833 


7785 , 


. 7967 , 


7ft Q4 

/ O Zf *i . 


7 Qfi? 




Seq. No. 


13191 








Seq. ID 


OJ991011 


Gene No . 


27965 








Strand 


+ 




4125 








FnH 


4 638 


Name 




oi o^ 

U X \J ~j i 


P? ni 




L v Jc t IlvJU 


n at /nap 


o t clx t 


d i ? s — 

<i X ^. J 










4 fi^ft 
t u JO 


PT 
oX 


none 








S core 


7 fi? 

/ OJ 


TT" V Tl Q 




4293 


4 638 

. • 1 \J J o 








Seq. No. 


13191 








Seq. ID 


.OJ991011 


Gene No. 


27966 








Strand 


+ 


uLal L 


fin fid 

OUD4 








FnH 


R74 0 


Name 


HTQQ1 fl1 1 OR 


m n ^ 

U 1 U J i 


P9 c\0 


9P 


\A/^ \~ /~\ /~\ 
l v JC 1 1 lOU 


ZiZiT /PAD 




JO J J 








ona 




P T 
la X 


none 








Score 


Q fi7 


HP "V y"\ t~\ <"» 


coca fi^QQ 

JO J7. . OJ 












Seq. No. 


13191 








Seq. ID 


OJ991011 


Gene No. 


27966 








Strand 


+ 




fin fid 

DUD4 








End 


8740 


Name 


oTQQinii or 

uj lu x x u j . 


ni n^ 


P9 a9 


gs 


Method 


GEN SCAN 




fin fid — 

OUD4 








End 


8740 


VjX 


none 








Score 


.75 


Exons 


cnfid fii 

DUD4 . . Ol J J; 


0 4 f± X . 


fiQ77 


7 7 R7 
/ jj / . 


.7547, 7590. .7843, 


Qprr No 


1 3-1 9 1 








Seq. ID 


OJ991011 


Gene No. 


27966 








Strand 


+ 


Start 


6064 








End 


874 0 


Name 


OJ991011 05. 


0103. 


C2.o2. 


np 


Method 


AAT/NAP 


Start 


6487 








End 


8737 


GI 


2088647 








Score 


1539 


Exons 


6487. .6977, 


7357. 


, .7843, 


7955. 


.8737 





GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



(AF002109) unknown protein [Arabidopsis thaliana] gi 13158394 
(AF036340) LRR-containing F-box protein [Arabidopsis thaliana] 



13191 Seq. ID 

27966 Strand 

6064 End ' 

OJ991011_05 . 0103 . C2 . o3 . gp Method 

6628 End 

uC-osflcypl39f lObl Score 
6628. .6977, 7357. .7459 

'2088647 2.0e-41 (AF002109) hypothetical protein [Arabidopsis 
thaliana] >gi_3158394 (AF036340) LRR-containing F-box protein 
[Arabidopsis thaliana] 1 



OJ991011_05.0103.C2 
+ 

8740 
AAT/GAP 
7459 
854 



13727 






beq . no . 


1 Ol Q1 








beq . i u 


piTQQimi n c. mm 

UJyyiUll Uj . UIUj 


P9 
. LZ 




Gene No. 


27967 








Strand 








Start 


2513 








End 


3988 






Name 


C\ TQ Q1 m 1 Pi 
UJyyiUll Uj 


n i n ^ 

• UIU J * 


C2.ol. 


np 


Method 


/AH. I / N/\ir 








1 ooc 
1Z JO 








End 


1 790 






bl 


c Q c: o H Q "3 








Score 


C.P 
JO 






Exons 


1Z Jo . . 1 oZ. U 
















GI Descrip. 


f ZiT 1 1 7 9 > 


zwn Id. 


1 [Oryza sativa] 








Seq. No. 


13191 








c 0 ^ t n 


OJ991011JD5.0103 


,C2 




Gene No. 


27967 








Strand 








b tar l 










End 


"5 QP P 

jy o o 






Name 




m 

. UIUj . 


C2.ol. 


gs 


Method 


oEjlNbUHlN 






btiar c 










End 


j y o o 








none 








Score 


A 
. ft 








z ji j • . ZjOj/ 


OQTQ 

z y j y . 


.3155, 


3967. 


.3988 








Seq. No. 


13191 








Seq. ID 


OJ991011_05.0103 


.C2 




Gene No. 


27968 








Strand 








b tar l 


O 00 y 








End 


QH7 1 

y u / 1 






Name 


n tqqi mi or 
uj yyiuii uo 


. UIUj . 


C2.o4 . 


gp 


Method 


7\7\T /ri\D 
t\JA 1 / \jt\tr 






O 4- -\ v4- 

b tiar r 


0 0 0 y 








End 


Qfl 7 1 
yu / 1 






bl 


none 








Score 


i n 9 9 




. 5 t 


Exons 


OCCQ Qfi 7 "l 

o o o y . . y u / 1 














kj 
j'fl 


' Seq. No. 


13191 








Seq. ID 


OJ991011_05.0103 


.C2 


fi! 


Gene No. 


27969 








Strand 






3 5 


Start 


lUzo / 








End 


10671 






Name 


ATQQ1A1 1 A R 

uj y y iui i uo 


.UIUj. 


C2.o2. 


tm 


Method 


TBLASTX: Maize 




j ; I 


Start 


CA Qfl 

d4 y u 








End 


6906 




'= r? 


bl 


none 








Score 


636 






Exons 


DfiyU. . O D4 0 , 


DjUo . 


.6906, 


6522. 


.6905, 6748.. 6906 




is 


Seq. No. 


13191 








Seq. ID 


OJ991011_05.0103 


.C2 


S3 


Gene No. 


27969 








Strand 






! 




1UZ J / 








End 


10671 






Name 


n tqqi mi n r 
uj yyiuii uo 


ni 

. UIUj. 


C2.o3. 


ts 


. Method 


TBLASTX : Soybean 




o 


btar l 


DOUO 








End 


67 62 v 






bl 


none 








Score 


268 




1- -i 


Exons 


DOUO . . DDjJ/ 


DO JZ . 


.6762, 


6537. 


.6761 








beq . no . 


1 ^1 Q1 

l j l y i 








Seq. ID 


OJ991011_05.0103 


.C2 




bene no . 


97 Q£Q 

z / y o y 








Strand 








Start 


10257 








End 


10671 






Name 


OJ991011_05 


.0103. 


C2.ol. 


tc 


Method 


TBLASTX: Cress 






Of -a vf 

b tar l. 


£^ ^p 

DjjO 








End 


8716 






bl 


none 








Score 


441 






Exons 


Djjo . . oy / 0 , 


DO / J . 


.6779, 


7400. 


.7477, 7481. .7630, 7658. .7843, 






7 £ Qd 7 P 77 
/ 0 y fi . . / O j / , 


7 Q4 n 
/ y ft u . 


.8068, 


7957. 


.8013, 8045. .8620, 8077. .8619, 






ROQQ QCOfi 


O D O / . 


.8716 












Seq. No. 


13191 








Seq. ID 


OJ991011_05.0103 


.C2 




Gene No. 


27969 








Strand 








Start 


10257 . 








End 


10671 






Name 


OJ991011 05 


.0103. 


C2.o2. 


ts 


Method 


TBLASTX : Soybean 






Start 


6763 








End 


8068 






GI 


none 








Score 


187 





13728 



l—i *\ \*s 1 1 O 


6763 6978. 


7352 , 


. .7411, 


7400 . 


.7480, 7406. .7477, 7499. .7639, 




7643 . .7843, 


7675 , 


. .7911, 


7940 . 


.8068 




Seq. No. 


13191 








Seq. ID 


OJ991011_05.0103.C2 


fipnp No 


27969 








Strand 




Start 


10257 








End 


10671 


Name 


OJ991011 05 


.0103, 


.C2.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


6910 








End 


8478 


GI 


none 








Score 


92 


1 — l llij 


6910 6978. 


6912 . 


. . 6986, 


7347 . 


.7844, 7350. .7844, 7352. .7846, 




7352 7846, 


7945 . 


. . 8013, 


7952 . 


.8476, 7954. .8013, 8058. .8207, 




8069. .8476, 


8095 , 


. . 8478 








Seq. No. 


13191 








Seq. ID 


OJ991011 05. 0103. C2 


Gene No. 


27969 








Strand 




Start 


10257 








End 


10671 


Name 


OJ991011 05 


.0103 , 


,C2.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


8042 ~~ 








End 


8431 


GI 


none 








Score 


444 


Exons 


8042 . .8431, 


8089, 


. . 8184 , 


8242 . 


. 8424 




Seq. No. 


13191 








Seq. ID 


OJ991011_05.0103.C2 


Gene No. 


27969 








Strand 




Start 


10257 








End 


10671 


Name 


OJ991011 05 


. 0103 . 


, C2 . ol . 


ts 


Method 


TBLASTX: Soybean 


Start 


8230 ~~ 








End 


8725 


GI 


none 








Score 


89 


V von q 


8471 


8231 . 


.84 85, 


8231. 


.8479, 8 


233. .8481, 8475. .8615, 




8476 8619 


8480 . 


. .8620, 


8596 . 


.8724, 8 


633. .8725 


Seq. No. 


13191 








Seq. ID 


OJ991011_05.0103.C2 


Gene No. 


27969 








Strand 




Start 


10257 








End 


10671 


Name 


OJ991011 05 


.0103. 


,C2.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


8480 








End 


9053 


GI 


none 








Score 


329 


Exons 


8480. .8752, 


8482, 


, .8754, 


8483. 


.8743, 8 


530. .8745, 8949. . 9053 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13191 
27969 
10257 
OJ991011 
10137 
none 
10137 
10265 
10415 
10518 



05.0103.C2.o4 .tm 



10199, 
10375, 
10492, 
10547, 



10140. 
10276. 
10420. 
10603. 



.10238, 
.10374, 
.10488, 
.10671, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
10144. .10374, 
10276. . 10404, 
10514. .10555, 
10615. .10668 



OJ991011 05. 0103. C2 



10671 

TBLASTX: Maize 
10671 
78 

10145. .10216, 
10415. .10453, 
10514. .10555, 



Seq. No. 13191 Seq. ID OJ991011_05 . 0103 . C2 

Gene No. 27969 Strand 

Start 10257 End 10671 

Name OJ991011_05 . 0103 . C2 . o5 . gp Method AAT/GAP 

Start 10257 End 10671 

GI 15883_1.R1084 Score 819 

Exons 10257. .10671 

GI Descrip. ' 1781299/emb | CAA70700 | 5.0e-15 (Y09506) transf ormer-SR 



13729 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



ribonucleoprotein [Nicotiana tabacum] ' 

13192 Seq. ID 

27970 Strand 

1 End 

OJ991011_05.0103.C3.ol.np Method 

1 End 

1781299 Score 

1..39, 199. .266, 589. .724, 796. .9*0, 1032.". 1174 
(Y09506) transf ormer-SR ribonucleoprotein [Nicotiana tabacum] 



OJ991011_05.0103.C3 

1241 
AAT/NAP 
1174 
243 



13192 
27970 
1 

OJ991011_05.0103.C3.ol. tm 

201 

none 



Seq. ID OJ991011_05.0103.C3 
Strand 

End 1241 

Method TBLASTX : Maize 

End 1012 

Score 4 4 



201. .269, 202. .270, 202. .270, 367. .396, 367. .396, 369. .398, 
411. .536, 416. .538, 434. .568, 576. .650, 581. .751, 581. .739, 
586. .741, 805. .897, 807. .926, 807. .923, 809. .1012 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13192 
27970 
1 

OJ991011_05.0103.C3.ol.gs 

203 

none 



Seq. ID OJ991011_05. 0103.C3 
Strand 

End 1241 

Method GENSCAN 

End 1241 

Score . 7 



203. .266, 589. .738, 810. .921, 982. .1105, 1185. .1241 



13192 Seq. ID 

27970 Strand 

1 End 

OJ991011_05.0103.C3.ol.tc Method 

220 End 

none Score 

220. .267, 578. .736, 589. .738 



OJ991011_05.0103.C3 
1241 

TBLASTX: Cress 

738 

57 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13192 Seq. ID 

27970 Strand 

1 End 

OJ991011_05.0103.C3.ol.ts Method 

584 End 

none Score 



OJ991011_05.0103.C3 
1241 

TBLASTX : Soybean 

911 

176 



584. .739, 584. .730, 586. .741, 805. .897, 806. .910, 807. .911 

13192 Seq. ID OJ991011_05 . 0103 . C3 

27970 Strand 

1 End 1241 

OJ991011_05 . 0103 .C3 . ol . gp Method AAT/GAP 

597 End 1210 

3760422 Score 569 

597. .738, 810. .918, 1037. .1105, 1185. .1210 

1781299/emb|CAA70700| 5.0e-15 (Y09506) transf ormer-SR 

ribonucleoprotein [Nicotiana tabacum] 



Seq. No. 
Gene No. 



13193 
27971 



Seq. ID OJ991011_05.0103.C4 
Strand + 



13730 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1 End 9426 

OJ991011_05.0103.C4 .ol.np Method AAT/NAP 

1 End 1386 

5852084 Score 84 

1..21, 1303. .1386 

(AL117264) zwh0007.1 [Oryza sativa] 



Seq. ID OJ991011_05.0103.C4 
Strand + 
End 9426 
Method GENS CAN 
End 9426 
Score .54 

618. .747, 2493. .2677, 2735. .3205, 5558. .6166, 6177. .6218, 
6308. .6400, 6741. .6969, 7390. .7496, 7636. .7698, 7959. .8059, 
9072. .9166, 9406. .9426 



13193 
27971 
1 

OJ991011_05.0103.C4 .ol.gs 

618 

none 



13193 
27971 
1 

OJ991011_05.0103.C4 .ol.tm 

5707 

none 

5707.. 5793, 5776.. 5856, 5784. 
5962.. 6033, 5963.. 6034, 6035. 
6159.. 6227, 6305.. 6403, 6305, 
6734.. 6793, 6739.. 6795, 6741. 



Seq. ID OJ991011_05.0103.C4 

Strand + 

End 9426 

Method TBLASTX : Mai ze 

End 67 95 

Score 98 

.5846, 5789.. 5863, 5791.. 5862, 
.6067, 6036.. 6056, 6158.. 6226, 



6400, 6307. 
6794, 6745. 



,6414, 6307. .6402, 

,6795 



Seq. No. 13193 

Gene No. 27971 

Start 1 

Name OJ991011JD5 . 0103 . C4 . o2 . np 

Start 5807 

GI 4309760 

Exons 5807.. 6070, 6308.. 6411, 6704. 
7959.. 8059 

GI Descrip. (AC006217) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ991011_05.0103.C4 

Strand + 

End 9426 

Method AAT/NAP 

End 8059 

Score 729 

.6969, 7390. .7496, 7636. .7698, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13194 Seq. ID 

27972 Strand 

1 End 

OJ991011_05 . 0103 .C5.ol.np Method 

1 . End 

4309760 Score 
1..26, 1039. .1215, 1553. .1824, 2198. .2431 

(AC006217) unknown protein [Arabidopsis thaliana] 



OJ991011_05.0103.C5 
+ 

5900 
AAT/NAP 
2431 
505 



13194 
27972 
1 

OJ991011_05.0103.C5.ol.gs 

761 

none 



Seq. ID OJ991011_05.0103.C5 

Strand + 

End 5900 

Method GENSCAN 

End 5900 

Score .85 



761. .916, 1025. .1215, 1553. .1824, 2198. .2299, 2477. .2653, 
2742. .2930, 3012. .3253, 3328. .3474, 3871. .4096, 4238.-4373, 
4778. .4866, 5174. .5353, 5680. .5739, 5829. .5900 



13731 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13194 
27972 
1 

OJ991011_05.0103.C5.o2.np 

2715 

4309759 



Seq. ID OJ991011_05.0103.C5 

Strand + 

End 5900 

Method AAT/NAP 

End 5900 

Score 1443 



2715. .2930, 3012. .3253, 3328. .3474, 3871... 4121, 4230. .4366, * 
4723. .4911, 5174. .5353, 5680. .5739, 5829. .5900 



GI Descrip. (AC006217) unknown protein [Arabidopsis thaliana] 



Seq. No. 13194 

Gene No. 27972 

Start 1 

Name OJ991011_05 . 0103 .C5.ol.gp 

Start 4 012 

GI 29605JL.R1084 

Exons 4012.. 4096, 4238.. 4369, 4723 
GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

4866, 5174. .5353, 5680. .5747 
1 4 30 97 5 9 /gb | AAD15528 | 3.0e-50 (AC006217) unknown protein with 
Src homology 3 (SH3) domain profile (PDOC50002) [Arabidopsis 
thaliana] 1 



OJ991011_05.0103.C5 
+ 

5900 
AAT/GAP 
5747 
1028 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13194 

27973 Strand 

5857 End 

OJ991011_05 . 0103 . C5 . o3 . tm Method 

528 End 

none Score 

528. .653, 529. .654, 758. .859, 759. .866 



Seq. ID OJ991011 05. 0103. C5 



+ 

6516 

TBLASTX: Maize 

866 

144 



13194 
27973 
5857 

OJ991011_05.0103.C5.o2.ts 

1608 

none 



Seq. ID OJ991011_05.0103.C5 

Strand + 

End 6516 

Method TBLASTX : Soybean 

End 2593 

Score 324 



1608. .1823, 1609. .1824, 1640. .1825, 2197. .2298, 2198. .2299, 
2207. .2299, 2469.-2576, 2474. .2581, 2476. .2592, 2477. .2593 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13194 
27973 
5857 

OJ991011_05.0103.C5.o2.tc 

1629 

none 

1629. .1796, 1629. .1823, 1630, 
2197. .2304, 2198. .2299, 2475. 
2476.-2655, 2477. .2656, 2730, 



Seq. ID OJ991011_05.0103.C5 

Strand . + 

End 6516 

Method TBLASTX : Cress 

End 2777 

Score 129 

.1824, 1640.. 1828, 2195.. 2299, 
.2639, 2475. .2639, 2476. .2649, 
.2777, 2741. .2776 



Seq. No. 13194 

Gene No. 27973 

Start 5857 

Name OJ991011_05 . 0103 . C5 . o2 . tm 

Start 2572 

GI none 

Exons 2572.. 2655, 2573.. 2656, 2730. 



Seq. ID OJ991011_05.0103.C5 

Strand + 

End 6516 

Method TBLASTX : Mai ze 

End 2936 

Score 111 
.2933, 2742.-2936 



Seq. No. 



13194 



Seq. ID OJ991011_05.0103.C5 



13732 



Gene No. 27973 
Start 5857 

Name OJ991011_05 . 0103 . C5 . ol . ts 

Start 2796 
GI none 
Exons 2796. 

3326, 

■4055. 

4717. 

5677. 



Strand 
End 

Method 
End 
Score 

.2933, 2796. .2930, 3009. .3248, 30il..3253, 
.3469, 3415.. 3474, 3868.. 3963, 3869.. 3973, 
.4099, 4235. .4303, 4237. .4266, 4286. .4369, 
.4839, 4722. .4838, 5170. .5271, 5173. .5352, 
.5742 



+ 

6516 

TBLASTX : Soybean 
5742 
222 

3012. .3260, 
4043. .4099, 
4287. .4376, 
5174 . .5356, 



Seq. No. 


13194 








27973 






Of 3 -rf- 


*j 0 j f 






Name 




0103 




C +- -3 r 4- 


0 .? 1 






o -L 


none 






Hi A CJI 1 O 


9RQ7 ?Q?? 




?CR3 


Can K"l/"\ 
O64. LN (J . 


1 ^1 Q4 






Gene No. 


27973 






Start 


5857 








OJQQ1011 05 

vu y ^ 1 u 1 1 


.0103 , 


. C5 . ol . 


O Ldl L 


9QRR ~~ 






CI T 


none 






Exons 


9QR8 "39^4 




. . O ~J O f 




3396 3488 


3415 , 


3504 , 




JjUO. . 41UU 






Sea No 


13194 






Gene No. 


27973 






Start 


5857 






Name 


OJ991011 05 


.0103. 


,C5.o3. 


Start 


3868 






GI 


none 






Exons 


3868. .3942, 


3869, 


. .3943, 




4286. .4369, 


4303. 


. .4356, 




5173. .5355, 


5180. 


. .5356 


Seq. No. 


13194 






Gene No. 


27973 






Start 


5857 






Name 


OJ991011 05 


.0103, 


,C5.o4 . 


Start 


4235 






GI 


none 






Exons 


4235. .4369, 


4237, 


. .4356, 




4722. .4814, 


4722, 


. .4814 



Seq. ID OJ991011_05.0103.C5 

Strand + 

End 6516 

tc Method TBLASTX : Cress 

End 3254 

Score 67 
3009. .3242, 3012. .3254, 3017. .3253 

Seq. ID OJ991011_05.0103.C5 

Strand + 

End 6516 
tm Method TBLASTX : Maize 

End 4100 

Score 400 
3326. .3472, 3330. .3473, 3395.-3472, 
3868. .4098, 3869. .4099, 3881. .4099, 



Seq. ID OJ991011_05.0103.C5 

Strand + 

End 6516 
tc Method TBLASTX : Cress 

End 5356 

Score 90 
3941. .3973, 3986. .4063, 4229. .4291, 
4722. .4841, 4749. .4835, 4786. .4860, 



Seq. ID OJ991011_05.0103.C5 

Strand + 

End 6516 

tm Method TBLASTX : Maize 

End 4 814 

Score 233 
4239. .4376, 4240. .4374, 4290. .4379, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13194 
27973 
5857 

OJ991011_05.0103.C5.o2.gp 
5857 

34852_1.R1084 
5857. .6516 

•1781299/emb|CAA70700 | 5.0e-15 (Y09506) transf ormer-SR 
ribonucleoprotein [Nicotiana tabacum] 1 



Seq. ID OJ991011_05.0103.C5 

Strand + 

End 6516 

Method AAT/GAP 

End 6516 

Score 1252 



13733 



Seq. No. 


13195 




Seq. ID 


OJ991011 


oene ino . 


97 Q74 








C -1 LV-f 

otart 


TOO 

/ O -J 






JL Z O 4 


Name 


f\7QQi m 1 or m cck ^1 
ujyyiuii uo . uiuo.tD.oi. 


. gs 


tuf j-^i 4~ V^i r\ 

neunou 




o tart 


"7 fi "3 






-L z 0 4 


bi 


none 




Score 


R1 


Exons 










Seq. No. 


13195 




Seq. ID 


OJ991011 


Gene No. 


27975 




Strand 


+ 


Start 


2085 




End 


2937 


Name 


OJ991011 05.0103.C6.ol, 


■ gp 


Method 


AAT/GAP 


Start 


2085 




End 


2937 


GI 


none 




Score 


1662 


Exons 


2085. .2937 









Can M ^ 

0 e q . ln 0 . 


1 ^1 








Seq. ID 


OJ991011_ 


n ^ 

U D 


.0103. 


,C6 


Gene No. 


27976 








Strand 


+ 








Start 


3693 








End 


6541 








Name 


OJ991011 05. 


0103. 


C6.o3. 


gs 


Method 


GENSCAN 








C+- -a v-+- 

b tar l 


3693 








End 


6541 










none 








Score 


.67 








Exons 


3693. .3746, 


3769. 


.4018, 


4268. 


.4450, 4467. .4517, 


D O 


68. .5973 




6049. .6083, 


6327. 


. 6541 














beq. no. 


13195 








Seq. ID 


OJ991011_ 


Uj 


.0103. 


.C6 


Gene No. 


27977 








Strand 










Start 


1659 








End 


3475 








Name 


OJ991011 05. 


0103. 


C6.o2. 


gs 


Method 


GENSCAN 








Start 


1659 








End 


3437 








GI 


none 








Score 


.72 








Exons 


1659. .2285, 


2784 . 


.2924, 


3032. 


.3172, 3225.. 3437 








Seq. No. 


13195 








Seq. ID 


OJ991011_ 


_05 


.0103. 


,C6 


Gene No. 


27977 








Strand 










Start 


1659 








End 


3475 








Name " 


OJ991011 05. 


0103. 


C6.0I. 


np 


Method 


AAT/NAP 








Start 


2616 








End 


3443 








GI 


2464852 








Score 


172 








Exons 


2616. .2657, 


2778. 


.2924, 


3032. 


.3127, 3225.. 3443 








GI Descrip. 


(Z99707) putative 


protein [Arabidopsis 


thaliana] 


1 






Seq. No. 


13195 








Seq. ID 


OJ991011_ 


_05 


.0103. 


■ C6 


Gene No. 


27977 








Strand 










Start 


1659 








End 


3475 








Name 


OJ991011 05. 


0103. 


C6.o2. 


gp 


Method 


AAT/GAP 








Start 


3160 








End 


3475 








GI 


LIB3434-026- 


Pl-Kl 


-C8 




Score 


551 








Exons 


3160. .3475 



















GI Descrip. 1 17812 99/emb | CAA70700 | 5.0e-15 (Y09506) transf ormer-SR 
ribonucleoprotein [Nicotiana tabacum] ' 



Seq. No. 13195 Seq. ID OJ991011_05 . 0103 . C6 

Gene No. 27978 Strand 

Start 7147 End 8539 

Name OJ991011_05 . 0103 . C6 . o4 . gs Method GENSCAN 



13734 



• # 



Start 


7147 








End 


8539 


GI 


none 








Score 


. 68 


Exons 


7147. .7469, 


8419, 


. . 8539 








Seq. No. 


13195 








Seq. ID 


OJ991011_05.0103.C6 


Gene No. 


27979 








Strand 




Start 


9438 








End 


9697 


Name 


OJ991011 05 


. 0103. 


,C6.ol. 


ts 


Method 


TBLASTX : Soybean ' 


Start 


1812 ~ 








End 


2129 


GI 


none 








Score 


117 


Exons 


1812 . . 1895, 


1817. 


. . 1894, 


1953. 


.2129, 1961. .2071 


Seq. No. 


13195 








Seq. ID 


OJ991011_05.0103.C6 


Gene No. 


27979 








Strand 




Start 


9438 








End 


9697 


Name 


OJ991011 05 


. 0103. 


,C6.o2. 


tm 


Method 


TBLASTX : Maize 


Start 


1814 ~~ 








End 


2129 


GI 


none 








Score 


127 


Exons 


1814 . . 1972, 


1815. 


. . 1973, 


1958 . 


.2071, 1959. .2129 


Seq. No. 


13195 








Seq. ID 


OJ991011_05.0103.C6 


Gene No . 


27979 








Strand 




Start 


9438 








End 


9697 


Name 


OJ991011 05 


.0103, 


,C6.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2479 








' End 


3429 


GI 


none 








Score 


46 


Rvnn 

L-J JTi. \*J llkj 


2479 2517, 


2530 . 


. . 2592, 


2542 . 


.2580, 2602. .2658, 2610. .2657, 




2783 2869, 


2787 . 


. . 2882, 


2791 . 


.2868, 2895. .2924, 2896. .2925, 




3032 . . 3127, 


3033 . 


. . 3122, 


3034 . 


.3126, 3225. .3284, 3276. .3416, 




3301 . . 3429 












Seq. No. 


13195 








Seq. ID 


OJ991011_05.0103.C6 


Gene No. 


27979 








Strand 




Start 


9438 








End 


9697 


Name 


OJ991011 05 


. 0103, 


,C6.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


3950 ~~ 








End 


4538 


GI 


none 








Score 


41 


Exons 


3950. .3997, 


4073. 


. .4129, 


4172 . 


.4213, 4172. .4222, 4273. .4395, 




- 4299. .4388, 


4461. 


. .4535, 


4466. 


,4534, 4470. .4538 


Seq. No. 


13195 








Seq. ID 


OJ991011_05.0103.C6 


Gene No. 


27979 








Strand 




Start 


9438 








End 


9697 


Name 


OJ991011 05 


. 0103. 


C6.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


7408 








End 


8412 


GI 


none 








Score 


86 


Exons 


7408 . . 7461, 


7411 . 


.7461, 


8251 . 


.8295, 8251. .8412, 8252. .8401, 




8253. . 8405, 


8253. 


. 8324 








Seq. No. 


13195 








Seq. ID 


OJ991011_05.0103.C6 


Gene No. 


27979 








Strand 




Start 


9438 








End 


9697 


Name 


OJ991011 05 


.0103. 


C6.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


8269 








End 


8410 


GI 


none 








Score 


196 


Exons 


8269. .8397, 


8271. 


.8396, 


8291. 


.8410, 8301. .8402 



13735 



Seq. No. 


13195 


Gene No. 


27979 


Start 


9438 






OLdl L 


Q47R ~~ 

JO 


(IT 
\J X 


T-i on 0 

i LKJL !C 




Q47ft Q6Q7 

34 JO t * y \J Zs f 




1 71 96 

1 Jl 


Gene No. 


27980 


Start 


435 


Name 


OJ991011 05 0103 


Clt- a r-t" 
OLal L 


4 7S _ 
1 j j 




209,8 64 7 
tuooui j 




4 35 569 990 li 




(AF002109) outat 


Seq. No. 


13196 


Gene No. 


27980 


Start 


435 




O.T9 91 011 OS 0107 

_?^XWXX UJ • UXU J 


OLdil 


4 7ff _ 

1 JO 


(IT 
\J X 






4 7ft S6Q QQO 1 1 

*i J O . • J V -7 ^ 3 JU . .X' 


064. IN O . 


1 71 Q6 


usns 1NO . ■ 




Start 


435 


Name 


OJ991011 05.0103 


0 Lai l. 


1 1 ft7 
x x 0 / 




7 61 0 R 1 R 1 Oft 4 

JUlv J X . r\X U O *± 


Exons 


1 1 ft 7 ~1 9 4 9 1 7 Rft 
HO / . . ± <L Q f iJJO 


Cl T Plo c t* i 
Kj± Utrboxxp. 


»7Qft07ftO 7 np-iQ 




f ha 1 i ana 1 ■ 

CllCLXXClllCL J 


Seq. No. 


13196 


Gene No. 


27981 


Start 


77 68 


Name 


D.TQQ1 m 1 OS 0107 


Of- a -v-f- 


77 6ft _ 


0 X 


n nn 0 


IjAUIIo 


776ft R671 

i / UO . . OOJl 


Con Kin 


1 71 Q6 

X J X 3 0 


Gene No . 


27981 


Start 


7768 


Name 


OJ991011 05.0103 


Start 


8031 


GI 


208 3.R1084 


Exons 


8031. .8890 


GI Descrip. 


, 2119194/pir | | JC< 



Seq. ID OJ991011_05.0103.C6 
Strand 

End 9697 

Method GENSCAN 

End 9697' 

Score . 97 



Seq. ID OJ991011_05. 0103.C7 

Strand + 

End 2198 

Method AAT/NAP 

End 1954 

Score 659 



Seq. ID OJ991011_05.0103.C7 

Strand + 

End 2198 

Method GENSCAN 

End 1950 

Score .76 



OJ991011_05.0103.C7 
+ 

2198 
AAT/GAP 
2198 
1102 



(AC004561) 



Seq. ID 

Strand 
End 

Method 
End 
Score 
D. .2198 

putative enolase [Arabidopsis 



. o4 .gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991011_05.0103.C7 
+ 

8890 
GENSCAN 
8631 
.87 



OJ991011_ 
+ 

8890 
AAT/GAP 
8890 
1620 



05. 0103. C7 



n 2.0e-68 low-molecular-weight heat-shock 
protein - rice >gi_1815662 (U83670) low molecular mass heat 
shock protein Oshspl8.0 [Oryza sativa] 1 



Seq. No. 
Gene No. 
Start 



13196 
27981 
7768 



Seq. ID OJ991011_05.0103.C7 
Strand + 
End 8890 



13736 



Name 


OJ991011 05.0103.C7.o3.np 


Method 


AAT/NAP 


Start 


8146 


End 


8628 


\J X 


2119194 


Score 


766 


TP vnn c 

CjAUUD 


8146. .8628 






(~1 T Hp^rri n 


low-molecular-weight heat-shock protein - rice gi 11815662 




(U83670) low molecular mass 


heat shock 


protein Oshspl8.0 [Oryza 




sativa] 






Corr Mo 

UC^i LN \J • 


13196 


Seq. ID 


HTQQ1 m 1 mm a 


Gene No. 


27982 


Strand 


-j. 


Start 


9690 


End 


J. £. -J d. 


Name 


OJ991011 05.0103.C7.o4.gs 


Method 


uIj LN O V— t\V\ 


Of- r +- 


9690 


End 


12252 




none 


Score 


.85 




9690.. 9801, 9884.. 10042, 10208 .. 1094 5, 


11024. .11420, 




11810. .11969, 12007.. 12252 






i_) C ^ * L' \J • 


13196 


Seq. ID 


OJ991011_05.0103.C7 


Gene No. 


27982 


Strand 


+ 


Start 


9690 


End 


12252 


LNdiUC 


OJ991011 05.0103.C7.o4 . np 


Method 


AAT/NAP 


O L-CLI. 1— 


10213 


End 


11574 


w J. 


3386534 . 


Score 


978 


L_t AUl J.O 


10213. .1094 5, 11024. .11574 






w J. L>Co^J — • 


(AF078934) mariner transposase [Glycine max] 


oct^. IN U . 


13196 


Seq. ID 


OJ991011__05.0103.C7 


oene lnu . 


27983 


Strand 




Start 


3159 


End 


7309 


Name 


OJ991011 05.0103.C7.o2.gs 


Method 


GENS CAN 


o Lai l 


3159 


End 


7309 




none 


Score 


.9 


"F von q 


3159. .3239, 3418. .3615, 4193 


..4279, 434 


:8..4433, 4524. .4622, 




5300.. 5403, 5543.. 5640, 5897 


..5977, 6226. .6342, 6439. .6510, 




6875. .7309 






Cpn Ma 


13196 


Seq. ID 


OJ991011_05.0103.C7 


OClid LN w • 


27983 


Strand 




Start 


3159 


End 


7309 


Name 


OJ991011 05.0103.C7.o2.np 


Method 


AAT/NAP 


Start 


3171 


End 


7309 


GI 


3980380 


Score 


1307 


F, von ^ 


3171.. 3239, 3418.. 3615, 4193 


..4279, 434 


8. .4433, 4524. .4622, 




5300.. 5403, 5509.. 5585, 5897 


..5977, 6226. .6342, 6439. .6510, 




6875. .7309 






OX UCDLJ '-^ • 


(AC004561) putative enolase 


(2-phospho- 


■D-glycerate hydroylase) 




[Arabidopsis. thaliana] 






Seq. No. 


13196 


Seq. ID 


OJ991011_05.0103.C7 


Gene No. 


27983 


Strand 




Start 


3159 


End 


7309 


Name 


OJ991011 05.0103.C7.o2.gp 


Method 


AAT/GAP 


Start 


3499 


End 


4388 


GI 


2796662 


Score 


388 


Exons 


3499. .3615, 4193. .4279, 4348 


. .4388 





GI Descrip. 3980380 3.0e-19 (AC004561) putative enolase [Arabidopsis 
thaliana] 



13737 



Seq. No. 


13196 


Seq. ID 


OJ991011_05.0103, 


.C7 


(^pnp No 


27983 


Strand 






Start 


3159 


End 


7309 




Name 


OJ991011 05 0103 C7 o3 an 


Method 


AAT/GAP 




Start 


4574 ~~ 


End 


5979 




GI 


5004179 


Score 


550 




PvAn q 


4574 4622. 5300 '5403. 5509 


.5585, 5897.. 5979 




Seq. No. 


13196 


Seq. ID 


OJ991011_05.0103. 


■ C7 


Gene No. 


27984 


Strand 






Start 


15670 


End 


17729 




Name 


OJ991011 05.0103.C7.o2.tc 


Method 


TBLASTX : Cress 




Start 


432 


End 


1943 




GI 


none 


Score 


140 




Exons 


432. .551, 437. .550, 441. .572, 


443. .556, 


961. .1086, 984., 


,1088, 



989. .1087, 996. .1088, 1010. .1072, 1357. .1401, 1358. .1402, 
1401. .1451, 1402. .1449, 1717. .1902, 1719. .1943, 1720. .1872, 
1745. . 1858 



ilf 

;S Si 

Uf 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13196 
-27984 
15670 

OJ991011_05.0103.C7.o2.ts 

432 

none 



Seq. ID OJ991011J35.0103.C7 
Strand 

End 17729 

Method TBLASTX : Soybean 

End 1902 

Score 186 



432. .572, 432. .551, 434. .550, 443. .562, 980. .1063, 984. .1064, 
996. .1073, 1010. .1072, 1067. .1090, 1357. .1401, 1358. .1402, 
1401. .1451, 1402. .1449, 1715. .1891, 1717. .1863, 1717. .1902, 
1719. . 1901 



13196 
27984 
15670 

OJ991011_05.0103.C7.o3.tm 

432 

none 



Seq. ID OJ991011_05.0103.C7 
Strand 

End 17729 

Method TBLASTX: Maize 

End 2144 

Score 135 



432. .551, 434..544, 996. .1073, 1221. .1247, 1357. .1407, 
1358. .1402, 1401. .1451, 1402. .1449, 1709. .1888, 1717. .1968, 
1719. .1973, 1719. .1958, 2037. .2078, 2049. .2144 



Seq. No. 13196 

Gene No. 27984 

Start 15670 

Name OJ991011_05 . 0103 . C7 . o3 . tw 

Start 432 

GI none 
Exons 



Seq. ID OJ991011_05.0103.C7 
Strand 

End 17729 

Method TBLASTX : Wheat 

End 1983 

Score 243 



432. .569, 432. .527, 434. .568, 437. .526, 984. .1091, 995. .1087, 
1192. .1-242, 1206. .1247, 1357. .1407, 1358. .1402, 1361. .1426, 
1401. .1451, 1402. .1449, 1402. .1449, 1717. .1893, 1728. .1871, 
1744. .1872, 1823. .1879, 1927. .1983 



Seq. No. 13196 

Gene No. 27984 

Start 15670 

Name OJ991011_05 . 0103 . C7 . o4 . ts 

Start 3180 



Seq. ID OJ991011_05.0103.C7 
Strand 

End 17729 

Method TBLASTX : Soybean 

End 4443 



13738 



GI 


none 








Score 


114 




3180 3233 


3415 


3621, 


3422 . 


.3604, 4188. .4277, 4190. .4285 




4340 4429. 


4366 


4443 








Seq. No. 


13196 








Seq. ID 


OJ991011 05. 0103. C7 


Gene No. 


27984 








Strand 




Start 


15670 








End 


17729 


Name 


OJ991011 05 


. 0103 


. C7 . o4 . 


tc 


Method 


TBLASTX: Cress 


Start 


3415 ~~ 








End 


3621 


GI 


none 








Score 


150 


F.xnn s 


3415 3621, 


3422 


. . 3604 








Q pi 

l_/ ^ . V-/ • 


13196 








Seq. ID 


OJ991011_05.0103.C7 


Gene No. 


27984 








Strand 




Start 


15670 








End 


17729 


Name 


OJ991011 05 


. 0103 


.C7 ,o4 . 


tm 


Method 


TBLASTX: Maize 


Start 


3520 ~~ 








End 


4405 


GI 


none 








Score 


127 


TT von 


3520 3621. 


3521 


. . 3616, 


4188 . 


.4280, 4188. .4280, 4192. .4281 




4193. . 4282, 


■4331 


. . 4405, 


4342 . 


.4404 




Seq. No. 


13196 








Seq. ID 


OJ991011_05.0103.C7 


Gene No. 


27984 








Strand . 




Start 


15670 ■ 








End 


17729 


Name 


OJ991011 05 


. 0103 


. C7.o5. 


ts 


Method 


TBLASTX : Soybean 




5529 ' ~~ 








End 


6973 


\J X 


none 








Score 


69 




O -J Z? • • •J -*J Kt f 


*j j j \j 


. 5592, 


■J O \J 1 • 


.5977, 5E 


(92. .5978, 6224. .6343 




6226 * 6345 


6403 


6507 


6431 . 


..6511, 6437. .6514, 6914. .6973 


Seq. No. 


13196 








Seq. ID 


OJ991011_05.0103.C7 


Gene No. 


27984 








Strand 




Start 


15670 








End 


17729 


Name 


OJ991011 05 


. 0103 


. C7 . o2 . 


tm 


Method 


TBLASTX: Maize 


Start 


6929 ~~ 








End 


7313 


GI 


none 








Score 


106 


1*J A. Vh/ 1 1 O 


6929 7006, 


6929 


6973, 


7082 . 


.7309, 7106. .7309, 7116. .7313 


Seq. No. 


13196 








Seq. ID 


OJ991011_05.0103.C7 


Gene No. 


27984 








Strand 




Start 


15670 








End 


17729 


Name 


OJ991011 05 


. 0103 


. C7 . o3 . 


tc 


Method 


TBLASTX: Cress 


Start 


7082 ~~ 








End 


7310 


GI 


none 








Score 


171 


Exons 


7082 . . 7309, 


7101 


. . 7310 








Seq. No. 


13196 








Seq. ID 


OJ991011_05.0103.C7 


Gene No. 


27984 








Strand 




Start 


15670 








End 


17729 


Name 


OJ991011 05 


. 0103 


. C7 . o3 . 


ts 


Method 


TBLASTX : Soybean 




7082 _ 








End 


7313 


GI 


none 








Score 


158 


Exons 


7082. .7309, 


7101 


. .7313 








Seq. No. 


13196 








Seq. ID 


OJ991011_05.0103.C7 


Gene No. 


27984 








Strand 




Start 


15670 








End 


17729 



13739 



Name 


OJ991011 05. 


n 1 n ^ 


.C7.ol. tm 


Method 


TBLASTX: Maize 




Of 3r f 


8098 








End 


8637 






none 








Score 


110 






8098. 


.8202, 


ft 1 A 0 


..8201, 8278.-8637, 8280. .8465, 8529. .8636 


Seq. No. 


13196 








Seq. ID 


OJ991011_05.0103 


.CI 


Gene No. 


27984 








Strand 






C+- -> r-4- 


15670 








End 


17729 




Name 


OJ991011 05. 




.C7.ol.tw 


Method 


TBLASTX: Wheat 




OLalL 


8121 








End 


8465 




H T 


none 








Score 


84 




Exons 


8121. 


.8201, 


O J. £. Z. , 


..8202, 8278. .8463, 8280. .8465 




Seq. No. 


13196 








Seq. ID 


OJ991011_05.0103 


.C7 


Gene No. 


27984 








Strand 








15670 








End 


17729 




Name 


OJ991011 05. 


ni m 


.C7.ol. tc 


Method 


TBLASTX: Cress 




O Cd.IT L 


8158 








End 


8631 




VJ-L 


none 








Score 


68 




LAUIlo 


8158. 


.8202, 


R 9 fl "3 

0 0 o < 


..8465, 828 


4. .8631, 8529. .8630 




Seq. No. 


13196 








Seq. ID 


OJ991011_05.0103 


.C7 


Gene No. 


27984 








Strand 






Olait 


■ 15670 








End 


17729 




Name 


OJ991011 05. 


ni no 
U1U J , 


.C7.ol. ts 


Method 


TBLASTX: Soybean 






8158 








End 


8646 






none 








Score 


82 




Exons 


8158. 


.8202, 


Qoin 
oz / / , 


..8465, 8278. .8646, 8529. .8630 




Seq. No. 


13196 








Seq. ID 


OJ991011_05.0103 


.C7 


Gene No. 


27984 








Strand 






O L.d.ITT_ 


15670 








End 


17729 




Name 


OJ991011 05. 


0103. 


.C7.o2.tw 


Method 


TBLASTX: Wheat 




OLaiU 


11077 








End 


11361 






none 








Score 


283 




T* 1 von q 


11077 


..11361, 11083. .11175, 


11154. .11294 




Seq. No. - 


13196 








Seq. ID 


OJ991011_05.0103 


.C7 


Gene No. 


27984 








Strand 






CH- a r- h 
OLai L 


15670 








End 


17729 




Name 


OJ991011 05. 


0103, 


. C7 . o5 . gs 


Method 


GENSCAN 




Cf 3 -rf- 
OLdl L 


15670 








End 


17729 




OX 


none 








Score 


.88 






15670 


. .15821 


, 16043. . 16087, 


17708. .17729 




Seq. No. 


13197 








Seq. ID 


OJ991011_05.0103 


.C8 


Gene No. 


27985 








Strand 


+ 




OLai I 


378 








End 


1856 




Name 


OJ991011 05. 


0103. 


,C8.ol.gs 


Method 


GENSCAN 






378 








End 


1856 




GI 


none 








Score 


.65 




Exons 


378. .662, 951. .1221, 1464. .: 


1856 






Seq. No. 


13197 








Seq. ID 


OJ991011_05.0103 


.C8 


Gene No. 


27986 








Strand 


+ 




Start 


2654 








End 


9153 




Name 


OJ991011_05. 


0103. 


C8.o2.gs 


Method 


GENSCAN 





13740 



• m 





Start 


2654 








End 


9153 






GI 


none 








Score 


.68 








2654 2810 


3237 


3519, 


3625 


. .3736, 3759. .4100, 


4288 4404. 






4495 4564 


4651 


4799, 


5483 


. .5584, 5655. .5828, 


6494 6613. 






6753 6971. 


7642 , 


. .7716, 


7964 


..8057, 8 


649. .8749, 


8968 9153 




Qprr No 


13197 








Seq. ID 


OJ991011 


05 0103 C8 






27986 








Strand 


+ 






Start 


2654 








End 


9153 






Name 


OJ991011 05 


.0103, 


.C8.o2. 


tm 


Method 


TBLASTX: 


Maize 




Start 


3766 








End 


4563 






GJ 
yj j- 


none 








Score 


98 








3766 3813 


3847 , 


3912, 


3850 


..3912, 3927. .3971, 


4274 4402. 






4284 4403. 


4285 , 


. . 4404 , 


4287 


..4406, 4494. .4520, 


4494 4526. 






4495 4533. 


4510 , 


. .4563, 


4518 


. .4562 








Nn 


13197 








Seq. ID 


OJ991011 


05 0103 C8 




Gene No. 


27986 








Strand 


+ 






Start 


2654 








End 


9153 






Name 


OJ991011 05 


. 0103, 


. C8 . ol . 


ts 


Method 


TBLASTX: 


Sovbean 




Start 


3850 ~~ 








End 


5584 






GI 


none 








Score 


81 






i_J \J 1 1 O 


3850 3912. 


4318 . 


. .4404, 


4462 


..4560, 4494. .4568, 


4495 4563. 






4641 4802 


4 64 9 . 


4690, 


4668 


..4772, 4712. .4801, 


5483 5584 


O: 


Q /=i ry M n 


1 31 Q7 








Seq. ID 


OJ991011 


OS 0103 PR 

\J m U 1 U J • ^ U 


!-! 5 
is ; : 


OC11C IN • 


27986 








Strand 


i 




: i t 


Start 


2654 








End 


9153 




□ 


Name 


OJ991011 05 


.0103. 


,C8.ol. 


np 


Method 


AAT/NAP 




1 _ s 
•it? 


Start 


3853 








End 


8080 






GI 


SR1 699? 








Score 


483 






F 1 von c; 


3853 3912 


4288. 


. .4404, 


4495 


..4569, 4656. .4799, 


5483. .5588, 


rtl 




5659 5860 
\j ^ • • *j \j \j \j f 


6893. 


. . 6953, 


7618 


. .7716, 7964 . .8080 






V_J _L lw/ O L< ^ J- k#/ • 


(AL110123) 1 


putative protein 


[Arabidopsis thaliana] 


'as? 
1 it! 


Seq. No. 


13197 








Seq. ID 


OJ991011 


_05.0103.C8 




Gene No. 


27986 








Strand 


+ 






Start 


2654 








End 


9153 






Name 


OJ991011 05 


.0103.C8.ol. 


tc 


Method 


TBLASTX: Cress 


S 


Start 


3853 ~ 








End 


4790 




.t SI 

: s 
: ( = F 


GI 


none 








Score 


76 






J— 1 v*/ 1 1 


3853 3912. 


4318, 


. .4404, 


4501 


..4566, 4656. .4790 






Qprr No 


13197 








Seq. ID 


OJ991011 


_05.0103.C8 




Gene No. 


27986 








Strand 


+ 






Start 


2654 








End 


9153 






Name 


OJ991011 05 


.0103, 


,C8.ol. 


tm 


Method 


TBLASTX: 


Maize 




Start 


5489 ~~ 








End 


6884 






GI 


none 








Score ■ 


128 






Exon 


5489 5590. 


5501. 


. .5587, 


5624 


..5851, 5654. .5851, 


6540.'. 6602, 






6551 6616 


6750. 


. . 6827, 


6750 


..6827, 6819. .6884, 


6837. .6872 




Seq. No. 


13197 








Seq. ID 


OJ991011 


_05.0103.C8 




Gene No. 


27986 








Strand 


+ 






Start 


2654 








End 


9153 






Name 


OJ991011 05 


.0103. 


,C8.ol. 


gp 


Method 


AAT/GAP 






Start 


6805 








End 


8150 





13741 



GI LIB3432-014-P1-K1-G11 Score 787 

Exons 6805.. 6971, 7642.. 7716, 7964.. 8150 

GI Descrip. 1 58 16992/emb | CAB53647 . 1 | 6.0e-18 (AL110123) putative protein 
[Arabidopsis thaliana] ' 



Seq. No. 13198 Seq. ID 

Gene No. 27987 Strand 

Start 210 End 

Name OJ991011_05 . 0103 . C9 . ol . gs Method 

Start 210 End 

GI none Score 

Exons 210.. 465 



OJ991011_05.0103.C9 
+ 

465 

GENSCAN 
465 . 
.57 



Seq. No. 13199 Seq. ID 

Gene No. 27988 Strand 

Start 7 64 End 

Name OJ991011_05 . 0103 . C10 . ol . gp Method 

Start 764 End 

GI none . Score 

Exons 764.. 988, 1681.. 1916, 2010. .2089 



OJ991011_05. 0103. C10 
+ 

6541 
AAT/GAP 
2089 
1013 



Seq. No. 13199 

Gene No. 27988 

Start 764 

Name OJ991011_05 . 0103 . C10 . ol . gs 
Start ' 793 

GI none 
Exons 



Seq. ID OJ991011__05. 0103. C10 

Strand + 

End 6541 

Method GENSCAN 

End 6235 

Score . 65 



793. .1130, 1436. .1469, 1681. .1754, 2010. .2145, 2326. .2397, 
3422. .3519, 4033. .4218, 4339. .4365, 5386. .5630, 6023.. 6235 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



13199 
27988 
764 

OJ991011_05. 0103. C10. ol.np 
1943 
4263791 

1943. .2145, 2326.-2397, 2474. 
3182. .3253, 3422. .3511,- 3800. 
5775.. 5908, 6023.. 6238 

(AC006068) putative receptor-like protein kinase [Arabidopsis 
thaliana] 



OJ991011_05. 0103. C10 
+ 

6541 
AAT/NAP 
6238 
1693 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.2545, 2689. .2760, 
.3927, 4033. .4365, 



3024. 
5386. 



.3096, 
.5630, 



Seq. No. 13199 
Gene No. 27988 
Start 764 

Name OJ991011_05 . 0103 . C10 . o2 . gp 

Start 2508 

GI . LIB3434-023-P1-K1-C1 

Exons 2508.. 2545, 2689.. 2760, 3024, 

3784. .3877 

GI Descrip. 1 42 637 91/gb I AAD154 51 | 6.0e-29 (AC006068) putative receptor 
protein kinase [Arabidopsis thaliana] 1 



Seq. ID OJ991011_05. 0103. C10 

Strand + 

End 6541 

Method AAT/GAP 

End 3877 

Score 741 

,3096, 3182. .3253, 3422. .3519, 



Seq. No. 13199 

Gene No. 27988 

Start 764 

Name OJ991011_05 . 0103 . C10 . o3 . gp 



Seq. ID OJ991011_05. 0103. C10 

Strand + 

End 6541 

Method AAT/GAP 



13742 







5447 


End 


6153 






LIB34 33-031-P1-K1-B10 


Score 


800 




F 1 von q 


5447.. 5630, 5775.. 5908, 6023. 


. 6153 








'4263791/gb|AAD15451 | 8.0e-65 


(AC006068 


) putative receptor 






protein kinase [Arabidopsis thaliana] 1 






Seq. No. 


13199 - 


Seq. :ID 


OJ991011_05. 0103. C10 




Gene No. 


27988 


Strand 


+ 




O Lai L 


764 


End 


6541 






d.tqqi ni 1 os 0103 no o4 od 


Method 


AAT/GAP 




o Lai U 


6127 


End 


6541 




bl 


5002802 


Score 


647 




R von 


6127. .6541 








Seq. No. 


13199 


Seq. ID 


OJ991011_05. 0103. C10 




Gene No. 


27989 


Strand 


+ 




Of av-f 
OLdl L 


7699 


End 


8429 




Name 


OJ991011 05.0103.C10.o3.gs 


Method 


GENSCAN 




Of a 


7699 


End 


8429 




o-i. 


none 


Score 


. 72 






7699. .7754, 7868. .8429 








Cart Mo 


13199 


Seq. ID 


OJ991011 05. 0103. C10 


h=f 


p.pnp Mn 


27989 


Strand 


+ 




Start 


7699 


End 


8429 




Name 


OJ991011 05.0103.C10.o3.np 


Method 


AAT/NAP 


i. • : 


Cf 3 r f 


7965 


End 


8426 




P T 


1815660 


Score 


755 


\"\ 


CjXuIIo 


7965. .8426 






ui 




(U83669) low molecular mass heat shock 


orotein 0shsol7 . 3 TOrvza 






sativa] 






ry 


Seq. No. 


13199 


Seq. ID 


OJ991011_05. 0103. C10 


is 


Gene No. 


27990 


Strand 


+ 


'as? 


O L.C11 L. 


9133 


End 


10179 


%I 


Name 


OJ991011 05. 0103. C10. o4 .gs 


Method 


GENSCAN 




Of- -a r 4- 


9133 


End 


10179 


:. 


r* t 


none 


Score 


. 64 




h? von Q 


9133.. 9229, 10079.. 10179 






i"i 


Cpn Mo 


13199 


Seq. ID 


OJ991011_05. 0103. C10 




Pono Mo 


27991 


Strand 






Start 


6911 


End 


11635 




Name 


OJ991011 05.0103.C10.o3.tm 


Method 


TBLASTX: Maize 




Start 


1796 


End 


2102 




GI 


none 


Score 


115 




Exons 


1796. .1882, 1801. .1914, 1801. 


.1917, 2008. .2100, 2009. .2101, 






2010. .2102 







Seq. No. 13199 

Gene No. 27991 

Start 6911 

Name OJ991011_05 . 0103 . CIO . ol . ts 

Start 2264 

GI none 
Exons 



Seq. ID OJ991011_05. 0103. C10 
Strand 
End 

Method 
End 
Score 



11635 

TBLASTX: Soybean 

6181 

67 



2264. .2419, 2469. .2579, 2478. .2555, 2496. .2579, 2675. .2731, 
3025. .3078, 3183. .3254, 3420. .3500, 3422.-3478, 3800. .3955, 



13743 



# m 







3803. .3955, 


3810 


. . 3974, 


4031. 


.4360, 4032.. 4364, 


5367 . . 5603, 






5384 . .5602, 


5596 


. . 5628, 


5603. 


.5629, 5763.. 5888, 


5770. .5904, 






5771. .5911, 


6022 


. . 6177, 


6023. 


.6181 








Seq. No. 


13199 








Seq. ID 


OJ991011 


05 . 0103 .C10 




Gene No. 


27991 








Strand 








Start 


6911 








End 


11635 






Name 


OJ991011_05 


.0103 


C10.O4 


.tm 


Method 


TBLASTX: 


Maize 




Start 


2326 








End 


3260 






GI 


none 








Score 


113 






Exons 


2326. .2397, 


2327 


.2398, 


2328. 


.2405, 2474. .2548, 


2475. .2546, 






2476. .2562, 


2675 


.2728, 


2689. 


.2751, 2689. .2751, 


2690. .2773, 






2691. .2759, 


3023 


.3073, 


3024. 


.3077, 3025.. 3084, 


3182. .3259, 






3183. .3254, 


3183 


.3260 












Seq. No. 


13199 








Seq. ID 


OJ991011 


05. 0103. C10 




Gene No . 


27991 








Strand 








Start 


6911 








End 


11635 






Name 


OJ991011 05 


. 0103 


ClO.ol 


.tc 


Method 


TBLASTX: 


Cress 




Start 


2439 








End 


5453 






GI 


none 








Score 


58 






Exons 


2439. .2564, 


2690 


.2731, 


3025. 


.3078, 3183.. 3254, 


3420. .3476, 






3422. .3478, 


3809 


.3955, 


3810. 


.3974, 3813. .3956, 


4031. .4360, 


.! 81. 

•s-- 1 




4032. .4364, 


4279 


.4365, 


5367. 


.5453, 5384. .5446 






Seq. No. 


13199 








Seq. ID 


OJ991011 


05 . 0103 .C10 


til 


Gene No . 


27991 








Strand 






IN ! 


Start 


6911 








End 


11635 






Name 


OJ991011 05 


.0103 


ClO.ol 


. tm 


Method 


TBLASTX: 


Mai ze 


J : f 


Start 


3809 








End 


6460 






GI 


none 








Score 


203 






Exons 


3809. .3964, 


3809 


. 3955, 


3810. 


.3968, 3811.. 3966, 


4030. .4380, 


rii 




4032. .4379, 


4306 


.4386, 


5367. 


.5603, 5384.. 5602, 


5385. .5603, 






5602. .5631, 


5603 


. 5629, 


5604 . 


.5630, 5709.. 5912, 


5752. .5907, 






5770. . 5964," 


5771, 


. 5911, 


6022. 


.6234, 6023. .6238, 


6144 . . 6239, 


'i . 1 




6264 . . 6380, 


6308 


. 6346, 


6333. 


.6398, 6346.. 6399, 


6374 . . 6460 


U; 


Seq. No. 


13199 








Seq. ID 


OJ991011 


_05.0103.C10 




Gene No. 


27991 








Strand 






!?°! 


Start 


6911 








End 


11635 




.5 =; 


Name 


OJ991011 05 


.0103. 


C10.o2 


tw 


Method 


TBLASTX: 


Wheat 




Start 


5400 








End 


5869 






GI 


none 








Score 


209 






Exons 


5400. .5597, 


5405. 


.5566, 


5770. 


.5841, 5771. .5836, 


5828. .5869 




Seq. No. 


13199 








Seq. ID 


OJ991011 


05. 0103. C10 




Gene No. 


27991 








Strand 








Start 


6911 








End 


11635 






Name 


OJ991011 05 


.0103. 


C10.o3 


tc 


Method 


TBLASTX: 


Cress 




Start 


5514 








End 


6310 






GI 


none 








Score 


132 






Exons 


5514. .5603, 


5516. 


.5602, 


5596. 


.5628, 5603. .5629, 


5770. .5910, 






5771. .5911, 


6022. 


.6228, 


6023. 


.6229, 6260.. 6310 






Seq. No. 


13199 








Seq. ID 


OJ991011 


_05. 0103. C10 




Gene No. 


27991 








Strand 








Start 


6911 








End 


11635 





13744 



Name OJ991011_05 . 0103 . CIO . o5 . gp Method AAT/GAP 

Start 6713 End 11586 

GI 208_1.R1084 Score 1201 

Exons 6713.. 7207, 11326.. 11586 

GI Descrip. 1 1815660 2.0e-50 (U83669) low molecular mass heat shock protein 
Oshspl7.3 [Oryza sativa]' 



Seq. No. 13199 

Gene. No. 27991 

Start 6911 

Name OJ991011_05 . 0103 . C10 . o2 . tc 

Start 6852 

GI none 
Exons 



Seq. ID OJ991011_05. 0103. C10 
Strand 

End 11635 

Method TBLASTX : Cres s 

End 11496 

Score 194 



6852. .7127, 6977. .7258, 7191. .7259, 7343.-7384, 7932. .8018, 
8081. .8149, 8082. .8366, 8213. .8263, 11027 .. 11377 , 11029 .. 1137 6, 
11437. .11496 



Seq. No. 13199 

Gene No. 27991 

Start 6911 

Name OJ991011_05 .0103. C10. o2.tm 

Start 6909 

GI none 
Exons 



Seq. ID OJ991011_05. 0103. C10 
Strand 
End 

Method 
End 
Score 



11635 

TBLASTX: Maize 

11512 

329 



6909. .7268, 6977. .7267, 7341. .7397, 7343. .7399, 7928. .8059, 
7962. .8018, 8066. .8263, 8070. .8444, 8327. .8443, 11017 .. 11394 , 
11018. .11377, 114 31. .11511, 114 44. .11512 



Seq. No. 13199 Seq. ID 

Gene No. 27991 Strand 

Start 6911 End 

Name OJ991011_05 . 0103 . C10 . o2 . gs Method 

Start 6911 End 

GI none Score 

Exons 6911. .7396 



OJ991011_05. 0103. C10 

11635 
GENSCAN 
7396 
.99 



Seq. No. 13199 Seq. ID OJ991011_05 . 0103 . C10 

Gene No. 27991 Strand 

Start 6911 End 11635 

Name OJ991011_05 . 0103 . C10 . o2 . np Method AAT/NAP 

Start 6914 End 7396 

GI 2119194 Score 806 

Exons 6914.. 7396 

GI Descrip. low-molecular-weight heat-shock protein - rice gi 11815662 

(U83670) low molecular mass heat shock protein Oshspl8.0 [Oryza 
sativa] 



Seq. No. 13199 
Gene No. 27991 
Start 6911 

Name OJ991011J35 . 0103 . C10 . o2 . ts 

Start 6915 
GI none 

Exons 6915.. 7265, 6932.. 7264, 7341. 

7976. .8041, 8063. .8263, 8088. 
11033. .11377, 114 31. .114 96 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991011 05. 0103. C10 



11635 . 

TBLASTX: Soybean ' 
11496 
234 

7385, 7343. .7384, 7944. .8018, 
8429, 10858. . 10920, 10972 1 1394 , 



Seq. No. 



13199 



Seq. ID OJ991011 05. 0103. C10 



13745 





z. f _7 J X 






Strand 






Start 


6911 






End 


11635 




Name 


OJ991011 05.0103. 


C10 


. ol . tw 


Method 


TBLASTX : Wheat 




of 3 -rt 


7077 






End 


11635 




r: t 








Score 


184. 




JIjAUJIo 


7 07 7 72 62 .7 079 


. 72 


64 7341 


..7397, 7343. .7396, 7964. .8050, 




796S 8018 8066 


82 


63 8070 


..8261, 11195. .11377, 11197 


. .11394, 




11431 11 526 114 


4 4 . 


. 11527 , 


11579.. 11635 






1 3199 

X *J X _7 J 






Seq. ID 


OJ991011_05.0103 


.C10 


Conp NO 


27991 






Strand 






Start 


6911 






End 


11635 




Name 


OJ991011 05.0103. 


C10 


. o 4 . np 


Method 


AAT/NAP 




O Lai L 


11032 






End 


11508 




(IT 
\J X 


1815664 






Score 


824 




IT v <~\T\ ^ 


11032. .11508 












\3 x Lycouii^ 1 • 


(U83671) low molecular mass 


heat shock 


protein 0shspl7 . 


7 [Oryza 




sat iva ] 












Seq. No. 


13200 






Seq. ID 


OJ991011_05.0103 


.Cll 


Gene No. 


27992 






Strand 


+ 




o u a -L l. 


3650 






End 


4812 




Name 


OJ991011 ,05.0103. 


Cll 


.o2 .gs 


Method 


GENSCAN 






3650 






End 


4812 






none 






Score 


.56 




Exons 


3650. .3745, 4069. 


.4122, 4257 


..4425, 4494. .4552, 4666. .4812 


Seq. No. 


13200 






Seq. ID 


OJ991011_05.0103 


.Cll 


Gene No. 


27993 






Strand 


+ 




O Lai L 


11407 






End 


13923 




Name 


OJ991011 05.0103. 


Cll 


.o2.gp 


Method 


AAT/GAP 




O Lai U 


11326 






End 


11930 




O X 


none 






Score 


950 






11326. .11730, 118 


22. 


.11930 








Oct]. IN U . 


13200 






Seq. ID 


OJ991011_05.0103 


.Cll 


Gene No. 


27993 






Strand 


+ 




Start 


11407 






End 


13923 




Name 


OJ991011 05.0103. 


Cll 


. o4 . gs 


Method 


GENSCAN 




o Lai u 


11407 






End 


13889 




(IT 
ox 


none 






Score 


.67 






11407. .11760, 11822. 


.12198, 


12678. . 12705, 127 91. . 12883, 






13476. .13889 












O fc; vJ • iNf • 


13200 






Seq. ID 


OJ991011_05.0103 


.Cll 


Gene No. 


27993 






Strand 


+ 




Start 


11407 






End 


13923 




in dint; 


OJ991011 05.0103. 


Cll 


. o2 . np 


Method 


AAT/NAP 




Cf ;=) rt" 

O Lai. L. 


11458 






End 


13923 




O I 


4835767 






Score 


563 




Exons 


11458. .11760, 118 


22. 


.12198, 


13476. . 13923 




GI Descrip. 


(AC007202) T8K14. 


16 


[Arabidopsis thaliana] 




Seq. No. 


13200 






Seq. ID 


OJ991011_05.0103 


.Cll 


Gene No. 


27994 






Strand 






Start 


1405 






End 


3004 




Name 


OJ991011 05.0103. 


Cll 


.ol.gp 


Method 


AAT/GAP 





13746 




Start 1242 End 3004 

GI 30_1.R1084 Score 2822 

Exons 1242. .1476, 1591. .2097, 2193. .2417, 2514. .3004 

GI Descrip. ' 391364 1/sp | 064422 | F16P_ORYSA 0.0e+00 

FRUCTOSE-1, 6-BIS PHOSPHATASE, CHLOROPLAST PRECURSOR 
(D-FRUCTOSE-1, 6-BISPHOSPHATE 1-PHOSPHOHYDROLASE) (FBPASE) 
>gi_3041777_dbj_BAA25423_ (AB007194) f ructose-1 ,-6-bisphosphatase 
[Oryza sativa] 1 



Seq. No. 13200 

Gene No. 27994 

Start 1405 

Name OJ991011_05 . 0103 . Cll . ol . gs 

Start 1405 

GI none 
Exons 



Seq. ID OJ991011_05. 0103. Cll 



Strand 
End 

Method 

End 

Score 



3004 
GENSCAN 
2930 
.97 



1405. .1476, 1591. .2097, 2193. .2417, 2514. .2930 



n 
if 



Seq. No. 13200 

Gene No. 27994 

Start 1405 

Name OJ991011_05 . 0103 . Cll . ol . np 

Start 1408 . 

GI 3913641 

Exons 1408.. 1476, 

GI Descrip. FRUCTOSE-1, 6 
(D-FRUCTOSE- 



1591. .2097, 2193. 
-BI.SPHOSPHATASE, 
1, 6-BISPHOSPHATE 



OJ991011_05. 0103. Cll 

3004 
AAT/NAP 
2930 
1979 
2514 . .2930 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.2417, 

CHLOROPLAST PRECURSOR 
1-PHOSPHOHYDROLASE) (FBPASE) 



gi| 3041777 |dbj |BAA25423| 
[Oryza sativa] 



(AB007194 ) f ructose-1, 6-bisphosphatase 



Seq. No. 13200 
Gene No. 27995 
Start 5855 

Name OJ991011_05 . 0103 . Cll . ol . tc 

Start 1402 
GI none 

Exons 1402. .1479, 1403. .1477, 1567, 

1886. .2089, 2199. .2420, 2200, 
2551. .2682 



Seq. ID OJ991011__05. 0103. Cll 
Strand 

End 10790 
Method TBLASTX: Cress 
End 2729 
Score 8 9 

.2097, 1592. .1822, 1861. .2046, 
.2418, 2487. .2729, 2511. .2672, 



Seq. No. 13200 

Gene No. 27995 

Start 5855 

Name OJ991011__05 . 0103 . Cll . ol . tm 

Start 1402 

GI none 

Exons 1402.. 1479, 1405. .1479, 1567. 

1799. .1927, 1886. .1921, 1905. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1923, 1568 
. 1928 



OJ991011 05. 0103. Cll 



10790 

TBLASTX: Maize 
1928 
105 

1822, 1792. .1896, 



Seq. No. 13200 
Gene No. 27995 
Start 5855 

Name OJ991011_05 . 0103 . Cll . ol , 

Start 1405 
GI none 

Exons 1405.. 1440, 1435.. 1479, 

1889. .2095, 2199. .2420, 
2551. .2682 



ts 



1618. 
2200. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991011 05.0103. Cll 



10790 

TBLASTX : Soybean 
2729 
249 

2097, 1625. .1822, 1861. .2046, 
2418, 2487. .2729, 2514. .2672, 



13747 



Seq. No. 13200 

Gene No. 27995 

Start 5855 

Name OJ991011_05 . 0103 . Cll . ol 

Start 1555 

GI none 

Exons 1555.. 1887, 1592.. 1804 

Seq. No. 13200 
Gene No. 27995 
Start 5855 

Name OJ991011_05 . 0103 . Cll . o3 

Start 2032 
GI none 

Exons 2032.. 2097, 2033.. 2095, 

2382. .2420, 2399. .2428, 
2551. .2682, 2872. .2910 

Seq. No. 13200 

Gene No. 27995 

Start 5855 

Name OJ991011J35 . 0103 . Cll . o3 

Start 5855 

GI none 

Exons 5855.-5988, 7183.. 7269, 
10126. .10277, 10776. .10 

Seq. No. 13200 
Gene No. 27 996 

Start 11283 

Name OJ991011_05 . 0103 . Cll . o4 

Start 11283 
GI none 

Exons 11283. . 11315, 11407.. 11 

11533. . 11592, 11542. .11 
11629. . 11718, 11634. .11 
11822.. 11905 

Seq. No. 13200 

Gene No. 27996 

Start 11283 

Name OJ991011_05 . 0103 . Cll . o3 

Start 11599 

GI none 

Exons 11599. .11670, 11821.. 11 
12001. .12060, 12062. .12 

Seq. No. ,13200 

Gene No. 27997 

Start 13548 

Name OJ99101 1_05 . 0103 . Cll . o2 

Start 13548 

GI none 

Exons 13548. .13715, 13548.. 13 
13719. .13913, 13860. .13 



# 





Seq. ID 


OJ991011 


JDS. 0103 


.Cll 




Strand 










End 


10790 






. tw 


Met hod 


TBLASTX • 


Wheat 






End 


1887 








Score 


122 








Seq. ID 


OJ991011 


JDS. 0103 


.Cll 




Strand 










End 


10790 






. tm 


Method 


TBLASTX: 


Maize 






End 


2910 








Score 


103 






2040 


. .2132, 21 


90 . . 2420, 


2203. .2418, 


2487 


. . 2729, 25 


■11 . . 2672, 


2512. .2742, 




Seq. ID 


OJ991011 


05 0103 


. Cll 




Strand 










End 


10790 






crs 


Method 


GENSCAN 








End 


10790 








Score 


.55 






8393 


. .8652, 9437. .9599, 


9715 . . 9! 


854, 


790 












Seq. ID 


OJ991011 


05. 0103 


. Cll 




Strand 










End 


13571 






.tm 


Method 


TBLASTX: 


Maize 






End 


11905 








Score 


136 






484, 


11407. .11487, 11496 


. .11552, 




574, 


11583. .11672, 11584 


. . 11670, 




738, 


11685. .11729, 11821 


. . 11904, 






Seq. ID 


OJ991011 


JDS. 0103 


.Cll 




Strand 










End 


13571 






. ts 


Method 


TBLASTX: 


Soybean 






End 


13571 








Score 


69 






928, 


11822. .11956, 11870 


. . 11956, 




166, 


13473. .13571, 13475 


. . 13570 






Seq. ID 


OJ991011 


_05.0103 


.Cll. 




Strand 










End 


13913 






.tm 


Method 


TBLASTX:! 


Maize 






End 


13913 








Score 


276 







664, 13712. .13750, 137 18 .. 13909, 
913 



13748 



Seq. No. 


13200 




Seq. ID 


OJ991011_05.0103 


.Cll 


Gene No. 


27997 




Strand 






Start 


13548 




End 


13913 




Name 


OJ991011 05. 0103. CI 1 


. o2 . ts 


Method 


TBLASTX : Soybean 




Start 


13575 ~ 




End 


13913 




GI 


none 




Score 


353 




Exons 


13575. .13913, 13619. 


. 13663, 


13709. . 13909 




Seq. No. 


13201 




Seq. ID 


OJ991011_04.0103 


CI 


Gene No. 


27998 




Strand 


+ 




Start 


526 




End 


1309 




Name 


OJ991011 04 0103 CI 


ol . gs 


Method 


GENSCAN 




Start 


526 ~~ 




End 


1309 




GI 


none 




Score 


.48 




R von ^ 


526 619. 814 971. 


1110. . 1309 






Sea No 


13202 




Seq. ID 


OJ991011JD4.0103 


C2 


Gene No . 


27999 




Strand 


+ 




Start 


120 




End 


25401 




Name 


OJ991011 04. 0103. C2. 


ol . np 


Method 


AAT/NAP 




Start 


120 




End 


11384 




GI 


4325357 




Score 


384 




Exons 


120.. 253, 9366.. 9882 


, 10706. 


.11384 






GI Descrip. 


(AF128395) contains 


similarity to Arabidopsis thaliana 





retrotransposon Athila hypothetical protein 1 (GB:X81801) 
[Arabidopsis thaliana] 



Seq. No. 


13202 


Seq. ID 


OJ991011_ 


_04.0103 


C2 


Gene No. 


27999 


Strand 


+ 






Start 


120 


End 


25401 






Name 


OJ991011 04.0103.C2.ol.gs 


Method 


GENSCAN 






Start 


771 


End 


1537 






GI 


none 


Score 


.46 






Exons 


771.. 773, 1358.. 1537 










Seq. No. 


13202 


Seq. ID 


OJ991011_ 


_04.0103 


C2 


Gene No. 


27999 


Strand . 


+ 






Start 


120 


End 


25401 






Name 


OJ991011 04.0103.C2.o3.gs 


Method 


GENSCAN 






Start 


7665 


End 


10066 






GI 


none 


Score 


.58 






Exons 


7665.. 7727, 9230.. 9511, 9680 


. .10066 








Seq. No. 


13202 


Seq. ID 


OJ991011_ 


_04.0103 


C2 


Gene No. 


27999 


Strand 


+ 






Start 


120 


End 


25401 






Name 


OJ991011 04 .0103.C2.o4 .gs 


Method 


GENSCAN 






Start 


10406 


End 


14030 






GI 


none 


Score 


.83 






Exons 


10406. .10523, 10563. .10726, 


10939. .11164, 11212 


. .11320, 






12178. .12398, 12781 .. 12826, 


13799. .14030 






Seq. No. 


13202 


Seq. ID 


OJ991011_ 


_04.0103. 


C2 


Gene No. 


27999 


Strand 


+ 






Start 


120 


End 


25401 






Name 


OJ991011 04.0103.C2.o2.np 


Method 


AAT/NAP 






Start 


13113 


End 


25401 







13749 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5852180 Score 642 

13113. .13141, 17618. .17688, 18671 .. 18778, 18830 .. 1924 1, 

19943. .19983, 25333. .25401 

(AL117265) zhbOOOlO.l [Oryza sativa] 



13202 
28000 
2234 

OJ991011_04 . 0103.C2.o2.gs 

2234 

none 



Seq. ID OJ991011_04.0103.C2 
Strand 

End 7200 

Method GENSCAN 

End 7200 

Score .48 



2234. .2378, 2865. .3062, 6454. .6475, 6969. .7200 



13202 
28001 
17537 

OJ991011_04 ,0103.C2.ol..ts 

9449 

none 

9449. .9553, 9584. .9859 



Seq. ID OJ991011_04 .0103.C2 
Strand 

End 17920 

Method TBLASTX : Soybean 

End 9859 

Score 75 



Seq. No. 13202 

Gene No. 28001 

Start 17537 

Name OJ991011_04 . 0103 . C2 . ol . tw 

Start 9449 

GI none 

Exons 9449.. 9565, 9584.. 9796, 9770. 



Seq. ID OJ991011_04 .0103.C2 
Strand 

End 17920 

Method TBLASTX : Wheat 

End 98 4 4 

Score 111 
.9844 



Seq. No. 13202 

Gene No. 28001 

Start 17537 

Name OJ991011_04 . 0103 . C2 . ol . tc 

Start 9596 

GI none 

Exons 9596.. 9904 



Seq. ID OJ991011_04 .0103.C2 
Strand 

End 17920 

Method TBLASTX : Cress 

End 9904 

Score 188 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ991011_04.0103.C2 
Strand 

17920 
AAT/GAP 
17920 
673 



13202 
28001 
17537 

OJ991011_04.0103.C2.ol.gp 

17537 

uC-osflcyp033a04bl 
17537. .17920 

' 6016845/dbj | AP000570. 1 IAP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



End 

Method 

End 

Score 



13203 
28002 
1 

OJ991011_04.0103.C3.ol.np 
1 

5852180 



Seq. ID OJ991011_04 .0103.C3 

Strand + 

End 4714 

Method AAT/NAP 

End 4714 

Score 411 



1..29, 3244... 3341, 4340. .4714 
(AL117265) zhbOOOlO.l [Oryza sativa] 



Seq. No. 



13203 



Seq. ID OJ991011 04. 0103. C3 



13750 




Gene No. 


28002 


Strand 


+ 






Start 


1 


End 


4714 






Name 


OJ991011 04.0103.C3.ol.gs 


Method 


GEN SCAN 






Start 


191 


End 


732 






GI 


none 


Score 


.52 






Exons 


191. .732 










Seq. No. 


13203 


Seq. ID 


OJ991011 


_04 .0103. 


C3 


Gene No. 


28002 


Strand 


+ 






Start 


1 


End 


4714 






Name 


OJ991011 04.0103.C3.ol.gp 


Method 


AAT/GAP 






Start 


3442 


End 


3963 






GI 


uC-osflM202048cl2bl 


Score 


826 






Exons 


3442. .3963 










GI Descrip. 


'5257255/dbj | AP000364 . 1 | AP000364 2 . 0e- 


-16 Oryza 


sativa genomic 




DNA, chromosome 8, clone : P0026F07 1 








Seq. No. 


13203 


Seq. ID 


OJ991011 


_04.0103. 


C3 


Gene No. 


28002 


Strand 


+ 






Start 


1 


End 


4714 






Name 


OJ991011 04 .0103.C3.o2.gp 


Method 


AAT/GAP 






Start 


4104 


End 


4174 






GI 


uC-osroM202024h08al 


Score 


86 






Exons 


4104 . .4174 










GI Descrip. 


, 5852170/emb|AL117265.1 IOST17804 5 . 0e- 


-84 Oryza 


sativa 






indica (GLA4 ) genomic DNA, chromosome - 


4, BAG clone:tl7804' 


Seq. No. 


13203 


Seq. ID 


OJ991011 


_04 .0103. 


C3 


Gene No. 


28003 


Strand 








Start 


4369 


End 


5107 






Name 


OJ991011 04.0103.C3.o2.gs 


Method 


GENSCAN 






Start 


4369 


End 


5107 






GI 


none 


Score 


.49 






Exons 


4369. .4572, 5080. .5107 










Seq. No. 


13204 


Seq. ID 


OJ991011 


_04 .0103. 


C4 


Gene No. 


28004 


Strand 








Start 


310 . ■ - - 


End 


6941 






Name 


OJ991011 <f4.0103.C4.ol.gs 


Method 


GENSCAN 






Start 


310 


End 


3577 






GI 


.none 


Score 


.68 






Exons 


310. .593, 599. .627, 650. .890, 


2171.. 2202, 3326. 


.3577 




Seq. No. 


13204 


Seq. ID 


OJ991011 


_04.0103. 


C4 


Gene No. 


28004 


Strand 








Start 


310 


End 


6941 






Name 


OJ991011 04.0103.C4.ol.np 


Method 


AAT/NAP 






Start 


791 


End 


1456 






GI 


6691193 


Score 


153 






Exons 


791. .1324, 1389. .1456 . 










GI Descrip. 


(AC007534) F7F22.17 [Arabidopsis thaliana] 






Seq. No. 


13204 


Seq. ID 


OJ991011 


_04 .0103. 


C4 


Gene No. 


28004 


Strand 








Start 


310 


End 


6941 






Name 


OJ991011 04 .0103.C4 .o2.np 


Method 


AAT/NAP 






Start 


2056 


End 


6428 








13751 











GI 6063554 Score 174 

Exons 2056.. 2202, 2819.. 2849, 3329.. 3554, 3653.. 3910, 6387.. 6428 

GI Descrip. (AP000615) ESTs AU075609 (C6334 4 ) , C71850 (E04 64 ) , C98 61 1 (E04 64 ) 

correspond to a region of the predicted gene.; hypothetical 

protein [Oryza sativa] 

Seq. No. 13204 Seq. ID OJ991011_04 . 0103 . C4 

Gene No. 28004 Strand 

Start 310 End 6941 

Name OJ991011_04 . 0103 . C4 . ol . gp Method AAT/GAP 

Start 5820 End 6941 

GI 57713_5.R1084 Score 523 

Exons 5820.. 6067, 6856.. 6941 

GI Descrip. 1 601511 6/sp | 082 653 | ERG_ARATH 3.0e-34 GTP-BINDING PROTEIN ERG 

>gi_367 6071_emb_CAA7 697 9_ (Y17969) ERG protein [Arabidopsis 
thaliana] 1 



Seq. No. 13205 Seq. ID 

Gene No. 28005 Strand 

Start 690 End 

Name OJ991011_04 . 0103 . C5 . ol . gs Method 

Start 690 End 

GI none Score 

Exons 690. .788, 94 6. .104 5, 1136. .124 3, 127 9. 



2326. .2358, 2719. .2886, 4780. 
8272. .8327 



OJ991011_04 .0103.C5 

8327 
GENSCAN 
8327 ■ ■ 
.44 

,1499, 1553. .1606, 



5452, 6146. .6195, 8134. .8221, 



Seq. No. 13205 

Gene No. 28005 

Start 690 

Name OJ991011_04 . 0103 . C5 . ol . gp 

Start 930 

GI 57713_5.R1084 

Exons 930. .104 5, 1136. .1384, 
GI Descrip. 



OJ991011 04. 0103. C5 



Seq. ID _ 
Strand 

End 8327 
Method AAT/GAP 
End 1576 
Score 784 
1471. .1576 

f 6015116/sp|O82653|ERG_ARATH 3.0e-34 GTP-BINDING PROTEIN ERG 
>gi_3676071_emb_CAA76979_ (Y17969) ERG protein [Arabidopsis 
thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13205 Seq. ID 

28005 Strand 

690 End 

OJ991011_04 . 0103.C5.ol.np Method 

4210 End 

6721559 Score 
4210. .4343, 4371. .4825 

(AP001073) hypothetical protein [Oryza sativa] 

gi|6815084 |dbj IBAA90370.il (AP001081) hypothetical protein 
[Oryza sativa] 



OJ991011_04 . 0103. C5 

8327 
AAT/NAP 
4825 
398 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13205 Seq. ID 

28005 Strand 

690 End 

OJ991011_04 .0103.C5.o2.np ' Method 

6106 End 

4680183 Score 
6106. .6195, 6802. .6872 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



OJ991011JD4 .0103.C5 

8327 
AAT/NAP 
6872 
164 



13752 




Seq. No. 


13206 






Seq. ID 


OJ991011_04 .0103.C7 


uGIlC 1NU . 


£.OUUD 






Strand 




Q+- -a y+- 


J.DO / 






End 


6949 


Name 


Pi TQQ1 01 1 04 

VJU.7./1U11 Ufi 


010^ 
. UIUj 


P7 ol 
. L, / .Ul. Lb 


Method 


TBLASTX: Soybean 




1 ~ 

1 O.J / 






End 


2347 


ul 








Score 


57 


Exons 


1 6S7 17 61 


1 67 S 

ID / J 


IQSfi 1 ft 4 


.2022, 2048.. 2347, 2052.. 2345 




13206 






Seq. ID 


OJ991011_04.0103.C7 


Gene No. 


28006 






Strand 




Start 


1687 






End 


6949 


Name 


uU j'ylUll U *i 


.0103 


.C7.o2.np 


Method 


AAT/NAP 


O Ldl L 


1 fiR7 ~~ 

lOO / 






End 


5929 




4 fin?fl 






Score 


1573 




1 6R7 ^9R^ 

lOO / • . J^.O Jf 


3481 


..3612, 3679. 


.4630, 4658. .5929 


P. T Ho c; o y~ i t™^ 


/ apoo7 1 OQ ^ 


putative retroelement pol polyprotein [Arabidopsis 




4- ha 1 "i anal 










O ^ VJ • LN • 


13206 






Seq. ID 


OJ991011_04.0103.C7 


Gene No. 


28006 






Strand 




Start 


1687 






End 


6949 


Name 


O.TQQ1 mi 04 


.0103 


. C7 . ol-. np 


Method 


AAT/NAP 




n can — 

1 0 _7 U 






End 


6745 


P T 








Score 


1686 


IT 1 V /"\ it* 


i can ^007 


3742 


...5000, 5561. 


.5955, 6638. .6745 


ui uescrip. 


/ 7\t n o 9 1 4 n ^ 


LTR retrotransposon like protein [Arabidopsis 




unaxiana j 










Seq. No. 


13206 






Seq. ID 


OJ991011_04 .0103.C7 




^ O U U D 






Strand 






1 fift7 






End 


6949 


Name 


O.TQQ1 m 1 04 


.0103 


.C7.ol.tm 


Method 


TBLASTX: Maize 




174 4 ~~ 






End 


2365 


PT 


none 






Score 


55 


Exons 


174 4 1 Q9Q 


1829 


..1930, 2045. 


.2365, 2048. .2077, 2154. .2267 


Seq." No. 


13206 






Seq. ID 


OJ991011_04/0103.C7 


UCl IC LN L/ • 


9R006 






Strand 




Cf a r 4- 
O Ldl L 


1 fiR7 

lOO ' 






End 


6949 


Name 


O.TQQ1 01 1 04 


.0.103 


.C7.o3.tw 


Method 


TBLASTX: Wheat 


O Lai L 


9111 _ 






End 


2497 


pt 

U J. 


none 






Score 


42 




9111 9^6 


2120 


..2155, 2226. 


.2357, 231 


8. .2497 


Seq. No. 


13206 






Seq. ID 


OJ991011_04.0103.C7 


UCUC LN U • 


9ft OOfi 

O U \J u 






Strand 




O LdX L, 


1 6ft7 

1DO I 






End 


6949 


Name 


n.TQQi ni i 04 


.0103 


.C7.o4.ts 


Method ' 


TBLASTX : Soybean 


OLdlL 








End 


2554 


GI 


none 






Score 


124 


Exons 


2375. .2554, 


2409 


. .2552 






Seq. No. 


13206 






Seq. ID 


OJ991011_04.0103.C7 


Gene No. 


28006 






Strand 




Start 


1687 






End 


6949 


Name 


OJ991011 04 


.0103 


.C7.o3.tc 


Method 


TBLASTX: Cress 



13753 






Cf arf 
jLai l 


2411 








End 


2689 














Score 


78 




DAUllO 


2411 .2689, 


2415. 


.2642 










Seq. No. 


13206 








Seq. ID 


OJ991011_04 .0103.C7 




Gene No. 


28006 








Strand 






Cf arf 
O UC1.L U 


1687 








End 


6949 




Name 


OJQ91011 04 


. 0103 . 


C7 . o3 . 


tm 


Method 


TBLASTX: Maize 




Q+- a -rt- 
uLai L 


2474 _ 








End 


2914 




PT 


none 








Score 


330 






2474 . .2914 














Seq. No. 


13206 








Seq. ID 


OJ991011_04 .0103.C7 




Gene No. 


28006 








Strand 






O Lai L 


1687 








End 


6949 




IN CUUC 


OJ991011 04 


. 0103 . 


C7 . o2 . 


tw 


Method 


TBLASTX: Wheat 




C+- a r -f- 

o Lai- u 


2507 _ 








End 


2992 




pt 


none 








Score 


54 




P von q 


2507 2716, 


2544 . 


.2669, 


2708 . 


.2992, 2763. .2894, 2940. .2990 




Qprr NO 


13206 








Seq. ID 


OJ991011_04.0103.C7 




Gene No. 


28006 








Strand 






Start 


1687 








End 


6949 




Name 


OJ991011 04 


. 0103 . 


C7 . o2 . 


ts 


Method 


TBLASTX: Soybean 


: "i 


oLdl L 


71 "YK ~ 








End 


3216 


*; S J 

.5 31 




SS09260 








Score 


103 


u i 




71^ 


71 ^fi 

^ f JO • 


?99? 


2961 . 


.2993, 2989.. 3216 


! Lr 
.= e- 
















t . I 


Seq. No. 


13206 








Seq. ID 


OJ991011_04 .0103.C7 


S; 


Gene No. 


28006 








Strand 




! ; s? 

r : i 


Start 


1687 








End 


6949 


i t! 


Vi CtUlC 


OJ991011 04 


. 0103 . 


C7 . o2 . 


tc 


Method 


TBLASTX: Cress 






2834 ~~ 








End 


3102 




PT 


nnnp 








Score 


89 


'M 


P 1 von «5 


2834 2992, 


2843. 


.2992, 


2989 . 


.3102 






Seq. No. 


13206 








Seq. ID 


OJ-991011_04.0103.C7 




Gene No. 


28006 








Strand 




-i 


Start 


1687 








End 


6949 


r s | 


Name 


OJ991011 04 


. 0103 . 


C7 . 06 . 


tm 


Method 


TBLASTX: Maize 




Start 


2921 _ 








End 


3192 




PT 


none 








Score 


167 




F! von ^ 


2921 . . 2992, 


2989 . 


.3192 










Seq. No. 


13206 








Seq. ID 


OJ991011_04.0103.C7 




Gene No. 


28006 








Strand 






Start 


1687 








End 


6949 




ln chug 


OJ991011 04 


. 0103 . 


C7 . o2 . 


tm 


Method 


TBLASTX: Maize 




ij LdJ. L 


3726 ~~ 








End 


4393 




PT 


nnnp 
nunc 








Score 


62 




Exons 


3726. .3986, 


3755. 


.4312, 


4008. 


.4238, 4106. .4270, 4322. .4393 




Seq. No. 


13206 








Seq. ID 


OJ991011_04.0103.C7 




Gene No. 


28006 








Strand 






Start 


1687 








End 


6949 




Name 


OJ991011 04, 


.0103. 


C7.ol. 


tc 


Method 


TBLASTX: Cress 



13754 



Start 3752 End 4201 

GI none Score 7 6 

Exons 3752.. 4201, 4026.. 4175 



Seq. No. 13206 Seq. ID 
Gene No. 28006 Strand- 
Start 1687 End 
Name ' OJ991011_04 . 0103 . C7 . o3 . ts Method 
Start 3755 End 
GI none Score 
Exons 3755.. 4216, 3915.. 4142 



OJ991011_04 .0103.C7 
6949 

TBLASTX : Soybean 

4216 

95 



Seq. No. 13206 

Gene No. 28006 

Start 1687 

Name OJ991011_04 . 0103 . C7 . ol . tw 

Start 3773 

GI none 
Exons 



Seq. ID OJ991011_04.0103.C7 
Strand 
End 

Method 
End 
Score 



6949 

TBLASTX : Wheat 

4381 

64 



3773. .3895, 3890. .3979, 3995. .4381, 4026. .4325 



Seq. No. 


i o o c\ a 






Seq. ID 


OJ991011_04 .0103.C7 


Gene No. 


Zo UUo 






Strand 




Start 


i c o n 
loo/ 






End 


694 9 


Name 






tin 


Method 


•TBLASTX: Maize 


Start 


A A A O 

4 4 UZ 






End 


4 7 41 


C T 


none 






Score 


86 


Exons 


4402. .4605, 


4403. .4528, 


4406. , 


.4639, 4407;. 4640, 4673. .4741 


Seq. No. 


13206 






Seq. ID 


OJ991011_04 .0103.C7 


Gene No. 


28006 






Strand 




Start 


1687 






End 


6949 


Name 


OJ991011 04 


.0103.C7.o2. 


gs 


Method 


GENS CAN 


Start 


4688 






End 


6105 


GI 


none 






Score 


.8 


Exons 


4688. .4812, 


5058. .6105 








Seq. No.. 


13206 






Seq. ID 


OJ991011_04 .0103.C7 


Gene No. 


28006 






Strand 




Start 


1687 






End 


6949 


Name 


OJ991011 04 


.0103.C7.o3. 


np 


Method 


AAT/NAP 


Start 


5176 






End 


6949 


GI 


6815671 






Score 


51 


Exons 


5176. .5320, 


6926. .6949 








GI Descrip. 


(AF184489) 


gag protein 


[Human 


immunodeficiency virus type 


Seq. No. 


13206 






Seq. ID 


OJ991011__04.0103.C7 


Gene No. 


28006 






Strand 




Start 


1687 






End 


6949 


Name 


OJ991011 04 


.0103.C7.o4. 


tm 


Method 


TBLASTX : Maize 


Start 


5813 






End 


6120 


GI 


none 






Score 


255 


Exons 


5813. .6109, 


5814 . . 6104, 


5821. , 


.6120 





Seq. No. 13206 Seq. ID OJ991011_04 . 0103 . C7 

Gene No. 28006 Strand 

Start 1687 End 6949 

Name OJ991011 04 . 0103 . C7 . o3 . gs Method GENSCAN 



13755 



Start 
GI 

Exons 



6515 
none 

6515.. 6724, 6770. 



, 6820 



End 
Score 



6820 
.93 



Seq. No. 13207 

Gene No. 28007 

Start 777 

Name - - OJ991011_04 . 0103 . C8 . ol . gs 

Start 777 

GI none 

Exons 777.. 828, 1167.. 1327 



Seq. ID OJ991011_04 .0103.C8 

Strand + 

End 1327 

Method GEN SCAN 

End 1327 

Score .81 



Seq. No. 13207 

Gene No. 28008 

Start 1171 

Name OJ991011_04 . 0103 . C8 . ol . np 

Start 1171 

GI 4580990 

Exons 1171.. 1275, 1915.. 3576 

GI Descrip. (AF120335) putative transposase [Arabidopsis thaliana] 



Seq. ID OJ991011_04.0103.C8 
Strand 

9200 
AAT/NAP 
3576 
743 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13207 
28008 
1171 

OJ991011_04 .0103.C8.ol.tm 

1927 

none 



Seq. ID OJ991011_04.0103.C8 
Strand 

End 9200 

Method TBLASTX : Maize 

End 3271 ; 

Score 158 



1927. .2004, 2062. .2124, 2373. .3077, 2443. .3003, 2766. .3077, 
3072. .3164, 3170. .3271 



13207 
28008 
1171 

OJ991011_04 .0103.C8.o2.gs 

2172 

none 



Seq. ID OJ991011_04.0103.C8 
Strand 

End 9200 

Method GENSCAN 

End 6188 

Score .53 



2172. .2944, 3023. .3125, 3314... 3517, 3653. .3750, 4280. .4699, 
5757.. 5903, 6113.. 6188 



Seq. No. 13207 

Gene No. 28008 

Start 1171 

Name OJ991011_04 . 0103 . C8 . ol . ts 

Start 2373 

GI none 

Exons 2373.. 2999, 2397.. 2729 



Seq. ID OJ991011_04.0103.C8 
Strand 

End 9200 

Method TBLASTX : Soybean 

End 2999 

Score 135 



Seq. No. 13207 

Gene No. 28008 

Start 1171 

Name OJ991011_04 . 0103 . C8 . ol . tc 

Start 2475 

GI none 

Exons 2475.. 2918 



Seq. ID OJ991011_04.0103.C8 
Strand 

End 9200 

Method TBLASTX : Cress 

End 2918 

Score 279 



Seq. No. 
Gene No. 



13207 
28008 



Seq. ID OJ991011_04.0103.C8 
Strand 



13756 




Start 


11/1 










-7Z u u 




Name 


a Tom m 1 r\ a 

ojyyiuii U4 


. UlUo . 


to . Oj . 


tw 


Method 


TRT Zi QTY • Whoai- 
1 DJ_i.rt.iD I A . Wiled L. 




Start 


O f O f\ 

z oo U 








IT r*i H 


9 Q QO 




GI 


none 








Score 


1 

0 1 




Exons 


Z DO U . . Z O 1 1 , 


zoy^ . 


0 Q Qfl 


Z O zf D . 


. z :?o z 






Seq. No. 


13207 








Seq. ID 


OJ991011_04 .0103. 


C8 


Gene No. 


28008 








Strand 






Start 


11/1 








TTr»H 
HiIlU. 


Q9DD 
z u u 




Name 


ojyyiuii U4 


. UlUo . 


to . Oz . 


IC 


K/T/^ 4— V"k /-J 

ixie inou 


TRT - QTY-ProciQ 




Start 


3051 








Hina 


"34 97 
O f± Z / 




GI 


none 








Score 


1 / Z 




Exons 


JUo 1 . . j! / U, 


jlOJ. 


• O ft Z / 










Seq. No. 


13207 








Seq. ID 


OJ991011_04.0103. 


,C8 


Gene No. 


28008 








Strand 






Start 


11/1 








PnH 






Name 


ojyyiuii U4 


. U1U 3 . 


, LO . O J . 


4- c 


t\A /-N +- Vi /-\/""] 

LYietnoa 


1 t5J_trt.o 1 A . oUyxjfcJclil 




Start 


oUo 1 








HinQ 


^4 Ql 




GI 


none 








Score 


o o 




Exons 


JUol . . JID / f 


-51 OC 
JlO J . 


?4 QO 


^4 9 


^4 Ql 






Seq. No. 


13207 








Seq. -ID 


OJ991011_04.0103. 


,C8 


Gene No. 


28008 








Strand 






Start 


11/1 








End 


9200 




Name 


OJ991011 04 


. 0103 . 


, Co . OD . 


tin 


Method 


TBLASTX: Maize 




Start 


3272 








End 


3748 




GI 


none 








Score 


99 




Exons 


Jz /z . . JboU , 


Jz / 3 , 




jOOo . 


.3671, 3584..3673, 3710. .3748 


Seq. No. 


13207 








Seq. ID 


OJ991011_04.0103, 


,C8 


Gene No. 










Strand 






Start 


1171 








End 


9200 




Name 


OJ991011J)4 


.0103, 


.C8.o2. 


np 


Method 


AAT/NAP 




Start 


CO /I o 








End 


9200 




GI 


o4 bbyo / 








Score 


1630 




Exons 


co/o cone 
bo 4 o . . o yUo , 


6793. 


. .9200 










GI Descrip. 


(ALU 1 Ibz 1 ) 


putative retroelement pol polyprotein [Arabidopsis 




thaliana ] 














Seq. No. 


13207 








Seq. ID 


OJ991011_04.0103, 


,C8 


Gene No. 


28008 








Strand 






Start 


11/1 








End 


9200 




Name 


ojyyiuii U4 


.0103, 


.C8.o3. 


gs 


Method 


GENSCAN 




Start 


DO / I 








End 


9164 




GI 


none 








Score 


.86 




Exons 


bo / 1 . . / / z / , 


7955, 


. .9164 










Seq. No. 


13207 








Seq. ID 


OJ991011_04.0103 


.C8 


Gene No. 


28008 








Strand 








1171 

X X f -L 








End 


9200 




Name 


OJ991011 04 


.0103 


.C8.o4 . 


tm 


Method 


TBLASTX: Maize 




Start 


6883 








End 


7365 




GI 


none 








Score 


238 




Exons 


6883. .7071, 


7054 


. .7365 










Seq. No. 


13207 








Seq. ID 


OJ991011_04.0103 


.C8 



13757 




Gene No. 


28008 








Strand 


- 


Start 


1171 








End 


9200 


Name 


OJ991011_04 


. 0103 


.C8.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


7249 








End 


7842 


GI 


none 








Score 


114 


Exons 


7249. . 7365, 


7456 


. . 7842, 


7505 . 


. 7747 




Seq. No. 


13207 








Seq. ID 


OJ991011_04 .0103.C8 


Gene No . 


28008 








Strand 




Start 


1171 








End 


9200 


Name 


OJ991011 04 


. 0103 


. C8 . o2 . 


tm 


Method 


TBLASTX: Maize 


Start 


7460 








End 


8096 


GI 


none 








Score 


129 


Exons 


7460 . . 7747, 


7462 


. .7842, 


7489 . 


.7833, 7762.. 8094, 7839.. 7922 




7983 . . 8096 












Seq. No. 


13207 








Seq. ID 


OJ991011_04 .0103.C8 


Gene No. 


28008 








Strand 




Start 


1171 








End 


9200 


Name 


OJ991011_04 


. 0103 


.C8.o4 . 


ts 


Method 


TBLASTX: Soybean 


Start 


7690 








End 


8075 


GI 


none 








Score 


152 


Exons 


7690 . . 7842, 


7819 


. . 8064, 


7839. 


.8075, 7£ 


)42. .8066 


Seq. No. 


13207 








Seq. ID 


OJ991011JD4 .0103.C8 


Gene No. 


28008 








. Strand 




Start 


1171 








End 


9200 


Name 


OJ991011JD4 


. 0103 


. C8 .o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


7936 








End 


8366 


GI 


none 








Score 


53 


Exons 


7936 . . 8145, 


7977 


. . 8138, 


8130 . 


.8366, 8259.. 8360 


Seq. No. 


13207 








Seq. ID 


OJ991011J)4.0103.C8 


Gene No. 


28008 








Strand 




Start 


1171 








End 


9200 


Name 


OJ991011_04 


.0103 


,C8 .06. 


tm 


Method 


TBLASTX: Maize 


Start 


8097 








End 


8501 


GI 


none 








Score ' 


70 


Exons 


8097 . . 8141, 


8130 


. . 8327 , 


8172 . 


.8309, 8346.. 8501 


Seq. No. 


13207 








Seq. ID 


OJ991011_04 .0103.C8 


Gene No. 


28008 








Strand 




Start 


1171 








End 


9200 


Name 


OJ991011 04 


. 0103 


,C8.o4 . 


tw 


Method 


TBLASTX: Wheat 


Start 


8388 








End 


8798 


GI 


none 








Score 


56 


Exons 


8388 . .8798, 


8455 


. .8571, 


8632 . 


.8661 




Seq. No. 


13207 








Seq. ID 


OJ991011_04 .0103.C8 


Gene No. 


28008 








Strand 




Of 2 v-+- 

oiart 


117 1 
11/1 








End 


9200 


Name 


OJ991011 04 


.0103 


.C8.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


8502 








End 


9041 


GI 


none 








Score 


79 


Exons 


8502. .8786, 


8542 


. .8727, 


8770. 


.8979, 8787.. 9041, 8826.. 9002 


Seq. No. 


13207 








Seq. ID 


OJ991011_04.0103.C8 



13758 




Gene No. 


28008 




Strand 




start 


11/1 






y z uu 


Name 


ojyyiuii U4 . uiu j . Lo . oo . 


ts 


Method 


itJijAb i a . ooyoean 


Start 


oOlo 






Q *7 Q 

o / oy 


GI 


none 




Score 


a n 

ft u 


Exons 


qci o pcqn Qf^OCi £7^0 
O C> 1 0 . . OJOU, OJiU . . O / Qj , 


OOll 


ft 797 




Seq. No. 


13207 




Seq. ID 


"OJ991011_04.0103.C8 


Gene No. 


28008 




Strand 




Start 


11/1 




Hjnci 


i?Z UU 


Name 


ujyyiun U4 . uiu j . lb . o& . 


tS 


fu| /f\ +- y"\ 

Metnoa 


i dj_i/\o i a . ooyoean 


Start 


QTQA 

o / yu 






y i Do 


GI 


none 




Score 


i i 


Exons 


o / yu. . yiDo, o/y4i..yuz4 








Seq. No. 


13207 




Seq. ID 


OJ991011_04.0103.C8 


Gene No. 


28008 




Strand 




btarr 


1 1 "7 1 
11/1 




End 


9200 


Name 


mQQi m 1 c\a mm no. r\0 

ujyyiuii u4.uiuj.lo.oz. 


IW 


Method 


TBLASTX: Wheat 


Start 


oo / / 




End 


9200 


GI 


none 




Score 


116 


Exons 


QQ77 QOnn QQfll Q1Q1 

oo / / . . y z u u , o y u i . . y i y i , 


O -? X D 


. .9164, 9079. .9195 


Seq. No. 


13208 




Seq. ID 


OJ991011_04. 0103. C10 


Gene No. 


28009 




Strand 


+ 


Start 


889 




End 


1552 ■ 


Name 


OJ991011 04 .0103. CIO. ol 


.gs 


Method 


GENSCAN 


Start 


889 




End 


1552 


GI 


none 




Score 


.86 


Exons 


889. .943, 1051. .1200, 1500.. 


1552 




Seq. No. 


13209 




Seq. ID 


OJ991011_04 .0103.C11 


Gene No . 


28010 




Strand 


+ 




3429 




End 


3509 


Name 


OJ991011 04 .0103.Cll.o2 


• gp 


Method 


AAT/GAP 


Start 


3429 




End 


3509 


bl 


LIB34 77-003-P1-K1-E9 




Score 


142 


Exons 


3429.. 3509 








GI Descrip. 


'24 9858 6/sp|Q40638 |MP01 


ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (ORY S I) 


>gi_ 


1173557 (U31771) Ory s 1 [Oryza 




sativa] 1 








Seq. No. 


13209 




Seq. ID 


OJ991011_04 .0103.C11 


Gene No. 


28011 




Strand 




otart 


395 




End 


3428 


Name 


OJ991011 04 .0103.Cll.ol 


.gs 


Method 


GENSCAN 


Start 


395 




End 


3329 


GI 


none 




Score 


.67 


Exons 


395.. 802, 1312.. 1553, 2296.. 


2319, 2647 


..3208, 3214.. 3329 


oeq . no . 


13209 




Seq. ID 


OJ991011_04.0103.C11 


Gene No. 


28011 




Strand 




Start 


395 




End 


3428 


Name 


OJ991011 04 .0103.Cll.o2 


,tm 


Method 


TBLASTX: Maize 


Start 


2624 




End 


3131 


GI 


none 




Score 


66 


Exons 


2624.. 2695, 2625.. 2705, 


2830 


..2886, 2909.. 3130, 2933.. 3130, 



13759 




2940. .3131 



Seq. No. 


13209 






Seq. ID 


OJ991011_04.0103 


.Cll 


Gene No. 


28011 






Strand 






Start 


395 






End 


3428 




Name 


OJ991011 04 


. 0103 


.Cll.ol.tm 


Method 


TBLASTX: Maize 




-Start 


3176 






End 


3428 




GI 


none 






Score 


47 




Exons 


3176. . 3217, 


3177 


. . 3218, 3217 . 


.3369, 3217.. 3378, 3218.. 3376, 




3378. .3428 












Seq. No. 


13210 






Seq. ID 


OJ991011_04.0103, 


.C12 


Gene No. 


28012 






Strand 


+ 




Start 


166 






End 


350 




Name 


OJ991011 04 


. 0103 


.C12 . ol . gs 


Method 


GENSCAN 




Start 


166 






End 


350 




GI 


none 






Score 


. 52 




Exons 


166. .350 












Seq. No. 


13210 






Seq. ID 


OJ991011_04.0103, 


.C12 


Gene No. 


28013 






Strand 


~ 




Start 


645 






End 


1450 




Name 


OJ991011 04 


.0103 


.C12.o2.gs 


Method 


GENSCAN 




Start 


645 






End 


1207 




GI 


none 






Score 


. 6 




Exons 


645. .735, ..1D23. . 


1207 








Seq. No. 


13210 






Seq. ID 


OJ991011_04 .0103, 


.C12 


Gene No . 


28013 






Strand 






Start 


645 






End 


1450 




Name 


OJ991011 04 


.0103 


.C12 .ol. tm 


Method 


TBLASTX: Maize 




Start 


927 






End 


1235 




GI 


none 






Score 


343 




Exons 


927. .1235, 


927. . 


1220, 929.. 1234 






Seq. No. 


13210 






Seq. ID 


OJ991011_04 .0103, 


.C12 


Gene No. 


28013 






Strand 






Start 


645 






End 


1450 




Name 


OJ991011 04 


.0103 


.C12 .pl.np 


Method 


AAT/NAP 




Start 


995 






End 


1450 




GI 


5911167 






Score 


284 




Exons 


995. .1450 












GI Descrip. 


(AF136221) 


putative transposase protein [Zea mays] 




Seq. No. 


13210 






Seq. ID 


OJ991011_04 .0103, 


.C12 


Gene No. 


28013 






Strand 






Start 


645 






End 


1450 




Name 


OJ991011 04 


.0103 


.C12.ol. tw 


Method 


TBLASTX: Wheat 




Start 


1037 






End 


1232 




GI 


none 






Score 


74 




Exons 


1037. . 1231, 


1041 


. .1232 








Seq. No. 


13211 






Seq. ID 


OJ991201_07.0118. 


CI 


Gene No. 


28014 






Strand 


+ 




Start 


6979 






End 


7396 




Name 


OJ991201 07 


.0118 


. CI . o5 . gp 


Method 


AAT/GAP 




Start 


6979 






End 


7396 





13760 




GI LIB3431-028-P1-N1-A10 Score 816 

Exons 6979.. 7396 

GI Descrip. 1 4 68 020 3 /gb | AAD27566 . 1 1 AF114 171_7 3.0e-33 (AF114171) TNP2-like 
protein [Sorghum bicolor] ' 



o6q. IN O . 


1 "3 01 1 


Seg. ID 


OJ991201_07.0118.C1 


bene lno . 




Strand 




otari 


004 Z 


End 


5684 


Name 


D.TQQ1 901 07 01 1fi PI n? rro 


Method 


AAT/GAP 


otart 




End 


5684 


GI 


21474 1.R1084 


Score 


246 


Exons 


5542. .5684 










hypothetical protein [Arabidop 




■hhjal i anal 1 
LIlci-L .Lcillci J 






beg. LN o . 


1^911 
1 Jill 


beg. iu 


ujyy±zu± u / . uiitj .bi 


bene lno . 


9 on 1 £ 


bt rana 






(Ti i n 

DilU 


bna 


TQCO 

/ y oz 


Name 


OJ991201 07.0118.Cl.ol.tm 


Method 


TBLASTX: Maize 


Start 


32 


End 


705 




none 


Score 


1 1 Q 

± ± y 


Exons 


oo 1 f r\ o o i 'jt i en coo 
jZ . . IbU, . . IjD/ 1 O / . . OZ O , 


on/ con 
ZU4 . . OZ / , 


COO £T 1 Q COO TnC 

0 JZ . . DiO, DOZ. . /UO 


beg. lno . 


1 OOI 1 

1 OZ 1 1 


beg. iu 


ATQQ1 om r\*7 HI 1 Q (~* 1 

uuyyizui u/.uiio.Li 


Gene No . A 


9 q o i £ 

Z O U 1 O 


bt rana 




o tart 


OllU 


tna 


1QCO 

/ y oz 


Name 


OJ991201 07.01!-8.Cl.o2.tw 


Method 


i BLiAb i a : wnea t 


Start 


38 


bna 


y| -}C 
^ J J 


C T 


none 


Score 


119 


Exons 


JO. . 10 41 , JO . . 1 jy f Zll . . ODD/ 


223. .360, 


376. .435 


beg. ln o . 


-10911 


beg . i u 


n tqqi oni c\n miQ m 
ujyyizui u / . uiio .bi 


ucllc LN<J . 


9R01 £> 


OLianu 




Q+- -a y+- 


1 n 

O J. JL U 


bna 


/ y oz 


Name 


nTQcn9m m oiia m f c 

UUyyi^Ui. U / . UllO . bl . Ol . LS 


L v ie LflOCl 


1 Lj±jr\0 1A.OU y JJ can 


OLaiL 


9 Q9 _ 
Z i?Z 


Lna 


Q A Q 

o ^ y 


GI 


none 


q /-~< >" en 


Q1 


Exons 


292. .450, 532. .624, 643.-849 






oeg . lno . 


1^911 


Seg. ID 


OJ991201_07.0118.C1 


C Ann NT /-\ 




Strand 






D11U 


End 


7952 


Name 


D.TQQ1 9 fll 07 Ollfi PI nl 1-w 


Method 


TBLASTX: Wheat 


C -h -a y +- 

b t art 


fl O O 


End 


7950 


CI 


i i<j 1 1 1; 


Score 


56 


Exons 


485. .622, 7090. .7182, 7171.. 


7251, 7256 


..7336, 7258.. 7374, 




7258. .7404, 7265. .7405, 7352 


..7447, 73 


84. .7443, 7450. .7494 




7455. .7490, 7489. .7950, 7505 


. .7933 




Seg. No. 


13211 


Seg. ID 


OJ991201_07.0118.C1 


Gene No. 


28016 


Strand' 




Start 


6110 


End 


7952 


Name 


OJ991201 07.0118.Cl.o3.tw 


Method 


TBLASTX: Wheat 


Start 


625 


End 


990 


GI 


none 


Score 


197 


Exons 


625. .888, 684. .869, 892. .990 







13761 



Seq. No. 


13211 




Seq. ID 


OJ991201 


_07.0118. 


CI 


Gene No. 


28016 




Strand 








btart 


DllU 






7 Q ^9 

/ 17 jZ 






Name 




tm 


Method. 


1 JbXiHb I A . 1 


L v ia x z e 




bt art 


o yz 






1 TEA 

X j J u 






P T 
bX 


none 




S core 


1 £p. 
1DO 






Exons 


QQO 19R7 1 OQQ 1 OCO 

oyz . . x z o / , izoo . . i jdu 












Seq. No. 


1 QO 1 1 

X JZXX 




Seq. ID 


OJ991201 


07 m 1 p 
u / . u X x o . 


pi 

b X 


1C IN(J . 


^, O W X u 




Strand 








Start 


6110 




End 


7952 






Name 


OJ991201_07.0118.Cl.o3. 


gp 


Method 


AAT/GAP 






btart 


bl 1 U 




End 


7952 






bX 


J4 Z 1 . KX Uo 4 




Score 


2769 






Exons 


£1 1 7T ctoc £Q'39 


6915. 


.6934, 6970.. 7952 






GI Descrip. 


1 /i r i a a o £ //VK i a an 9 4 o 4 9 i t 


0.0e+00 (AF121139) RIM2 


r^i v* r\ +■ q -\ t™i 
\~>L ULclIl 


L Ory za 




sativa] 1 












beq. wo. 


1 "3 9 1 1 
X jZ X X 




Seq. ID 


OJ991201 


U / . U X X 0 . 


pi 

X 


belle 1NU • 


^ O VJ _L O 




Strand 








Start 


6110 




End 


7952 






Name 


OJ991201_07.0118 .Cl.o7. 


gp 


Method 


AAT/GAP 






btart 






End 


7952 






bl 


J4 Z 1 . Kl Uo 4 




Score 


2518 






Exons 


bzbJ. . bozo, b/ob. .boJz, 


6915. 


.6934, 6970.. 7952 






GI Descrip. 


4 J / 4 4 U 0 / go I AAUZ 4 U 4 Z . 1 | 


0.0e+00 (AF121139) RIM2 


protein 


[ Ory za 




sativa] 1 












beq. no. 


1 ooi 1 

X JZ X X 




Seq. ID 


OJ991201 


07 m 1 Q 
u / . U X Xo . 


p i 

b X 


Gene No . 


Z o U X O 




Strand 








Start 


6110 




End 


7952 






Name 


OJ991201_07 .0118 .CI.06. 


gp 


Method 


AAT/GAP 






O -1 , v~+- 

b tart 


£ 9 R R 
OZ JJ 




End 


7952 






bl 


Tyi 0 1 DIHQyl 

Z 1 . KlUo4 




Score 


2514 






Exons 


C9RR CC9R CTQC frooo 
DZJJ..DDZJ, D/JJ. . OOJZ, 


6915. 


.6934, 6970.. 7952 






GI Descrip. 


1 /i r "7 /i / n c /rrK i n n no a o /i 9 1 i 
40 / 4 4 U O / qD ) /\AUZ 4 U 4 Z . 1 | 


0.0e+00 (AF121139) RIM2 


prot exn 


[ Or y za 




sativa] 1 












beq . no . 


1 "59 1 1 
1 jZ 1 X 




Seq. ID 


OJ991201 


07 01 1 P 


p i 

X 


Gene No. 


28016 




Strand 








Start 


6110 




End 


7952 






Name 


OJ991201 07. 0118. CI. o3. 


np 


Method 


AAT/NAP 






btart 


7036 




End 


7952 






C T 

bX 


4680203 




Score 


882 






Exons 


7036. .7952 












GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 






beq . no . 


13212 




Seq. ID 


OJ991201 


07 O 1 1 P 
U / . U X X 0 . 


P9 




28017 




Strand 








Start 


1 




End 


1075 






Name 


OJ991201 07.0118.C2.ol. 


gp 


Method 


AAT/GAP 






Start 


1 




End 


1075 






GI 


342 1.R1084 




Score 


1982 






Exons 


1. .1075 












GI Descrip. 


'4574406/gb|AAD24042. 1 | 


0.0e+00 (AF121139) RIM2 


protein 


[Oryza 



sativa] 1 



13762 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13212 
28017 
1 

OJ991201_07.0118.C2.ol.np 
1 

6742729 
1. . 1075 

(AF121139) RIM2 protein [Oryza sativa] 



Seq. ID OJ991201_07.0118.C2 
Strand 

1075 
AAT/NAP 
1075 
1710 



End 

Method 

End 

Score 



13212 
28017 
1 

OJ991201_07.0118.C2.o2.tw 
80 

none 



End 

Method 
End 
Score 

80. .163, 82. .168, 236. .448, 237. .455, 277. .459, 465. .527, 
478. .528 



Seq. ID OJ991201_07.0118.C2 
Strand 

1075 

TBLASTX: Wheat 
528 
83 



Seq. No. 13212 

Gene No. 28017 

Start 1 

Name OJ991201_07 . 0118 . C2 . ol . ts 

Start 561 

GI none 

Exons 561. .803 



Seq. ID OJ991201_07.0118.C2 
Strand 

End 1075 

Method TBLASTX : Soybean 

End 803 

Score 206 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name . ■ 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



13212 
28017 
1 

OJ991201_07.0118.C2.ol.tm 

633 

none 



Seq. ID OJ991201_07.0118.C2 
Strand 

End 1075 

Method TBLASTX: Maize 

End 1071 

Score 94 



633. .827, 837. .1070, 837. .1070, 838. .1071 



13212 
28017 
1 

OJ991201_07.0118.C2.ol.tw 

667 

none 



Seq. ID OJ991201_07.0118.C2 
Strand 

End 1075 

Method TBLASTX : Wheat 

■End . 1071 

Score 173 



667. .873, 667. .876, 672. .896, 876. .974, 877. .969, 957. .1070, 
978. .1070, 982. .1071 



13213 
28018 
4933 

OJ991201_07.0118.C3.o2.gs 

4933 

none 



Seq. ID OJ991201_07.0118.C3 

Strand + 

End 5721 

Method GENSCAN 

End 5721 

Score .58 



4933. .5259, 5295. .5386, 5601. .5721 



13213 
28019 
10392 

OJ991201_07.0118.C3.o2.np 

10392 

5295955 



Seq. ID OJ991201_07.0118.C3 

Strand + 

End 13545 

Method AAT/NAP 

End 13545 

Score 334 



13763 




Exons 10392. .10583, 11732 .. 11808, 12339 12453, 13156 .. 13437, 

13464.. 13545 

GI Descrip. (AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01555) 
[Oryza sativa] 



Seq. No. 


loz 1 j 








beq. ID 


OTQQ1 9fl1 07 m 1 Q ri 

ujyyizui u / . uiio . Cj 


Gene No. 










o c r ana 




Start 


10 Ol 








una 


1 7 7 £ 
1 f I 0 


Name 


a TQQi o n i * m 
uj y y izui u / 


. UIlo 


. OO . Ol . 


gs 


lYic LIlOU 


C TT M Q p 71 M 


Start 


1561 








End 


1776 


GI 


none 








Score 


.89 


Exons 


i CfTi 1 7 7 £ 












Seq. No. 


Ij^l O 








Can T Pi 

beq. i u 


riTQQ1901 07 mifi n 


Gene No. 


Z o UZ 1 








Strand 




Start 


0104 








n»na 


1 07 "3 R 


Name 


ri tqqi o m m 


.0118 


.C3.ol. 


np 


ixie Lfiou 




Start 


6154 








End 


10735 


GI 


4680179 








Score 


6414 


Exons 


b!04 . . 1U / jj 












GI Descrip. 


(af hi /uy ) 


polyprotein 


[Oryza 


sativa : 


suosp . inaica] 


Seq. No. 


lozlo 








beq. iu 


ATQQ1 OD1 07 m 1 Q pQ 

ojyyizui u/.uiio.uo 


Gene No. 


OQA01 








b Tirana 




Start 


6154 








hna 


1U / 00 


Name 


OJ991201 07 


.0118 


.C3.o7. 


tm 


Methocl 


TBLASTX: Maize 


Start 


6178 








End 


6390 


GI 


none 








Score 


or\ a 
Z U 4 


Exons 


61 / o . . o oyu 












Seq. No. 


1 O O 1 *3 
1 JZ1 J 








beq. id 


ujyyizui u/.uiio.uo 


Gene No. 


9 Q Pi 0 1 








C 4- ran H 




Start 










TT* _ J 

Lna 


1 07 "3 tr 
1U / 00 


Name 


uj yy izui u / 


.0118 


.C3.o6. 


4- T T 


Method 


TBLASTX: Wheat 


Start 


6199 








End 


6532 


GI 


none 








Score 


75 


Exons 




6395 


. .6532 








Seq. No. 










Seq. ID 


OJ991201_07.0118.C3 


Gene No. 


o o n o i 








Strand 




C 4 i -V-.4- 


0 1 0 H 








End 


10735 


XT — _v, — 

Name 


r\ to qi om m 


.0118 


.C3.ol. 




Method 


TBLASTX: Maize 


Start 


6391 








End 


6978 


GI 


none 








Score 


124 


Exons 


bo y 1 . . OOOU , 


6392 


. .6604, 


O / Z 1 . 


.6819, 6722. .6817, 6817. .6978, 




ooz4 . . by /u 












Seq. No. 


13213 








Seq. ID 


OJ991201_07.0118.C3 


Gene No. 


28021 








Strand 




Start 


6154 








End 


10735 


Name 


OJ991201 07 


.0118 


.C3.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


6532 








End 


7158 


GI 


none 








Score 


57 


Exons 


6532. .7158, 


6533 


. .6610, 


6535. 


.7068, 6653. .7102 


Seq. No. 


13213 








Seq. ID 


OJ991201_07.0118.C3 


Gene No. 


28021 








Strand 





13764 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start * 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 



6154 

OJ991201_07. 

7027 

none 

7027. .7317, 

13213 
28021 
6154 

OJ991201_07, 

7117 

none 

7117. .7185, 

13213 
28021 
6154 

,OJ991201_07. 
7165 
none 

7165. .7644, 

13213 
28021 
6154 

OJ991201_07. 

7648 

none 

7648. .7875, 

13213 
28021 
6154 

OJ991201_07. 

7732 

none 

7732. .7872, 

■13213 
28021 
6154 

OJ991201_07. 

7907 

none 

7907. .8149 

13213 
28021 
6154 

OJ991201_07. 

8123 

none 

8123. .8458, 

13213 
28021 
6154 



0118.C3.o3.tm 
7030.. 7248, 7175. 

0118.C3.o2.ts 
7117. .7377, 7210. 

0118.C3.o3.tw 
7166.. 7549, 7507. 

0118.C3.o2.tw 



End 

Method 
End 
Score 
.7318 . 



10735 

TBLASTX: Maize 

7318 

159 



Seq. ID OJ991201_07.0118.C3 
Strand 

End 10735 

Method TBLASTX : Soybean 

End 7377 

Score 60 
.7248, 7271. .7372 

Seq. ID OJ991201_07.0118.C3 
Strand 

10735 

TBLASTX: Wheat 
7644 
204 



End 

Method 
End 
Score 
.7626 



Seq. ID OJ991201_07.0118.C3 
Strand 

End 10735 

Method TBLASTX : Wheat 

End 8158 - 

Score 126 
7738. .7875, 7862 .. 8158 ,"" 7885 .. 8040 , 7902. .8126 



Seq. ID OJ991201_07.0118.C3 
Strand 

End 10735 

Method TBLASTX : Maize 

End 8086 

Score 63 

.8086, 7865. .8044, 7902. .8084 



0118.C3.o2.tm 



7817. .7873, 7862, 



0118.C3.o3.ts 



Seq. ID OJ991201_07.0118.C3 
Strand 

End 10735 

Method TBLASTX : Soybean 

End 8149 

Score 197 



0118 .C3.04 . tm 



3241. .8372, 8444. 



Seq. ID OJ991201_07.0118.C3 
Strand 

10735 

TBLASTX: Maize 
8623 
84 



End 

Method 
End 
Score 
.8623 



Seq. ID OJ991201_07.0118.C3 
Strand 

End 10735 



13765 




Name 


ojy y l^ui u / . 


Ullo. Co . OO . 


tw 


Method 


TBLASTX : Wheat 




Start 


o lo y 






End 


O A C 1 

o4 bl 




GI 


none 






Score 


Zo4 




Exons 


Q1 CQ Q /I £ 1 

o lo y . . o4 bl , 


o 1 bu . . o 4 4 1 










Seq. No. 








Seq. ID 


OJ991201_07.0118 


. Co 


Gene No. 


28021 






Strand 






Start 


6154. . • 






End 


10735 




Name 


ATQQ1 m 


m i q ^1 
Ul lo . tj . Ol . 


t s 


Method 


TBLASTX : Soybean 




Start 


O 1 DO 






End 


8569 




GI 


none 






Score 


110 




Exons 


olbO . . o4zo, 


o 1 / 4 . . o 0 J o , 


ol/o. 


.8438, 8456. .8530, 8537. .8 


C S~ Ci 

569 
















Seq. No. 


13213 






Seq. ID 


OJ991201_07.0118 


.C3 


Gene No. 


28021 






Strand 






btart 








End 


10735 




Name 


ATQQ1 OA1 m 

uj y y 1/.UX u / . 


Ul lo . LJ . 04 . 


tw 


Method 


TBLASTX: Wheat 




btart 


o D 1U 






End 


8996 




GI 


none 






Score 


305 




Exons 


o jiu . . o y y^: , 


ojjj . . yyy b 










Seq. No. 


13213 






Seq. ID 


OJ991201_07.0118 


.C3 


Gene No. 


28021 






Strand 






Start 


C 1 C A 

b 1 0 4 






End 


10735 




Name 


oj 991201 0/ . 


0118 . Co . oo . 


tm 


Method 


TBLASTX: Maize 




Start 


o r o i 

8 691 






End 


8983 ' 




GI 


none 






Score 


153 




Exons 


o by 1 . ,ooo£, 


o byj . . o yo O , 


O H O O 


.8925, 8910. .8981 




Seq. No. 


13213 






Seq. ID 


OJ991201_07.0118 


.C3 


Gene No. 


28021 






Strand 






btarti 








End 


10735 




Name 


ojy y lzui u / . 


Ullo . Co . OO . 


tw 


Method 


TBLASTX: Wheat 




btart 


Q1 CT 

y i o / 






End 


9520 




GI 


none 






Score 


90 




Exons 


y id / . . yozu, 


y i / u . . yo4 o 










Seq. No. 


13213 






Seq. ID 


OJ991201_07.0118 


.C3 


Gene No. 


28021 






Strand 






otart 


D 1 D 4 






End 


10735 




Name 


uj y y i^ ui u / . 


Ullo. Co . Ob . 


tm 


Method 


TBLASTX: Maize 




btart 


y^o4 






End 


9574 




GI 


none 






Score 


208 




Exons 


yzo4 . . yo / 4 












Seq. No. 


13213 






Seq. ID 


OJ991201_07.0118 


.C3 


Gene No. • 


28021 






Strand 






OH >>-•+- 

otiart; 


O 1 0 4 






End 


10735 




Name 


ujy y izui u / . 


0118.C3.o8. 


tm 


Method 


TBLASTX: Maize 




Start 


n n o n 

9929 






End 


10225 




GI 


none 






Score 


72 




Exons 


9929. .10225, 


10019. .10135, 10038. .10208 




Seq. No. 


13213 






Seq. ID 


OJ991201_07.0118 


.C3 


Gene No. 


28021 






Strand 






Start 


6154 






End 


10735 





13766 



Name 


n tqqi m m i q p"5 f m 
ujyyizui u / . uiio ,lj . o / . tw 


Method 




Wheat 




btart 


1 U 1 U O 


tna 


1U4 t>y 








P T 
bl 


none 


Score 


119 








Exons 


i ni in/i^R inin7 inzi^Q 












beq . JNO . 


1 OZ 1 4 


oeq . i u 


HTQQl 9 01 


07 


01 1 fi 






28022 


Strand 










O tar L 


7 621 


End 


9982 








Name 


OJ991201 07.0118.C4 .o2.np 


Method 


AAT/NAP 








Start 


7621 


End 


9982 








P T 
ui 


5922634 


Score 


65 








Exons 


7621. .7724, 9945. .9982 












bl uescrip. 


(AP0004 92) hypothetical protein [Oryza 


sativa] 










gi | 60168 67 |dbj IBAA85210.1 | 


(AP000570) 


hypothetical 


protein 




[Oryza sativa] 












oeq . jno . 


lo^l 4 


Seq. ID 


OJ991201 


_07 


.0118 


P A 
. L4 


Gene No. 




Strand 


+ 








Start 


1 f Zoo 


End 


21273 








Name 


ATQQ1 Om n T ■ m 1 Q P/l /-\ "3 

ujyyizui u / . ui lo . o4 . oo . gs 


Method 


GEN SCAN 










1 /ZOO 


End 


21273 








P T 


none 


Score 


.41 








Exons 


17263. .17315, 18126 .. 18401, 


18563. .18709, 19366 


. .19438, 




- 














beq. wo. 


loz 14 


Seq. ID 


OJ991201 


_07 


.0118 


P A 

. b4 


Gene No. 


Z o 4 


Strand 


+ 








Start 


Z O Z 0 1 


End 


30728 








Name 


PtTGQiom m m 1 q p/i ^/i ^ ^ 

ujyyizui u / . u i i o . b4 . 04 . np 


Method 


AAT/NAP 








btart 




End 


30728 








C T 


4 1 1 D JO 4 


Score 


108 








Exons 


28261. .28290, 30133 .. 30282 , 


30520. .30728 








GI Descrip. 


(AC005967) unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


1 "3 9 1 A 
1 jZ 1 4 


Seq. ID 


OJ991201 


_07 


.0118 


.C4 


Gene No. 


Z 0 uzo 


Strand 


+ 










4 s ^o £ 


End 


45738 








Name 


ujyyizui u / . u i io . u4 . oo . gp 


Method 


AAT/GAP 








Q -I- o y4- 

otarc 


45306 


End 


45738 








P T 


none 


Score 


811 








TP v s~\ r^i c 


45306. .45738 












O fcr q • IN U » 


13214 


Seq. ID 


OJ991201 


_07 


.0118 


,C4 


bene lno * 


28026 


Strand 


+ 








Start 


46381 


End 


49081 








Name 


OJ991201 07.0118.C4.o7.np 


Method 


AAT/NAP 










46381 


End 


49081 








P T 
bl 


4926870 


Score 


51 








HiXons 


4 6381. .46448, 48881. .49081 












bi uescrip, 


(AC007509) putative non-LTR 


retroelement reverse transcriptase 




[Arabidopsis thaliana] 












Seq. No. 


13214 


Seq. ID 


OJ991201 


_07 


.0118 


-C4 


Gene No. 


28026 


Strand 


+ 








Start 


46381 


End 


49081 








Name 


OJ991201 07.0118.C4.o4.gp 


Method 


AAT/GAP 








Start 


46468 


End 


48274 









13767 




GI 


none 




Score 


ZxJol 






Exons 


ACACQ Acid'") /T/1QC 
4 Oft DO . . 4 O / , 4/4oO. 


A Q o n A 
. . ft O Z / fi 










Seq. No. 


13214 




Seq. ID 


OJ991201_ 


07.0118 


.C4 


Gene No. 


28027 




Strand 








Start 


875 




End 


7802 






Name 


OJ991201 07. 0118. C4, 


. ol.gs 


-Method 


GENSCAN 






Start 


875 




End 


7802 






GI 


none 




Score 


.56 






Exons 


875. .983, 1067. .1262, 1704. 


.1796, 1853 


..2119, 4521. .4838, 




5149. .5332, 5632. .6065, 7754. .7802 








Seq. No. 


13214 




Seq. ID 


OJ991201_ 


07.0118 


.C4 


Gene No. 


28027 




Strand 








Start 


875 




End 


7802 






Name 


OJ991201 07. 0118. C4. 


, ol . np 


Method 


AAT/NAP 






Start 


2139 




End 


2543 






GI 


2462640 




Score 


613 






Exons 


2139. .2543 












GI Descrip.. 


(Y13370) reverse transcriptase [Oryza 


sativa] 






Seq. No. 


13214 




Seq. ID 


OJ991201_ 


07.0118 


.C4 


Gene No. 


28028 




Strand 








Start 


9961 




End 


15365 






Name 


OJ991201 07. 0118. C4, 


. o2 . gs 


Method 


GENSCAN 






Start 


9961 




End 


15365 






GI 


none 




Score 


.44 






Exons 


9961. .10493, 10864. , 


.10964, 


12492. .13220, 14374.. 


T A A *7 T 
14 4 / 1 , 






14534. .14619, 14696, 


. .15365 










Seq. No. 


13214 ' 




Seq. ID 


OJ991201_ 


m rii 1 o 
U / . Ullo 


r* a 


Gene -No. 


28029 




Strand 








Start 


23832 




End 


24110 






Name 


OJ991201 07. 0118. C4, 


. o4 .gs 


Method 


GENSCAN 






Start 


23832 




End 


24110 






GI 


none 




Score 


.85 






Exons 


23832. .24110 












Seq. No. 


13214 ' 




Seq. ID 


OJ991201_ 


U / . Ullo 


P A 


Gene No. 


28030 




Strand 








Start 


24497 




End 


41809 






Name 


OJ991201 07. 0118. C4 , 


. o5.gs 


Method 


GENSCAN 






Start 


24497 




End 


41618 






GI 


none 




Score 


.81 






Exons 


24497. .24615, 26621. 


. .26743, 


26983. .27052, 27140. 


.27284, 






27364. .27501, 27608, 


. .27701, 


27862. .28488, 28618. 


.28734, 






29525. .-29585, 29626, 


. .30020, 


30209. .30312, 30356. 


.30424, 






30574. .30840, 31833, 


. .31920, 


34509. .34602, 34703. 


.34858, 






35018. .35077, 35577. 


. .35795, 


35879. .36218, 37528. 


.37768, 






40113. .40382, 41519. 


.'.41618 










Seq. No. 


13214 




Seq. ID 


OJ991201_ 


07.0118 


.C4 


Gene No. 


28030 




Strand 








Start 


24497 




End 


41809 






Name 


OJ991201 07. 0118. C4. 


.ol.gp 


Method 


AAT/GAP 






Start 


28066 




End 


28499 






GI 


none 




Score 


845 







13768 






C. O \J \J \J • • ^ O *i Zs J 










X O £- X *1 


c^o ID 




CA 


Gene No. 


28030 


Strand 






Start 


24497 


End 


41809 




iNailic 


OJ991201 07.0118.C4.o3.np 


Method 


AAT /NAP 




O Lai L 


28546 


End 


C Z> O *± £. 




\3 X 


5295937 


Score 


108 

X VJ o 






28546.-28623, 29636.. 29842 








\j ± ucoLiip. 


(AB026295) hypothetical protein [Oryza 


o d u x v ct j 






13214 


Seq. ID 


O.TQQ1 9D1 07 OUR 


\-f 4 




28030 


Strand 






Start 


24497 


End 


41809 




Name 


OJ991201 07.0118.C4.o5.np 


Method 


AAT /NAP 




Start 


33558 


End 


37919 




W X 


6498122 


Score 


1132 




P v on q 


33558. .33688, 34509 .. 34602, 


34703. .348 


58, 35018. .35077, 






35577. .35795, 3587 9 36218 , 


37528. .37919 






(D88273) nicotianamine aminotransferase A [Hordeum vulgare] 


Cpn Mo 


13214 


Seq. ID 


OJ991201_07.0118. 


C4 


(^pnp No 


28030 


Strand 






Start 


24497 


End 


41809 




Name 


OJ991201 07.0118.C4.o2.gp 


Method 


AAT /GAP 




9r ^ rt* 


36145 


End 


37860 




KD X 


uC-osroM202041bllbl 


Score 


772- 






36145. .36218, '37528 .. 37860 








ft! T Ho o /~» y~ n t~\ 
OX L/t; oLi L . 


' 4 512651/gb|AAD217 0.6.1 I l.Oe 


-15 (AC007048) putative tyrosine 




transaminase [Arabidopsis thaliana] 1 






Qpn Wo 


13214 


Seq. ID 


OJ991201_07.0118. 


C4 


rifinp No 


28030 


Strand 






Start 


24497 


End 


41809 




Name 


OJ991201 07.0118.C4.o6.np 


Method 


AAT /NAP 




tJLCll U 


36895 


End 


41809 




\J X 


4539658 


Score 


75 




P von c: 


36895. .36924, 41412 :. 41483, ' 


41571. .41809 




Ol L/ C O O J L ^-7 » 


(AF061282) serine carboxypeptidase-like protein [Sorghum 




bicolor] 








Seq. No. 


13214 


Seq. ID 


OJ991201_07.0118. 


C4 


Gene No. 


28031 


Strand 






Start 


43066 


End 


51434 




Name 


OJ991201 07. 0118. C4 .o3.tm 


Method 


TBLASTX: Maize 






667 


End 


987 




GI 


none 


Score 


66 




P von ^ 


667. .981, 874. .987 








Seq. No. 


13214 


Seq. ID 


OJ991201JD7.0118. 


C4 


Gene No. 


28031 


Strand 






Start 


43066 


End 


51434 




Name 


OJ991201 07.0118.C4.o4.tm 


Method 


TBLASTX: Maize 




Start 


1228 


End 


1596 




GI 


none 


Score 


63 




Exons 


1228.. 1332, 1250.. 1327, 1396 


..1596, 1409.. 1525 





13769 



Seq. No. 13214 

Gene No. 28031 

Start 43066 

Name OJ991201_07 . 0118 .C4 . o2 . tw 

Start 1273 

GI none 
Exons 



Seq. ID OJ991201JD7.0118.C4 



Strand 
End 

Method 

End 

Score 



51434 

TBLASTX: Wheat 

1564 

115 



1273. .135-9, 1375. .1554, 1396.. 1554, 1409.. 1564 



Seq. No. 13214 Seq. ID 

Gene No. 28031 Strand 

Start 43066 End 

Name OJ991201_07 . 0118 .C4 . o2 . tm Method 

Start 1597 End 

GI none Score 
Exons 



OJ991201_07.0118.C4 
51434 

TBLASTX : Maize 

2507 

95 



1597. .1746, 1848. .2507, 2086. .2259 



o e q . in U . 


13214 




Seq. ID 


OJ991201_07.0118 


. C4 


bene ino . 


28031 




Strand 






otdlt 


43066 




End 


51434 




Name 


OJ991201 07. 0118. C4. 


ol . tw 


Method 


TBLASTX: Wheat 




bLalL 


3295 




End 


11719 




C T 
bl 


none 




Score 


131 




LiAUIlO 


3295. .3621, 3299. .3610, 11639 ... 117 1 9 






Seq. No. 


13214 




Seq. ID 


OJ991201_07.0118 


.C4 


Gene No. 


28031 




Strand 






Start 


43066 




End 


51434 




Name 


OJ991201 07. 0118. C4. 


06 . tm 


Method 


TBLASTX: Maize 




Start 


26846 




End 


27247 




GI 


none 




Score 


58 




Exons 


26846. .26902, 26859. 


.26903, 


26972. .27052, 26978 .. 27052, 






26982. .27053, 27137. 


.27247, 


27138. .27212 




Seq. No. 


13214 




Seq. ID 


OJ991201_07.0118 


.C4 


Gene No. 


28031 




Strand 






Start 


43066 




End 


51434 




Name 


OJ991201 07. 0118. C4. 


ol.tm 


Method 


TBLASTX: Maize 




Start 


33579 




End 


51434 




GI 


none 




Score 


97 




Exons 


33579.-33689, 33584. 


.33694, 


33585. .33689, 33586 .. 33690, 






34504. .34602, 34505. 


.34603, 


34510. .34617, 34527 .. 34 616, 






34689.-34763, 34697. 


.34870, 


34701. .34859, 34 991 .. 35068 , 






35572. .35793, 35574. 


.35798, 


35574. .35798, 35873 .. 36139, 






35877. .36137, 36146. 


.36205, 


50681. .50806, 50695 .. 50805, 






51017. .51274, 51018. 


.51272, 


51372. .51434 





Seq. No. 13214 
Gene No. 28031 
Start 43066 

Name OJ991201_07 . 0118 . C4 . ol . ts 

Start 33579 
GI none 

Exons 33579.-33689, 33580 .. 33690, 

34 697. .34870, 34 701. .34856, 
35870. .36214, 35873. .36217, 
50695. .50805, 51018. .51269, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991201 07. 0118. C4 



51434 

TBLASTX: Soybean 
51274 
101 

34504. .34602, 34505 .. 34 603, 
35565. .35801, 35566 .. 35796, 
35901. .36221, 37539 .. 37 685, 
51020. .51274 



13770 




Seq. No. 


13214 




Seq. ID 


OJ991201 


_07.0118 


.C4 


Gene No. 


28031 




Strand 








btart 


A "3 C\ a c 




End 


51434 






Name 


(jjyyizui u/.uiio.u4 


. o2 . tc 


Method 


TBLASTX: 


Cress 




Start 


o4 Ji J 




End 


51301 






rt T 

GI 


none 




Score 


195 






Exons 


•5/1 CI O 0/| fTAO O A C'Q Q 


. . j4 O bl , 


51029. .51301 






Seq. No. 


13214 




Seq. ID 


OJ991201 


_07.0118 


.C4 


Gene No. 


28031 




Strand 








Start 


4 jUdu 




End 


51434 






Name 


(jjyyizui u/.uiio.L4 


rt 1 4- rt 

. Ol . tc 


Method 


TBLASTX: 


Cress 




Start 


JJJOD 




End 


36034 






bl 


none 




Score 


189 






Exons 


TCCQ^ OCTQQ OCCQfl 


. . jj / y d , 


35873. .36034, 35904 


. . j 0 U j Z 




Seq. No. 


13214 




Seq. ID 


OJ991201 


0 7 . 0118 


.C4 


Gene No. 


28031 




Strand 










/once 




End 


51434 






Name 


ujyyizui u / . uiio .L4 


. o5 . tm 


Method 


TBLASTX:! 


Mai ze 




Start 


4 U 14 4 




End 


49339 






GI 


none 




Score 


201 






Exons 


4 U14 4 . . 4 Uo4 4 , 4ooUb 


. . 4 yu / z , 


48808. .49038, 49181 


. . 4 y ojy 




Seq. No. 


"1 O O 1 A 

1 oz 14 




Seq. ID 


OJ991201 


c\ 1 n 1 1 0 
07 . Olio 


O A 

. C4 


Gene No. 


za uji 




Strand 








Start 


43066 




End 


51434 






Name 


OJ991201 07. 0118. C4 


.06. gs 


Method 


GENSCAN 






Start 


43066 




End 


51431 






GI 


none 




Score 


.43 






Exons 


A 1 f\ £2 C /tOICT /IT/IOC 

4 66 . . 4 Jib / , 4J4Ub 


. . 4 J4 6U , 


43532. .43620, 44863 


A A C\ C fl 

. . 4 4 9oy , 






/ C C QO / C Q1 C y| COCO 

4 oo oz . . 4 o y lb , 4bzoz 


. . 4 64 4 z , 


46709. .46801, 47855 


a n 0 a 0 

. .4 / y 6y , 






4 o o j y . . 4 o y j4 f 4yooo 


. . 4 ybuz , 


49631. .49755, 50301 


. . 0U0 / y , 






olUZZ . . 014 Jl 












Seq. No. 


13214 




Seq. ID 


OJ991201 


_07.0118 


.C4 


Gene No. 


28031 




Strand 








Of -ivf 

o tar z 


4 OU D 0 




End 


51434- 






Name 


ujyyizui U/.U110.L4 


. o5 . gp 


Method 


AAT/GAP 






otart 


ou4 y D 




End- 


50812 








none 




Score 


619 






Exons 


oU4 y b . . ouo iz 












O rt. r*r M rt_ 

oeq. no. 


i ooi yi 
1 jZ 1 4 




Seq. ID 


OJ991201 


U / . U 1 1 0 


. C4 


Gene No. 


28031 




Strand 








Start 


43066 




End 


51434 






Name 


OJ991201 07. 0118. C4 


. 08 . np 


Method 


AAT/NAP 






Start 


50674 




End 


51431 








6498122 




Score 


353 






Exons 


50674. .50804, 51022 


. .51271, 


51372. .51431 






GI Descrip. 


(D88273) nicotianamine aminotransferase A [Hordeum vulgare^ 


Seq. No. 


13215 




Seq. ID 


OJ991201 


_07.0118 


.C5 


Gene No. 


28032 




Strand 


+ 






Start 


7619 




End 


14988 






Name 


OJ991201 07. 0118. C5 


. o3 . gs 


Method 


GENSCAN 






Start 


7619 




End 


14988 







13771 



GI 

Exons 



none Score .56 

7619. .7710, 8781. .8907, 9007. .9060, 9801. .9974, 10209 .. 11803, 
11917. .12200, 12383. .12576, 12911. .13260, 13742. .13929, 
14423. .14 536, 1478 9. .14 988 



Seq. No. 13215 Seq. ID OJ991201_07 . 0118 . C5 

Gene No. 28032 Strand + 

Start 7619 End 14988 

Name OJ991201_07 . 0118 . C5 . ol . np Method AAT/NAP 

Start 9254 End 14174 

GI 6539553 Score 5152 

Exons 9254.. 12385, 14113.. 14174 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



C £2. M/-v 

o e q . in o . 


13215 


Seq. ID 


OJ991201_07.0118.C5 


oene ino . 


28033 


Strand 


+ 


C +- -a r-4- 


15751 


End 


17812 


Name 


OJ991201 07.0118.C5.o4.np 


Method 


AAT/NAP 


Start 


15751 


End 


17812 


GI 


6721561 


Score 


134 


• TT" v t*l e? 


15751. .15855, 17421 .. 17634 , 


17789. .178 


12 


r** T Ha o /*i i t~\ 

ul UcbLlip. 


(AP001073) EST AU082058 (C1297 6) corresponds to a region of ■ 




predicted gene.; hypothetical protein 


[Oryza sativa] 




gi | 681508 6 | dbj | BAA90372 . 1 1 


(AP001081) 


EST AU082058 (C12976) 




corresponds to a region of 


the predicted gene.; hypothetica. 




protein [Oryza sativa] 








13215 


Seq. ID 


OJ991201_07.0118.C5 


Gene No. 


28034 


Strand 




Start 


21 


End 


615 


Name 


OJ991201 07.0118.C5.ol.gs 


Method 


GENSCAN 


Start 


21 


End 


615 


GI 


none 


Score 


.9 


Exons 


21. .173, 268. .615 






Seq. No. 


13215 


Seq. ID 


OJ991201_07.0118.C5 


Gene No. 


28035 


Strand 




Start 


3209 


End 


6407 


Name 


OJ991201 07.0118.C5.o2.gs 


Method 


GENSCAN 


Start 


3209 


End 


6407 


GI 


none 


Score 


.64 


Exons 


3209. .3523, 5364. .5441, 5668.-5952, 6399. .6407 


Seq. No. 


13215 


Seq. ID 


OJ991201_07.0118.C5 


Gene No. 


28036 


Strand 




Start 


10078 


End 


13275 


Name 


OJ991201 07.0118.C5.o2.np 


Method 


AAT/NAP 


Start 


10078 


End 


13275 


GI 


6682625 


Score 


151 


Exons 


10078. .10106, 12738. .13275 






GI Descrip. 


(AC016163) putative disease 


resistance 


protein [Arabidopsis 




thaliana] 






Seq. No. 


13215 


Seq. ID 


OJ991201_07.0118.C5 



the 



13772 




Gene No. 


28037 




Strand 




Start 


13698 




End 


14982 


Name 


OJ991201 07 


.0118.C5.o3.np 


Method 


AAT/NAP 


Start 


13698 




End 


1 A O O O 

14 9oZ 


GI 


6815109 




Score 


coo 

oyy 


Exons 


13698. .14810, 14878. .14982 






GI Descrip. 


t ta dhh i no i \ 


hypothetical protein [Oryza 


sativa] 


Seq. No. 


l jz Id 




Seq. ID 


OJ991201_07.0118.C5 


Gene No. 


ZoUoo 




Strand 




Start 


15879 




End 


i o c o c 
lo 00 0 


Name 


OJ991201__07 


.0118.C5.ol.tc 


Method 


irJLAb IX : Lress 


Start 


1 




End 


A O "3 


GI 


none 




Score 


1/1 


Exons 


1 . . 1 / 4 , J . . 


176, 3. .173, 265.. 


423, 290., 


A O 1 

. 4z 1 


Seq. No. 






Seq. ID 


OJ991201_07.0118.C5 


Gene No. 


ZoUOO 




Strand 




Start 


T C O "7 n 

loo/y 




End 


loooo 


Name 


OJ991201 07 


.0118.C5.ol.ts 


Method 


TBLASTX : Soybean 


Start 


1 




End 


OlU 


GI 


none 




Score 


loo 


Exons 


"1 1 1 A O 

1 . . 1 /4 , 3 . . 


173, 265. .606, 293 


. .610 




Seq. No. 


T O "1 C 

1 3 Z 1 5 




Seq; ID 


OJ991201 07. 0118. C5 


Gene No. 






Strand 




Start 


loo / 9 




End 


18585 


Name 


OJyy lzUl 0 / 


. 0118 .C5.ol.tm 


Method 


TBLASTX : Maize 


Start 


1 




End 


595 


GI 


none 




Score 


164 


Exons 


1 1 71 "3 

1 . . 1 / 1 , O . . 


176, 3. .173, 265.. 


525, 266., 


CO/" A A ^ COO COC 

.526, 442.. 528, 535. 




jjo . . DyD 








Seq. No. 






Seq. ID 


OJ991201_07.0118.C5 


Gene No. 


O Q m Q 




Strand 




Start 






End 


18585 


Name 


uj yyizux u/ 


. Olio . Co . oo . tm 


Method 


TBLASTX: Maize 


Start 


7899 




End 


8127 


GI 


none 




Score 


90 


Exons 


TQQQ n Q*7 £T 


7901.. 8008, 7907. 


.7987, 7926. .8003, 7980. .8114 




oUU / . . olZo, 


8008.. 8127, 8038. 


.8115 




Seq. No. 


loz 10 




Seq. ID 


OJ991201_07.0118.C5 


Gene No. 


zoU Jo 




Strand 




Start 


loo / y 




End 


18585 


Name 


OJ991201 07 


.0118.C5.o3.tw 


Method 


TBLASTX: Wheat 


Start 


9185 




End 


9539 


GI 


none 




Score 


56 


Exons 


9185. .9238, 


9201.. 9239, 9244. 


.9426, 9245. .9430, 9426. .9539, 




9429. .9533, 


9430. .9534 






Seq. No. 


13215 




Seq. ID 


OJ991201_07.0118.C5 


Gene No. 


28038 




Strand 




Start 


15879 




End 


18585 


Name 


OJ991201 07 


.0118.C5.o4 .tm 


Method 


TBLASTX: Maize 


Start 


9426 




End 


9691 


GI 


none 




Score 


321 



13773 



Exons 



9426.". 9689, 9429.. 9689, 9434.. 9691, 9436.. 9690 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



13215 
28038 
15879 

OJ991201_07.0118,C5.o2. tm 

10187 

none 



Seq. ID OJ991201_07.0118.C5 
Strand 

End 18585 

Method TBLASTX : Maize 

End 10509 

Score 262 



10187. .10447, 10194. .10508, 10214 .. 10507 , 10342.. 10509 

OJ991201 07. 0118. C5 



13215 Seq. ID 

28038 Strand 

15879 End 

OJ991201_07.0118.C5.o4 .ts Method 

10536 End 

none Score 

10536. . 10691, 10674.. 10922 

13215 Seq. ID 

28038 Strand ■ 

15879 End 

OJ991201_07 . 0118.C5.o4 . tw Method 

10785 End 

none Score 

10785. .10979, 10788.. 10979 

13215 Seq. ID 

28038 Strand 

15879 End 

OJ991201_07. 0118 .C5.o5. tm Method 

10836 End 

none Score 

10836. . 11144, 10919. .11110, 11163.. 11330 



18585 

TBLASTX : Soybean 
10922 
86 



OJ991201_07.0118.C5 
18585 

TBLASTX: Wheat 
10979 
275 



OJ991201_07.0118.C5 
18585 

TBLASTX: Maize 
11330 
224 



13215 
28038 
15879 

OJ991201_07.0118.C5.o3.ts 

10932 

none 



Seq. ID OJ991201_07.0118.C5 
Strand 

End 18585 

Method TBLASTX : Soybean 

End 11330 

Score 193 



10932. .11156, 1094 0. .11110, 11157. .11330, 11165. .11203 



13215 
28038 
15879 

OJ991201_07.0118.C5.ol.tw 

10980 

none 



Seq. ID OJ991201_07.0118.C5 
Strand 

End 18585 

Method TBLASTX : Wheat 

End 11735 

Score 604 



10980. . 11447, -10988. .11482, 11488 .. 117 18 , 114 96 .. 11735 , 
11518. .11715, 11579. .11734 



13215 Seq. ID 

28038 Strand 

15879 End 

OJ991201_07.0118 .C5.o2.ts Method 

11670 End 

5509260 Score 



OJ991201_07.0118.C5 
18585 

TBLASTX: Soybean 

12139 

214 



13774 




l—l *\ \-> 110 


11670. 


.11951, 11957 


1 01 r>Q 






















Seq. No. 


13215 






Seq. ID 


OJ991201_07.0118 


.C5 


Gene No. 


28038 






Strand 






Start 


15879 






End 


18585 




Name 


- OJ99120T 07. 0118. C5 


. o2 . tc 


Method 


TBLASTX: Cress 




Start 


11748 






.End 


12019 




GI 


none 






Score 


231 




F.xnns 

J — l w 110 


11748. 


.11957, 11750 


11827, 


11957. . 12019 




Seq. No. 


13215 






Seq. ID 


OJ991201_07.0118 


.C5 


Gene No. 


28038 






Strand 






Start 


15879 






End 


18585 




Name 


OJ991201 07. 0118. C5 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


11789 






End 


12274 




GI 


none 






Score 


146 




Rvnn c 

i-J A W 1 1 O 


11789. 


.11920, 11790 


11951, 


11963. .12274, 11963. .12127 




Sea No 


13215 






Seq. ID 


OJ991201_07.0118 


CS 


Gene No. 


28038 






Strand 






Start 


15879 






End 


18585 




Name 


OJ991201 07. 0118. C5 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


11790 






End 


12355 




(ZT 


none 






Score 


138 




F ynn q 


11790. 


.11951, 11957 


■ . J- J- -*J *3 , 


11957. . 12130, 12149. .12355, 






12223. 


.12345 










Qopf ]sj n 


13215 






Seq. ID 


OJ991201_07.0118 




UC11C L\\J » 


28038 






Strand 






Start 


15879 






End 


18585 




Name 


OJ991201 07. 0118. C5 




Method 


TBLASTX: Cress 




Start 


12889 






End 


13300 




GI 


none 






Score 


69 




F.xon s 

j_j \y iiu 


12889. 


.13062, 12889 


. 13194 , 


1288 9. .13158, 1288 9. .1308 9, 






12889. 


.13200, 12892 


. 13161, 


128 95. .13194, 12 967. .13194, 






12968. 


,13135, 12970 




13111. .13200, 13111. .13161, 






13202. 


.13300, 13202 


13297, 


13202. .13297, 13202. .13285, 






13208. 


.13297 










Seq. No. 


13215 






Seq. ID 


OJ991201_07.0118 


.C5 


Gene No. 


28038 






Strand 






Start 


15879 






End 


18585 




Name 


OJ991201 07. 0118. C5 


o5 . t s 


Method 


TBLASTX: Soybean 




Start 


12889 






End 


13194 




GI 


none 






Score 


189 




R x o n s 


12889. 


.13194, 12892 


. 13167 , 


12910. .13194 




Seq. No. 


13215 






Seq. I'D 


OJ991201_07.0118 


.C5 


Gene No. 


28038 






Strand 






Start 


15879 






End 


18585 




Name 


OJ991201 07. 0118. C5 . 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


12892 






End 


13303 




GI 


none 






Score 


68 




Exons 


12892. 


.13176, 12895, 


. . 13083, 


13202. .13303 




Seq. No. 


13215 






Seq. ID 


OJ991201JD7.0118 


.C5 



13775 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



28038 Strand 

15879 End 18585 

OJ991201_07.0118.C5.o4 . gs Method GENSCAN 

15879 End 18585 

none Score . 65 

15879. .15984, 16732. .16870, 17122. .17156, 17357. .17 699, 

17914. .17961, 18507. .18585 



Seq. No. 13215 Seq. - ID 

Gene No. 28038 Strand 

Start 15879 End 

Name OJ991201JD7 . 0118 . C5 . o2 . gp Method 

Start 17426 End 

GI none Score 

Exons 17426. .17688 



OJ991201_07.0118.C5 

18585 
AAT/GAP 
17688 
485 



Seq. No. 13216 Seq. ID 

Gene No. 28039 Strand 

Start 1265 End 

Name OJ991201_07 . 0118 . C7 . ol . gs Method 

Start 1265 End 

GI none Score 
Exons 



OJ991201_07.0118.C7 
+ 

7031 
GENSCAN 
6913 
.67 



1265. .1417, 1721. .2087, 3136. .3287, 4850. .5056, 5447. .5773, 
5929. .6149, 6232. .6590, 6668. .6855, 6902. .6913 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13216 Seq. ID OJ991201_07 . 0118 . C7 

28039 Strand + 

1265 End 7031 

OJ991201__07 . 0118 . C7 . ol . np Method AAT/NAP 

4889 End ' 7031 

6691716 Score 1864 

4889. .5762, 5960. .6149, 6232. .6370, 6446. .6590, 6668.-6855, 
6930. .7031 

(AP000492) hypothetical protein [Oryza sativa] 

gil 6691717 | dbj |BAA89397.1| (AP000570) hypothetical protein 

[Oryza sativa] 



13216 
28040 
7752 

OJ991201_07 . 0118 . C7 . ol . tw 

5008 

none 



Seq. ID OJ991201_07.0118.C7 
Strand 
End 

Method 
End 
Score 



7818 

TBLASTX: Wheat 

5299 

213 



5008. .5091, 5009. .5299, 5070. .5111, 5194.:5235 



Seq. No. 13216 Seq. ID 

Gene No. 28040 Strand 

Start 7752 End 

Name OJ991201_07 . 0118 . C7 . o2 . gs Method 

Start 7752 End 

GI none Score 

Exons 7752.. 7818 



OJ991201_07.0118.C7 
7818 

GENSCAN - 

7818 

.56 



Seq. No. 13217 Seq. ID 

Gene No. 28041 Strand 

Start 8165 End 

Name OJ991201_07 . 0118 . C8 . o3 . np Method 



OJ991201_07.0118.C8 
+ 

11580 
AAT/NAP 



13776 



Start 


8165 


End 


11577 






GI 


6691 / Id 


Score 


D<i O 






Exons 


oioo..oi9z, iuy4o..iiu/ 


C 1 1 1 OQ 1 1 CTl 

d, 1 1 iz y . .no / / 








GI Descrip. 


(AP00U4y2) hypothetical 


protein [Oryza 


sativa ] 








gi | 6691 / 1 / I do j 1 BAAo y^y / 


i i / 7\ on n n £ n n \ 
. 1 | (ArUUUO / U ) 


hypothetical 


protein 




[Oryza sativa] 










Seq. No. 


13217 


Seq. ID 


OJ991201_07.' 


0118 . 


, C8 


Gene No. 


28041 


Strand 


+ 






Start 


O 1 DO 




I 1 con 

I I Oo u 






Name 


ojyyizui u / .uiio.co .oo. 


gs Method 


C IT XT C C* Zi M 






Start 


o c n n 
00 / / 


tna 


QO A Q 

yz 4 o 






GI 


none 


Score 


. o 1 






Exons 


OCT! QCCyl QTQC -QO/1Q 

oo//..ooo4, o/Jb..yz4o 










Seq. No. 


13217 


Seq. ID 


OJ991201_07. 


n i i o 
U 1 lo , 


. Co 


Gene No. 


28041 


Strand 


+ 






Start 


qi cc; 
0 1 DO 




11 jOU 






Name 


ojyyizui u / . u i io . Co . 04 . 


gs Method 








Start 


94 0 / 


bna 


1 1 con 
1 1 0 o U 






GI 


none 


Score 


. 0 D 






Exons 


a a r\n Q/rcQ qcqq qttq 
940/..yboo / yboo..y//o, 


iuy /z . . iiu / d, 


lllZi?. .llOoU 






Seq. No. 


13217 


Seq. ID 


tq qi om m 
uj y y izui u / . 


0118 , 


. C8 


Gene No. 


28042 


Strand 








Start 


1 ' 


End 


5214 






Name 


OJ991201 07.0118.C8.ol. 


np Method 


AAT/NAP 






Start 


1 


End 


3593 






GI 


4680179 


Score 


585 






Exons 


1..106, 2327. .2571, 2734. .3593 








GI" Descrip . 


(AF111709) polyprotein 


[Oryza sativa subsp. indica] 






Seq. No. 


13217 


Seq. ID 


OJ991201_07. 


011b , 


. Co 


Gene No. 


28042 


Strand 








Start 


1 


End 


5214 






Name 


OJ991201 07.0118.C8.ol. 


gs Method 


GENSCAN 






Start 


2223 


End 


5036 






GI 


none 


Score 


.65 






Exons 


2223. .3572, 3891. .3964, 


4961. .5036 








Seq. No. 


13217 


Seq. ID 


OJ991201_07. 


0118, 


■ C8 


Gene No . 


28042 


Strand 








Start 


1 


End 


5214 






Name 


OJ991201 07.0118.C8.ol. 


gp Method 


AAT/GAP 






Start 


4833 


End 


5214 






GI 


uC-osflcyp033a04bl 


Score 


651 






Exons 


4833. .5214 










GI Descrip. 


' 601684 5/dbj | AP000570 . 1 | AP000570 3. Oe- 


59 Oryza sativa genon 




DNA, chromosome 1, clone : P0711E10 ' 








Seq. No. 


13217 


Seq. ID 


OJ991201_07. 


0118, 


.C8 


Gene No. 


28043 


Strand 








Start 


7523 


End 


7904 






Name 


OJ991201 07.0118.C8.o2. 


gp Method 


AAT/GAP 






Start 


7523 


End 


7904 






GI 


uC-osflcyp033a04bl 


Score 


635 






Exons 


7523. .7904 











13777 






\j± Ucbcr ip . 


? 601684 5/dbj I AP000570 . 1 | AP000570 3 . Oe- 


59 Oryza sativa genoi 






DNA, chromosome 1, clone : P0711E10 1 






beq . lno . 


13217 


Seq. ID 


ujyyizui u/.uiio.Co 






£. O U fi 4 


Strand 






Start 


8367 


End 


10100 




Name 


OJ991201 07.0118.C8.o2.np 


Method 


AAT/NAP 




Start 


8367 


End 


10100 




pT 


6907087 


Score 


784 




Exons 


8367. .8468, 9007. .9669, 9715. 


.10100 






GI Descirip. 


(AP001129) ESTs C72771 (E2215 ) 


, AU082313 


(E2215) correspond t< 






region of the predicted gene. 


; hypothetical protein [Oryza 






fadll Vd J 








Seq. No. 


13217 


Seq. ID 


OJ991201_07 . 0118 ,C8 




Gene No. 


28045 


Strand 






O Lai i_ 


11914 


End 


13675 




Name 


OJ991201 07.0118.C8.o3.tm 


Method 


TBLASTX: Maize 




OtdlL 


2811 


End 


3110 




C T 


none 


Score 


75 




Exons 


<io±±. .jixu, juu / . . juyo 








Seq. No. 


13217 


Seq. ID 


OJ991201_07 . 0118 .C8 


a 


Gene No. 


28045 


Strand 




SB? 


Q4- ar +- 
OUa.ru 


11914 


End 


13675 


cr» 


Name 


■ OJ991201 07.0118.C8.o4 .tw 


Method 


TBLASTX: Wheat 


;=i E 




2991 


End 


3350 


; U 

r q l 


C T 


none 


Score 


160 


i , i 


Exons 








: = c? 


Seq. No. 


13217 


Seq. ID 


OJ991201_07.0118.C8 


i Li 


Gene No. 


28045 


Strand 






o Lai U 


11914 


End 


13675 


is 

; := ; 


Name 


OJ991201 07.0118.C8.o5.gs 


Method 


GENSCAN 


I- "t 


Cf a r-+- 
uLdll 


11914 


End 


13550 


t| 


PT 


none 


Score 


.52 


ii a: 


Exons 


11914 .. 12726, 12840. .13550 






w 




13217 


Seq. ID 


OJ991201_07.0118.C8 


P 


Gene No. 


28045 


Strand 




W 


Start 


11914 


End 


13675 




ln emit; 


OJ991201 07.0118.C8.o4.np 


Method 


AAT/NAP 




Of a 


11917 


End 


13675 




r;j 
yj ± 


5902445 


Score 


2792 




TP v ^ ri o 


11917. .13675 








bi UcbLIip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


13217 


Seq. ID 


OJ991201_07.0118.C8 




Gene No. 


28045 


Strand 








11914 


End 


13675 




Name 


OJ991201 07.0118.C8.ol.tw 


Method 


TBLASTX: Wheat 




Start 


11926 


End 


12540 




GI 


none 


Score 


93 




Exons 


11926. . 12063, 12082. .12540, 12278 .. 12385 , 12434.. 12520 




Seq. No. 


13217 


Seq. ID 


OJ991201_07.0118.C8 




Gene No. 


28045 


Strand 





13778 



Start 11914 

Name OJ991201_07 . 0118 . C8 . o2 . tm 

Start 11965 

GI none 

Exons 11965. .12063, 11966 .. 12067 , 

Seq. No. 13217 . 

Gene No. 28045 - 

Start 11914 

Name ■ OJ991201_07 . 01 18 . C8 . o5 . tm 

Start 12310 

GI none ; 

Exons 12310. .12408, 12409 124 89, 
12485. .12583 



End 13675 
Method TBLASTX : Mai ze 
End 12219 
Score 100 
1204 6. .12219, 1204 7. .12106 

Seq. ID OJ991201_07.0118.C8 
Strand 

End 13675 

Method TBLASTX : Mai ze 

End 12583 

Score 52 
12420. . 12494, 124 84 12582 , 



Seq. No. 13217 

Gene No. 28045 

Start 11914 

Name OJ991201_07 . 0118 . C8 . o2 . tw 

Start 12653 

GI none 

Exons 12653. . 12700, 12655 1284 6, 
12891. . 13040, 12892. .12996 



Seq. ID OJ991201_07 .0118 ,C8 
Strand 

End 13675 

Method TBLASTX : Wheat 

End 13040 

Score 54 
12655. .12912, 12731 12907 , 



Seq. No. 13217 

Gene No. 28045 

Start 11914 

Name OJ991201_07 . 0118 . C8 . ol . tm 

Start 12718 

GI none 

Exons 12718. .12894, 12719 .. 12889, 

Seq. No. 13217 

Gene No. 28045 

Start 11914 

Name OJ991201_07 . 0118 . C8 . o3 . tw 

Start 13209 

GI none 

Exons 13209. .13511, 13360.. 13509 

Seq. No. 13217 

Gene No. 28045 

Start 11914 

Name OJ991201_07 . 0118 . C8 . o4 . tm 

Start 13275 

GI none 

Exons 13275. . 13529, 13276.. 13521 

Seq. No. 13218 

Gene No. 28046 

Start 37 

Name OJ991201_07 . 0118 . C9 . ol . gs 

Start 37 

GI none 

Exons 37.. 382 



Seq. ID OJ991201_07.0118.C8 
Strand 

End' 13675 

Method TBLASTX : Mai ze 

End 13046 

Score 150 
12891. . 13046/ 12892.. 13023 

Seq. ID OJ991201_07.0118.C8 
Strand 

End 13675 

Method TBLASTX : Wheat 

End 13511 

. Score 112 



Seq. ID OJ991201_07.0118.C8 
Strand 

End 13675 

Method TBLASTX : Maize 

End 13529 

Score 80 



Seq. ID OJ991201j07.0118.C9 
Strand 

End 445 

Method GENSCAN 

End 382 

Score .75 



Seq. No. 



13218 



Seq. ID OJ991201_07.0118.C9 



137.79 






Gene No. 


28046 


Strand 






Start 


37 


End 


445 




Name 


ojyyizui u / . uiio . ty . oi . np 


Metnoa 


AA1 / NAr • 




otart 


DO 


17 T-i H 


jy / 




GI 




Score 


A 1 Q 

4 1 o 




Exons 


do . . jy / 








GI Descrip. 


(ALll/zooj znDuuiz.i L^ryza 


sativa J 






Seq. No. 


1 "3 O 1 Q 


beq. id 


ujyyizui u/.uiio.cy 




bene no. 


zo U41 o 


Strand 






Start 


37 


End 


445 




Name 


OJ991201_07.0118.C9.ol.gp 


Method 


AAT/GAP 




Start 




End 


445 . 




GI 


o "3 i no^c. 


Score 


240 




Exons 


oc c /i /i c 
^DD. . 41 4 0 








GI Descrip. 


joj^ loz / eniD | ladj 0 4 zu . 1 1 y.ue 


-13 (AL117265) zhb0012.1 [Oryza 






sativa] 








Seq. No. 


13219 


Seq. ID 


OJ991201 07. 0118. C10 




Gene No. 


28047 


Strand 


+ 




Start 


ion 
1Z U 


End 


415 




Name 


ujyyizui u / . uiio . liu . oi . gs 


Method 


GENSCAN 




Start 


ion 
1ZU 


End 


415 




GI 


none 


Score 


.54 


»■ 
is? 


Exons 


ion / i c 
lzU . . 4 15 






t i 

: ' - 

"1 ^ 


Seq. No, 


1 "3 O 1 Q 

loz l y 


Seq. ID 


OJ991201_07. 0118. C10 




Gene No. 


28047 


Strand 


+ 


"! 


Start 


120 


End 


415 




Name 


OJ991201 07.0118.C10.ol.np 


Method 


AAT/NAP 


::! 


Start 


128 


End 


409 


M 


GI 


6469087 


Score 


95 




Exons 


128. .409 








GI Descrip. 


(AB005788) nicotianamine aminotransferase B [Hordeum vulgare 


i J 


Seq. No. 


13220 


Seq. ID 


OJ991201_07.0118.C11 




OCllC IN (J . 


28048 


Strand 


+ 


/! 


Start 


30 


End 


224 


!!.' 

= =i 


Name 


OJ991201 07.0118.Cll.ol.np 


Method 


AAT/NAP 




Start 


30 


End 


224 


::i 


GI 


139679 


Score 


371 




Exons 


30. .224 








GI Descrip. 


EXCISIONASE gi | 75989 |pir| | RSBPX8 excisionase - phage phi-80 



gi | 15772 | emb | CAA27 684 | (X04051) xis-polypeptide (aa 1-65) 
[Bacteriophage phi-80] 



Seq. No. 


13220 




Seq. ID 


OJ991201_ 


_07 


.0118 


Xll 


Gene No. 


28049 




Strand 










Start 


224 




End 


.616 








Name 


OJ99i201 


07.0118.Cll.ol.gs 


Method 


GENSCAN 








Start 


224 




End 


572 








GI 


none 




Score 


.51 








Exons 


224. .378, 


442. .572 












Seq. No. 


13220 




Seq. ID 


OJ991201_ 


_07 


.0118 


Cll 


Gene No. 


28049 




Strand 










Start 


224 




End 


616 









13780 




Name 


OJ991201_07.0118.Cll.o2.np 


Method 


AAT/NAP 


Start 


/ 


End 


616 


Gl 


C7Q1 Q £ 


Score 


704 


Exons 


z z / . . DID 






GI Descrip. 


(X04051) pot. int - polypept ide 


(aa 1-416) (longest form, no 




[Bacteriophage phi-80] 






Seq. No. 


1 "5 O 0 1 


Seq. ID 


OJ991201_07.0118.C12 


Gene No. 


28050 


Strand 


+ 


Start 


1 


End 


241 


Name 


OJ991201 07.0118.C12.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


241 


GI 


6721517 


Score 


358 


Exons 


1. .241 






bi uescrip. 


(AP001072) Similar to polyprotein. (AF061282) [Oryza sativa 


Seq. No. 


13222 


Seq. ID 


OJ991011_03.0106.C1 


Gene No. 


28051 


Strand 


+ 


Of i >»+- 


363 


End 


477 


Name 


OJ991011 03.0106.Cl.ol.gs 


Method 


GENSCAN 


Start 


363 


End 


477 




none 


Score 


. 93 


Exons 


363. .477 






Seq. No. 


13222 


Seq. ID 


OJ991Q11_03.0106.C1 


Gene No. 


28052 


Strand 


+ 


Start 


1883 


End 


2236 


Name 


OJ991011 03.0106.Cl.ol.gp 


Method 


AAT/GAP 


Start 


1883 


End 


2236 


r*> -r 

GI 


426759 


Score 


658 


Exons 


1883. .2236 






Seq. No. 


13222 


Seq. ID 


OJ991011_03.0106.C1 


Gene No. 


28053 


Strand 


+ 


otart. 


3686 


End 


3973 


Name 


OJ991011 03.0106.Cl.o2.gp 


Method 


AAT/GAP 


otart 


3686 


End 


3973 


bi 


3761047 


Score 


463 


Exons 


3686. .3973 






beq. no. 


13222 


Seq. ID 


OJ991011_03.0106.C1 


Gene No . 


28054 


Strand 




otart 


1494 


End 


3106 


Name 


OJ991011 03.0106.Cl.ol.tm 


Method 


TBLASTX: Maize 




515 


End 


1278 


GI 


none 


Score 


68 


Exons 


515. .592, 515. .580, 517. .600, 


650. .757, 


650. .760, 650. .739, 




650. .751, 650. .739, 652. .747, 


663. .776, 


665. .742, 665. .742, 




666. .773, 666. .749, 667. .756, 


670. .747, 


785.-946, 792. .911, 




794. .904, 795. .911, 797. .946, 


798. .947, 


799.-936, 804. .902, 




805. .948, 818. .904, 873. .950, 


878. . 955, 


885. .962, 956. .1105 



966. .1082, 974. .1084, 975. .1097, 975. .1022, 984. .1085, 
1003. .1089, 1004. .1126, 1004. .1084, 1006. .1107, 1008. .1244, 
1129. .1278, 1131. .1265 

Seq. No. 13222 Seq. ID OJ991011_03 . 0106 . CI 

Gene No. 28054 Strand 



13781 






Start 


T A Ci A 

14 y 4 


bna 


3 1UD 






Name 


ojyyiun Uo.uiub.ci.oz.gs 


Method 


bhNoCAN 






Start 


14 94 


End 


O 1 A a 

3106 






GI 


none 


Score 


. 3 / 






Exons 


14y4..2Ull, 2Dyb..^oUb, JUbo 


"3 1 n a 








Seq. No. 


i o o o o 

13223 


Seq. ID 


OJ991011_03. 


.0106. C2 




Gene No. 


28055 


Strand 


+ 






Start 


1931 


End 


5987 






Name 


ATfim fti 1 no nine o «i ~ 

OJ991011 03 . OlUb . C2 . ol . gs 


Method 


GENSCAN 






Start 


1931 


End 


5987 






GI 


none 


Score 


.45 






Exons 


1931. .2/29, 2//o..2yo/, Jloo 


..3344, 3816. .4576, 4739. .4911, 






oOob . . 5yy / 










Seq. No. 


i o o o o 

13223 


Seq. ID 


OJ991011_03. 


nine r>o 
, UlUb. 




Gene No. 


28055 


Strand 


+ 






Start 


1931 


End 


5987 






Name 


UJyyiUll U3 . UlUb . L2 . Ol . np 


Method 


AAT/NAP 






Start 


39 /o 


End 


5984 






GI 


/i o n «r o a r 

42Uo30o 


Score 


1591 






Exons 


*d o n £ c o o ^ 

39 /o . . o9o4 








J = cf 


GI Descrip. 


(AbU4yiiuj prpol L^ea maysj 








, 5 i 
sf 


Seq. No. 


13223 


Seq. ID 


OJ991011_03, 


nine no 
, UlUb. L,Z 


!*f! 


Gene No. 


28056 


Strand 


+ 






Start 


11831 


End 


20712 






Name 


OJ991011_03 . 0106 . C2 . o3 . gs 


Method 


GENSCAN 






Start 


11831 


End 


14973 




: . = 

Lis 


GI 


none 


Score 


.47 




'si? 


Exons 


11831 11965, 13026 1340/ , 


14828. .14973 




: : i = 
| 13 


Seq. No. 


1 o o o o 

13223 


Seq. ID 


OJ991011_03. 


n 1 n c no 

. UlUb . LZ 




Gene No . 


28056 


Strand 


+ 






o tart: 


11831 


End 


20712 




: i > jj 


Name 


OJ991011 03.0106.C2.ol.gp 


Method 


AAT/GAP 




j »« 


Start 


11938 


■vEnd 


20712 ' 




si! 


GI 


LIB34 77-003-P1-K1-E9 


Score 


119 




ill 


Exons 


' 11938. .11959, 16481. . 16513, 


20654.. 20712 






GI Descrip. 


! 2498586/sp|Q40638 IMP01 ORYSA 2.0e-24 


MAJOR POLLEN 


ALLERGEN 


**\ 




S 1 PRECURSOR (ORY S I) >gi_ 


1173557 (U31771) Ory s 


1 [Oryza 






sativa] ' 










Seq. No. 


13223 


Seq. ID 


OJ991011_03. 


,0106. C2 




Gene No. 


28056 


Strand 


+ 






Start 


11831 


End 


20712 






Name 


OJ991011 03.0106.C2.o4.gs 


Method 


GENSCAN 






Start 


17764 


End 


19456 






GI 


none 


Score 


.89 






Exons 


17764. .17953, 18435. .19456 










Seq. No. 


13223 


Seq. ID 


OJ991011_03. 


,0106. C2 




Gene No. 


28056 


Strand 


+ 






Start 


11831 


End 


20712 






Name 


OJ991011 03.0106.C2.o2.np 


Method 


AAT/NAP 






Start 


17767 


End 


19444 






GI 


1345809 


Score 


1651 





13782 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



17767. .17953, 18435.. 19444 

CHALCONE SYNTHASE (NAREGENIN-CHALCONE SYNTHASE) 
gi I 2117713 Ipir | | S58190 naringenin-chalcone synthase 
2.3.1.74) - rice gi | 9274 91 | emb | CAA61955 | (X89859) 
naringenin-chalcone synthase [Oryza sativa] 



(EC 



13223 ' Seq. ID 
28057 Strand 
23204 End 
OJ991011_03 . 0106 . C2 . o4 . np Method 
23204 End 
6063554 Score 



OJ991011_03.0106.C2 
+ 

24974 
AAT/NAP 
24974 
382 



23204. .2347 9, 23597. .23819, 24137. .24164, 24800. .24974 
(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E0464 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



13223 Seq. ID 

28057 Strand 
23204 End 
OJ991011_03.0106.C2.o2.gp Method 
23631 End 
101153_1.R1084 Score 
23631. .23819, 24137. .24365 

, 5852170/emb|AL117265.1|OST17804 1.0e-115 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : t 17804 1 



OJ991011_03.0106.C2 
+ 

24974 
AAT/GAP 
24365 
707 



13223 Seq. ID 

28057 Strand 
23204 End 
OJ991011_03. 0106.C2 .o3.gp Method 
24383 End 
2428185 Score 
24383. .24814 

5852170/emb|AL117265.1|OST17804 '1.0e-177 Oryza sativa 
indica (GLA4) genomic DNA, chromosome 4, BAC clone :t 17804 



OJ991011_03.0106.C2 
+ 

24974 
AAT/GAP 
24814 
743 



13223 Seq. ID 

28058 Strand 
25345 End 
OJ991011_03. 0106.C2 .o4 .gp Method 
25345 End 
61605_1.R1084 Score 
25345. .25618 

! 5852170/emb|AL117265.1|OST17804 1.0e-137 Oryza sativa 
indica (GLA4) genomic DNA, chromosome 4, BAC clone : t 17804 1 



OJ991011J)3.0106.C2. 
+ 

25618 
AAT/GAP 
25618 
467 



13223 
28059 
25996 

OJ991011_03. 0106.C2.o5.gp 
25996 

342 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 
Score 

25996. .26597, 26672 26699, 26938 .. 274 11 , 27576. .30073 
M574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



OJ991011_03.0106.C2 
+ 

30073 
AAT/GAP 
30073 
5373 



13783 




Seq. No. 


13223 


Seq. ID 


OJ9 yioii 


AO A 1 A d 

03 . OIud . 


C2 


Gene No. 


28059 


Strand 


+ 






Start 


25996 


End 


30073 






Name 


OJ991011 03.0106.C2.o6.gp 


Method 


AAT/GAP 






Start 


26945 


End 


27389 






GI 


LIB34 31-028-P1-N1-A10 . 


Score 


746 






Exons 


26945. .27015, 27043.. 27389 










GI Descrip. 


M680203/gb|AAD27566.1 IAF114171 7 3.0e- 


-33 . (AF114171) TNP2- 




protein [Sorghum bicolor] ' 










Seq. No. 


i o o o d 

13223 


Seq. ID 


OJ991011 


_03.0106. 


C2 


Gene No. 


28060 


Strand 


+ 






Start 


32293 


End 


33636 






Name 


Atfim m 1 a o Ai on «o _ 

ojyyiuii uj.uiub.L^.oo.gs 


Method 


GEN SCAN 






Start 


32293 


End 


33636 






GI 


none 


Score 


. 4 






Exons 


322 93 . . 3231b, 324 12 . . 32bl3, 


32666. .32737, 33057 


. .33636 




Seq. No. 


13223 


Seq. ID 


OJ991011 


_03.0106. 


C2 


Gene No. 


28061 


Strand 








Start 


6774 


End 


10144 






Name 


OJ991011_03.0106.C2.o2.gs 


Method 


GENSCAN 






Start 


6774 


End 


10144 






GI 


none 


Score 


.74 






Exons 


6774.. 7037,. 7315.. 7836, 7850 


..8137, 8233. .9218, 


9307. .9382 




9455.. 9646, 9 67 4.. 10 14 4 










Seq. No. 


13223 


Seq/ ID 


OJ991011 


03. 0106. 


C2 


Gene No. 


28062 


Strand 








Start 


20841 


End 


22615 






Name 


OJ991011 03 . OlOo . C2 . oo . gs 


Method 


GENSCAN 






Start 


20841 


End 


22615 






GI 


none 


Score 


.76 






Exons 


OAO/1T O 1 A O O O 1 1 A ""7 O "1 O A C 

2084 1 .. 21023, 2110 / . . 212U5, 


21303. .21342, 21459 


. .21569, 






21ddo . . 21o 3d, 2194 1 . . 22214 , 


22291. .22615 






Seq. No. 


13223 


Seq. ID 


OJ991011 


_03.0106. 


C2 


Gene No. 


28063 


Strand 








Start 


o o c o c 

23o2o 


End 


24785 






Name 


OJ991011 03 . OlOo . C2 . Ob . gs 


Method 


GENSCAN 






Start 


23525 


End 


24785 






GI 


none 


Score 


.95 






Exons 


23525. .23920, 24705.. 24785 










Seq. No. 


13223 


Seq. ID 


OJ991011 


_03.0106. 


C2 


Gene No . 


28064 


Strand 








Start 


25597 


End 


31806 






Name 


OJ991011 03.0106.C2.o4 . tw 


Method 


TBLASTX : 1 


Wheat 




Start 


4169 


End 


4601 






GI 


none 


Score 


313 






Exons 


4169. .4405, 4170. .4601, 4427 


. .4600 








Seq. No. 


13223 


Seq. ID 


OJ991011 


_03.0106. 


C2 


Gene No. 


28064 


Strand 








Start 


25597 


End 


31806 






Name 


OJ991011 03.0106.C2.o2.tm 


Method 


TBLASTX:! 


Maize 




Start 


4803 


End • 


5261 








1378 


4 









GI 

Exons 



none Score 
4803. .5261, 4928. .5122, 5168. .5260 



361 



Seq. No. 13223 

Gene No. 28064 

Start 25597 

Name OJ991011_03 . 0106 . C2 . o5 . tw 

Start 4911 

GI none 

Exons 4911.. 5300 



Seq. ID OJ991011_03.0106.C2 
Strand 

End 31806 

Method TBLASTX : Wheat 

End 5300 

Score 261 



Seq. No. 13223 Seq. ID 

Gene No. 28064 Strand 

Start 25597 End 

Name OJ991011_03 . 0106 . C2 . 06 . tm Method 

Start 5261 End 

GI none Score 
Exons 



OJ991011_03.0106.C2 
31806 

TBLASTX: Maize 

5411 

200 



5261. .5410, 5262. .5411, 5262. .5411 



Seq. No. 13223 Seq. ID 

Gene No. 28064 Strand 

Start 25597 End 

Name OJ991011_03 . 0106 . C2 . o7 . tw Method 

Start . 5394 End 

GI none Score 

Exons 5394.. 5501, 5529.-5669, 5850.. 5975 



OJ991011_03.0106.C2 
31806 

TBLASTX: Wheat 

5975 

90 



Seq. No. 13223 ~ Seq. ID 

!"! Gene No. • ' 28064 Strand 

Start 25597 End 

Q Name OJ991011_03 . 0106 . C2 . o5 . tm Method 

fit Start 5427 End 

;t GI none Score 

'3 Exons 5427 . . 5663 



OJ991011_03.0106.C2 
31806 

TBLASTX: Maize 

5663 

205 



Seq. No. 13223 Seq. ID 
Gene No. 28064 Strand 
Start 25597 End 
Name OJ991011_03 . 0106'; C2 . ol . tm Method- 
Start 17764 End 
GI none Score 
Exons 17764. .17955, 17775 17 954 , 184 36 18 930, 18437 
18698. .18955, 18913. . 19437, 18914. .19438 



OJ991011 03. 0106. C2 



31806 

TBLASTX: Maize 
19438 
260 

18955, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13223 
28064 
25597 

OJ991011_03.0106.C2.ol. ts 

17775 

none 



Seq. ID OJ991011_03.0106.C2 
Strand 

End 31806 

Method TBLASTX : Soybean 

End 19426 

Score 234 



17775. .17954, 1777 9 17 958 , 184 36 .. 18 933 , 18437 .. 18955, 
18716. .18949, 18914 19426, 18 967 .. 19209, 19240. .19422 



Seq. No. 13223 

Gene No. 28064 

Start 25597 

Name OJ991011 03 . 0106 . C2 . ol . tc 



Seq. ID OJ991011_03.0106.C2 
Strand 

End 31806 

Method TBLASTX : Cress 



13785 




Q 4- a y-4- 


1 778 5 




End 


1 9426 






PT 
IjX 


n on ^ 




Score 


218 

£. X O 






Exons 


17785 17955 17787 


. 17954 , 


18436 194 


22. 18437 


19426 




o e q . in u . 


1 3993 




Seq. ID 


OJ991011 


03 0106 


C2 


Gene No. 


28064 




Strand 








Start 


25597 




End 


31806 






Name . 


OiT991011 0 3 0106 C2 


o7 . qs 


Method - 


GENSCAN 






Q+- a r-+- 


9S5Q7 _ 

£~ ~J -J Z? 1 




End 


30468 








n on ^ 




Score 


.49 






IT vnn c 

£j AvJl io 


25597 25700 27085 


.27414, 


27896. .28385, 28553 


28731. 






99086 99941 301 OR 


. 304 68 










C! arr Wo 

oeq. in u . 


3. O £~ O 




Seq. ID 


OJ991011 


03 0106 


C2 


ppnp Mo 


28064 




Strand 








Start 


25597 




End 


31806 






Name 


OJ991011 03. 0106. C2. 


o7.gp 


Method 


AAT/GAP 






O L Cll L 


26375 




End 


30464 






PT 


34 9 1 Rl 084 




Score 


5465 








963Ts 96830 96997 


.27411, 


27576. .304 


64 






PT riDCPri o 
Ul ucouxx^. 


1 4 57 4 406 /ab 1 AAD9 4 04 2 


.11 0.0e+00 (AF121 


139) RIM2 


nrni" pi n 


[ Or y za 




o ci i — L v a. j 












Cnrt NT o 

O S q . in o . 


1 3993 




Seq. ID 


OJ991011 


03 01 06 




Pofl A XT /-\ 


9R064 




Strand 








Start 


25597 




End 


31806 






Name 


OJ991011 03. 0106. C2. 


o5 .np 


Method 


AAT/NAP 






OLait 


97 09 9 




End 


31806 






P T 
LjX 


4 6ft 0903 




Score 


2758 








97099 9754Q 97708 


.28160, 


28412. .28642, 28796 


304 6R 






31 77 R 31 ft 0 6 












PT Ho cprin 
uX Uco^mJ* 


\ /t.J- X11X/XJ 1 INT Li J — L jv C 


protein [Sorqhum 


bicolor] 








1 3993 




Seq. ID 


OJ991011 


03 01 06 


C2 


uene ino . 


9ft 064 




. Strand 








Start 


25597 




End 


31806 






Name 


OJ991011 03. 0106. C2. 


ol . tw 


Method 


TBLASTX: 


Wheat 






27 08 3 




End 


28529 






PT 
\J X 


none 




Score 


121 








27083 27175 27164 


.27244, 


27257. ,27397, 27258 


27398, 






97377 97419 97798 


.28346, 


27798. .284 


18, 27823 


. .28416, 






28409 28528 28410 


.28529 










Seq. No. 


13223 




Seq. ID 


OJ991011 


_03.0106 


C2 


Gene No. 


28064 




Strand 








o Lai L 


25597 




End 


31806 






IN dilLC 


OJ991011 03 0106 P2 


o2.tc 


Method 


TBLASTX: 


2! ire s s 






9781 9 ~~ 

£. f O X .7 




End 


28266 






PT 


n on ^ 

llUi iC 




Score 


89 






P von q 


27819 27968, 27819 


.28262, 


27823. .282 


66, 27829 


28266 




Seq. No. 


13223 




Seq. ID 


OJ991011 


_03.0106 


C2 


Gene No. 


28064 




Strand 








Start 


25597 




End 


31806 






Name 


OJ991011 03. 0106. C2. 


o4 . tm 


Method 


TBLASTX: 


Maize 




Start 


28162 




End 


28615 






GI 


none 




Score 


80 







13786 




Exons 


28162. 


.28377, 28164, 


9 ft A 0 £ 


28406. .28477, 28421.. 28615 




beq. No. 


13223 






Seq. ID 


OJ991011J33.0106. 


P9 


Gene No. 


28064 






Strand 






Start 


25597 






End 


31806 




Name . 


OJ991011 03. 0106. C2. 


. o3 . tw 


Method 


TBLASTX: Wheat 




btart 


28530 






End 


28939 




bl 


none 






Score 


68 




Exons 


28530. 


.28616, 28532. 


, . Z o O ± 0 , 


28649.-28867, 28689. . 28871, 






28877. 


.28939, 28896. 


9ft Q^7 








Seq. No. 


13223 






Seq. ID 


OJ991011_03.0106. 


C2 


Gene No. 


28064 






Strand 






otart 


25597 






End 


31806 




Name 


OJ991011 03. 0106. C2. 


, Oj . IS 


Method 


TBLASTX: Soybean 




Start 


28973 






End 


29215 




GI 


none 






Score 


89 




Exons 


28973. 


.29215, 29031. 


9 Q9 1 n 








beq. no. 


13223 






Seq. ID 


OJ991011_03.0106. 


P9 


Gene No. 


28064 






Strand 






Start 


25597 






End 


31806 




Name 


OJ991011 03. 0106. C2. 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


29045 






End 


29498 




GI 


none 






Score 


66 




Exons 


29045. 


.29227, 29248. 


> . z y o / z> , 


29249.-29374, 29367.-29489, 






29373. 


.29498 










Seq. No. 


13223 






Seq. ID 


OJ991011_03.0106. 


r* 9 

bZ 


Gene No. 


28064 






Strand 






Start 


25597 






End 


31806 




Name 


OJ991011 03. 0106. C2. 


,o2.tw 


Method 


TBLASTX: Wheat 




OH 1 -v 4- 

b cart: 


29079 






End 


29546 




bl 


none 






Score 


113 




Exons 


29079. 


.29228, 29084. 


9Q007 

. . Z :?Z Z / , 


29233. .29307, 29234.-29284, 






29273. 


.29374, 29287. 


. .i^J / J, 


29370. .29501, 29388.-29492, 






29392. 


.29502, 29490. 


9 Q c: /I (T 
. . Z i/O fi D , 


29494 . .29538 




Seq. No. 


13223 






Seq. ID 


OJ991011_03.0106. 


C2 


Gene No. 


28064 






Strand 






b tar t 


25597 






End 


31806 




Name 


OJ991011 03.0106.C2., 


, O J . LC 


Method 


TBLASTX: Cress 




btart 


29367 






End 


29682 




bl 


none 






Score 


63 




Exons 


29367. 


.29675, 29395. 


9 Q4 ft 1 


29530. .29583, 29608.. 29682 




Seq. No. 


13223 






Seq. ID 


OJ991011_03.0106. 


C2 


Gene No. 


28064 






Strand 






oiar l 


25597 






End 


31806 




Name 


OJ991011 03. 0106. C2. 


> oz . ts 


Method 


TBLASTX: Soybean 




Start 


29415 






End 


29844 




GI 


none 






Score 


83 




Exons 


29415. 


.29711, 29433. 


. .29657, 


29761. .29844, 29769.-29843 




Seq. No. 


13223 






Seq. ID 


OJ991011_03.0106. 


C2 


Gene No. 


28064 






Strand 






Start 


25597 






End 


31806 





13787 



Name 

Start 

GI 

Exons 



OJ991011_03 . 0106 . C2 . 06 . tw Method TBLASTX : Wheat 

29756 End 30081 

none Score 73 

29756. .29962, 29760 29978 , 29775 29978 , 29776.. 30081 



Seq. No. 13224 

Gene No. 28065 

Start 285 

Name OJ991011JD3 . 0106 . C3 . ol . gs 

Start 285 

GI none 

Exons 285.. 330, 1665.. 1774 



Seq. ID OJ991011_03.0106.C3 

Strand + 

End 1774 

Method GENSCAN 

End 1774 

Score .71 



Seq. No. 13224 

Gene No. 28066 

Start 3015 

Name OJ991011_03 . 0106 . C3 . ol . np 

Start 3015 

GI 2118430 

Exons 3015.. 3485 

GI Descrip. allergen RA16 precursor - rice gi | 1398 916 | dbj | BAA07712 | (D42141) 
allergenic protein [Oryza sativa] 



Seq. ID OJ991011_03.0106.C3 
Strand + 

3488 
AAT/NAP 
3485 
826 



End 

Method 

End 

Score 





beq. no. 


13224 




Seq. ID 


OJ991011_03. 


UlUo 




hJ 


Gene No . 


28066 




Strand 


+ 






: : f! 
;- 1 t 


Start 


3015 




End 


3488 






rli 


Name 


OJ991011 03.0106, 


.C3.o2.gs 


Method 


GENSCAN 








Start 


3015 




End 


3488 - 






Q 


GI 


none 




Score 


.86 






U! 


Exons 


3015. .3488 












'".'A 

m 


Seq. No. 


13224 




Seq. ID 


OJ991011_03. 


0106 


.C3 




Gene No. 


28067 




Strand 


+ 








Start 


3930 




End 


4809 






; t 
■a ar 


Name 


OJ991011 03.0106, 


. C3 . o3 . gs 


Method 


GENSCAN 






\\ 


Start 


3930 




End 


4809 








GI 


none 




Score 


.63 








Exons 


3930. .4117, 4632, 


. .4809 












Seq. No. 


13224 




Seq. ID 


OJ991011_03. 


0106 


.C3 




Gene No. 


28068 




Strand 










Start 


2898 




End 


3694 








Name 


OJ991011 03.0106, 


.C3.ol.gp 


Method 


AAT/GAP 








Start 


2898 




End 


3694 








GI 


306 4.R1084 




Score 


1404 








Exons 


2898.. 3616, 3668. 


. .3694 












GI Descrip. 


'2335106 6.0e-51 


(AC002339) 


salt inducible protein- 


■like 








[Arabidopsis thaliana] 1 












Seq. No. 


13225 




Seq. ID 


OJ991011_03. 


0106 


.C4 




Gene No. 


28069 




Strand 


+ 








Start 


369 




End 


6395 








Name 


OJ991011 03.0106. 


,C4 .ol.gs 


Method 


GENSCAN 








Start 


369 




End 


2854 








GI 


none 




Score 


.86 








Exons 


369. .1674, 1740.. 


.2854 











13788 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13225 Seq. ID 

28069 Strand 
369 End 
OJ991011_03.0106.C4 .o2.np Method 
689 End 
4378066 Score 
689. .876, 1199. .6395 

(AF098806) polyprotein [Sorghum bicolor] ■ 

gi | 4 680208 | gb | AAD27571 . 1 | AF114 17 1_12 (AF114171) polyprotein 
[Sorghum bicolor] 



OJ991011_03.0106.C4 
+ 

6395 - 
AAT/NAP 
6395 
3260 



13225 
28070 
12611 

OJ991011_03.0106.C4 .ol.gp 

12611 

none 

12611. .12965 



Seq. ID OJ991011_03.0106.C4 

Strand + 

End 12965 

Method AAT/GAP 

End 12965 

Score 543 



Seq. No. 13225 Seq. ID 

Gene No. 28071 Strand 

Start 15101 End 

Name OJ99101 1_03 . 0106 . C4 . o3 . gp Method 

Start 15049' End 

GI , 306_2.R1084 Score 
gxons 15049.. 15696 

GI Descrip. 1 2118427/pir | IS59922 1.0e-82 allergen RA14B precursor - rice 

>gi_1398913_dbj_BAA07710_ (D42139) allergenic protein [Oryza 
sativa] 1 



OJ991011_03.0106.C4 
+ 

15696 
AAT/GAP 
15696 
1235 



Seq. No. 13225 Seq. ID 

Gene No. 28071 Strand 

Start 15101 End 

Name OJ991011JD3 . 0106 . C4'. o5 . gs Method 

Start 15101 End 

GI none Score 

Exons 15101. .15601 



OJ991011_03.0106.C4 

+ 

15696 
GENSCAN 
15601 
.95 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



OJ991011__03.0106.C4 
+ 

19778 
AAT/GAP 
19778 
1182 



13225 Seq. ID 

2tf072 ' Strand 

19195 End 
OJ991011_03.0106.C4 ,o4 .gp Method 
19147 End 
306_5.R1084 Score 
19147. . 19778 

? 548660/sp|Q01883|RA17_ORYSA 1.0e-73 SEED ALLERGENIC PROTEIN 

RA17 PRECURSOR >gi_100691_pir S21157 seed allergen RA17 - rice 

>gi_2130064_pir JC4887 allergenic protein - rice 

>gi_218195_dbj_BAA01997_ (D11431) allergenic protein [Oryza 
sativa] >gi_311893_emb_CAA4 6983_ (X66257) major allergenic 
protein (RAP) [Oryza sativa] 1 



13225 Seq. ID 

28072 Strand 

19195 End 

OJ991011_03.0106.C4 .o7 .gs Method 

19195 End 



OJ991011_03. 0106. C4 
+ 

19778 

GENSCAN 

19686 



13789 



GI 

Exons 



none 
19195. 



Score 



19686 



.86 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13225 
28073 
22167 

OJ991011_03.0106.C4 .o3.np 
22063 
4680203 

22063. .23621, 23691 .. 237 95, 
25434 . .25480 

(AF114171) TNP2-like protein [Sorghum bicolor] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991011_ 
+ 

28535 
AAT/NAP 
25480 
1575 



03. 0106. C4 



23955. .24188, 24 4 65 .. 25380, 



13225 
28073 
22167 

OJ991011_03.0106.C4 .o8.gs 
22167 
none 
22167. 
27488. 
28350. 



.23112, 23230. 
.27739, 27820. 
.28535 



.25380, 
.27930, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

25759 

28018 



OJ991011__03.0106.C4 
+ 



28535 
GEN SCAN 
28535 
.59 

26276, 26284. 
28096, 28180. 



.27404, 
.28272, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13225 Seq. ID OJ991011_03 . 0106 . C4 

28074 Strand + 

29749 End 30343 

OJ991011_03.0106.C4 .o5.gp Method AAT/GAP 

29720 End 30343 

28627_1.R1084 Score 1144 

29720. .30343 

, 5777592/emb|CAA44001.1| 6.0e-27 (X62091) low molecular weight 
globulin [Oryza sativa] ' 

13225 Seq. ID OJ991011_03 . 0106 . C4 

28074 Strand + 

29749 End 30343 

OJ991011_03.0106.C4.o4.np Method AAT/NAP 

29749 End 30228 

548671 .* Score 592 

29749. .30228 

SEED ALLERGENIC PROTEIN RAG 2 PRECURSOR gi | 4 19801 | pir | | S31082 
seed allergen RAG 2 - rice gi | 218201 | dbj | BAA02000 | (D11434) 
allergenic protein [Oryza sativa] 



13225 Seq. ID 

28074 Strand 

2 97 4 9 End 

OJ991011_03.0106.C4 .o9.gs Method 

29749 - End 

none Score 
29749. .30231 



OJ991011_03.0106.C4 
+ 

30343 
GENSCAN 
30231 
.8 



Seq. No. 13225 ' Seq. ID 

Gene No. 28075 Strand 

Start 32691 End 

Name OJ991011_03 . 0106 . C4 . olO . gs Method 

Start 32691 End 



OJ991011_03.0106.C4 
+ 

33170 

GENSCAN 

33134 



13790 



GI 

Exons 



none 

32691. .33134 



Score 



.75 



Seq. No. 

Gene No. ■ 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ' 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13225 
28075 
32691 

OJ991011_03.0106.C4 .o5.np 
32841 
1304217 
32841. .33170 

(D43658) allergenic protein [Oryza sativa] 



Seq. ID OJ991011_03.0106.C4 



Strand 
End 

Method 

End 

Score 



+ 

33170 
AAT/NAP 
33170 
297 



13225 
28076 
34928 

OJ991011_03. 0106. C4 .oil. gs 

34928 
none 

34928. .35392 

13225 
28077 
37827 

OJ991011_03.0106.C4 .ol2.gs 

37827 

none 



Seq. ID OJ991011_03.0106.C4 

Strand + 

End 35392 

Method GEN SCAN 

End 35392 

Score .79 



Seq. ID OJ991011_03.0106.C4 



Strand 
End 

Method 

End 

Score 



+ 

39978 
GENSCAN 
39978 
.7 ■ 



37827. .37873, 38077 .. 38253, 39894. .39978 



OJ991011_03.0106.C4 
+ 



13225 Seq. ID 

28078 Strand 
42888 End 47459 

OJ991011_03.0106.C4 .ol4.gs Method GENSCAN 
42888 End 47454 

none Score . 4 

42888. .43301, 43609 4 3781 , 4 4220 .. 4 4325 , 45011 4 6084 , 

46362. .46582, 47322. .47454 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13225 Seq. ID 

28078 Strand 

42888 End 

OJ991011_03.0106.C4.o7.np Method 

42954 End 

2335106 Score 

42954. .43301, 43609 .. 43781 , 44220 

46192. .46297, 4 6379.-4 6582, 47322 



44325, 
47459 



OJ991011_03.0106.C4 
+ 

47459 
AAT/NAP 
47459 
1976 

45011. 



46084, 



(AC002339) putative salt-inducible protein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13225 Seq. ID 

28078 Strand 

42888 End 

OJ991011_03.0106.C4 .o9.gp Method 

43746 End 

5005123 Score 



OJ991011_03.0106.C4 

+ 

47459 
AAT/GAP 
45215 
630 



43746. .43781, 44220 .. 44325, 45011. .45215 

2335106 6.0e-51 (AC002339) salt inducible protein-like 

[Arabidopsis thaliana] 



13791 




Seq. No. 


13225 


Seq. ID 


OJ991011_03.0106. 


C4 


riono Mo 


28079 


Strand 






C4-3 >-f 


7845 


End 


11418 




Name 


OJ991011 03.0106.C4.o3.gs 


Method 


\J Hi LM O \-/£\ IN 




Cf a y- f 

OLal L 


7845 


End 


1 1 4 1 ft 

JL JL *i J. O 






none 


Score 






XT' von Q 


7845. .8075, 8405. .9301, 9387. .10504, : 


10602 11418 




Seq. No. 


13225 


Seq. ID 


OJ991011_03.0106. 


C4 


UCUC LNU • 


28080 


Strand 






OLdl L 


12612 


End 


1298 6 

X C ^ O \J 




LNdlllt; 


OJ991011 03.0106.C4.o2.gp 


Method 


AAT /GAP 






12612 


End 


12986 




GT 


none 


Score 


545 






12612. .12986 








Seq. No. 


13225 


Seq. ID 


OJ991011_03.0106. 


C4 


UC11C IN * 


28081 


Strand 






O Lai L 


13038 


End 


13760 




INCtlLlC 


OJ991011 03.0106.C4.o4 . gs 


Method 






Of a r f 


13038 


End 


13760 




(IT 


none 


Score 


. 72 




Exons 


13038. .13491, 13591.. 13760 








Seq. No. 


13225 


Seq. ID 


OJ991011_03.0106. 


C4 


belle 1NU • 


28082 


Strand 






Of a r-4- 


16387 


End 


18164 




Name 


OJ991011 03.0106.C4.o6.gs 


Method 


GENSCAN 




Cj- o r f 


16387 


End 


18164 






none 


Score 


.55 




EjAUUo 


16387. .16622, 17261 .. 17362 , 


17768. .18164 




Sea No 


13225 


Seq. ID 


OJ991011_03.0106. 


C4 


Gene No. 


28083 


Strand 






Start 


35105 


End 


35553 




Name 


OJ991011 03.0106.C4.o6.gp 


Method 


AAT /GAP 




Of a r f 
O Lai L 


35105 


End 


35553 






28680 1.R1084 


Score 


695 




Hi A\Jl lO 


35105. .35553 








Ul UCOL>i. JLU i 


'413823/gb|U02457|U02457 5. 


Oe-14 Cloning vector pYEUra3, 






complete sequence 1 








Seq. No. 


13225 


Seq. ID 


OJ991011JD3.0106. 


C4 


n e> Mo 


28084 


Strand 






Start 


40230 


End 


42094 






OJ991011 03.0106.C4.oll.tm 


Method 


TBLASTX: Maize 




Of art 
JLdl L 


1476 


End 


1750 






none 


Score 


165 . 




Exons 


1476. .1661, 1667. .1750 








Seq. No. 


13225 


Seq. ID 


OJ991011_03.0106. 


C4 


Gene No. 


28084 


Strand 






Start 


40230 


End 


42094 




Name 


OJ991011 03.0106.C4.o7. tw 


Method 


TBLASTX: Wheat 




Start 


2759 


End 


3105 




GI 


none 


Score 


64 





13792 



Exons 



2759. .2842, 2876. .3097, 2915. .3070, 3064. .3105 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13225 
28084 
40230 

OJ991011_03. 

3326 

none 

3326. .3754, 

13225 
28084 
40230 

OJ991011_03. 

3434 

none 

3434. .3772, 

13225 
28084 
40230 

OJ991011_03. 

3812 

none 

3812. .4183, 

13225 
28084 
40230 

OJ991011_03. 

3870 

none 

3870. .4289, 

13225 
28084 
40230 

OJ991011_03. 

3948 

none 

3948. .4376, 

13225 
28084 
40230 

OJ991011_03. 

4295 

none 

4295. .4366, 

13225 
28084 
40230 

OJ991011_03. 

4563 

none 

4563. .4664, 



0106.C4 .o2.tw 
3330. .3755 

0106.C4.o3.tm 



Seq. ID OJ991011_03.0106.C4 
Strand 

End 42094 

Method TBLASTX : Wheat 

End 3755 

Score 475 



Seq. ID OJ991011_03.0106.C4 
Strand 

End 42094 

Method TBLASTX: Maize 

End 3785 

Score 154 



3437. .3772, 3498. .3785, 3547. .3774 



0106.C4 .o4 .tm 



3813. .4196, 3873. 



0106.C4 .o3. tw 



3875.. 4183, 4176. 



0106.C4.ol.ts 



3953. .4315 



0106.C4 .ol0. tw 



Seq. ID OJ991011_03.0106.C4 
Strand 

42094 

TBLASTX: Maize 
4196 
402 



End 

Method 
End 
Score 
.4193 



Seq. ID OJ991011_03.0106.C4 
Strand . - 

42094 

TBLASTX: Wheat 
4289 
441 



End 

Method 
End 
Score 
.4262 



Seq. ID OJ991011_03.0106.C4 
Strand 

End 42094 

Method TBLASTX : Soybean 

End 4376 

Score 309 



Seq. ID OJ991011_03.0106.C4 
Strand 

End 42094 

Method TBLASTX : Wheat 

End 4562 

Score 75 



4296. .4367, 4374. .4562, 4379. .4561 



0106.C4 .06. tw 



Seq. ID OJ991011_03.0106.C4 
Strand 

End 42094 

Method TBLASTX : Wheat 

End 4978 

Score 282 



4566. .4976, 4571. .4678, 4760. .4978 



13793 




Seq, No. 


13225 








Seq. ID 


OJ991011_03.0106 


.C4 




9 ft Oft A 








of r^nH 

OLI Cli I'J- 






Cf iyf 


4 UZ JU 








HiOCl 


A 9 H QA 




Name 


p* too mil n 
ujyyiuii u o . 


n i n £ 
u 1 u 0 


P4 r\ 9 

. bft . oz . 


f rn 


Mo l^i 

ixie inou 


1 D±jt\0 1 A . L v la X ze 




Of 


CI TO 
jl / Z 










c, c "5 n 

J D J U 




p t 
bl 


none 










110 




Exons 


Jl / Z . . JDjU/ 


OZ. / D 


. . O DZ .7 










Seq. No. 


13225 








Seq. ID 


OJ991011_03.0106 


.C4 


bene jno . 


o o n o a 

Z 0 U 0 ft 








Of ranrl 






Of v-f 


a H9^n 
4 u z j u 








Rnri 


A 9 fl Q4 




Name 


vJUyyXUXX Uj. 


ni nf\ 

U1UO 


P4 
. ^4 • UJ • 


f TaT 
L W 








O f -> — .f 


coon — 

JiOU 










J O D Zf 




P T 


none 














Exons 


coon £ £Q 
j Z O U . . 


^ 1. 9 1 
O J z 1 


S 4 4 "3 

. . J 4 4 J , 


J J U f 


. . JJ?U 






Seq. No. 


13225 








Seq. ID 


OJ991011_03.0106 


.C4 


bene ino . 


Z O U O 4 








Oil ctllLJ. 






Cf -ivf 


4 n 9 ^ n 

4 U Z J u 










4 9 n Q4 




Name 




m n & 

UIUD 


. bfi .04 . 




LYie LI lvJU. 


IDJjnO 1 A . OLJyjJccUl 




Cf -lyf 


o 4 d y 








1!jI1U 


J O X D 




p t 
bl 


none 








Score 


ft Q 




Exons 


Dfi oy . . o d y 1 / 


do y z 


. . j 0 1 D 










Seq. No. 


13225 






*■; 


Seq. ID 


OJ991011_03.0106 


.C4 


Gene No . 


z o Uo 4 








Of r3n H 

0 l rana 






Start 


4 UZ JU 








tjna 


A 9 n Q/1 

fi z u y fi 




Name 


uj yy xu i 1 u j . 


nine 


p/i s~\ i n 

. b4 . Ol U 




fv>T 4— V** y^l 


1 n XiAo 1 a . L v ia 1 z e 




otart 


j o jX 








tina 


conn 
JC5UU 




p t 
bl 


none 








Score 


911 
Z X X 




Exons 


j dji . . j / y o , 


c £ 0 0 
J Djj 


. . j / / D , 


J D J D 


Rft n n 

. . jOUU 






Seq. No. 


13225 








Seq. ID 


OJ991011_03.0106 


.C4 


Gene N.o. 


28084 








Strand 






Of n -y-f 


4 n 9 

4 UZ jU 








End 


42094 




Name 


bjyyxuxx uj. 


UIUD 


P4 r\ Q 
. b 4 . 0 y . 


LW 


Method 


TBLASTX: Wheat 




Cf -i vf 

otdit 


o / y u 








End 


6386 




P T 
bl 


none 








Score 


124 




Exons 


RTQPl ^ ft Q4 

o / yu. . j o y ft , 


^ 7 Q £ 
D 1 y D 


. . J y U D , 


CQOC 
J 0 Z J 


..5914, 5837. .5923, 5933. .6058 




CQO^ Cf)QQ 
j^Jl . • OKJ yo r 


£9 61 
DZ D X 


• • DjOD 










Seq: No. 


13225 








Seq. ID 


OJ991011_03.0106 


.C4 


bene ino . 


9 r n ft 4 

Z 0 U 0 4 








Strand 






Of a r-f 


4 0. 9 "^H 
4 U Z j U 








End 


42094 




Name 


ujyyiuii uj. 


nine 


. b ft . 0 y . 


f m 
LIU 


Method 


TBLASTX: Maize 




Of ~. -y-f- 


1^ q ^ 9 

0 0 jZ 








End 


6068 




bl 


none 








Score 


. 218 




Exons 


jojZ . . DU DO / 


^ ft A Q 

0 0 4 y 


. . DU4 U 










Seq. No. 


13225 








Seq. ID 


OJ991011_03.0106 


.C4 


Gene No. 


28084 








Strand 






Start 


40230 








End 


42094 




Name 


OJ991011 03. 


0106 


.C4.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


22506 








End 


23090 




GI 


none 








Score 


216 




Exons 


22506. .22796 


1, 22562. .22816, 


22845.-22964, 22851 .. 22883, 





13794 




22935. .22970, 22962.. 23090 





beq. no. 


1 OZZ D 




beq . i u 


ATQQimi n nine 
wuyyiuii uo.uiud. 


H A 
. L4 




Gene No . 


ZoUo4 




C 4- v 
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Start 
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Method 
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Start 
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. Z ZOZ 4 




Hjna 
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ZZ oU 1 






GI 


none 




Score 
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22524. .22796, 22541 
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Name 
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Method 
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O -1 ,vf 

btar t 


ZZu J J 




tjna 


9 "3 1 Q £ 
Z 0 1 0 D 






GI 


none 




Score 


Z o 0 
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Method 


i bijAb I a : boyoean 






Start 


ZZboo 




Lna 


OQ1 AC 

Zo lUo 




n 

! (sr 


GI 


none 




Score 


9 n i 
ZU 1 






Exons 


22865. .23104, 22866 


. .23105 
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Seq. J No. 


lozZo 




Seq. ID 


OJ991011_03.0106, 


. L4 


: z? 
;* = : 


Gene No. 


ZoUo4 




Strand 






Ef 


Start 


a a o *3 a 
4 UZOU 




End 


42094 




' : ! 


Name 


ojyyiun uo.uiud.C4 


. o / . tm 


Method 


TBLASTX : Maize 




• 3 H 


Start 


yoo 




End 


23165 




i : i 1 


GI 


none 




Score 


274 




i hf 
!l 


Exons 


z z y o o . . zoi 4 y , zzyoy 


. . Zol bo , 


22962. .23165 




.3 Si 
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Seq. No. 


13225 




Seq. ID 


OJ991011_03.0106, 
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bene no. 


9 p no / 
Z o Uo 4 




Strand 
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4 UZOU 




End 


42094 
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ujyyiuii uo.uiud.l4 


^ Q 4- r 

. Oo . EW 


Method 


TBLASTX: Wheat 




.5 31 


btart 


zouy i 




End 


23437 
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H T 


none 




Score 
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23138. .23236, 23280 23366, 








23292. .23354, 23387 
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23388. .23426 
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Seq. ID 
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none 




Score 
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Exons 
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24111. .24425 
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Seq. ID 


OJ991011_03.0106. 


,C4 
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Strand 
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End 


42094 






Name 


OJ991011 03. 0106. C4 


. ol . tw 


Method 
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Z 4 U O O . . Z 4 o Z 1 , Z 4 J 1 ± . 


9 A A £ C 
. Z 4 4 O O , 


24539. .24595, 24827 24 973, 






9 A Q 9 /I O/l QQQ Oil qtq 

z 4 o J4 . . z 4 y o y , z 4 y / o . 


. ZOUo / , 


25008. .25064, 25095'. . 25199, 






OCi fin oci QO 9R9flfi 


9 R974 








Seq. No. 


13225 


- - 


Seq. ID 


OJ991011_03.0106 


■ C4 


Gene No. 


28084 




Strand 






OLait 






End 


42094 




Name 


dtqqi m i 09 nin^ P4 


Ol . LC 


Method 


TBLASTX: Cress 




OLai L 


Z 4 J D D 




End 


24779 




P T 


none 




Score 


309 




Exons 


94^S6 944fifi 94^7 


94 77 Q 


24539. .24595 




Seq. No. 


13225 




Seq. ID 


OJ991011_03.0106 


.C4 


Gene No. 


28084 




Strand 








4 U Z j U 




End 


42094 




Name 


piTQQinii n9 m nfi cm 

UUyyiUlI UO.U-LUO.L,4. 


oo . cm 


Method 


TBLASTX: Maize 




Q -J- y~ -f- 


9 4 67 £i ~~ 
Z 4 D / D 




End 


24970 




P T 
bl 


none 




Score 


153 




Exons 


9 4 67^ 94R4R 94A4Q 


94 QfiR 


24857. .24970 




oeq. ino . 


1 TOOC 

1 o z z o 




Seq. ID 


OJ991011_03.0106 


P4 
. k^4 


Gene No. 


28084 




Strand 






Start 


40230 




End 


42094 




Name 




O'l 3 . qs 


Method 


GENSCAN 




CM 1 >-4- 

otart 


a n 9 "5 n 

4 UZ jU 




End 


42094 






none 




Score 


. 67 




Exons 


4 uzju . . 4uoyu, 4Ubyu. 


A Pi Q Q 9 

. 4 uy yj , 


41349. .41607, 417 60. .41900, 






/i 9 n n q /i o n q a 
4 ZUUo . . 4ZU y 4 










oeq . no . 


1 9 9 9 ^ 
1 J Z Z 3 




Seq. ID 


OJ991011_03.0106 


P A 


Gene No. 


28084 




Strand 






Start 


40230 




End 


42094 




Name 


OJ991011 03. 0106. C4. 


06 . np 


Method 


AAT/NAP 




oLaiL 


40287 




End 


41517 




P T 


3549671 




Score 


349 




TT 1 w /""N T"\ 


40287. .40930, 41349. 


.41517 










(AL031394) hypothetical protein [Arabidopsis thaliana] 




oeq. in o . 


13225 




Seq. ID 


OJ991011JD3.0106 


P4 
U4 


Gene No. 


28084 




Strand 






Start 


40230 




End 


42094 




Name 


OJ991011 03. 0106. C4. 


o5 . tm 


Method 


TBLASTX: Maize 






40365 




End 


40883 




PT 


none 




Score 


195 




Exons 


40365. .40592, 40420. 


.40593, 


40686. .40805, 4 0694 .. 40804 , 






40788. .40856, 40811. 


.40852, 


40857. .40883 




Seq. No. 


13225 




Seq. ID 


OJ991011_03.0106 


C4 


Gene No. 


28084 




Strand 








40230 




End 


42094 




Name 


OJ991011 03. 0106. C4. 


o7.gp 


Method 


AAT/GAP 




Start 


40426 




End 


40858 




GI 


none 




Score 


597 




Exons 


40426. .40590, 40690. 


.40858 








Seq. No. 


13225 




Seq. ID 


OJ991011_03.0106. 


C4 


Gene No. 


28084 




Strand 







13796 




Start 40230 End 42094 

Name OJ991011_03 . 0106 . C4 . 08 . gp Method AAT/GAP 

Start 40892 End 41865 

GI 66134_1.R1084 Score 805 

Exons 40892. .40930, 4 134 9 . . 4 1637 , 41760.. 41865 

GI Descrip. 1 354 9671/emb | CAA20582 . 1 | 4.0e-09 (AL031394) hypothetical protein 
[Arabidopsis thaliana] ' 



C o. rr Ma 


13225 








Seq. ID 


OJ991011 


03 0106 


. C4 


Gene No. 


28084 








Strand 








Start 


40230 








End 


42094 






Name 


OJ991011 03. 0106. C4. 


. ol2 . tm 


Method 


TBLASTX : 


Mai ze 




Of a 
OLdll. 


41349 








End 


41521 








none 








Score 


94 






Exons 


41349. 


.41438, 


41350. 


4 1 4 


41351. .41521, 41497 


41520 






13225 








Seq. ID 


OJ991011 


03 0106 


t c4 


Gene No . 


28085 








Strand 








o uam 


43041 








End 


43776 






Name 


OJ991011 03. 0106. C4. 


rt A ■(- rt 


Method 


TBLASTX: 


c o o 




Start 


43041 








End 


43776 






GI 


none 








Score 


114 






Exons 


43041. 


.43226, 


43236. 




43608. .43772, 43609 


4 377 6 






43609. 


.43776 














O rt rt- "KT rt 

beg . INO . 


13225 








Seq. ID 


OJ991011 


oi n?i 


P4 


bene lno . 


28086 








Strand 










44981 








End 


46571 






Name 


OJ991011 03. 0106. C4, 


rt *3 4- rt 
, Uj . 1_C 


Method 


TBLASTX: 


Or e s s 




Start 


. 44981 








End 


46287 






GI 


■ none 








Score 


101 






V Tl o 


44981. 


.45322, 


45014. 




45335. .4554 


36, 45338 


. .45472, 






45389. 


.45622, 


45437, 


, . 45787 , 


45542. .45907, 45605 


. . 45814 , 






45653. 


.46003, 


45800, 


4 60? 1 


45851. .46057, 45920 


.46048, 






46165. 


.46287, 


46165, 


4 fi?R7 


46168. .462? 


31 






Qorr Ma 
oeq . IN O . 


13225 








Seq. ID 


OJ991011 


03 0106 


P4 


rt T-»" rt NT /~\ 

belle LN(J . 


28086 








Strand- 










44981 








End 


46571 






Name 


OJ991011 03.0106.C4, 


oft f~ m 


Method 


TBLASTX: 


Ma i z e 






45001 








End 


46048 








none 








Score 


322 






IT 1 "VT rt T~\ rt 


. 45001. 


.45201, 


45011, 


4 R?0 S 


45012. .45206, 45013 


4 S? ? ? 






45080. 


.45304, 


45410, 


. .45625, 


45611. .45793, 45830 


. .46048 




Seq. No. 


13225 








Seq. ID 


OJ991011 


_03.0106, 


,C4 


Gene No. 


28086 








Strand 








Start 


44981 








End 


46571 






Name 


OJ991011 03. 0106. C4, 


,o3.ts 


Method 


TBLASTX : 


Soybean 




Start 


45011 








End 


46571 






GI 


none 








Score 


80 






Exons 


45011. 


.45187, 


45011. 


, .45253, 


45035. .45208, 45338 


. .46054, 






45338. 


.46003, 


45338. 


. .45658, 


45338. .45859, 45338 


. .45766, 






45341. 


.45481, 


45431, 


, .46021, 


45488. .45592, 45524 


. .45994, 






45527. 


.45814, 


45542, 


. .46069, 


45560. .45748, 45593 


. .45748, 






45740. 


.46054, 


46165. 


, .46299, 


46183. .46299, 46189 


. .46284, 






46371. 


.46571 















13797 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13226 Seq. ID 

28087 Strand 

1 End 
OJ991011_03.0106.C5.ol.np ■ Method 

1 End 

2335106 . Score 
1..108, 235. .406 

(AC002339) putative salt-inducible protein [Arabidopsis 
thaliana] 



OJ991011_03.0106.C5 
+ 

406 

AAT/NAP 
406 
139 



13226 Seq. ID 

28088 Strand 
1353 End 
OJ991011_03. 0106.C5.ol.gs Method 
1353 End 
none Score 
1353. .I486, 2288. .2376 

13227 Seq. ID 

28089 Strand 
163 End 
OJ991011_03.0106.C6.ol.gs Method 
163 End 
none Score 
163. .393, 498. .649, .1616. .1727 

13228 Seq. ID 

28090 Strand 
36 End 
OJ991001_03. 0107 .Cl.ol.gs Method 
36 End 
none Score 
36. .112, 445. .547, 603. .987 



OJ991011_03.0106.C5 

2376 
GEN SCAN 
2376 
.43 



OJ991011_03.0106.C6 

1727 
GENSCAN 
1727 
'.'72 



OJ991001_03.0107.C1 

+ 

1134 
GENSCAN 
987 
.75 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991001_ 
+ 

1134 
AAT/NAP 
1134 
782 



03. 0107. CI 



13228 
28090 
36 

OJ991001_03.0107 .Cl.ol.np 
621 

6721562 
621. .1134 

(AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster; 
hypothetical protein. (AF031569) [Oryza sativa] 

gi I 6815087 |dbj |BAA90373.1| (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 

Seq. ID OJ991001_03.0107.C2 



13229 
28091 
1 

OJ991001_03.0107.C2.ol.np 
1 

4680179 
1. .4271 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Strand 
End 

Method 

End 

Score 



+ 

5390 
AAT/NAP 
4271 
6225 



13798 






Seq. No. 


13229 




Seq. ID 


OJ991001_03.0107. 


C2 




Gene No. 


28091 




Strand 


+ 






Start 


1 




End 


5390 






Name 


ujyyiuui u o . u i u / . . ox 


. gs 


Method 


GENSCAN 






start 






End 


5390 






GI 


none 




Score 


.56 






Exons 


O "7 C. oci o tiTTH /ii 1 O 
J//U..411J, 


40 / J. 


.4783, 4952.. 5205, 5298.. 5390 




Seq. No. 


13229 




Seq. ID 


OJ991001_03.0107. 


C2 




Gene No. 


28092 




C 4- rnnH 

ot r ana 








Start 


4 O Jb 




End 


5426 






Name 


riiQQi m nim r*o 

ujyyiuui uj.uiu/.lz.oo 


4" T » 


Method 


TBLASTX: Wheat 






btart 






End 


559 






GI 


none 




Score 


233 






Exons 


Z U.3 . . 4 y O , Z Z U . . 4 UD , 4 b 


1 C C. Q 










Seq. No. 


13229 




Seq. ID 


OJ991001JD3.0107. 


C2 




Gene No. 


28092 




b crana 








bt art 


4 j jD 




End 


5426 






Name 


ujyyiuui u j . uiu / . l^. . od 


. tm 


Method 


TBLASTX: Maize 






Start 






End 


529 








none 




Score 


213 






Exons 












™: 
:»? 
! ?i 


Seq. No. 


13229 




Seq. ID 


OJ991001_03-.0107. 


C2 


: t 
a ■ " 


Gene No. 


28092 




btrana 






: \i 
It 


Start 


/l C O £T 

4 bio 




End 


5426 




ill 


Name 


OJ991001 03 . 0107 . C2 . o7 


. tw 


Method 


TBLASTX: Wheat 




M 


Start 


OCT 




End 


1258 






GI 


none 




Score 


143 




E t I 


Exons 


QCl 1 AQ1 QQQ 1 AO'S 

oj / . . lUol, boy. . IUzj, 


i n oi 
±Ub4 . . 


1177, 1085, 


..1258, 1159. .1227 




Seq. No. 


13229 




Seq. ID 


OJ991001_03.0107. 


C2 


: 

: aF 


Gene No. 


28092 




Strand 






: J 


btart 






End 


5426 




"s 


M — — — 

Name 


ujyyiuui u o . u iu / . lz . oo 


. tm 


Method 


TBLASTX: Maize 






btart 


o yo 




End 


1171 




!i 


bl ... 


none 




Score 


195 






Exons 


QQC QQC QQC 1 1 T1 

o y o . . y y b , o y b . . ± ± / ± 










J 


Seq. No. 


13229 




Seq. ID 


OJ991001_03.0107. 


C2 




Gene No. 


28092 




Strand 








b tart 


4 D O b 




End 


5426 






Name 


ujyyiuui u o . uiu / . lz . o4 


. tw 


Method 


TBLASTX: Wheat 






Start 


14 Jo 




End 


1915 






C T 


none 




Score 


546 






Exons 


1/1"5*5 1 Q1 C 1C."3'7 1 QTO 

ifi jo, . iyio, loo/, . ± o / z 












Seq. No. 


13229 




Seq. ID 


OJ991001_03.0107. 


C2 




Gene No. 


28092 




Strand 








Start 


4536 




End 


5426 






Name 


OJ991001 03.0107.C2.o4 


. ts 


Method 


TBLASTX: Soybean 






Start 


1469 




End 


1783 






GI 


none 




Score 


183 






Exons 


1469. .1783, 1585. .1782 












Seq. No. 


13229 




Seq. ID 


OJ991001J33.0107. 


C2 



13799 



Gene No. 

Start 

Name 

Start 

GI 

Exons. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



28092 
4536 

OJ991001_03, 

1502 

none 

1502. .1969, 

13229 
28092 
4536 

OJ991001_03. 

1856 

none 

1856. .1888, 
1996. .2250 



0107.C2.o4 .tm 



1573. . 1872 



0107 .C2.ol. ts 



Strand 
End 

Method 

End 

Score 



5426 

TBLASTX: Maize 

1969 

389 



Seq. ID OJ991001_03.0107.C2 
Strand 

End 5426 

Method TBLASTX : Soybean 

End 2251 

Score 57 

1858. .1884, 1892. .2251, 1899. .1970, 1904. .2221, 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



13229 
28092 
4536 

OJ991001_03. 

1964 

none 

1964 . .2266, 



0107.C2.o5.tw 



1967.. 2257, 1996. 



Seq. ID OJ991001_03.0107.C2 
Strand 

End 5426 

Method TBLASTX : Wheat 

End 2266 

Score 405 
.2265 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13229 
28092 
4536 

OJ991001_03. 

1985 

none 

1985. .2338, 



0107.C2.o5.tm 



2053. .2331 



Seq. ID OJ991001_03.0107.C2 
Strand 

End 5426 

Method TBLASTX : Mai ze 

End 2338 

Score .331 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13229 
28092 
4536 

OJ991001_03. 

2267 

none 

226-7 . .2776, 

13229 
28092 
4536 

OJ991001JD3, 

2273 

none 

2273. .2518 



0107.C2.o2.tw 



2275.-2685, 2309. 



0107.C2.o3.ts 



Seq. ID OJ991001_03.0107.C2 
Strand 

5426 

TBLASTX: Wheat 
2776 
621 



End 

Method 
End 
Score 
.2689' 



Seq. ID OJ991001__03.0107.C2 
Strand 

End 5426 

Method TBLASTX : Soybean 

End 2518 

Score 209 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13229 
28092 
4536 

OJ991001_03. 

2339 

none 

2339. .2692, 



0107.C2.o2.tm 



2341. .2685, 2379. 



Seq. ID OJ991001_03.0107.C2 
Strand 

End 5426 

Method TBLASTX : Mai ze 

End 2702 

Score 477 
.2702 



Seq. No. 



13229 



Seq. ID OJ991001_03.0107.C2 



13800 




Gene No. 


28092 








Strand 






Start 


a c o ez 

4 o36 








baa 


0 4 Z O 




Name 


n Trim Am a o 

ojyyiuui U3 


A 1 A H 

. uiu / 


. OZ . Oj . 


tw 


Method 


i 0I1A0 1A. wnear. 




Start 


z /o0 








bna 






GI 


none 








Score 


c; Q "7 
Ob / 




Exons 


Z / O U . . J^Dl?; 


9R 1 "3 


?99^ 


J U U H . 


^9 Sfl 

. JO 






Seq. No. 


13229 








Seq. ID 


OJ991001_03.0107. 


,C2 


Gene No. 


28092 








Strand 






Start 


A £ O £ 

4 D Jb 








bna 


R 4 9 £ 




Name 


ojyyiuui uj 


.UlU/ 


/-si 


tc 


Method 


1 Diif\o 1A . cress 




Start 


O A /" 










jZo J 




GI 


none 








Score 


R. Q 




Exons 


OQCC O. 1 O G 

z y bb . . j i jy , 


o i /i n 
J 1 4 u 


. . jZO J/ 


01/9 


• JZ 0 Z 






Seq. No. 


13229 








Seq. ID 


OJ991001_03.0107. 


.C2 


Gene No. 


28092 








Strand 






bt art 










Hi I 1U 


^4 96 




Name 


ujyyiuui uj 


mm 


P9 ^9 
. OZ . oz . 


T.S 




TOT TICTY • Cn\ 7V"\ a a r\ 
1 uLir\0 I A . oUyUcdll 




Start 


3U4 / 








tna 


jjU / 




GI 


none 








Score 


9QQ 

z y y 




Exons 


on/i o o m 
JU4 / . . o JU / , 


o n r o 












Seq. No. 


13229 - 








Seq. ID 


OJ991001_03.0107, 


,C2 


Gene No. 


■ 28092 








Strand 






Start 


>1 C O £ 

4 0 36 








bna 


D 4 Z 0 




Name 


t n a i a A n AO 

OJ991001 03 


AT AT 

. 0107 


. CZ . o3 . 


tm 


Method 


i dLAo i a : Maize 




Start 


3106 








hna 


0 0 cn 

j j y / 




GI 


none 








Score 


0 q n 

jy u 




Exons 


o 1 n ooao 

3106 . . 3393, 


O 1 A H 
31U / 


. . 339 / 










Seq. No. 


13229 








Seq. ID 


OJ991001_03.0107, 


.C2 


Gene No. 


28092 








Strand 






Start 


/i q o a 
4 oob 










D 4 Z D 




Name 


/■\TAATAA1 AO 

ojyyioui_u3 


AT AT 
. UlU / 


. CZ . Ol . 


tw 


Method 


moT B C T V . r»7K oaf 

i biiAb i a . wnea z 




Start 


O A £T 

3266 








bna 


joyj 




GI 


none - 








Score 


DJ / 




Exons 


oZbb . . joJo / 


O O C Q 
OZ DO 


O Q O >| 

. . ooo4 , 


0 q a n 
0 0 4 u . 


. 0 0 y 0 






Seq. No. 


lozz y 








Seq. ID 


OJ991001_03.0107, 


.C2 


Gene No. 


28092 








Strand 






Start 


4536 








End 


5426 




Name 


r\ tqq i n m n "5 
uj y y iuui uj 


mm 
.UlU/ 


. OZ .01. 




Method 


TBLASTX: Maize 




Start 


O A A GL 

34 4 6 








End 


4034 




GI 


none 








Score 


217 




Exons 


3446. .360/, 


O A C /I 

34o4 


O £■ A A 

. . 36UU , 


O C A C 

36Uo . 


.3838, 3610. .3834, 3819. .4034, 




OAOC jIAOO 

3935 . . 4 033 














Seq. No. 


13229 








Seq. ID 


OJ991001_03.0107 


.C2 


Gene No. 


28092 








Strand 






OLdl L 


*i J JU 








End 


5426 




Name 


OJ991001 03 


.0107 


.C2.o6. 


tw 


Method 


TBLASTX: Wheat 




Start 


3893 








End 


4261 




GI 


none 








Score 


372 




Exons 


3893. .4093, 


3894 


. .4226, 


4208. 


.4261 






Seq. No. 


13229 








Seq. ID 


OJ991001_03.0107 


.C2 



13801 




Gene No. 


28092 




Strand 






ij Lai U 


*i J J U 




End 


5426 




Name 


n.TQQinm rn 0107 c? 


o*7 tvn 




TRT.A^TX • Ma i 7-e 




OLaLL 


a n ~~ 

4 U J ^ 




End 


4247 






none 




^fn tp 


202 




Exons 


4D^S 4 9 4 7 










JC^i LN *J • 


A. O t- Z> 




Seq. ID 


OJ991001 03 0107 


.C2 


fipnp No 


28092 




Strand 






Start 


4536 




End 


5426 




Name 


OJ991001 03. 0107. C2 


. o2 . np 


Method 


AAT/NAP 






*i J J U 




End 


5426 




Va J. 






Score 


355 




Exons 


4 S^fi S4 96 

4 J JD t . .J *i Z. U 












fAR09699Sl Similar 


to Epstein-Barr virus (EBV) genome. ( 


V01555) 




|^ W -L y 6u O CI I — L V a J 










o e CJ . IN o • 


i ^9 ?o 

± O Z. O VJ 




Seq. ID 


OJ991001J33.0107 


. C3 




28093 




Strand' 


+ 




Start 


9742 




End 


15388 




Name 


OJ991001 03. 0107. C3 


. ol . np 


Method 


AAT/NAP 




Start 


9742 




End 


15388 




GI 


6498441 




Score 


6771 




Exons 


9742. .10805, 11136. 


.11599, 


11663. . 12036, 12220. .12354, 






12529. .12769, 12962 


. . 13444, 


13616. .15013, 15107.. 15388 





GI Descrip. (AP000815) EST C7278 6 (E2258 )• corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 


13230 


Seq. ID 


OJ991001_03.0107, 


,C3 


Gene No. 


28094 


Strand 






Start 


47 


End 


2122 




Name 


OJ991001 03.0107. 


C3.ol.gs Method 


GENSCAN 




Start 


47 


End 


2122 




GI 


none 


Score 


.81 




Exons 


47. .125, 246. .294 


, 1040. .1158, 1567. .1703, 2053. .2122 




Seq. No. 


13230 . 


Seq. ID 


OJ991001_03.0107, 


.C3 


Gene No. 


28095 


Strand 






Start 


16035 


End 


20787 




Name 


OJ991001 03.0107. 


C3.o3.tw Method 


TBLASTX: Wheat 




Start 


993 


End 


11506 




GI 


none 


Score 


411 




Exons 


993... 1094, 11020. 


.11193, 11021. .11506, 


11215. . 11502 




Seq. No. 


13230 


Seq. ID 


OJ991001_03.0107, 


.C3 


Gene No. 


28095 


Strand 






Start 


" 16035 


End 


20787 




Name 


OJ991001 03.0107. 


C3.o6.tw Method 


TBLASTX: Wheat 




Start 


9890 


End 


10282 




GI 


none 


Score 


58 




Exons 


9890.. 9937, 9944. 


.10042, 9961.. 10041, 


10009. .10248, 10025. 


Seq. No. 


13230 


Seq. ID 


OJ991001_03.0107, 


.C3 


Gene No. 


28095 


Strand 






Start 


16035 


End 


20787 




Name 


OJ991001 03.0107. 


C3.o4.tm Method 


TBLASTX: Maize 





13802 




b tart 


yoyo 








1 ni on 
1 u 1 0 u 


GI 


none 






Score 


1 y 0 


Exons 


9895. . 


10179, 9932.. 


i ni fin 






Seq. No. 


13230 






Seq. ID 


OJ991001_03.0107 


Gene No. 


28095 






Strand 




btart 


16035 






End 


20787 


Name 


OJ991001 03. 0107. C3 


. ol . tw 


Method 


TBLASTX: Wheat 


pi. - v,f 

btart 


11670 






End 


12133 


bl 


none 






Score 


225 


Exons 


11670. 


.12113, 11671 


1 91 09 


11672. .12133 


Seq. No. 


13230 






Seq. ID 


OJ991001_03.0107 


Gene No. 


28095 






Strand 




btart 


16035 






End 


20787 


Name 


OJ991001 03. 0107. C3 


. ol . tm 


Method 


TBLASTX: Maize 


btart 


11801 






End 


12157 


C T 


none 






Score 


396 


Exons 


11801. 


.12157, 11827 


. . izi4 / , 


11852. . 12157 


Seq. No. 


13230 






Seq. ID 


OJ991001_03.0107 


Gene No. 


28095 






Strand 


- 


otart 


16035 






End 


20787 


Name 


OJ991001 03. 0107. C3 


. o3 . tm 


Method 


TBLASTX : Maize 


Start 


12184 






End 


12568 


GI 


none 






Score 


360 


Exons 


12184. 


.12549, 12185 








Seq. No. 


13230 






Seq. ID 


OJ991001_03.0107 


Gene No. 


28095 






Strand 




btart 


16035 






End 


20787 


Name 


OJ991001 03. 0107. C3 


. OZ . tw 


Method 


TBLASTX: Wheat 


OA , vA- 

bt art 


12242 






End 


12666 




none 






Score 


485 


Exons 


12242. 


.12661, 12247 








Seq. No. 


13230 






Seq. ID 


OJ991001_03.0107 


Gene No. 


28095 






Strand 




bt art 


16035 






End 


20787 


Name 


OJ991001 03. 0107. C3 


. Ol . t s 


Method 


TBLASTX: Soybean 


b t art 


12320 






End 


12691 


C T 
bl 


none 






Score 


272 


T7 1 j*-v « 

HiXons 


12320. 


.12691, 12337 


. . 1Z 4 0 u 






beq. no. 


13230 






Seq. ID 


OJ991001_03.0107 


Gene No. 


28095 






Strand 




Start 


16035 






End 


20787 


Name 


OJ991001 03. 0107. C3 


. o5 . tw 


Method 


TBLASTX: Wheat 


bt art 


13316 






End 


13750 


bi 


none 






Score 


234 


Exons 


13316. 


.13540, 13316 


. . 13540, 


13381. . 13554, 13601. .13750, 




13612. 


.13749 








Seq. No. 


13230 






Seq. ID 


OJ991001_03.0107 


Gene No. 


28095 






Strand 




Start 


16035 






End 


20787 


Name 


OJ991001_03.0107.C3 


.o2. ts 


Method 


TBLASTX : Soybean 



13803 






Start 


13439 




End 


14005 






GI 


5666795 




Score 


68 






Exons 


13439. .13537, 13613 


. .13750, 


13805. .14005 






GI Descrip. 


4206306 2.0e-10 (AF049110) 


prpol [Zea mays] 






Seq. No. 


13230 




Seq. ID 


OJ991001 03.0107 


.C3 




Gene No. 


28095 




Strand 


- 






Start 


16035 




End 


20787 






Name 


OJ991001_03.0107.C3 


o9. tw 


Method 


TBLASTX: Wheat 






Start 


lo / Oj 




bna 


1 a n C R 
1 4 U DO 






GI 


none 




Score 


190 






Exons 


13753. .13929, 13805 


. 14065 










Seq. No. 


13230 




Seq. ID 


OJ991001 03.0107 


.C3 




Gene No. 


28095 




Strand 


- 






otart 


16035 




End 


20787 






Name 


OJ991001_03.0107.C3 


o2.tm 


Method 


TBLASTX: Maize 






btart 


14ZOO 




End 


14581 






GI 


none 




Score 


362 






Exons 


14258. .14581, 14287 


.14568 










Seq. No. 


13230 




Seq. ID 


OJ991001_03.0107 


.C3 




Gene No. 


28095 




Strand 






; ~i 


Start 


16035 




End 


20787 




. * 


Name 


OJ991001_03.0107.C3 


o4 . tw 


Method 


TBLASTX: Wheat 




U £ 


Start 


14395 




End 


14776 




i ; ; | 

i c.* 


GI 


none ' 




Score 


361 






Exons 


14395. .14451, 14396 


.14776, 


14497. .14745 






Seq. No. 


13230 




Seq. ID 


OJ991001_03.0107 


.C3 


i'l'i 


Gene No. 


28095 




Strand 








btart 


16035 




End 


20787 




Is 


Name 


OJ991001_03.0107.C3 


o7 . tw 


Method 


TBLASTX: Wheat 




□ 


Start 


i a n n n 
14 / / / 




End 


15379 




'Hi 


bl 


none 




Score 


265 






Exons 


14777. .15061, 14782 


.15060, 


15253. .15366, 15254. .15379 




Ci 


Seq. No. 


13230 


- 


Seq. ID 


OJ991001_03.0107 


.C3 


Llj 


Gene No. 


28095 




Strand 






: : = : 


o car t 


16035 




End 


20787 






Name 


OJ991001 03. 0107. C3 


o5 . tm 


Method 


TBLASTX: Maize 






otart 


15248 




End 


15394 








none 




Score 


186 






Exons 


15248. .15394, 15253. 


.15369 










beq. no. 


13230 




Seq. ID 


OJ991001_03.0107 


. LJ 




Gene No. 


28095 




Strand 








Start 


16035 




End 


20787 






Name 


OJ991001 03. 0107. C3. 


o2 . np 


Method 


AAT/NAP 






o tarn 


16035 




End 


20232 






GI 


6907089 




Score 


866 






Exons 


16035. .16749, 20188. 


.20232 










GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


13230 




Seq. ID 


OJ991001_03.0107 


.C3 




Gene No. 


28095 




Strand 








Start 


16035 




End 


20787 





13804 



Name 


OJ991001 03. 0-107. C3.o3.np 


Method 


AAT/NAP 




Start 


16823 


End 


20787 




GI 


6815052 


Score 


1583 




Exons 


16823. .16942, 17223 17296, 


17378. .18112, 18161. .18305, 






19085. .19177, 20045. .20144, 


20443. .20573, 207 64 20787 ' 




GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 




Seq. No. 


132.30 


Seq. ID 


OJ991001_03. 0107 


,C3 


Gene No. 


28095 


Strand 






Start 


16035 


End 


20787 




Name 


OJ991001 03.0107.C3.o8.tw 


Method 


TBLASTX: Wheat 




Start 


18212 


End 


18860 




GI 


none 


Score 


90 




Exons 


18212. .18280, 18366. .18656, 


18677. .1882 9, 18681. .188 60 




Seq. No. 


13230 


Seq. ID 


OJ991001_03.0107 


.C3 


Gene No. 


28095 


Strand 






Start 


16035 


End 


20787 




Name 


OJ991001 03.0107.C3.o3.ts 


Method 


TBLASTX : Soybean 




Start 


18468 


End 


18842 




GI 


none 


Score 


107 




Exons 


18468. .18662, 18657.. 18842 








Seq. No. 


13231 


Seq. ID 


OJ991001JD3.0107 


.C4 


Gene No. 


28096 


Strand 


+ 




Start 


14061 


End 


20216 




Name 


OJ991001 03.0107.C4.o4.gs 


Method 


GENSCAN 




Start 


14061 


End 


16487 




GI 


none 


Score 


.82 




Exons 


14061. .16487 








Seq. No. 


13231 


Seq. ID 


OJ991001_03.0107 


. C4 


Gene No. 


28096 


Strand 


+ 




Start 


14061 


End 


20216 




Name 


OJ991001 03.0107.C4.o3.np 


Method 


AAT/NAP 




Start 


14566 


End 


20213 




GI 


6498441 


Score 


6859 ■ 




Exons 


14566. .15630, 15961 .. 16424 , 


164 88. . 1-68 61, 17045. .1717 9, 






17354. .17642, 17835 .. 18269, 


18441. .19838, 19932.. 20213 




GI Descrip. 


(AP000815) EST C7278 6 (E2258 ) corresponds to a region of 


th 




predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl. 


(AF098806) 


[Oryza sativa] 




Seq. No. 


13231 


Seq. ID 


OJ991001_03.0107 


.C4 


Gene No. 


28096 


Strand 


+ 




Start 


14061 


End 


20216 




Name 


OJ991001 03.0107.C4.o5.gs 


Method 


GENSCAN 




Start 


16551 


End 


20216 




GI 


none 


Score 


.95 




Exons 


16551. .20216 








Seq. No. 


13231 


Seq. ID 


OJ991001_03.0107 


.C4 


Gene No. 


28097 


Strand 


+ 




Start 


23371 


End 


23853 




Name 


OJ991001 03.0107.C4.o5.np 


Method 


AAT/NAP 




Start 


23371 


End 


23853 




GI 


5042454 


Score 


277 





13805 



Exons 


23371. .23567, 23800.. 23853 






GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa ] 


Seq. No. 


13231 


Seq. ID 


uj y y iuu i 


Gene No. 


28098 


Strand 




Start 


1 ' 


End 


2502 


Name 


OJ991001 03.0107.C.4.ol.np 


Method 




Start 


1 


End 


o c n o 


GI 


6907089 


Score 




Exons 


1. .1148, 1241. .2502 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa ] 


Seq. No. 


■ 13231 


Seq. ID 


OJ991001 


Gene No. 


28098 


Strand 




Start 


1 


End 




Name 


OJ991001 03.0107.C4.ol.gs 


Method 




Start 


87 


End 




GI 


none 


Score 


. yb 


Exons 


87. .1148, 1241. .2502 






Seq. No. 


13231 


Seq. ID 


uj y y iuui 


belle LNU . 


28099 


Strand 




Start 


3345 


End 


4185 


Name 


OJ991001 03.0107.C4.o2.np 


Method 


AAT/NAP 


Start 


3345 


End 


4185 - 


GI 


5922623 


Score 


367 


Exons 


3345. .3420, 3588. .3735, 4105. 


.4185 




GI Descrip. 


(AP000492) hypothetical protein, [Oryza 


sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



gi | 6016856 | dbj | BAA85199.il (AP000570) hypothetical protein 
[Oryza sativa] 



13231 
28100 
6149 

OJ991001JD3.0107.C4 .o3.gs 
6149 
none 

6149,. 6292, 6362. .6445, 6484. .6682, 7111. .7376, 8835. .9015, 
9251. .9306, 10309. .10382, 10408. .10546 



Seq. ID OJ991001_03.0107.C4 
Strand 

End 10546 

Method GENSCAN 

End 10546 

Score .71 



13231 
28101 
20859 

OJ991001_03.0107.C4 .o6.gs 

20859 

none 

20859. .22508 



Seq. ID OJ991001_03.0107.C4 
Strand 

End 23107 

Method GENSCAN 

End 22508 

Score .96 



Seq. No. 13231 

Gene No. 28101 

Start 20859 

Name OJ991001_03 . 0107 . C4 . o4 . np 

Start 20862 

GI 5803259 

Exons 20862. .22711, 22836.. 23107 

GI Descrip. (AP000399) hypothetical protein [Oryza sativa] 



Seq. ID OJ991001_03.0107.C4 
Strand 

23107 
AAT/NAP 
23107 
2350 



End 

Method 

End 

Score 



13806 



OJ991001 03. 0107. C4 



Seq. No. 13231 Seq. ID 

Gene No. 28102 Strand 

Start 23517 End 

Name 0 J9 9 1 0 0 1_0 3.0107.C4.o6.tw Me t hod 

Start 14715 End 

GI none Score 

Exons . 14715. .14762, 147 69 .. 14867 , 14774 .. 14866, 14 834 15073, 
14850. . 15107 



24040 

TBLASTX: Wheat 

15107 

58 



Q 

m 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

'Exons • 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13231 
28102 
23517 

OJ991001_03.0107.C4 ,o4.tm 

14720 

none 

14720. .15004, 14757. .15005 



13231 
28102 
23517 

OJ991001_03.0107.C4. 

15845 

none 

15845. .15982, 15846, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ991001_03.0107.C4 
24040 

TBLASTX: Maize 

15005 

197 



OJ991001 03. 0107. C4 



o3 . tw 

.16304, 16040.. 16300 



24040 

TBLASTX: Wheat 
16304 
404 



13231 •'" Seq, ID 

28102 Strand 

23517 End 

OJ991001_03. 0107 .C4 .ol.tw Method 

16496 End 

none Score 

16496. .16957, 16497. .16958 



OJ991001_03.0107.C4 
24040 

TBLASTX: Wheat 

16958 

569 



13231 Seq. ID 

28102 Strand 

23517 End 

OJ991001JD3. 0107 .C4 .ol.tm Method 

16626 End 

hone Score 

16626. .16982, 16661 .. 16972, 16677. .16982 



OJ991001_03.0107.C4 
24040 

TBLASTX :Maize 
16982 
392 



13231 
28102 
23517 

OJ991001_03.0107 .C4 .o2.tm 

17009 

none 

17009. .17374, 17010. .17393 

13231 
28102 
23517 

OJ991001_03.0107.C4 .o2.tw 

17066 

none 

17066. .17491, 17067. .17486 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991001_03.0107.C4 
24040 

TBLASTX: Maize 

17393 

361 



OJ991001_03.0107.C4 
24040 

TBLASTX: Wheat 

17491 

487 



13807 




Seq. No., 


13231 




Seq. ID 


OJ991001_03.0107 


.C4 


Gene No. 


28102 




Strand 








9^S1 7 






ft U fi U 




Name 


DTQQ1 nm m mm ca 


ol +- O 

.01.cs 




1 isxirto i a . 00 y Dean 




C ■)- -j y-+- 

OLalL 


1 /14 J 




PnH 


X / D X D 






none . _ 




S core 


97 4 




E 1 y on Q 


1 71 4 S 17 t S1fi 










Dcvji IN (J . 






Seq. ID 


OJ991001_03.0107 


C A 


Gene No. 


28102 




Strand 






Start 


23517 




End 


24040 




LN cunt; 


o.tqqi nni m D7 ca 


• UJ • LW 


Method 


TBLASTX: Wheat 






1 Q1 A 1 _ 
X O X 4 X 




End 


18575 




oX 


none 




Score 


235 




U 1 v on q 

Hi A kjl 1 O 


1 ftl 4 1 1 ft ^Q9 1 ft 1 Sfi 


1 ft 


18206. .18382, 18426 18575, 






1ft49fi *lft^79 1ft4^7 


1 ft S7 4 

■ . X O D / ft 








Cpn KIo 


X O X 




Seq. ID 


OJ991001_03.0107 


C A 


Gene No. 


28102 




Strand 






Start 


23517 




End 


24040 




LN dlUC 


OJ991001 03. 0107. C4, 


.o2. ts 


Method 


TBLASTX : Soybean 




O Lai L 


18264 




End 


18830 




\3 X 


5666795 




Score 


68 




Exons 


18264. .18362, 18438. 


. . 18575, 


18630... 18830 




laX UcSCiip, 


4206306 2.0e-10 (AF049110) 


prpol [Zea 


mays] 




Seq. No. 


13231 




Seq. ID 


OJ991001_03.0107 


.C4 


Gene No. 


28102 




Strand 








23517 




End 


24040 




Name 


OJ991001 03. 0107. C4, 


. 08 . tw 


Method 


TBLASTX: Wheat 






18578 




End 


18890 




riT 

Vjl _L 


none 




Score 


192 




T7 1 von Q 


18578. .18754, 18630, 


. . 18890 








Seq. No. 


13231 




Seq. ID 


OJ991001_03.0107 


.C4 


Gene No. 


28102 




Strand 






o Lai L 


23517 




End 


24040 




Name 


OJ991001 03. 0107. C4. 


. o3 . tm 


Method 


TBLASTX: Maize 




OLal L 


19083 




Enci 


19406 






none 




Score 


361 




T* 1 von q 


19083. .19406, 19112. 


. . 19393 








Seq. No. 


13231 




Seq. ID 


OJ991001_03.0107 


.C4 


Gene No. 


28102 




Strand 






u Lai. L 


23517 




End 


24040 




Name 


OJ991001 03. 0107. C4 . 


. o4 . tw 


Method 


TBLASTX: Wheat 




O LciX T_ 


19220 




End 


19601 




PT 
X 


none 




Score 


371 




P von q 


19220. .19276, 19221. 


, .19601, 


19224. .19562, . 19322. .19570 




Sea No 


13231 




Seq. ID 


OJ991001_03.0107 


C4 


Gene No. 


28102 




Strand 






Start 


23517 




End 


24040 




Name 


OJ991001 03. 0107. C4. 


,o7.tw 


Method 


TBLASTX: Wheat 




Start 


19602 




End 


20204 




GI 


none 




Score 


289 




Exons 


19602. .19940, 19607. 


, .19885, 


2007 8. .20200, 2007 9. .20204 





13808 






Seq. No. 


13231 


Seq. ID 


OJ991001_03.0107 


-C4 




OtSIlt; LN\J • 


9 ft 1 D9 


JLi allU 








O Lax 1_ 


oqri 7 
ijji / 


HI id 


9 A 04 n 






Name 


Pl.TQQI nm n^ 01 07 CA nl rrQ 


fj\ t~\ +- y-\ 


P TT M Q H Zi M 








oui 7 ~~ 


CjIIKJL 


9 4 0 4 0 






ox 


none 


Score 








Exons 


9*3M7 9^747 9^Q97 94040 










Seq. No. 


13232 


Seq. ID 


OJ991001_03.0107 


.C5 




belle 1NU • 


9R i rn 


Of- ranH 
oil a i ILi 










774 


Fnr? 








Name 


o.tqqi nm n^ mn7 rs r>i n«! 




O Ej In O V—riLN 






OLdl L 


774 ~~ 










r T 


none 


Score 








tr v /~\ n c 


774 1166 983^ ^nfiQ 










UCU • LN \J ■ 


13232 


Seq. ID 


OJ991001_03.0107 


.C5 




Gene No. 


28104 


Strand 


+ 






Start 


3228 


End 


3689 






LNgUUG 


OJ991001 03.0107.C5.ol.gp 


Method 


AAT/GAP 








3228 


End 


3689 








LIB34 32-05 9-P1-K1-D8 


Score 


733 




Q 

'S =r 


Exons 


3228. .3689 








i a i 


ol Ucbtlip. 


! 5734616/dbj IAP000391.1 IAP000391 0.0e+00 Oryza sativa genomic 


;* Ps 




DNA, chromosome 6, clone : P0538C01 1 








Seq. No. 


13232 


Seq. ID 


OJ991001JD3.0107 


.C5 




r-\ r\ £\ M /-v 


28105 


Strand 


+ 




\ : 1 


q-i- a 
OLail 


7666 


End 


8720 






Name 


OJ991001 03.0107.C5.o3.gs 


Method 


GENSCAN 




:: : s 

! U 




7666 


End 


8720 






ox 


none 


Score 


.43 




Q ' 


Exons 


7666. .8072, 8114. .8720 










Seq. No. 


13232 


Seq. ID 


OJ991001J)3.0107 


.C5 






28106 


Strand 






! 


uLdl L 


3826 


End 


7568 




a? 
: s 3 s 


Name 


OJ991001 03.0107.C.5.ol.tm 


Method 


TBLASTX: Maize " 




st 


OLdlL 


822 


End 


1076 






ox 


none 


Score 


142 








822. .947, 824. .946, 951. .1076 


, 959. .1072 






Seq. No. 


13232 


Seq. ID 


OJ991001_03.0107 


.C5 




uCUC LNU • 


28106 


Strand 








Qt- a r"t- 
OLdl L 


3826 


End 


7568 






Name 


OJ991001 03.0107.C5.o2.gs 


Method 


GENSCAN 






- OLdi L 


3826 . 


End 


7568 






. ox 


none 


Score 


.72 






Exons 


3826.'. 3968, 7062.. 7169, 7493. 


.7568 








Seq. No. 


13232 


Seq. ID 


OJ991001_03.0107 


.C5 




Gene No. 


28107 


Strand 








Start 


8797 


End 


9141 






Name 


OJ991001 03.0107.C5.ol.tw 


Method 


TBLASTX: Wheat 






Start 


8797 


End 


9141 






GI 


none 


Score 


187 





13809 




Exons 


8797.. 9141, 88 95.. 90 71 








Seq. No. 


13233 


Seq. ID 


OJ991101_07.0118. 


CI 


Gene No. 


28108 


Strand 


+ 




Start 


81 


End 


271 




Name 


OJ991101 07.0118.Cl.ol.gs 


Method 


GENS CAN 




Start 


81 ~ 


End 


271 




GI 


none * 


•Score 


.85 




Exons 


81 . . 271 








Seq. No. 


13233 ' 


Seq. ID 


OJ991101 07.0118. 


CI 


Gene No. 


28109 


Strand 






Start 


1 


End 


784 




Name 


OJ991101 07.0118.Cl.ol.np 


Method 


AAT/NAP 




Start 


1 ~~ 


End 


784 




GI 


2245017 


Score 


59 




Exons 


1. .249, 741. .784 








GI Descrip. 


(Z97341) membrane protein 


homolog [Arabidopsis thaliana] 




Seq. No. 


13234 


Seq. ID 


OJ991101_07.0118. 


C2 


Gene No . 


28110 


Strand 


+ 




Start 


1 


End 


2718 




Name 


OJ991101 07.0118,C2.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2718 




GI 


6006374 


Score 


3853 




R von <=; 


1. .2718 










(AP000559) Similar to Rice 


tungro bacilliform virus; reverse 




transcriptase (D10774) [Oryza sativa] 






Seq. No. 


13234 


Seq. ID 


OJ991101_07.0118. 


C2 


Gene No. 


28110 


Strand 


+ 




Start 


1 


End 


2718 




Name 


OJ991101 07.0118.C2.ol.gs 


Method 


GENSCAN 




Start 


308 


End 


2370 




GI 


none 


Score 


.64 




Exons 


308. .1150, 1793. .2370 








Seq. No. 


13235 


Seq. ID 


OJ99I101_07.0118. 


C3 


Gene No. 


28111 


Strand 


' + 




Start 


66 


End 


2366 




Name 


OJ991101 07.0118.C3.ol.gs 


Method 


GENSCAN 




Start 


66 


End 


2366 




GI 


none 


Score 


.41 




Exons 


66. .398, 765. .1540, 1854.. 


2366 







Seq. No. 13235 Seq. ID OJ991101_07 . 0118 . C3 

Gene No. 28111 Strand + 

Start 66_ End 2366 

Name OJ991101_07 . 0118 . C3 . ol . np Method AAT/NAP 

Start ' 296 End 2363 

GI 6006375 Score 2938 

Exons 296.. 1540, 1825.. 2363 

GI Descrip. (AP000559) Similar to ORF3 protein - rice tungro bacilliform 

virus &RTUORFS_2 (C40785) [Oryza sativa] 



Seq. No. 
Gene No. 



13235 
28112 



Seq. ID OJ991101_07.0118.C3 
Strand + 



13810 



Start 
Name 
Start 
GI 

Exons 



3888 

OJ991101 

398 

none 

398. .682 



07.0118.C3.ol.tw 



End 

Method 

End 

Score 



7751 

TBLASTX: Wheat 

682 

205 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13235 Seq. ID 

28112 Strand 
3888 End 
OJ991101_07 . 0118.C3.o2.gs Method 
3888 End 
none Score 
3888.-4455, 6878. .7233, 7626. .7751 

13236 Seq. ID 

28113 - Strand 
4 91 End 
OJ991101JD7 . 0118 .C4 .ol.gs Method 
4 91 End 
none Score 



491. .642, 2364, 
4580. .4762 



,2468, 3125. .3196, 3857 



OJ991101_07.0118.C3 
+ 

7751 
GENSCAN 
7751 
.67 



OJ991101_07.0118.C4 
+ 

4975 
GENSCAN 
4762 
.82 

. .3979, 4054. .4148, 



□ Seq. No. 

1*1 Gene No. 

rfs Start 

pij Name 

J 8 j!. Start 

U GI 

Ly Exons 

»i| GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991101_07.0118.C4 
+ 

4975 
AAT/NAP 
4975 
87 



13236 
28113 
491 

OJ991101_07.0118.C4 .ol.np 
1251 
6319451 

1251. .1349, 2363. .2468, 2557. 
4096. .4136, 4950. .4975 

67 kDa integral membrane protein; Rftlp 

gi|586407|sp|P38206|RFTl_YEAST NUCLEAR DIVISION RFT1 PROTEIN 
gi I 626185 | pir | | S45754 probable membrane protein YBL020w - yeast 
(Saccharomyces cerevisiae) gi | 536015 | emb | CAA84 839 | (Z35781) ORF 
YBL020w [Saccharomyces cerevisiae] gi 1558440 (U15087) Rftlp 
[Saccharomyces cerevisiae] 



.2687, 3366.. 3523, 3857.. 4012, 



13236 
28114 
3570 

OJ991101_07.0118.C4.o2.ts 

2078 

none 

2078.. 2200, 2079.. 2180, 2080. 
2531. .2611, 2556. .2612 

13236 
28114 
3570 

OJ991101_07 . 0118 .C4 . o3. tm 

3361 

none 

3361. .3525, 3375. .3431, 3384. 
3474. .3542, 3850. .3897, 3856. 

13236 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991101_07.0118.C4 
15261 

TBLASTX : Soybean 

2612 

102 



.2196, 2302. .2484, 2303. .2476, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3530, 3388 
.3897 



OJ991101 07. 0118. C4 



15261 

TBLASTX: Maize 
3897 
203 

3522, 3389..3547, 



Seq. ID OJ991101_07.0118.C4 



13811 





28114 






Start 


3570 






Name 


OJ991101 07 


.0118. 


C4.o2 


Start 


3570 






GI 


2245097 






F 1 . von S 


3570. .3605, 


6500. 


. 6669 




11307. .11567, 13638.. 1 


GI Descrip. 


(Z 97 34 3) hypothetical 


Qprr Kfn 

O ^ ■ • 


13236 






Gene No. 


28114 






Start 


3570 






Name 


OJ991101 07 


0118. 


C4.ol 


Start 


4226 






GI 


none 






F.xon ^ 

X-J *V O' llu 


4226. .4381, 


4226. 


. 4369 




4493. .4597, 


4495. 


.4554 


Sea No 


13236 






Gene No. 


28114 






Start 


3570 






Name 


.OJ991101 07 


0118. 


C4 .o2 


Start 


5900 






GI 


none 






pvonq 

i-J jfv W HO 


5900. .6058, 


5910. 


.6071 




5926. .6072 






O G ^ • INU • 


13236 






Gene No . 


28114 






Start 


3570 






Name 


OJ991101 07 


0118. 


C4.ol 


Start 


5918 






GI 


none 






Exons 


5918. .6097, 


5919. 


.6098 




6311. . 6409, 


6312. 


. 6410 



Strand 
End 

Method 

End 

Score 



15261 
AAT/NAP 
14258 
754 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ991101_07.0118.C4 
Strand 
End 

Method 
End 
Score 



15261 

TBLASTX: Maize 

4597 

220 



,4370, 4228. .4371, 4491. .4562, 



Seq. ID OJ991101_07.0118.C4 
Strand 

End 15261 

Method TBLASTX : Mai ze 

End 6074 

Score 135 

.6015, 5924. .6073, 5925. .6074, 



Seq. ID OJ991101_07.0118.C4 
Strand 

End 15261 
Method TBLASTX : Wheat 
End 6412 
Score 151 
927. .6097, 5928. .6098, 5929. .6099, 
6410, 6312. .6407, 6314. .6412 



Seq. ID OJ991101_07.0118.C4 
Strand 
End 

Method 
End 
Score 



15261 
GENSCAN 
15261 
.82 



■13236 
28114 
3570 

OJ991101_07.0118.C4.o2.gs 
5927 
none 

5927. .6094, 6314. .6436, 6521. .6635, 7477. .7575, 7665. .7717, 
8561. .8717, 8808. .8866, 8981. .9048, 9147. ,9290, 9817, .9880, 
10289. . 10339, 10428 .. 10567 , 10638 .. 10777 , 11044 .. 11129, 
11307. .11452, 11502. . 11646, 12186 .. 12261, 12724 .. 12770, 
13020. .13065, 13655. . 13767, 13988 .. 14140, 14938 14986, 
15128. .15261 



Seq. No. 13236 

Gene No. 28114 

Start 3570 

Name OJ991101_07 . 0118 . C4 . o3 . ts 

Start 6311 

GI none 
Exons 



Seq. ID OJ991101_07 .0118 .C4 
Strand 
End 

Method 
End 
Score 



15261 

TBLASTX : Soybean 

6637 

82 



6311.. 6439, 6312.. 6437, 6521.. 6637, 6522.. 6632 



13812 



Seq. No. 


13236 


Seq. ID 


OJ991101_07.0118.C4 


Gene No. 


28114 


Strand 




Start 


3570 


End 


15261 


Name 


OJ991101 07. 0118. C4 .ol.ts 


Method 


TBLASTX : Soybean 


Start 


7664 


End 


9181 


GI 


none 


Score 


67 


Exons 


7664. .7747, 7671. .7718, 8525 


..8716, 8529.-. 8720, 8598. .8717, 




8807.. 8863, 8985.. 9050, 8987 


..9049, 9142. .9180, 9143. .9181 


Seq. No. 


13236 


Seq. ID 


OJ991101_07.0118.C4 


Gene No. 


28114 


Strand 




Start 


3570 


End 


15261 


Name 


OJ991101 07 . 0118 .C4 .o4 . ts 


Method 


TBLASTX : Soybean 


Start 


13654 


End 


14150 


GI 


none 


Score 


115 


Exons 


13654 .. 137 67, 13655. .13789, 


13868. .13900, 13982 .. 14 14 9, 




13984. .14061, 14 010. .14150 






Seq. No. 


13237 


Seq. ID 


OJ991101_07.0118.C5 


Gene No. 


28115 


Strand 


+ 


Start 


1663 


End 


23386 


Name 


OJ991101 07.0118.C5.ol.gs 


Method 


GENSCAN 


Start 


1663 


End 


12214 


GI 


none 


Score 


.48 


Exons 


1663.. 1798, 1833.. 2129, 4913 


..5113, 5341. .5448, 5980. .8613, 




9053.. 9203, 9309.. 9555, 9730 


..10140, 10232. .10530, 10607. .10865 




10 95 8.. 11140, 112 98.. 11353, 


11454. .115 


35, 11649. . 11696, 




11701.. 11903, 12054.. 12214 






Seq. No. 


13237 


Seq. ID 


OJ991101_07.0118.C5 


Gene No. 


28115 


Strand 


+ 


Start 


1663 


End 


23386 


Name 


OJ991101 07.0118.C5.ol.np 


Method 


AAT/NAP 


Start 


5370 


End 


6425 


GI 


6721543 


Score 


150 


Exons 


5370. .5498, 6309. . 6425 






GI Descrip. 


.(AP001073) hypothetical protein [Oryza 


sativa] 


Seq. No. 


13237 


Seq. ID 


OJ991101_07.0118.C5 


Gene No. 


28115 


Strand 


+ 


Start 


1663 


End 


23386 


Name 


OJ991101 07.0118.C5.o2.np 


Method 


AAT/NAP 


Start 


6438 


End 


11935 


GI 


5441880 


Score 


4767 


Exons 


6438. .7443, 7888. .7919, 8178 


..8493, 9053. .9203, 9309. .9645, 




10232. .10530, 10607. .10865, 


11110. .11207, 114 54 . . 11585, 




11701.. 11935 






GI Descrip. 


(AP000367) EST C28952 (C6294 5) corresponds to a region of the 




predicted gene.; Similar to maize transposon MuDR mudrA protein 




(AC003981) [Oryza sativa] 






Seq. No. 


13237 


Seq. ID 


OJ991101_07.0118.C5 


Gene No. 


28115 


Strand 


+ 


Start 


1663 


End 


23386 


Name 


OJ991101 07.0118.C5.ol.gp 


Method 


AAT/GAP 


Start 


7042 


End 


7473 


GI 


5701669 


Score 


849 



13813 



Exons 7042.. 7473 

GI Descrip. 54 4 1880/dbj | BAA82378 . 1 | 5.0e-75 (AP000367) EST C28952 (C62945) 

corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



Seq. No. 13237 Seq. ID 

Gene No. 28115 Strand 

"Start 1663 End 

Name OJ991101JD7 . 0118 . C5 . o2 . gp Method 

Start 10358 End 

GI LIB3475-007-P1-K1-G8 Score 

Exons 10358. .10530, 10607.. 10857 

GI Descrip. 1 54 4 1880/dbj | BAA82378 . 1 | 5.0e-75 (AP000367) EST C28952 (C62945 ) 

corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] ' 



OJ991101_07.0118.C5 
+ 

23386 
AAT/GAP 
10857 
793 



'SB* 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13237 
28115 
1663 

OJ991101_07 . 0118 . C5 .o3 . np 

11981 

6907099 



Seq. ID 
Strand 
End 

Method 
End 
Score 

11981. .12180, 22066. .22379, 22837 23084 , 23118. .23386 
(AP001129) Similar to Arabidopsis thaliana DNA chromosome 4, 
ESSA I contig fragment No. 6, membrane protein homolog. (Z97341) 
[Oryza sativa] 



OJ991101_07.0118.C5 
+ 

23386 
AAT/NAP 
23386 
477 



Seq. No. 13237 Seq. ID 

Gene No. 28115 Strand 

Start 1663 End 

Name OJ991101_07 . 0118 . C5 . o3 . gp Method 

Start 12039 End 

GI LIB3431-045-P1-N1-A10 Score 

Exons 12039. .12382, 13746.. 13855 

GI Descrip. ' 5441876/dbj | AP000367 . 1 | AP000367 0.0e+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P04 37H03 (contig b) ' 



OJ991101_07.0118.C5 
+ 

23386 
AAT/GAP 
13855 
813 



Seq. No. 


13237 




.Seq. ID 


OJ991101_ 


JD7.0118 


.C5 


Gene No. 


28115 




Strand 


+ 






Start 


1663 




End 


23386 






Name 


OJ991101 07. 0118. C5 


. o2 . gs 


Method 


GEN SCAN 






Start 


12441 




End 


13539 






GI 


none 




Score 


.63 






Exons 


12441. . 12443, 12626 


. . 12784, 


12852. . 12929, 13381 


. .13539 




Seq. No. 


13237 




Seq. ID 


OJ991101_ 


_07.0118 


.C5 


Gene No. 


28115 




Strand 


+ 






Start 


1663 




End 


23386 






Name 


OJ991101 07.0118.-C5 


. o4 . gs 


Method 


GENSCAN 






Start 


15664 




End 


17393 






GI 


none 




Score 


.52 






Exons 


15664. .15782, 15854 


. . 16310, 


17169. .17393 






Seq. No. 


13237 




Seq. ID 


OJ991101_ 


_07.0118 


C5 


Gene No. 


28115 




Strand 


+ 






Start 


1663 




End 


23386 






Name 


OJ991101 07. 0118. C5 


. o4 . gp 


Method 


AAT/GAP 







13814 




Start 


18272 


End 


18493 








GI 


none 


Score 


212 








Exons 


18272. .18363, 18454. .184 93 












Seq. No. 


13237 


Seq. ID 


OJ991101_ 


07. 


0118 


.C5 


Gene No. 


28115 


Strand 


+ 








Start 


1663 


End 


23386 








Name 


OJ991101 07 . 0118 .C5 . o5 . gp 


Method 


AAT/GAP 








Start 


18273 ~ 


End 


18535 








GI 


none 


Score 


280 








Exons 


1827 3. .18363, 18454. .18535 












Seq. No. 


13237 


Seq. ID 


OJ991101_ 


07. 


0118 


.C5 


Gene No. 


28115 


Strand 


+ 








Start 


1663 


End 


23386 








Name 


OJ991101 07 . 0118 .C5 .o5.gs 


Method 


GENSCAN 








Start 


18292 ~ 


End 


19037 








GI 


none 


Score 


.77 








Exons 


18292 . . 18363, 18454 . . 18721, 


18889. .19037 








Seq. No. 


13237 


Seq. ID 


OJ991101_ 


07. 


0118 


.C5 


Gene No. 


28115 


Strand 


+ 








Start 


1663 


End 


23386 








Name 


OJ991101 07.0118.C5.o7.gp 


Method 


AAT/GAP 








Start 


21942 *~ 


End 


22293 








GI 


none 


Score 


666 








P.y on ^ 


21942 22293 












Seq. No. 


13237 


Seq. ID 


OJ991101_ 


07 . 


0118 


. C5 


Gene No . 


28115 


Strand 


+ 








Start 


1663 


End 


23386 








Name 


OJ991101 07.0118.C5.o8.gp 


Method 


AAT/GAP 








Start 


22819 


End 


23252 








GI 


LIB34 77-002-P1-K1-E2 


Score 


768 








-L*J -ti. X i O 


22819. .23252 












GI Descrip. 


'2245017/emb|CAB10437.1 | 1. 


Oe-21 (Z973 


41) membrane 


protein 




homolog [Arabidopsis thaliana] 1 










Seq. No. 


13237 


Seq. ID 


OJ991101_ 


07. 


0118, 


■ C5 


Gene No. 


28116 


Strand 










Start 


14065 


End • 


14645 








Name 


OJ991101 07.0118.C5.o3.gs 


Method 


GENSCAN 








Start 


14065 


End 


14645 








GI 


none 


Score 


.46 








Exons 


14065. .14306, 14573. .14645 












Seq. No. 


13237 ■ 


Seq. ID 


OJ991101_ 


07. 


0118, 


.C5 


Gene No. 


28117 


Strand 










Start 


19192 


End 


19429 








Name 


OJ991101 07.0118.C5.o6.gp 


Method 


AAT/GAP 








Start 


19192 


End 


19429 








GI 


2797092 


Score 


419 








Exons 


19192. .19429 












Seq. No. 


13237 


Seq. ID 


OJ991101_ 


07. 


0118. 


.C5 


Gene No. 


28118 


Strand 










Start 


20614 


End 


20883 









13815 




Name 


OJ991101 07. 0118. C5 


. ol . tm 




Method 


TBLASTX: Maize 




Q 4- n v~ f- 

otdil 


6999 






End 


7595 




C T 


none 






Score 


93 




XT' v /~\ c 


6999.. 7127, 7007.. 7105, 716 


i 


.7460, 7178. .7399, 7524. .7595 


Seq. No. 


13237 






Seq. ID 


OJ991101JD7.0118 


.C5 


Gene No. 


28118 






Strand 






jLoi l 


20614 






End " 


20883 




Name 


OJ991101 07. 0118. C5 


. ol.tw 




Method 


TBLASTX : Wheat 




o u dl L 


7293 






End 


7673 






none 






Score 


208 




Exons 


7293. .7487, 7302. .7499, 7493. 


.7612, 7497. .7673, 7497. .7643 


Seq. No. 


13237 






Seq. ID 


OJ991101_07.0118 


.C5 


Gene No. 


28118 






Strand 






Q+- a v- +- 
jtalt 


20614 






End 


20883 




Name 


OJ991101 07. 0118. C5 


ol . ts 




Method 


TBLASTX : Soybean 




OlalL 


18265 






End 


18642 






none 






Score 


96 




Exons 


18265. .18384, 18448 


.18642, 


18453. . 18623 




C c <^r Ma 

oeq . inu . 


13237 






Seq. ID 


OJ991101_07.0118 


.C5 


i"i Gene No. 


28118 






Strand 






i^l Start 


20614 






End 


20883 




; spi Name 


OJ991101 07. 0118- C5 


ol.tc 




Method 


TBLASTX: Cress 




btart 


18466 






End 


19031 




Mi rT 


none 






Score 


233 




! ss? Exons 


18466. .18720, 18475 


.18720, 


18558. .18 


734, 18861. . 19031, 




i i i 


18917. .19030 












:?: : beq . NO . 


13237 






Seq. ID 


OJ991101_07.0118 


C5 




28118 






Strand 






^ Start 


20614 






End 


20883 




Q Name 


OJ991101 07. 0118. C5 


o3 . tm 




Method 


TBLASTX: Maize 




%i Start 


18585 






End 


19055 






none 






Score 


237 




St Exons 


18585. . 18731, 18586 


. 18720, 


U 


3586. . 18 


744, 18861. .18965, 






18911. .18949, 18930. 


.19055, 


U 


3951.. 19034 





Seq. No. 


13237 




Seq. ID 


OJ991101_07.0118 


.C5 


Gene No. 


28118 




Strand 






Start 


20614 




End 


20883 




Name 


OJ991101 07. 0118. C5 


.o2 .tm 


Method 


TBLASTX: Maize 




Start 


20444 




End 


20773 




GI 


none 




Score 


129 




Exons 


20444. .20692, 20520 


.20690, 


20708. .20773 




Seq. No. 


13237 




Seq. ID 


OJ991101_07.0118 


C5 


Gene No. 


28118 . 




Strand 






Start 


20614 




End 


20883 




Name 


OJ991101 07. 0118. C5 


o2 . tw 


Method 


TBLASTX: Wheat 




Start 


20507 




End 


20692 




GI 


none 




Score 


89 




Exons 


20507. .20692, 20508 


.20690 








Seq. No. 


13237 




Seq. ID 


OJ991101_07.0118 


C5 


Gene No. 


28118 




Strand 







13816 




O Ldl L 


9061 4 




Hii 1L1 


90R 8 "3 

c. U O O «J 




Name 


O.TQQ1 1 01 07 01 1 R PR 


. O O . Cf S 


Mo i - V"> <^ iH 


O Hi IN O V^rVLN 




C ■(- -3 rt- 


90614 ~ 




FnH 

Hi 1 1LJ. 


9 Oft R ^ 




\j ± 


none 






R 9 
. o 






90614 90790 907R1 


90fift ^ 








Seq. No. 


13238 


- ; 


Seq. ID 


OJ991101_07.0118 


,C6 


Gene No. 


■ 28119 




Strand 






O La I. L 


9 




Fnd 


1 ^9^0 




Name 


O.TQQ1 101 07 0118 P6 


• Vj 41. • I- O 


Mot" hnH 
L ie unuu. 








i. y " 






SR 9 




PT 


none 






R R 
o o 




Cj Avji ID 


1 QQ ^4 R 9^S ^^4 


9^6 ^7Q 


4Q0 RR9 


4Q0 SR9 




C prr M n 
OCU • IN \J . 


13238 




Seq. ID 


OJ991101 07 0118 


. C6 


Gene No. 


28119 




Strand 






Start 


235 




End 


13230 




Name 


OJ991101 07. 0118. C6 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


223 




End 


6118 




GI 


none 




Score 


140 




Exons 


223. .354, 227. .379, 


490. . 612, 


490. .618, 


491. .613, 756.. 


839, 



759. .836, 916. .1014, 918. .1013, 1393. .1488, 1574. .1657, 
1586. .1657, 1587. .1658, 1800. .1889, 1811. .1891, 1812. .1889, 
1950. .2060, 1952. .2059, 1967. .2077, 2154. .2240, 2156. .2236, 
2157. .2279, 3144. .3293, 3145. .3294, 3153. .3302, 3166. .3294, 
3886. .3969, 3888. .3977, 4492. .4608, 4506. .4607, 4883. .4969, 
4895. .4969, 5966. . 6118 



Seq. No. 13238 Seq. ID 

Gene No. 28119 Strand 

Start 235 End 

Name OJ991101_07 . 0118 . C6 . o4 . tm Method 

Start 231 End 

GI none Score 
Exons 



OJ991101_07.0118.C6 
13230 

TBLASTX: Maize 

613 

183 



231. 
491. 



,311, 235. .354, 236. 
, 613 



,379, 489. .611, 490. .612, 491. .613, 



Seq. No. , 13238 
Gene No. ' 28119 

Start 235 

Name OJ991101JD7 . 0118 . C6 . o5 . tw 

Start 232 

GI none 
Exons 



Seq. ID OJ991101_07.0118.C6 
Strand • 

End 13230 

Method TBLASTX : Wheat 

End 1465 

Score 155 



232. .351, 232. .354, 234. .356, 236. .379, 489. .620, 489. .608, 
490. .618, 491. .631, 729. .839, 759. .836, 761. .847, 761. .847, 
916. .1014, 918. .1013, 1392. .1463, 1392. .1454, 1393. .1464, 
1393. .1464, 1394 . . 1465 



Seq. No. 13238 Seq. ID 

Gene No. 28119 Strand 

Start 235 End 

Name OJ991101_07 . 0118 . C6 . ol . gs Method 

Start 235 End 

GI none Score 
Exons 



OJ991101_07.0118.C6 

13230 
GENSCAN 
6331 
.85 



235. .350, 489. .615, 762. .836, 1396. .1482, 1815. .1922, 
2437. .2514, 3156. .3293, 4509. .4652, 4898. .4966, 5969. .6331 



13817 



beq. no. 


13238 








Seq. ID 


OJ991101_07.0118.C6 


Gene No . 


28119 








Strand 




btart 


235 








End 


13230 


Name 


OJ991101 07 


.0118 


.C6.ol. 


np 


Method 


AAT/NAP 


Start 


238 








End 


7807 




2664210 








Score 


1613 


Exons 


238.. 350, 489.. 615, 762 


. .836, 


918. .1013, 1396. .1482, 1574. .1657, 




X O LD . . X O O -7 , 


1991 


. .2059, 


2159. 


.2236, 2437. .2514, ' 3153. .3293, 




*3ftftft ^QQS 


4509 


. .4609, 


4888. 


.4966, 5969. .6282, 7730. .7807 


uescrxp. 


(AJ222644) 


asparaginyl- 


tRNA synthetase 


[Arabidopsis thaliana] 


Seq. No. 


1 JO 








Seq. ID 


OJ991101_07.0118.C6 


Gene No . 


9R1 1 Q 

Z. O -L X -7 








Strand 




Start 


9 "3 S 








End 


13230 


Name 


O.TQQ1 1 01 07 


.0118 


,C6.o3. 


tm 


Method 


TBLASTX: Maize 


btart 


14^1 _ 
i*i ji 








End 


4616 


GI 


none 








Score 


46 


Exons 


1 ALI 14 7 9 


1435 


. .1485, 


1435. 


.1488, 1572. .1658, 1573. .1656, 




1574. .1657, 


1811 


. .1891, 


1812. 


.1889, 1952. .2059, 1966. .2070, 




1992. .2057, 


1993 


. .2058, 


2141. 


.2239, 2156. .2236, 2164. .2238, 




oD . . Z 3 X Z , 


2437 


. .2532, 


3141. 


.3293, 3154.. 3294, 3156.. 3302, 




jIDj . . jjU U , 


3170 


. .3301, 


3885. 


.3995, 3886..3996, 3888. .3995, 




*30 QO O Q Q (T 


4506 


. .4616, 


4510. 


.4614 




Seq. No. 


1 J o 








Seq. ID 


OJ991101_07.0118.C6 


Gene No. 


OQ1 1 Q 

z o 1 1 y 








Strand 




Start 


235 








End 


13230 


Name 


OJ991101_07 


.0118 


.C6.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


1 R7 1 
X D / X 








End 


3995 




none 








Score 


40 


Exons 


1 J / 1 . . iDJl/ 


1815 


. . 1889, 


1839. 


.1889, 1952. .2059, 1992. .2060, 




oi u 99^7 


Zl JO 


> . ZZJD, 


jIjU . 


.3293, 3151. .3294, 3888. .3995 


Seq. No. 


1 OZ jg 








Seq. ID 


OJ991101_07.0118.C6 


Gene No. 


28119 








Strand 




art- 


235 








End 


13230 


Name 


O.TQQ1 1 D1 07 


.0118 


C6.ol. 


ts 


Method 


TBLASTX : Soybean 


btart 


R^9-Q * "~ 

JJZ" 








End 


8226 




none 








Score 


65 


Exons 


S ^9 Q ft 


7699 


.7884, 


7727. 


.7864, 78 


73. .8226, 7874. .7981 


Seq. No. 


1 ^9^ft 
1 JZ JO 








Seq. ID 


OJ991101_07.0118.C6 


Gene No. 


28119 








Strand 






235 








End 


13230 


Name 


OJ991101 07 


.0118 


C6.o5. 


tm 


Method 


TBLASTX: Maize 


O +- -i -v"-U 

otart 


6727 








End 


6985 


LjX 


none 








Score 


86 


XT' V f~\ 

iiiXons 


6727. . 6984, 


6839 


.6985 








o e q . ln o . 


13238 








Seq. ID 


OJ991101_07.0118.C6 


Gene No. 


28119 








Strand 




Start 


235 








End 


13230 


Name 


OJ991101 07 


.0118 


C6.o4 . 


tw 


Method 


TBLASTX: Wheat 


Start 


7063 








End 


7425 


GI 


none 








Score 


74 


Exons 


7063. .7425, 


7087, 


.7230 









13818 




Seq. No. 


13238 








Seq. ID 


OJ991101_07.0118 


.C6 


Gene No. 


28119 








Strand 






O LalT U 


0 ^ s 








End 


13230 




Name 




m 1 ft 






Method 


TBLASTX: Maize 






71 Sfi _ 








End 


7626 














Score 


39 




P von q 

Hi A KJ 1 1 O 


71 Sfi 7?4fi 


7255 


7626, 


7256 


.7324, 7367-. .7603, 7402.. 7611 


Ortrt Mo 

0 e q . in u . 


1 "39 "3ft 

I JO 








Seq. ID 


OJ991101_07.0118, 


.C6 


Gene No. 


28119 








Strand 






Start 


235 








End 


X J \J 




Name 


OJ991101 07. 


0118 


,C6.o2. 


gs 


Method 


GENSCAN 




OLdiL 


7612 








End 


13230 




rr 


none 








Score 


.81 




Exons 


7612. .9281, 


9471 


..10130, 10406. . 11453, 


11468. .12434, 






12527. .13230 












Seq. No. 










oeq . ± u 


OJ991101JD7.0118, 


.C6 


Gene No. 


28119 








Strand 






Of- a r +- 


235 








End 


13230 




Name 


OJ991101 07. 


0118 


r£ o7 


LIU 


i v ie Liivju 


TBLASTX: Maize 




Of a y +- 


7669 








FnH 
III 11 CI 


7830 






none ■ 








Score 


81 . 




Exons 


7669. .7830, 


7681 


7 ft 1 ft 
. . / O J. 0 , 


7 £Q1 


7 ft 9ft 






Seq. No. 


1 "3 0 "3 Q 










OJ991101_07.0118, 


.C6 


Gene No. 


28119 








Strand 








235 








End 


13230 




Name 


OJ991101 07. 


0118 


. \j . \j \j . 




lie liidvj. 


TBLASTX: Wheat 




C +- -a -r-)- 


7714 








FnH 


7975 






none 








Score 


95 




Hi AVJIio 


7714. .7953, 


7727 


7 97 S 










Seq. No. 


13238 








O C . ±LJ 


OJ991101_07.0118, 


.C6 


Gene No. 


28119 








Qf rand 






Of- r +- 
O Let L U 


235 








End 


13230 




Name 


OJ991101 07. 


0118 


.C6.0I. 


tm 


Method 


TBLASTX: Maize 






7831 








End 


8793 






none 








Score 


207 






7831. .8793, 


7832 


. .8437, 


8459. 


.8779 






Seq. No. 


13238 








Seq. ID 


OJ991101_07.0118. 


.C6 


Gene No. 


28119 








Strand 






Cfarf 
u Lai L 


235 








End 


13230 






OJ991101 07. 


0118 


.C6.o3. 


tw 


Method 


TBLASTX: Wheat 




0 l. a. i. u 


8411 








End 


8746 




(ZT 


none 








Score 


218 




F von q 


8411. .8746, 


8431 


. .8742 










Qprr Mo 


13238 








Seq. ID 


OJ991101_07.0118. 


,C6 


Gene No. 


28119 








Strand 






Start 


235 








End 


13230 




Name 


OJ991101 07. 


0118 


.C6.06. 


tm 


Method 


TBLASTX: Maize 




Start 


8878 








End 


9063 




GI 


none 








Score 


134 




Exons 


8878. .9063, 


8891 


. .9055 











13819 



Seq. No. 


13238 


Seq. ID 


OJ991101_07.0118 


.C6 


Gene No. 


28119 


Strand 






Start 


235 




1 ^9^0 




IN CU LLC 


O.TQQ1 1 m 07 01 1ft Cft n? tw 


Mot* KnH 


TRT A^TY • Whpa t* 
1 DbnO lA..Wiltrdl_ 




Otdl L 


Q070 ~ 


PnH 

Hil ILX 


Q4 ft 0 




CT 


i i^i it; 


Q OO T"0 

o owx tr 


1DD 




r vnn c 

Hi A Vji 1 O 


Q070 Q4ft0 QOftfi Q^?9 Q90? 


■ Zf *i O U 






opn Mo 


1 ^9^ft 

1J6 JO 


Seq. ID 


OJ991101_07.0118 




Gene No. 


28119 


Strand 






Start' 


235 


End 


13230 






OJQQIIOI 07 011ft C6 ol tw 


Method 


TBLASTX: Wheat 




O U a. J. L 


970^ ~~ 


End 


10053 




o ± 


■pi on o 


Score 


154 




F von c: 
ILi ALJI 1 o 


Q70^ QQ?7 9704 Qftftfi 97^8 


.9905, 9907. .10053, 9927.. 


Z> Zs Z? O , 




QQ4 1 1 00M 






■> 




13238 


Seq. ID 


OJ991101_07.0118 




Cpnp No 


28119 


Strand 






Start 


235 


End 


13230 




Name 


OJ991101 07 .0118.C6.o3.np 


Method 


AAT/NAP 




q+- a r f- 


11097 


End 


13183 




o -L 


1155068 


Score 


62 




LaUI lo 


11097. .11394, 13128.. 13183 










(X94976) cell wall-plasma membrane linker protein [Brassica 




napus ] 








Seq. No. 


13239 


Seq. ID 


OJ991101_07.0118 


.C7 


Gene No. 


28120 


Strand 


+ 




Qf- a -r t- 


250 


End 


832 




Name 


OJ991101 07.0118.C7.ol.gs 


Method 


GENS CAN 




Q-h a -r t- 


250 


End 


832 






none 


Score 


.63 






250. .456, 674..832 








Seq. No. 


13239 


Seq. ID 


OJ991101_07.0118 


.C7 


Gene No. 


28121 


Strand 


+ 




O Lai L 


6177 


End 


6765 




Name 


OJ991101 07.0118.C7.o3.gs 


Method 


GENSCAN 






6177 


End 


6765 




GI 


none 


Score 


.44 




l-J A Ul i O 


6177. .6228, 6500. .6765 










13239 


Seq. ID 


OJ991101_07.0118 


.C7 


Gene No. 


28122 


Strand 


+ 




Start 


8087 


End 


11061 




Name 


OJ991101 07.0118.C7.o4.gs 


Method 


GENSCAN 






8087 


End 


10829 






none 


Score 


.86 




T* 1 von c 


8087.. 8380, 8919. .9026, 9322. 


.9510, 9790. .10017, 10093. 


.10317, 




10467. . 10829 








Seq. No. 


13239 


Seq. ID 


OJ991101_07.0118 


.C7 


Gene No. 


28122 


Strand 


+ 




Start 


8087 


End 


11061 




Name 


OJ991101 07.0118.C7.ol.gp 


Method 


AAT/GAP 




Start 


8947 


End 


9027 





13820 



GI 2431153 Score 141 

Exons 8947.. 9027 

GI Descrip. 416730/sp | Q03248 | BUP_RAT 3.0e-10 BETA-UREIDOPROPIONASE 
(BETA- ALANINE SYNTHASE) (N-CARBAMOYL-BETA-ALANINE 

AMIDOHYDROLASE) >gi_285064_pir S27881 beta-alanine synthase - 

rat >gi_203106 (M97662) beta-alanine synthase [Rattus 
norvegicus] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13239 Seq. ID 

28122 Strand 

8087 End 

OJ991101_07 . 0118 . C7 . o2 . np Method 

9310 End 

6288771 Score 



OJ991101_07.0118.C7 
+ 

11061 
AAT/NAP 
10805 
1029 



9310. .9510, 9790. .10017, 10093 10317, 10467. .10805 
(AF163312) beta-ureidopropionase [Homo sapiens] 



gi I 6635205 |dbj |BAA88 634.1 
[Homo sapiens] 



(AB013885) beta-ureidopropionase 



Seq. No. 13239 Seq. ID 

Gene No. 28122 Strand 

Start 8087 End 

Name . OJ991101_07 . 0118 . C7 . o2 . gp Method 

Start 10530 End 

GI uC-osflcyp029g09bl Score 

Exons 10530. . 11061 

GI Descrip. '722377 9.0e-30 (U23139) highly similar to beta-ureidopropionase 
(SP:BUP_RAT) [Caenorhabditis elegans] 1 



OJ991101_07.0118.C7 
+ 

11061 
AAT/GAP 
11061 
1022 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13239 Seq. ID 

28123 Strand 
2493 End 
OJ991101_07 . 0118 . C7 . ol . np Method 
2123 End 
2130141 Score 
2123. .3610, 3675. .3932, 5143. .5170 

mudrA protein - maize transposon MuDR gi 154 0581 (M7 6978) mudrA 
[Zea mays] gi 1595816 (U14597) mudrA gene product [Zea mays] 



OJ991101_07.0118.C7 

5170 
AAT/NAP 
5170 
833 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13239 
28123 
2493 

OJ991101_07.0118.C7.o2.gs 

2493 

none 



Seq. ID OJ991I01_07.0118.C7 
Strand 

End 5170 

Method GENSCAN 

End 5070 

Score .59 



2493. .2908, 2992. .3601, 3675. .3825, 4078. .4391, 4609. .5070 



Seq. No. 13239 

Gene No. 28124 - 

Start ' 11263 

Name OJ991101_07 . 0118 . C7 . o2 . tm 

Start 2646 

GI none 
Exons 



Seq. ID OJ991101_07.0118.C7 
Strand 

End 13380 

Method TBLASTX : Mai ze 

End 3232 

Score 7 9 



2646. .2921, 2659. .2862, 2935.-2988, 2937. .2987, 2982. .3227, 
2987. .3232, 3052. .3228 



Seq. No. 



13239 



Seq. ID OJ991101_07.0118.C7 



13821 



Gene No. 28124 Strand 

Start 11263 End 

Name OJ991101_07 . 0118 .C7 . o5 . tm Method 

Start 3236 End 

GI none Score 

Exons 3236.. 3619, 3237.. 3545 



13380 

TBLASTX: Maize 

3619 

146 



Seq. No. 13239 
Gene No. 28124 
Start 11263 

Name OJ991101_07 . 0118 .C7 . o4 . tm 

Start 8081 
GI none 
Exons 8081.. 8128, 

8918. .9025, 

9789. .9872 



8144. .8215, 8161. 
9307.. 9510, 9309. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991101 07. 0118. C7 



13380 

TBLASTX: Maize 
9872 
38 

8205, 8916.. 9026, 8918. 
9512, 9784.. 9870, 9787. 



9028, 
9870, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13239 
28124 
11263 

OJ991101_07.0118.C7.o3.ts 

8114 

none 



Seq. ID OJ991101_07.0118.C7 
Strand 

End 13380 

Method TBLASTX : Soybean 

End 9512 

Score 76 



8114.. 8215, 8916.. 9035, 9309.. 9512, 9310.. 9510 



Seq. No. 13239 

Gene No. 28124 

Start 11263 

Name OJ991101J37 . 0118 . C7 . ol . tc 

Start 8123 

GI none 
Exons 



Seq. ID OJ991101_07.0118.C7 
Strand 

End 13380 
Method TBLASTX: Cress 
End 10163 
Score 91 

8123. .8215, 8916. .9035, 9309. .9512, 9310. .9510, 9342. .9512, 
9784. .9978, 9786. .10013, 9789. .10013, 10092 .. 10163, 10093. .10161 



Seq. No. 13239 

Gene No. 28124 

Start 11263 

Name OJ991101JD7 . 0118 . C7 . ol . ts 

Start 9896 

GI none 
Exons 



Seq. ID OJ991101_07.0118.C7 
Strand 

End 13380 

Method TBLASTX Soybean 

End 10760 

Score 138 



9896. .10009, 9897. .10016, 9898.-9978, 9898. .10017, 9902. .10003, 
10092., 10319, 10092. .10316, 10093 .. 10323 , 104 64 .. 107 60, 
10464 .. 10730, 10496. .10759 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13239 
28124 
11263 

OJ991101_07.0118.C7.ol.tm 

9928 

none 



Seq. ID OJ991101_07.0118.C7 
Strand 

End 13380 

Method TBLASTX : Mai ze 

End 10623 

Score 84 



9928..9978, 9930.. 9977, 9993.. 10016, 10080 .. 10322 , 10090 .. 10317 , 
10092. . 10334, 10093. .10323, 104 64 10622 , 104 80 .. 10623, 
10496. .10621 



Seq. No. 
Gene No. 
Start 



13239 
28124 
11263 



Seq. ID OJ991101_07.0118.C7 
Strand 

End 13380 



13822 



Name 

Start 

GI 

Exons 



OJ991101_07 . 0118 . C7 . ol . tw Method 
10270 End 
none Score 

10270. .10323, 10273. .10329, 10284 .. 10334 , 10444 

10464. .10844, 104 65 .. 10851 , 10496. .10843 



TBLASTX: Wheat 
10851 
71 

10830, 



Seq. No. 13239 

Gene No. 28124 

Start 11263 

Name OJ991101_07 . 0118 . C7 . o3 . tc 

Start 10557 

GI none 

Exons 10557. .10649, 10559 .. 10648 , 
10678. .10842 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991101 07. 0118. C7 



13380 
TBLASTX ; 
10842 
169 



Cress 



10653. .10826, 10655. .10837, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



13239 
28124 
11263 

OJ991101_07.0118.C7.o5.gs 

11263 

none 

112 63. .11352, 11547. .11639, 
12199. .12300, 12370. .12426, 
13177. .13380 



Seq. ID 
Strand 
End ' 
Method 
End 
Score 

11805 

12543 



OJ991101 07. 0118. C7 



13380 
GEN SCAN 
13380 
.74 

11945, 12015. 
12671, 12943. 



,12092, 
,13083, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
11805. .11945, 
12543. .12671, 



OJ991101 07. 0118. C7 



13239 
28124 
11263 

OJ991101_07 . 0118 . C7 . o3 . np 
11397 
2944178 

11397. .1144 4, 1154 7. .11639, 11805 .. 11945, 12015. .12092, 
12199. .12300, 12370. .12426, 12543 .. 1267 1, 12783 .. 12854 , 
12943. .13090 

(AF007778) trehalose-6-phosphate phosphatase [Arabidopsis 
thaliana] 



13380 
AAT/NAP 
13090 
734 

12015, 
12783. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13239 
28124 
11263 

OJ991101_07.0118.C7.o2.tc 
11409 



none 
11409. 
12009. 
12594 . 
12940. 



,11447, 11544. 

12095, 12199. 

,12671, 12595. 

13056, 12949. 



Seq. ID OJ991101_07.0118.C7 
Strand 

End 13380 
Method TBLASTX: Cress 
End 13099 
Score 153 
11618, 11802. .11948, 11803 .. 1194 6, 
12288, 12200. .12301, 12367 .. 12426, 
12672, 12766. .12861, 12777 .. 12875, 
13089, 12950.. 13099 



13239 
28124 
11263 

OJ991101_07 .0118 .C7.o3. tw 

11409 

none 



Seq. ID OJ991101_07.0118.C7 



Strand 
End 

Method 

End 

Score 



13380 

TBLASTX: Wheat 

12080 

57 



11409. .11447, 11521. .11652, 11544 .. 11645, 11802 .. 11921 , 
11802. .11945, 11803. .11946, 11900 .. 11947, 12012. .12080 



13823 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13239 
28124 
11263 

OJ991101_07.0118.C7.o3.tm 
11518 



OJ991101 07. 0118. C7 



none 
11518. 
11803. 
12199. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

11628, 11544. .11618, 11802 .. 1194 5, 11802 11945, 
12021, 12009. .12095, 12192 .. 12269, 12197 12301 , 
12300, 12591,. 12641 



13380 

TBLASTX: Maize 

12641 

72 



Seq. No. 13239 Seq. ID 

Gene No. 28124 Strand 

Start 11263 End 

Name OJ991101_07 . 0118 ,C7 . o2 . ts Method 

Start 11806 End 

GI none Score 

Exons 11806. .11946, 11814 .. 1194 8 , 

12199. .12252, 12200. .12250 



OJ991101_07.0118.C7 
13380 

TBLASTX: Soybean 
12252 
127 

12009. .12101, 12013. .12093, 



Seq. No. 13239 Seq. ID 

Gene No. 28124 Strand 

Start 11263 End 

Name OJ991101_07 . 0118 . C7 . o4 . ts Method 

Start 12595 ... End 

GI none Score 

Exons 12595. . 12663, 12603 .. 12671, 12777 .. 12854 , 12781 .. 12843, 
12940. .13080, 12947.. 13078 



OJ991101_07.0118.C7 
13380 

TBLASTX: Soybean 
13080 
70 



Seq. No. 13239 

Gene No. 28124 

Start 11263 

Name OJ991101_07 . 0118 . C7 . o2 . tw 

Start 12633 

GI none 

Exons 12633. .12671, 12766 .. 12855, 
12946. .13080, 12953.. 13081 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991101_07.0118.C7 
13380 

TBLASTX: Wheat 

13081 

59 



12783. . 12854, 12 940 13056, 



Seq. No. 13239 , Seq. ID 

Gene No. 28124 Strand ' 

Start 11263 End 

Name OJ991101_07 . 0118 . C7 06 . tm Method 

Start 12642 End 

GI none Score 
Exons 



OJ991101_07.0118.C7 
13380 

TBLASTX: Maize 

13099 

75 



12642. 
12947. 



,12671, 12765. 
,13099 



.12857, 12781. . 12855, 1294 0. . 13083, 



Seq. No. 13240 Seq. ID 

Gene No. 28125 Strand 

Start 697 End 

Name - OJ991101_07 . 0118 . C8 . ol . gs Method 

Start 697 End 

GI none Score 

Exons . 697 . . 1092 



OJ991101_07.0118.C8 

.+ 

1092 
GENSCAN 
1092 
.98 



Seq. No. 
Gene No. 
Start 



13240 
28126 
13260 



Seq. ID OJ991101_07.0118.C8 
Strand + 
End 15604 



13824 



Name OJ991101_07 . 01 18 . C8 . o2 . np Method AAT/NAP 

Start 13260 End 15604 

GI 399046 Score 164 

Exons 13260. .13341, 14515 .. 14627, 15540.. 15604 

GI Descrip. ADENINE PHOSPHORIBOSYLTRANSFERASE 1 (APRT) gi | 99657 | pir || S20867 
adenine phosphoribosyltransf erase (EC 2.4.2.7) - Arabidopsis 
thaliana gi | 16164 | emb | CAA4 1497 | (X58640) adenine 
phosphoribosyltransf erase [Arabidopsis thaliana] gi 1433050 
(L19637) adenine phosphoribosyltransf erase [Arabidopsis 
thaliana] gi|3935182 (AC004557) F17L21.25 [Arabidopsis thaliana] 



Seq. No. 


13240 








Seq. ID 


OJ991101_07.0118 


.C8 


Gene No . 


28127 








Strand 






Start 


6713 








End 


14611 




Name 


OJ991101 07 


.0118. 


.C8 .ol. 


np 


Method 


AAT/NAP 




Start 


6713 ~~ 








End 


10182 




GI 


6689616 








Score 


197 




F.xon s 

i_l XV 1 i k^J 


6713 6732. 


8521, 


. . 9014, 


10120, 


. .10182 






GI Descrip. 


(AJ012301) 


proline-rich 


. protein [Zea mays] 




Seq. No. 


13240 








Seq. ID 


OJ991101_07.0118 


.C8 


Gene No. 


28127 








Strand 






Start 


6713 








End 


14611 




O Name 


OJ991101 07 


.0118. 


.C8.o3. 


gs 


Method 


GENSCAN 




ill Start 


8593 








End 


14611 






none 








Score 


.63 




Exons 


8593. .9011, 


9274. 


. .9411, 


12022. 


. .12162, 


14545. .14611 




;?»[ Seq. No. 


13240 








Seq. ID 


OJ991101_07.0118 


.C8 


Lf Gene No. 


28127 








Strand 






r\ Start 


6713 








End 


14611 




rji Name 


OJ991101 07 


.0118, 


.C8.ol. 


tm 


Method 


TBLASTX: Maize 




] sf Start 


8726 








End 


9013 






none 








Score 


101 




Ul Exons 


8726. .8866, 


8727. 


. .8864, 


8855. , 


.8956, 8862. .8924, 8867. .8947, 




8980. .9012, 


8981. 


. .9013 











,*| Seq. No. 13240 Seq. ID OJ991 101_07 . 0118 . C8 

"it. Gene No. 28127 ,. Strand 

^ Start 6713 End 14611 

O Name OJ991101_07 . 0118 . C8 . ol . gp Method AAT/GAP 

Start 14142 End 14230 

GI LIB3477-003-P1-K1-E9 Score 138 

Exons 14142. .14230 

GI Descrip. ! 24 9858 6/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 13241 Seq. ID 

Gene No. 28128 Strand 

Start 1356 End 

Name OJ991011_06 . 01 19 . CI . ol . gs Method 

Start 1356 ' End 

GI none Score 

Exons 1356.. 1778, 1785.. 4288, 4385.. 7466 



OJ991011_06.0119.C1 
+ 

7466 
GENSCAN 
7466 
.93 



Seq. No. 



13241 



Seq. ID OJ991011_06.0119.C1 



13825 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28128 Strand + 

1356 End 7466 

OJ991011_06 . 01 19 . CI . ol . np Method AAT/NAP 

1356 End 7430 

5922631 Score 6714 

1356. .1480, 1739. .1983, 2233. .2435, 2481. .3052, 
3373.-4296, 4903.. 7430 

(AP000492) ESTs C26347 (C12145) , AU078074 (C12145) 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi| 6016864 |dbj IBAA85207.1 | (AP000570) ESTs 

C26347 (C12145) , AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



3095. .3246, 
correspond to a 



Seq. No. 


13241 




Seq. ID 


OJ991011_06.0119 


.CI 


Gene No . 


28129 




Strand 






Start 


1159 




End 


1620 




Name 


OJ991011 06. 0119. CI. ol. 


gp 


Method 


AAT/GAP 




Start 


1159 




End 


1620 




GI 


uC-osflcypl77g01al 




Score 


251 




Exons 


1159.. 1314, 1591. .1620 










GI Descrip. 


, 4 884 8 64/gb|AAD3184 6.1|AF133530_l 4 .0e- 


-12 (AF133530) water 




channel protein MipH [Mesembryanthemum 


crystallinum] 1 




Seq. No. 


13241 




Seq. ID 


OJ991011 06.0119 


.CI 


Gene No. 


28130 




Strand 






Start 


7782 




End ' 


14269 




Name 


OJ991011 06. 0119. CI. o7. 


tw 


Method 


TBLASTX: Wheat 




Start 


2657 




End 


3059 




GI 


none 




Score 


293 




Exons 


2657.. 2926, 2658.. 3059 










Seq. No. 


13241 




Seq. ID 


OJ991011_06.0119 


CI 


Gene No. 


28130 




Strand 






Start 


7782 




End 


14269 




Name 


OJ991011 06. 0119. CI. 06. 


tw 


Method 


TBLASTX: Wheat 




Start 


* 3636 




End 


4093 




GI 


none 




Score 


149 




Exons 


3636. .3812, 3857. .4093, 


3861. 


.4091 






Seq. No. 


13241 




Seq. ID 


OJ991011_06.0119 


CI 


Gene No. 


28130 




Strand 






Start 


7782 




End 


14269 




Name 


OJ991011 06. 0119. CI. o7. 


tm 


Method 


TBLASTX: Maize 




Start 


3944 




End 


4091 




GI 


none 




Score 


183 




Exons 


3944.. 4090, 3945.. 4091 










Seq. No. 


13241 




Seq. ID 


OJ991011_06.0119. 


CI 


Gene No. 


28130 




Strand 






Start 


7782 




End 


14269 




Name 


OJ991011 06. 0119. CI. ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


4313 




End 


4769 




GI 


none 




Score 


497 




Exons 


4313. .4768, 4314. .4769 











13826 




Seq. No. 


13241 








Seq. ID 


OJ991011J36.0119 


.CI 


Gene No. 


28130 








Strand 






Start 


7782 








End 


14269 




Name 


OJ991011 06 


.0119. 


Cl.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


4353 








End 


4718 




GI 


none 








Score 


138 




Exons 


4353. .4577, 


4584 . 


.4718 










Seq. No. 


13241 








Seq. ID 


OJ991011_06.0119 


CI 


Gene No. 


28130 








Strand 






Start 


7782 








End 


14269 




Name 


OJ991011 06 


0119. 


Cl.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


4443 








End 


4799 




GI 


none 








Score 


375 




Exons 


4443. .4799, 


4484 . 


.4789 










Seq. No. 


13241 








Seq. ID 


OJ991011_06.0119 


CI 


Gene No. 


28130 








Strand . 






Start 


7782 








End 


14269 




Name 


OJ991011 06 


0119. 


Cl.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


4827 








End 


5210 




GI 


none 








Score 


335 




Exons 


4827. .5210, 


4931. 


.5209 










Seq. No. 


13241 








Seq. ID 


OJ991011_06.0119 


CI 


Gene No. 


28130 








"Strand 






Start 


7782 








End 


14269 




Name 


OJ991011 06 


0119. 


Cl.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


4884 








End 


5303 




GI 


none 








Score 


448 




Exons 


4884. .5303, 


4928. 


.5302 










Seq. No. 


13241 








Seq. ID 


OJ991011_06.0119 


CI 


Gene No. 


28130 








Strand 






Start 


7782 








End 


14269 




Name 


OJ991011 06 


0119. 


Cl.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


4962 








End 


5363. 




GI 


none 








Score 


314 




Exons 


4962. .5363, 


4979. 


.5122, 


5159. 


.5329* 






Seq. No. 


13241 








Seq. ID 


OJ991011_06.0119 


CI 


Gene No. 


28130 








Strand 






Start 


7782 








End 


14269 




Name 


OJ991011 06. 


0119. 


Cl.08. 


tw 


Method 


TBLASTX: Wheat 




Start 


5312 








End 


5598 




GI 


none 








Score 


271 




Exons 


5312. .5389, 


5313. 


.5594, 


5322. 


.5597, 5500.. 5598 




Seq. No. 


13241 








Seq. ID 


OJ991011_06.0119, 


CI 


Gene No. 


28130 








Strand 






Start 


7782 








End 


14269 




Name 


OJ991011 06. 


0119. 


Cl.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


5589 








End 


5977 




GI 


none 








Score 


86 




Exons 


5589. .5693, 


5597. 


.5977, 


5733. 


.5975 






Seq. No. 


13241 








Seq. ID 


OJ991011_06.0119. 


CI 



13827 






Gene No. 


28130 








Strand 






Start 


7782 








End 


14269 




Name 


OJ991011 06 


.0119 


.Cl.o4 . 


tw 


Method 


TBLASTX: Wheat 




Start 


5598 








End 


6020 




GI 


none 








Score 


414 




Exons 


5598 . . 6020, 


5601 


. . 5756, 


5603. 


. 6010 






Seq. No. 


13241 








Seq. ID 


OJ991011_06.0119.C1 




Gene No. 


28130 








Strand 






Start 


7782 








End 


14269 




Name 


OJ991011 06 


.0119 


.Cl.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


5850 








End 


6104 




GI 


none 








Score 


193 




Exons 


5850. . 6104, 


5858 


. .5965 










Seq. No. 


13241 








Seq. ID 


OJ991011_06.0119.C1 




Gene No. 


28130 








Strand 






Start 


7782 








End 


14269 




Name 


OJ991011 06 


.0119 


.Cl.olO 


. tw 


Method 


TBLASTX: Wheat 




Start 


6036 








End 


6335 




GI 


none 








Score 


130 




Exons 


6036. . 6170, 


6195 


. . 6335 










Seq. No. 


13241 








Seq. ID 


OJ991011_06.0119.C1 


jjfj 


Gene No. 


28130 








Strand 






Start 


7782 








End 


14269 




Name 


OJ991011 06 


. 0119 


CI . ol . 


tm 


Method 


TBLASTX: Maize 




Start 


6332 ~~ 








End 


6695 




GI 


none 








Score 


445 


CI. 

M 


Exons 


6332. . 6643, 


6333 


. 6656, 


6353. 


.6676, 6647. .6694, 6648. .6695 


rii 


Seq. No. 


13241 








Seq. ID 


OJ991011_06.0119.C1 




Gene No. 


28130 








Strand 






Start 


7782 








End 


14269 


•if 


Name 


OJ991011 06 


. 0119 


Cl.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


6338 








End 


6725 


r 

: = E 


GI 


none 








Score 


421 




Exons 


6338 . . 6649, 


6339 


. 6725, 


6534 . 


. 6725 






Seq. No. 


13241 








Seq. ID 


OJ991011_06.0119.C1 




Gene No. 


28130 








Strand 






Start 


7782 








End 


14269 




Name 


OJ991011 06 


.0119 


Cl.06. 


tm 


Method 


TBLASTX: Maize 




Start 


6797 








End 


7070 




GI 


none 








Score 


95 




Exons 


6797 . . 6904, 


6798 


. 6896, 


6887 . 


.6961, 6891.. 6974, 6984.. 7070 




Seq. No. 


13241 








Seq. ID 


OJ991011_06.0119.C1 




Gene No. 


28130 








Strand 






Start 


7782 








End 


14269 




Name 


OJ991011 06 


0119. 


CI . o5 . 


tw 


Method 


TBLASTX: Wheat 




Start 


6840 








End 


7454 




GI 


none 








Score 


273 




Exons 


6840. .7118, 


6860. 


.6949, 


7001. 


.7102, 7173. .7331, 7317. .7454 




Seq. No. 


13241 








Seq. ID 


OJ991011_06.0119.C1 




Gene No. 


28130 








Strand 





13828 



Start 


7782 


End 


14269 


Name 


OJ991011 06 0119 CI o4 tm 


Method 


TBLASTX: Maize 




7182 ~~ 


End 


7415 


ri t 

v3 J. 


none 


Score 


148 


u AUl 1 0 


7182.. 7334, 7274.-7333, 7313. 


.7414, 7314. .7415 


O C ^ . INU • 


1324 1 


Seq. ID 


OJ991011_06.0119.C1 




28130 


Strand 




Start 


7782 


End 


14269 


Name 


OJ991011 06.0119.Cl.o2.gs 


Method 


GENSCAN 


Start 


7782 


End 


14269 


GI 


none 


Score 


. 68 


t?vnn ^ 


7782. .8230, 8303. .8407, 8475. 


.8664, 8740. .8927, 9002. .9749 




9836.. 10170, 10591 .. 10759, 12 ( 


377. .12913, 13653. .13760, 




14019 14269 






Q pn Mo 

l_j \U v_j • iivj • 


1324 1 


Seq. ID 


OJ991011_06.0119.C1 


HpriP No 


28130 


Strand 




Start 


7782 


End 


14269 


Name 


OJ991011 06.0119.Cl.o2.np 


Method 


AAT/NAP 


Start 


7785 


End 


10720 


GI 


6691716 


Score 


2389 


F.xons 

U AVI X 


7785. .8230, 8303. .8419, 8565. 


.8664, 8740... 8927, 9002. .9174 




9269. .9378, 9460. .9652, 9850. 


. 10720 






(AP000492) hypothetical protein [Oryza 


sativa] 




gil 6691717 | db j I BAA8 9397.1 | (AP000570) 


hypothetical protein 




[Oryza sativa] 






Seq. No. 


13241 


Seq. ID 


OJ991011_06.0119.C1 


Gene No. 


28130 


Strand 




Start 


7782 


End 


14269 


Name 


OJ991011 06.0119.Cl.o9.tw 


Method 


TBLASTX: Wheat 


Start 


10310 


End 


10600 


GI 


none 


Score 


56 


}?ynn<? 

JLJ ^i. w 11G 


10310. .10600, 10350. .10418 






O C ^ • LNU • 


13241 


Seq. ID 


OJ991011_06.0119.C1 


Gene No . 


28130 


Strand 




Start 


7782 


End 


14269 


Name 


OJ991011 06.0119.Cl.o2.gp 


Method 


AAT/GAP 


Start 


12032 


End 


12179 


GI 


uC-osflcypl77g01al 


Score 


247 


F, von 


12032. .12179 








1 4884 864 /gb|AAD3184 6.1 |AF133530_1 4 . Oe 


-12 (AF133530) water 




channel protein MipH [Mesembryanthemum 


crystallinum] 1 


Sea No 


13242 


Seq. ID 


OJ991011_06.0119.C2 


Gene --No . 


28131 


Strand ' 


+ 


Start 


697 


End . 


15251 


Name 


OJ991011 06.0119.C2.o4.np 


Method 


AAT/NAP 


Start 


697 


End 


10445 


GI 


6721512 


Score 


47 


Exons 


697.. 737, 10233.. 10445 






GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 


Seq. No. 


13242 


Seq. ID 


OJ991011_06.0119.C2 


Gene No. 


28131 


Strand 


+ 



13829 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



697 End 15251 

OJ991011_06.0119.C2 .o2.np Method AAT/NAP 

4941 End 5117 

6907084 Score 97 

4941. .5117 

(AP001129) hypothetical protein [Oryza sativa] 



OJ991011_06.0119.C2 
+ 

15251 
GENSCAN 
7696 
.79 



13242 Seq. ID 

28131 Strand 
697 End 
OJ991011_06.0119.C2.o2.gs Method 
5516 End 
none Score 
5516. .7696 

13242 Seq. ID 

28131 Strand 
697 End 
OJ991011_06.0119.C2.o3.np Method 
5516 End 
6016874 Score 
5516. .5594, 5678. .5815, 
7353. .7709, 8159. .8396 

(AP000570) ESTs C1914 3 (E10020 ) , D2507 6 (R3116) correspond to a 
region of the predicted gene.; Similar to putative AC9 
transposase. (P03010) [Oryza sativa] 



OJ991011_06.0119.C2 
+ 

15251 
AAT/NAP 
8396 
2160 

5880. .6112, 6503. .6662, 7056. .7235, 



13242 Seq. ID 

28131 Strand 
697 End 
OJ991011_06.0119.C2.ol.gp Method 
6205 End 
uC-osflcypll0c07bl Score 
6205. . 6713 

, 4680178/gb|AF111709.1|AF111709 5.0e-81 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences ; and unknown genes 1 



OJ991011_06.0119.C2 

+ 

15251 
AAT/GAP 
6713 
958 



13242 Seq. ID 

28131 Strand 

697 End 

OJ991011_06.0119.C2.o3.gs Method 

9078 End 

none Score 



OJ991011_06.0119.C2- 
+ 

15251 
GENSCAN 
14589 
.43 



9078.. 9086, 9095.. 9211, 9246.. 9303, 10325 .. 10445, 12013 .. 12220, 
13478. .13589, 13847 .. 13923, 13945. .14589 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 
Seq. No. 



13242 Seq. ID 

28131 Strand 

697 End 

OJ991011_06.0119.C2.o5.np Method 

13879 End 

3386534 Score 
1387 9. . 14 953, 15042. . 15251 

(AF078934) mariner transposase [Glycine max] 

13242 Seq. ID OJ991011_06 . 0119 . C2 



OJ991011_06.0119.C2 
+ 

15251 
AAT/NAP 
15251 
944 



13830 




Gene No. 


28132 


Strand 


+ 


Cf 3 rt- 


1 777 9 


End 


20414 


Name 




Method 


GENSCAN 


Q-l- ^ t~+- 
O CaX L 


1 777 9 _ 

1 / / r ^ 


End 


20414 


r* T 

UX 


none 


Score 


.52 


IT 1 v /-\ t-» c 


1777? 17774 1 8077 IfllfiO 


19200. .19278, 20284. .20414 


O C q > LN U . 


1 79 4 9 

X J 1 z. 


Seq. ID 


OJ991011_06.0119.C2- 




28133 


Strand 


+ 


Start 


20603 


End 


22261 


Name 


OJ991011 06.0119.C2.o6.np 


Method 


AAT/NAP 


O Let I. L 


20603 


End 


22261 




3080416 


Score 


121 


Exons 


20603. .20782, 21981 22058 , 


22199. .22261 


vjX UcbLIip. 


(AL022604) UDP-galactose transporter- 


like protein [Arabidopsis 




tnaxiana j 






O C q . LN U . 


1 jZ ft Z 


Seq. ID 


OJ991011_06.0119.C2 


Gene No. 


9 R 1 74 
Z 0 13ft 


Strand 




Start 


o Z / 


End 


4094 


Name 


OJ991011 06.0119.C2.ol.gs 


Method 


GENSCAN 




827 


End 


4094 




none 


Score 


.8 


Exons 


R97 QRO 1177 1771 147Q 
OZ / . . ^jU, 11 / J. . 1J / l, 1 ft / J . . 


1506, 1607. .1696, 2458. .3570, 




3 O 1 O . . ft U :7ft 






oeq. in o . 


1794 9 


Seq. ID 


OJ991011_06.0119.C2 


Gene No. 


0 Q 1 7 /I 
Zo l3f± 


Strand 




Start 


O Z / 


End 


4094 


Name 


Uu y^iuii ud.uiij.lz.oi .np 


Method 


AAT/NAP ■ 


DLdX L. 


ft 7 Q 


End 


3971 


r-T 


£ R £9 9 £7 


Score 


1866 


LjAUI lo 


R7Q Q^O 117Q 178Q 1^M 


1636, 2488. .2743, 2828. .3971 




(AL132980) crooked neck-like 


protein 


[Arabidopsis thaliana] 


Seq. No. 


13242 


Seq. ID 


OJ991011_06.0119.C2 


Gene No. 


28135 


Strand 






15380 


End 


17235 




OJ991011 06.0119.C2.o4 .gs 


Method 


GENSCAN 


u Lai L 


15380 


End 


17235 


\j x 


none 


Score 


.43 


Hi AUUO 


15380. . 15862, 16585 .. 1 678 6, 


17036. .17235 


Con Kin 
O C? q . LN U . 


13242 


Seq. ID 


OJ991011_06.0119.C2 


OCliti LNU . 


28136 


Strand 




O L ClX L- 


21597 


End 


22276 


Name 


OJ991011 06.0119.C2.ol.tm 


Method 


TBLASTX: Maize 


o Ldx L 


846 


End 


3831 


GI 


none 


Score 


99 


Exons 


846. .923, 855. .923, 917. .943 


, 1172. .1 


372, 1238. .1372, 




1249. .1380, 1473. .1583, 1480 


..1599, 1 


488. .1583, 1563. .1697, 




1582. .1698, 1583.. 1699, 1583 


..1699, 2 


443. .2871, 2453. .2830, 




2458. .2871, 2754. .2885, 2779 


..2865, 2 


866. .3069, 2872. .2898, 




2898..2993, 2899. .2994, 2899 


..2994, 2 


900.. 2995, 3340.. 3462, 




3700. .3831 






Seq". No. 


13242 


Seq. ID 


OJ991011_06.0119.C2 



13831 








28136 








Strand 






Start 


21597 








End 


22276 




Name 


OJ991011 06 


.0119. 


C2.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


1583 








End 


3831 




GI 


none 








Score 


80 




Exons 


1583 . . 1699, 


1583. 


. 1693, 


2443. 


.3153, 2453. .2989, 2458. .3150, 






2527 . . 2571, 


2596. 


.2676, 


3035 . 


.3154, 3376. .3462, 3472. .3573, 






3697. .3774, 


3700. 


. 3831, 


3700. 


. 3831 






Seq. No. 


13242 








Seq. ID 


OJ991011 06. 0119. C2 




Gene No. 


28136 








Strand 






Start 


21597 








End 


22276 




Name 


OJ991011 06 


. 0119. 


C2.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


2554 _ 








End 


2913 




GI 


none 








Score 


218 




Exons 


2554 . .2808, 


2555. 


.2785, 


2563. 


.2793, 27 


82. .2913, 2801. .2911 




Seq. No. 


13242 








Seq. ID 


OJ991011_06.0119.C2 




Gene No. 


28136 








Strand 






Start 


21597 








End 


22276 




Name 


OJ991011 06 


. 0119. 


C2.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


3748 ~ 








End 


4035 




GI 


none 








Score 


41 




Exons 


3748 . .3906, 


374 9 . 


. 3790, 


3866. 


.3901, 3907.. 4035, 3912.. 4025 


Sit 
Li S 


Seq. No. 


13242 








Seq. ID 


OJ991011_06.0119.C2 


!■■ s 


Gene No. 


28136 








Strand . 






Start 


21597 








End 


22276 


JesF 


Name 


OJ991011 06 


. 0119 . 


C2 . o2 . 


ts 


Method 


TBLASTX : Soybean 


i- Li 


Start 


3832 _ 








End 


4044 




GI 


none 








Score 


60 


( s? 


Exons 


3832 . . 3906, 


3833. 


.3898, 


3907 . 


.4032, 3909. .4025, 3910. .4044 




Seq. No. 


13242 








Seq. ID 


OJ991011_06.0119.C2 


□ 


Gene No. 


28136 








Strand 






Start 


21597 








End 


22276 




Name 


OJ991011 06 


. 0119. 


C2 . 08 . 


tm 


Method 


TBLASTX :, Maize 


i. B i 

s cr 


Start 


3832 ~ 








End 


4041 




GI 


none 








Score 


64 


is sr 
!- -E 


Exons 


3832 . .3906, 


3833. 


. 3901, 


3909. 


.4025, 3910. .4035, 3910. .4041 




Seq. No. 


13242 








Seq. ID 


OJ991011_06.0119.C2 




Gene No. 


28136 








Strand 






Start 


21597 








End 


22276 




Name 


OJ991011 06 


. 0119. 


C2.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


5864 ~~ 








End 


6310 




GI 


none 








Score 


69 




Exons 


5864 . .5950, 


5936. 


. 6214 , 


5959. 


.6144, 62 


15. . 6277, 6272. . 6310 




Seq. No. 


13242 








Seq. ID 


OJ991011_06.0119.C2 




Gene No. 


28136 








Strand 






Start 


21597 








End 


22276 




Name 


OJ991011 06. 


.0119. 


C2.o7. 


tm 


Method 


TBLASTX : Maize 




Start 


6404 








End 


6718 




GI 


none 








Score 


65 




Exons 


6404 . . 6478, 


6491. 


.6718, 


6499. 


.6717 





13832 



Seq. No. 


13242 






Seq; ID 


OJ991011_06.0119 


.C2 


Gene No. 


28136 






Strand 






Otdl L 


21597 






FnH 


99916 




IN ClllLCi 


OJ991011 06. 0119. C2 


.o9.tm 




L D J_trtO 1 /v . L id j. z> t; 




O L. Cl J- L. 


6923 






FnH 


191 S 






none 






OL.U1 c 


940 




Rvnn q - 

DAUl 13 


6923. . 


7204, 6934.. 7275 








Seq. No. 


13242 






Seq. ID 


OJ991011_06.0119 


.C2 


Gene No. 


28136 






Strand 






Start 


21597 






End 


2227 6 




Name 


OJ991011 06. 0119. C2 


. o5 . tm 


l v JC L11UU 


TRT.A^TX • Ma -i 7P 




Start 


7387 






FnH 






GI 


none 






Q fO 






F! von <^ 


7387. . 


7545, 7397.. 7630 








Seq. No. 


13242 






Seq. ID 


OJ991011_06.0119 


,C2 


Gene No. 


28136 






Strand 






Start 


21597 






End 


22276 




Nlamo 
LNciiuc; 


OJ991011 06. 0119. C2 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


13858 






End 


14192 




GI 


none 






Score 


305 






13858. 


.14181, 13872 


. .14192, 


13885. .14190 




Seq. No. 


13242 






Seq. ID 


OJ991011_06.0119 


.C2 


Gene No. 


28136 






Strand 








21597 






End 


22276 




Name 


OJ991011 06. 0119. C2 


O 1 "h Ta7 


Method 


TBLASTX: Wheat 




C+- a v- 1" 


14663 






End 


14920 




W -L 


none 






Score 


205 




1—1 ^ 1 1 k!3 


14663. 


.14920, 14664 


. .14882 








O C ^ ■ IN \J . 


13242 






Seq. ID 


OJ991011_06.0119 


r 9 


Gene No. 


28136 






Strand 






Start 


21597 






End 


22276 




Name 


OJ991011 06. 0119. C2 


.o4 . ts 


Method 


TBLASTX: Soybean 




Start 


16994 






End 


18441 




GI 


none 






Score 


79 




i_t ^i. llu 


16994. 


.17041, 16995 


. .17045,' 


18026. .18163, 18049. . 18162, 






18285. 


.18440, 18294 


. .18437, 


18310. .18441 






13242 






Seq. ID 


OJ991011_06.0119 


C9 


Gene No. 


28136 






Strand 






Start 


21597 






End 


22276 




Name 


OJ991011 06. 0119. C2 


.o3.tc 


Method 


TBLASTX: Cress 






18049 






End 


18508 




GI 


none 






Score 


130 




F! von <3 


18049. 


.18162, 18074 


. .18163, 


18325. .18501, 18339. .18503, 






18339. 


.18506, 18407 


. .18508 








Seq. No. 


13242 






Seq. ID 


OJ991011_06.0119 


. C2 


Gene No. 


28136 






Strand 






Start 


21597 






End 


22276 




Name 


OJ991011 06. 0119. C2 


. 06 . tm 


Method 


TBLASTX: Maize 




Start 


18342 






End 


20347 




GI 


none 






Score 


198 




Exons 


18342. 


.18500, 18342 


. .18530, 


18343. .18531, 19192 19281, 





13833 






19193 . . 19315, 19197 , 


. . 19280, 


20238. .2034 5, 20238. .20342, 






20240 . . 20347, 20240 , 


. . 20344 








Seq. No. 


13242 




Seq. ID 


OJ991011JD6.0119 


,C2 


Gene No. 


28136 




Strand 






Start 


21597 




End 


22276 




Name 


OJ991011 06. 0119. C2. 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


20347 - 




End 


22061 




GI 


none 




Score 


120 




Exons 


20347 . . 20421, 20348 . 


. .20434, 


20349. .20435, 20593 .. 20784 , 






20597 . . 20785, 21954 , 


. .22061, 


21980. .22051 




Seq. No. 


13242 




Seq. ID 


OJ991011_06.0119 


.C2 


Gene No. 


28136 




Strand 






Start 


21597 




End 


22276 




Name 


OJ991011 06. 0119. C2, 


,o3. ts 


Method 


TBLASTX : Soybean 




Start 


20657 




End 


22276 




GI 


none 




Score 


90 




Exons 


20657 . . 20773, 20658 , 


. .20774, 


20659. .20784, 20660 .. 20785, 






21978. .22061, 22193, 


. .22276, 


22195. .22275 




Seq. No. 


13242 




• Seq. ID 


OJ991011_06.0119 


-C2 


Gene No. 


28136 




Strand 


. — 




□ Start 


21597 




End 


22276 




*. *\ Name 


OJ991011" 06. 0119.C2 . 


,o6. gs 


Method 


GEN SCAN 




r?\ Start 


21597 ~ 




End 


22260 






none 




Score 


.52 




\ll Exons 


'21597. .21768, 22172. 


. .22260 








\-Af Seq. No. 


13243 




Seq. ID 


OJ991011_06.0119 


.C3 


=,1 Gene No . 


28137 




Strand 


+ 




f\i Start 


878 




End 


2156 




Name 


OJ991011 06. 0119. C3. 


. ol . gs 


Method 


GENSCAN 




*!.. Start 


878 




End 


2156 




U GI 


none 




Score 


.54 




' H 'i\ Exons 


878. .934, 1459. .1626, 2031. 


.2156 






, =i Seq. No. 


13243 




Seq. ID 


OJ991011_06.0119 


.C3 


Gene No. 


28138 




■ Strand 


+ 




Start 


3122 




End 


3727 




i:s? Name 


OJ991011 06. 0119. C3. 


.ol.gp 


Method 


AAT/GAP 




Start 


3122 




End 


3727 




GI 


none 




Score 


1177 




Exons 


3122. .3727 










Seq. No. 


13243 




Seq. ID 


OJ991011_06.0119 


.C3 


Gene No. 


28138 




Strand 


+ 




Start 


3122 




End 


3727 




Name 


OJ991011 06. 0119. C3. 


, ol.np 


Method 


AAT/NAP 




Start 


3212 




End 


3471 




GI 


6143881 




Score 


146 




Exons 


3212. .3471 










GI Descrip. 


(AC010927) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


13243 




Seq. ID 


OJ991011_06.0119 


.C3 


Gene No. 


28139 




Strand 






Start 


9669 




End 


14757 





13834 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991011_06 . 0119 . C3 . o3 . gs Method GENSCAN 

9669 End 14757 

none Score . 68 

9669. .9809, 11548 .. 11631 , 11692 .. 117 66, 12421 .. 12500, 

12819. .13022, 14163. .14528, 14568. .14757 



OJ991011J16.0119.C3. 
+ 

14757 
AAT/NAP 
14268 
42 



13243 Seq. ID 

28139 Strand 

9669 End 

OJ991011_06.0119.C3.o3.np Method 

12707 End 

4895224 Score 
12707. .12729, 14089. .14268 

(AC007 660) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 

13243 

28139 Strand + 

9669 End 14757 

OJ991011_06.0119.C3.o4 .np Method AAT/NAP 

14089 End 14540 

6069646 Score 173 

14089. .14540 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907 112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. ID OJ991011_06.0119.C3 



13243 Seq. ID 

28140 Strand 

17026 End 

OJ991011_06.0119.C3.o2.gp Method 

17026 End 

none Score 
17026. .17592 



OJ991011_06.0119.C3 
+ 

17592 
AAT/GAP 
17592 
1082 



Seq. No. 13243 Seq. ID OJ991011_06 . 011 9 . C3 

Gene No. 28141 Strand + 

Start 20795 End 24887 

Name OJ991011_06 . 0119 . C3 . o5 . gs Method GENSCAN 

Start 20795 End 24887 

GI none Score .48 

Exons 20795. .20843, 22094 .. 22411, 228 68 .. 23026, 24405 .. 24610, 
24687. .24887 



Seq. No. 13243 Seq. ID 

Gene No. 28142 Strand 

Start 17347 1 End 

Name OJ991011_06 . 0119 . C3 . o4 . gs Method 

Start 17347 End 

GI none Score 

Exons 17347. . 19233 



OJ991011_06.0119.C3 

19233 
GENSCAN 
19233 
1 



Seq. No. 
Gene No. 
Start 



13243 
28142 
17347 



Seq. ID 

Strand 

End 



OJ991011 06. 0119. C3 



19233 



13835 



# 



Nam© 


OJ991011 06.0119.C3.o5.np 


Method 


AAT/NAP 




Start 


17350 


End 


19233 




GI 


6692098 


Score 


1394 




Rxon s 

1ml \*J 1 1 O 


17350. .19233 








GI Descrip. 


(AC007764) F22C12.10 [Arabidopsis thaliana] 




Seq. No. 


13243 


Seq. ID 


OJ991011_06.0119 


.C3 


Gene No . 


28142 * 


Strand 






Start 


17347 


End 


19233 




Name 


OJ991011 06.0119.C3.o3.gp 


Method 


AAT/GAP 




Start 


17943 


End 


18908 




GI 


42496 1.R1084 


Score 


1868 




i—i *\ \y iiij 


17943. .18908 








(IT DpqpT~in 


'458 6107/embl CAB4094 3.il 6. 


0e-62 (AL049638) putative disea; 




resistance protein [Arabidopsis thaliana] 1 




Seq. No. 


13243 


Seq. ID 


OJ991011JD6.0119 




Gene No. 


28143 


Strand 






Start 


23635 


End 


30337 




Name 


OJ991011 06.0119.C3.o2.tc 


Method 


TBLASTX : Cress 




Start 


3306 


End 


3468 




GI 


none 


Score 


213 




Exons 


3306.. 3458, 3307.. 3468 








Seq. No.. 


13243 


Seq. ID 


OJ991011_06.0119 




Gene No. 


28143 


Strand 






Start 


23635 


End 


30337 




Name 


OJ991011 06.0119.C3.o2.tm 


Method 


TBLASTX: Maize 




Start 


3306 


End 


3477 




GI 


none 


Score 


292 




Exons 


3306. .3473, 3307. .3477, 3370. .3474 






Seq. No. 


13243 


Seq. ID 


OJ991011_06.0119 


. C3 


Gene No. 


28143 


Strand 






Start 


23635 


End 


30337 




Name 


OJ991011 06.0119.C3.o2.ts 


Method 


TBLASTX : Soybean 




Start 


3306 


End 


3459 




GI 


none 


Score 


247 




Exons 


3306.. 3455, 3307.. 3459 








Seq. No. 


13243 


Seq. ID 


OJ991011_06.0119 


.C3 


Gene No. 


28143 


Strand 






Start 


23635 


End 


30337 




Name 


OJ991011 06.0119.C3.o3.tm 


Method 


TBLASTX: Maize 




Start 


14096 


End 


14514 




GI 


none 


Score 


48 




Exons 


14 096. .14128, 14134. .14 514 








Sea No 


13243 


Seq. ID 


.OJ991011_06.0119 


.C3 


Gene No 


28143 


Strand 






Start 


23635 


End 


30337 




Name 


OJ991011 06.0119.C3.ol.ts 


Method 


TBLASTX : Soybean 




Start 


17413 


End 


18540 




GI 


none 


Score 


69 




Exons 


17413. .174 78, 17414 .. 174 67, 


17593. .17 691, 17 600. .17 692, 






17648. .17692, 17665. .17874, 


17 665. .1794 9, 17725. . 17 94 9, 






17726. .17 944, 17731. .17949, 


17731. .1824 3, 17732. .178 63, 





13836 






1 77^7 


1 ft 1 74 

X O X / 1 / 


17738 


1824 4 


1774 4 


17950 17786 


. 17875, 




1 7787 


1 7879 


17800 


. 18324 , 


17806 . . 


18024 17812 


. 17982, 




1 7 ft 1 ^ 




X f O X \J 


1 831 9 


17894 


17874 17875 


. 18399, 




1 7 ft 7 

X / O f D . • 


1 fi^Q4 

X O J ZJ *i , 


1 7887 

X / o o / 


• • X O \J Zf Z? , 


17888 . . 


18082 17888 


. 18100, 




1 7ft Qfi 
x / o y \j • . 


1 7914 


1 79S0 

X ( Zf -J \J 


.18474 


17 959 


18174 17960 


. 18172, 




17963. . 


18469, 


17963 


. .18175! 


17973. . 


18026, 17974. 


.18024' 




18031. . 


18489, 


18034 


. .18243, 


18035. . 


18481, 18038. 


.18250, 




„ 18100 


18489, 


18101 


, . 18478, 


18112 . . 


18324, 18122. 


.18325, 




18124 . . 


18174 , 


18187 


18399, 


18188. . 


18382, 18199. 


. 18237, 




18260 


18388 

X \J *J \J KJ f 


18272 


. . 18475, 


18280. . 


18495, 18280. 


. 18474 , 




18306. . 


18476, 


18307 


. 18477 , 


18337. . 


18540, 18344. 


.18496, 




18400. . 


18531, 


18413 


. 18478 








Cppr NT pi 


13243 








Seq. 


ID OJ991011 


06. 0119. C3 




28143 








Strand 




Cf a v-f- 
O LaL L 


23635 








End 


30337 




Name 


OJ991011 06. 0119. C3 


ol . tc 


Method TBLASTX : Cress 


Cf- a v-f* 


17625 








End 


18540 




(17 


none 








Score 


40 






17625. . 


17678, 


17626 


. 17652, 


17647. . 


17691, 17665. 


.18195, 




17665. . 


17988, 


17688 


. 17906, 


17715. . 


17942, 17720. 


.17941, 




17725. . 


17949, 


17731 


. 17 94 9, 


17732. . 


17959, 17732. 


.17896, 




17737. . 


18243, 


17737 


1 8063 


17741. . 


18106, 17741. 


.17920, 




17744 . . 


18256, 


17747 


. 17971 , 


17753. . 


17800, 17800. 


.18363, 




17812. . 


180.24, 


17813 


.18007^ . 


17813. . 


18328, 17875. 


.18414, 




17876. . 


18415, 


17885 


.18085; 7 


17887. . 


18105, 17888. 


.18106, 




17950. . 


18504, 


17959 


. 18174 , 


17969. . 


18181, 17969. 


.18175, 




17972. . 


18478, 


18037 


1 824 3 


18038. . 


18478, 18038. 


.18220, 




18112. . 


18324, 


18125 


18 307 


18187. . 


18399, 18188. 


.18382, 




18275. . 


18457, 


18280 


. 18474 , 


18337. . 


18540, 18350. 


.18481, 




18400. . 


18531, 


18413 


.18496 










13243 








Seq. 


ID OJ991011 


06. 0119. C3 


Con o KTo 


28143 








Strand 




Of- -a v-f- 


23635 








End 


30337 




Name 


OJ991011 06. 0119. C3 


ol . tm 


Method TBLASTX: Maize 


Start 


17665 








End 


18739 




GI 


none 








Score 


363 






17665. . 


18195, 


17735 


18253 


17737. . 


18243, 17738. 


.18115, 




17738. . 


17971, 


17747 


18046 

• J. \J \J T KJ w 


17797. . 


18339, 17813. 


.18340, 




17872. . 


18414, 


17873 


. 18403, 


17947. . 


18558, 17948. 


.18559, 




18639. . 


18677, 


18701 


. 18739 








O C W • x\ ^ • 


13243 








Seq. 


ID OJ991011 


06. 0119. C3 


Gene No. 


28143 








Strand 




Start 


23635 








End 


30337 




Name 


OJ991011 06. 0119. C3 


o7 . np 


Method AAT/NAP 




Start 


23635 








End 


27185 






3193284 








Score 


264 






23635'. . 


23683, 


26454 


.26891, 


27130. . 


27185 




OX UcoLIi{Ji 


(AF069298) No 


definition line found 


[Arabidopsis 


thaliana] 


Seq. No. 


13243 








Seq. 


ID OJ991011 


06. 0119. C3 


Gene No. 


28143 








Strand 




Start 


23635 








End 


30337 




Name 


OJ991011 06. 0119. C3. 


o6.gs 


Method GENSCAN 




Start 


26183 








End 


30337 





13837 



GI none Score . 67 

Exons 26183. .27253, 27791 .. 27839, 29189 29378 , 29838 .. 29924 , 

29970. .30096, 30284.. 30337 



Seq. No. 13243 Seq. ID 

Gene No. 28143 Strand 

Start 23635 End 

Name OJ991011_06 . 0119 .C3 . o3. tc Method 

Start 26627 End 

GI none Score 

Exons 26627. .26887 



OJ991011_06.0119.C3 
30337 

TBLASTX: Cress 

26887 

210 



Seq. No. 13243 Seq. ID 

Gene No. 28143 Strand 

Start 23635 End 

Name OJ991011_06 . 0119 . C3 . o3 . ts Method 

Start 26627 End 

GI none Score 

Exons 26627. .26887 



OJ991011__06.0119.C3 
30337 

TBLASTX : Soybean 

26887 

215 



Seq. No. 13244 Seq. ID 

Gene No. 28144 Strand 

Start 501 End 

Name OJ991011J36 . 0119 . C4 . ol . gp Method 

Start 501 End 

GI " 21474_1.R1084 Score 

Exons 501.. 644 

GI Descrip. '3894159 2.0e-10 (AC005312) hypothetical protein [Arabidopsis 
thaliana] ' 



OJ991011_06.0119.C4 
+ 

644 

AAT/GAP 

644 

252 



Seq. No. 13244 

Gene No. 28145 

Start 4347 

Name OJ991011_06 . 0119 . C4 . o2 . gp 

Start 4347 

GI 2310235 

Exons 4347. .4566 

GI Descrip. 5852182 /emb | CAB55420 . 1 | 9. 
sativa] 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ991011_ 
+ 

4566 
AAT/GAP 
4566 
315 



06. 0119. C4 



0e-13 (AL117265) zhb0012.1 [Oryza 



Seq. No. 


13244 


Seq. ID 


OJ991011_06.0119.C4 


Gene No. 


28146 


Strand 




Start 


1112 


End 


5660 


Name 


OJ991011 06.0119.C4 .ol.np 


Method 


AAT/NAP 


Start 


1112 


End 


5660 


GI 


4680204 


Score 


1002 


Exons 


1112. .1246, 1605. .1824, 1921. 


.2094, 22 


04.. 3302, 3377.. 4590, 




5556. .5660 






GI Descrip. 


(AF114171) hypothetical prote 


in '[Sorghum bicolor] 



Seq. No. 13244 

Gene No. 28146 

Start 1112 

Name OJ99101 1_06 . 0119 . C4 . ol . gs 

Start 1174 

GI none 
Exons 



Seq. ID OJ991011 06. 0119. C4 



Strand 
End 

Method 

End 

Score 



5660 
GEN SCAN 
5595 
.72 



1174. .1276, 1557. .1629, 1714. .2094, 2204. .3035, 3161. .3302, 



13838 



3377.. 4571, 5189.. 5267, 5397.. 5595 



Seq. No. 13244 

Gene No. 28146 

Start 1112 

Name OJ991011J36 . Oil 9 . C4 . o2 . tw 

Start 1755 

GI none 
Exons 



Seq. ID OJ991011_06.0119.C4 
Strand 

End 5660 

Method TBLASTX : Wheat 

End 2277 . 

Score 70 



1755. .1826, 1926. .2108, 1933. .2058, 2197. .2277 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13244 
28146 
1112 

OJ991011_06.0119.C4 .ol.tw 

3767 
none 



Seq. ID OJ991011_06.0119.C4 
Strand 

End 5660 

Method TBLASTX : Wheat 

End 4170 

Score 37 



3767. .3862, 3767. .3937, 3900. .4067, 3932. .4168, 4019. .4168, 
4030. .4170, 4054. .4170 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13244 
28146 
1112 

OJ991011_06.0119.C4.o3.np ■ 

4044 
- -3845248 
. 4044.-. 4101, 5421.. 5660 

(AE001410) hypothetical protein [Plasmodium falciparum] 



Seq. ID OJ991011_06.0119.C4 
Strand 

End 5660 

Method AAT/NAP 

End 5660 

Score 101 



Seq. ' ID OJ991011_06.0119.C5 
Strand 

End 575 

Method AAT/GAP 

End 575 

Score 958 



13245 
28147 
8 

OJ991011_06.0119.C5.ol.gp 
8 

342_JL. R1084 
8. .575 

! 4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ? 



Seq. No. 13246 

Gene No. 28148 

Start 47 

Name . OJ99101 1_06 . 0119 . C6 . ol . gs 

Start 47 

GI none 

Exons 47. .251 



Seq. ID OJ991011_06.0119.C6 
Strand 

End 251 

Method GENS CAN 

End 251 

Score .58 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13247 
28149 
98 

OJ991011_06.0119.C7 .ol.gs 
98 

none 



Seq. ID OJ991011_06.0119.C7 

Strand + 

End * 3341 

Method GENSCAN 

End 3341 

Score .53 



98. .431, 539. .1056, 1127. .1994, 2042. .2222, 2311. .2425, 
2588. .2688, 2790.. 2862, 2958. .3056, 3189. .3341 



Seq. No. 
Gene No. 



13247 
28150 



Seq. ID OJ991011_06.0119.C7 
Strand + 



13839 




Start 


7605 


End 


7979 


Name 


OJ991011 06. 0119.C7 .o3.gp 


Method 


AAT/GAP 


Start 


7605 ~ 


End 


7979 


GI 


2427326 


Score 


326 


Exons 


7605. .7735, 7857. .7979 






Seq. No. 


13247 


Seq. ID 


OJ991011_06.0119.C7 


Gene No. 


28151 


Strand 




Start 


1071 


End 


8429 . 


Name 


OJ991011 06.0119.C7.ol.tw 


Method 


TBLASTX: Wheat 


Start 


263 ~~ 


End 


666 


GI 


none 


Score 


197 


Exons 


263. .499, 263. .457, 364. .504, 


532. . 666 


, 546. .665 


Seq. No. 


13247 


Seq. ID 


OJ991011_06.0119.C7 


Gene No. 


28151 


Strand 




Start 


1071 


End 


■8429 


Name 


OJ991011 06.0119.C7.ol.np 


Method 


AAT/NAP 


Start 


1071 


End 


7499 


GI 


2130141 


Score 


1741 


Exons 


1071. .1237, 1365. .1511, 5233. 


.6809, 6900. .7499 


GI Descrip. 


mudrA protein - maize transposon MuDR gi 1540581 (M76978) mudrA 




[Zea mays] gi|595816 (U14597) 


mudrA gene product [Zea mays] 


Seq. No. 


13247 


Seq. ID 


OJ991011_06.0119.C7 


Gene jsjo . 


28151 


Strand 




Start 


1071 


End 


8429 


Name 


OJ991011 06 0119 C7 ol qd 


Method 


AAT/GAP 


Start 


3S?4 ~~ 


End 


3658 


GI 


3760640 


Score 


124 


Exons 


3524. .3658 






GI Descrip. 


4176420/dbj IBAA37167 | 2.0e-ll 


(AB008097) cytochrome P450 




[Arabidopsis thaliana] 






Seq. No. 


13247 


Seq. ID 


OJ991011_06.0119.C7 


Gene No. 


28151 


Strand 




Start 


1071 


End 


8429 


Name 


OJ991011 06.0119.C7.o2.gs 


Method 


GENSCAN 


Start 


5118 


End 


7935 


GI 


none 


Score 


.79 


Exons 


5118. .5146, 5792. .5914, 6695. 


.6809, 7008. .7500, 7615. .7660, 




7714. .7935 






Seq. No. . 


13247 


Seq. ID 


OJ991011_06.0119.C7 


Gene No. 


28151 


Strand 




Start 


1071 


End 


8429 


Name 


OJ991011 06.0119.C7 .o3. tm 


Method 


TBLASTX: Maize 


Start 


5244 


End 


5516 


GI 


none 


Score 


98 


Exons 


5244. .5306, 5352. .5516, 5371. 


.5514 




Seq. No. 


13247 


Seq. ID 


OJ991011_06.0119.C7 


Gene No. 


28151 


Strand 




Start 


1071 


End 


8429 


Name 


OJ991011 06.0119.C7.o2.np 


Method 


AAT/NAP 


Start 


5461 


End 


8429 


GI 


4680204 


Score 


91 



13840 




F V Pi n o 


5461. .5483, 7683. .8017, 8406. 


.8429 






V3-L UCoLJ '"i-^ • 


(AF114171) hypothetical protein [Sorghum bicolor] 




o e q . in o . 


13247 


Seq. ID 


OJ991011_06.0119. 


C7 


Gene No. 


28151 


Strand 






Start 


1071 


End 


8429 




Ma mo 


OJ991011 06.0119.C7.ol.tm 


Method 


TBLASTX: Maize 




o Lai U 


5589 


End 


6362 






none 


Score 


185 




Exons 


5589.. 5639, 5658.. 6014, 5710. 


.5976, 5790. .6017, 6050. .6103 




£n£R 60Qfi 61 on 

DUD J . . DUOO/ OU.30. . OJOt / D1UU . 


.6354 






Seq. No. 


13247 


Seq. ID 


OJ991011 06 0119 


C7 


Gene No. 


28151 


St rand 






o Lai t 


1071 


End 


8429 




Name 


OJ991011 06.0119.C7.o2.tm 


UC L11UU 


TRT.A9TY • Mfl n 7P 

1 DlJrt.O I /\ . lid IlC 






6414 


End 


u / o o 






none 


JL-Ui. C 


1 ?Q 




Hi A. 1 1 o 


£414 67RP 641^ fifi^D 








Seq. No. 


13248 


Seq. ID 


fhiQQi mi ofi m i 9 

W U 7 ^ i V 1 1 W U ■ U 1 1 7 t 




Gene No. 


28152 


Oil aiiH 


-}- 






7134 




7 R1 Q 
/ D -L " 




Name 


OJ991011 06.0119.C8.o2.gs 


Mot - Vi 








7134 


Rnr? 

Hi 11 LI 


7 M Q 




P T 


none 


Score 






Exons 


Ti^yi i o a *7 7/i^n Q 
/ 1 J4l . . / Z 4 / , / 4 OU . . / jiy 








Seq. No. 


13249 


Seq. ID 


OJ991011_06.0119. 


C9 


Gene No. 


28153 


Strand 


+ 




O Lai L. 


156 


End 


1019 




l\ a Hit; 


OJ991011 06.0119.C9.ol.gs 


Method 


GEN SCAN 




old! L 


156 


End 


936 






none 


Score 


.63 




Exon s 


156. .291, 490. .936 










13249 


Seq. ID 


OJ991011_06.0119. 


C9 


Gene No. 


28153 


Strand 






Start 


156 


End 


1019 




LN a.1 LLC 


OJ991011 06.0119.C9.ol.np 


Method 


AAT/NAP 




O Lai L 


156 


End 


1019 






4680203 


Score 


482 




T7 1 von q 


156. .1019 








riT npc;rri r"> 

VJI vZ; O l 1 i 


\ r\c ± xh ± t ± ) l in c £ ±1 k.c protein 


[Sorghum bicolor] 




Seq. No. 


13249 


Seq. ID 


OJ991011_06.0119. 


C9 


Gene No. 


28153 


Strand 


+ 




q+- a r -|- 

o Lai L 


156 


End 


1019 




Ma mo 


OJ991011 06.0119,C9.ol.tw 


Method 


TBLASTX: Wheat 




OLdi L 


510 


End 


.1013 




GI 


none 


Score 


221 




Exons 


510. .908, 749. .910, 956.-994, 


957. .1013 




Seq. No. 


13249 


Seq. ID 


OJ991011_06.0119. 


C9 


Gene No. 


28153 


Strand 


+ 




Start 


156 


End 


1019 




Name 


OJ991011 06.0119.C9.ol.ts 


Method 


TBLASTX: Soybean 





13841 



Start 633 End 927 

GI none Score 257 

Exons 633.. 908, 635.. 901, 666.. 926, 688.. 927 



Can Mr> 


x o £~ o yj 






Oper T n 

o . x lj 


O.TQQ1 01 1 Ofi 01 1 Q 


pi 1 


oclltr LNU • 


9R1 Sd 






OCX a l L<Ji 


_L. 














9 S9fi 

J z o 




Mama 

V* CI lilt: 


WL/^^XVXX WU.vXX^.V^XX 


ni 

. \J X 


no 

. np 


l it: L. 1 IKJ\JL 


AAT /NAP 




u Lai L 














GI 


4680179 






Score 


3259 




Exons 


1. .2525 












PiT Dpcjrri n 


f AF1 1 1 709} nnl vnrnfp 


1 n 


[ Or y z a 


■D O. I — L V CI 


O UJJO U • X 1 1 VJ. X ^ CI J 




O " ^-J » L v \J ■ 


1 19 SO 






JClj . X u 


O.TQQ1 011 06 01 1 Q 

WU.7-7XUXX U U • U X X .7 


pi 1 


flo n & Mo 

IN ^ . 


28154 






O U X Cll LKJ. 


-}- 




Start 


1 






End 


2528 




Name 


'O.T9Q1011 06 01 1 Q PI 1 


. ol 




Mot- hnH 






Start 


272 






End 


506 




GI 


none 






Score 


296 




Exons 


979 ROS 97^ S06 












oeq. in u . 


i -aocn 






OCL] . X U 


HTQQ1011 06 m 1 Q 


.Lli 


bene lnu ■ 


9R1 Sd 






ocx ana. 






Of- a 


1 
X 












Name 


ATQQi m i n£ miQ n i 


. 04 


. LW 


LYie unoa 


i dxjAo i a : wnea l 




Start 


272 






End 


521 




GI 


none 






Score 


322 




CjXOIIo 


979 SOR 97 ^ R9 1 












Q £i M/^i 
OcC|. IN vj . 


1 ^9 SO 






oeq . x u 


nTQQinii miQ 


PI 1 


UCllc LNU . 


9ft1 

Z O X O 4 






o ir ana. 






O Lai L 


1 
X 






Hi! 1H 


*J ^1 O 






O.TQQ1 01 1 06 01 1 Q Pi 1 




• LIU 




± 0 Xjrio 1A . LYia x z e 




Q 4- -> v+- 

otail. 


97^ ~ 






Jjiia 


JO / 




GI 


none 






Score 


318 




Exons 


273. .587, 374. .586 












Seq. No. 


13250 






Seq. ID 


OJ991011_06.0119 


Cll 


Gene No. 


28154 






Strand 


+ 




Start 


1 






End 


2528 




Name 


OJ991011 06.0119.C11 


.Ol 


.gs 


Method 


GENSCAN 




Start 


291 






End 


2528 




GI 


none 






Score 


1 




Exons 


291. .2528 













Seq. No. 13250 Seq. ID 

Gene No. 28154 Strand 

Start 1 End 

Name OJ991011_06 . 0119 . Cll . o3 . tw Method 

Start 522 End 

GI none Score 

Exons 522.. 944, 554.. 943 



OJ991011_06. 0119. Cll 
+ 

2528 

TBLASTX: Wheat 

944 

598 



Seq. No. 13250 Seq. ID 

Gene No. 28154 Strand 

Start 1 End 

Name OJ991011 06 . 0119 . Cll . o3 . ts Method 



OJ991011_06. 0119. Cll 
+ 

2528 

TBLASTX : Soybean 



13842 



Start 528 End 

GI none Score 

Exons 528.. 773, 545.. 673 

Seq. No. 13250 • Seq. ID 

Gene No. 28154 Strand 

Start . 1 End 

Name OJ991011_06 . 0119 . Cll . o2 . tm Method 

Start 593 End 

GI none Score 

Exons 593. .943, 594. .947, 594. .956 

Seq. No. 13250 Seq. ID- 
Gene No. 28154 Strand 
Start 1 End 
Name OJ991011_06 . 0119 . Cll . o2 . tw Method 
Start 947 End 
GI none Score 
Exons 947.. 1513, 978.. 1514 

Seq. No. 13250 Seq. ID 

Gene No. 28154 Strand 

Start 1 End 

Name OJ991011_06 . 0119 . Cll . ol . tc Method 

Start - 1221 End 

GI none Score 

Exons 1221.. 1394, 1395.. 1538, 1397.. 1537 

Seq. No. 13250 Seq. ID 

Gene No. 28154 Strand 

Start 1 End 

Name OJ991011_06 . 0119 . Cll . o2 . ts Method 

Start 1302 End 

GI none Score 

Exons 1302.. 1562, 1307.. 1561, 1426.. 1563 

Seq. No. 13250 Seq. ID 

Gene No. 28154 Strand 

Start 1 . End 

Name OJ991011JD6 . 0119 . Cll . o3 . tm Method 

Start 1361 End 

GI none Score 

Exons 1361.. 1648, 1362.. 1652 



773 
207 



OJ991011_06. 0119. Cll 
+ 

2528 

'TBLASTX: Maize 
956 
482 



OJ991011_06. 0119. Cll 
+ 

2528 

TBLASTX: Wheat 

1514 

652 



OJ991011_06. 0119. Cll 
+ 

2528 

TBLASTX : Cress 
1538 

90 . 



OJ991011_06. 0119. Cll 
+ 

2528 ' 

TBLASTX : Soybean 

1563 

296 



OJ991011_06. 0119. Cll 
+ 

2528 

TBLASTX: Maize 

1652 

373 



Seq. No. 13250 Seq. ID 

Gene No. 28154 Strand 

Start 1 End 

Name OJ991011_06 . 0119 . Cll . ol . tw Method . 

Start 1521 End 

GI none Score 

Exons 1521.. 2147, 1577.. 2035, 1893.. 2144 

Seq. No. ' 13250 Seq. ID 

Gene No. 28154 Strand 

Start 1 End 

Name OJ991011_06 . 0119 . Cll . ol . tm Method 

Start 1701 End 



OJ991011_06. 0119. Cll 
+ 

2528 

TBLASTX: Wheat 

2147 

704 



OJ991011_06. 0119. Cll 
+ 

2528 

TBLASTX: Maize 
2300 



13843 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 231 

1701. .1862, 1707. .1823, 1709. .1855, 1860. .2300, 1862. .2284 



13250 
28154 
1 

OJ991011_06.0119;Cll.o5.tw 

2147 

none 

2147. .2416, 2148. .2480, 2151. 



Seq. ID.OJ991011_06.0119.C11 

Strand + 

End 2528 

Method TBLASTX : Wheat 

End 2480 

Score 316 
.2438 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

^xons 



13251 
28155 
1 

OJ991011_06.0119.C12.ol.gp 
1 

342JL.R1084 
1..1454 

1 4574406/gb|AAD24042.1 | 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. ID OJ991011_06.0119.C12 

Strand '+ 

End 1454 

Method AAT/GAP 

End 1454 

Score 2640 



13251 
28156 
3527 

OJ991011_06.0119.C12.o3.gp 
3527 

uC-osflcyp033a04bl 
3527. .3908 - 



Seq. ID OJ991011_06.0119.C12 

Strand + 

End 3908 

Method AAT/GAP 

End- 3908 

Score 663 



GI Descrip. 


1 601684 5/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza 


sativa genomic 




DNA, chromosome 1, clone : P07 11E10 1 






Seq. No. 


13251 


Seq. ID 


OJ991011 


_06.0119.C12 


Gene No. 


28157 


Strand 






Start 


23 


End 


4147 




Name 


OJ991011 06.0119.C12.ol.tw 


Method 


TBLASTX: 


Wheat 


Start 


1 


End 


945 




GI 


none 


Score 


43 




Exons 


1..36, 3..32> 27. .944, 42.. 


359, 43..94S 




Seq. No. 


13251 


Seq. ID 


OJ991011 


_06.0119.C12 


Gene No. 


28157 


Strand 






Start 


23 


End 


4147 




Name 


OJ991011 06.0119.C12.ol.gs 


Method 


GENSCAN 




Start 


23 


End 


2608 




GI 


none 


Score 


.62 




Exons 


23. .1441, 2003. .2084, 2129. 


.2608 






Seq. No. 


13251 


Seq. ID 


OJ991011 


_06.0119.C12 


Gene No. 


28157 


Strand 






Start 


23 


End 


4147 




Name 


OJ991011 06.0119.C12.ol.np 


Method 


AAT/NAP 




Start 


112 


End 


1456 




GI 


6742729 


Score 


2121 




Exons 


112. .1456 








GI Descrip. 


(AF121139) RIM2 protein [Oryza sativa] 






Seq. No. 


13251 


Seq. ID 


OJ991011 


_06.0119.C12 



13844 




Gene No. 


28157 


Strand 




otart 


9 "3 


End 


4147 


Name 


otqqi m 1 n£ m 1 q pi 9 fp 

UJ;7-?1U11 UD.UllJ.Ll^.Ol. Lt 


Method 


TBLASTX: Cress 


otart 


ZU 


End 


661 


bl 


none 


Score 


189 


Exons 


90Q 460 910 647 910 fiR? 


214. .657, 220. .657, 479. .661 


Seq. No. 


13251 


Seq. ID 


OJ991011_06.0119.C12 


Gene No. 


28157 


Strand 


- 


otart 


9 "3 

- „ 


End 


4147 


Name 


atqqi ni 1 fi£ 011Q PI 9 ^1 fm 


Method 


TRT.A9TX * Ma i 7P 


Start 


CQQ 
JOO 


End 


902 


bl 


none 


Score 


68 


TP v /"\ r^i o 

_xons 


RP.fi fllfi Rftft Q09 616 RQ1 






beq. no. 


13251 


Seq. ID 


OJ991011_06.0119.C12 


Gene No. 


28157 


Strand 


- 


Start 


23 


End 


4147 


Name 


OJ991011 06.0119.C12.o2.tw 


Method 


TBLASTX: Wheat 


btart 


946 


End 


1356 


bl 


none 


Score 


81 


Exons 


946. .1032, 948. .1037, 948. .1031, 1064. 


.1276, 1065. .1283, 




1105... 1287, 1293.. 1355, 1306. 


.1356 




beq. no. 


13251 


Seq. ID 


OJ991011_06.0119.C12 


Gene No. 


28157 


Strand 




Start 


23 


End 


4147 


Name 


OJ991011 06.0119.C12.o2.np 


Method 


AAT/NAP 


Start 


1457 


End 


4147 


GI 


5852180 


Score 


705 


Exons 


1457. .1488, 2188. .2601, 2653. 


.2770, 3757. .3812, 4109. .4147 


GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 




Seq. No. 


13252 


Seq. ID 


OJ991011_06.0119.C13 


Gene No. 


28158 


Strand 


+ 


o tarn. 


635 


End 


1565 


Name 


OJ991011 06.0119.C13.ol.gs 


Method 


GENSCAN 


otarc 


■635 


End 


1565 <:• • . 


p t 

bl 


none 


Score 


. 6 




635. -.723, 1499. .1565 






o e q . in o . 


13252 


Seq. ID 


OJ991011_06.0119.C13 




28158 


Strand 


+ 


Start 


635 


End 


1565 


Name 


OJ991011 06.0119.C13.o2.gp 


Method 


AAT/GAP 


o car t. 


674 


End 


1059 


bl 


uC-osflcyp033a04bl 


Score 


649 


Exons 


674. .1059 






GI Descrip. 


' 6016845/dbj | AP000570 . 1 | AP000570 3. Oe- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P07 11E10 1 




Seq. No. 


13252 


Seq. ID 


OJ991011_06.0119.C13 


Gene No. 


28159 


Strand 


+ 


Start 


4041 


End 


7718 


Name 


OJ991011 06.0119.C13.o3.gs 


Method 


GENSCAN 


Start 


4041 


End 


6356 


GI 


none 


Score 


.76 



13845 



Exons 


AC\A'\ A HI A 
HUH 1 . . ft U / ft , 


beq. no. 


lOZDz 


Gene No. 


28159 


Start 


4041 


Name 




otart 


CI CO — 
jl JO 


P T 
bl 


9 7 7 9 Q LA 
Z / / Z .j ft 


Exons 


CI CO COI ^ 


bi uescrip. 


[f\£ UjUjj / J ' 


beq . no . 




Gene No. 


28160 


Start 


607 


Name 


O.TQQ1 011 Ofi 

\JU Z> Z> X\J X X \J \J 


Oldi l 


607 ~ 


P T 


A 6ft HI Pi £ 

f± D 0 U 1 O O 


Exons 


607 P.07 9 

DU / . • O U / , Z 


bi uescrip. 


\ t\L 111 f ) 


beq . no . 


i ooco 


P. Q T\ o M ^ 

bene lno . 


9R 1 60 


Start 


607 


Name 


OJ991011 06 


Q+- -a y-+- 




P T 


"3/19 1 Dl fiQyl 
Z 1 . KlUo 4 


Exons 


yo 0 . . lUz 1 , 


GI Descrip. 


4 0 / 4 4 U O/ go 




sativa] 1 


Seq. No. 


13252 


Gene No. 


28160 


OLdlL 


607 


Name 




b tar u 


1 7 9 Q 

1 / z o 


P T 
bl 


none 


Exons ' 


179Q 

1 / zo . . ozU j 


beq . no . 


1 ooco 

1 oz oz 


Gene No. 


28160 


Start 


607 


Name 


Pj TQQ1 01 1 06 


Of a y-f- 


1 7 6 R ~~ 
1 / DO 


PT 
bl 


4 oouzUo 


Exons 


ncc *59m 

l/DD. . jZUj 


GI Descrip. 


/ 7\ 171 1 /I 1 7 1 \ ' 
1 1 4 1 / 1 } 


beq . no . 


1 *3 9 C 9 

lozoz 


P.priP Mrj 


28160 


Start 


607 


Name 


OJ991011 06 


Start 


3064 


GI 


2310235 


Exons 


3064. .3203, 


GI Descrip. 


5852182/emb 



4041. .4074, 5240. .5305, 5954. .6010, 6220. .6356 



Seq. ID OJ991011_06.0119.C13 

Strand + 

End 7718 

Method AAT/NAP 

End 7718 

Score 247 



Seq. ID OJ991011_06.0119.C13 
Strand 

End 3651 

Method AAT/NAP 

End 2555 

Score 293 



Seq. ID OJ991011_06.0119.C13 
Strand 

End 3651 

Method AAT/GAP 

End 3199 

Score 2304 



Seq. ID OJ991011_06.0119.C13 
Strand 

End 3651 

Method GENSCAN 

End 3203 

Score .96 



Seq. ID OJ991011_06.0119.C13 
'Strand 

End 3651 

Method AAT/NAP 

End 3203 

Score 1780 



Seq. ID OJ991011_06.0119.C13 
Strand 

End 3651 

Method AAT/GAP 

End 3651 

Score 299 



sativa] 



13846 






Seq. No. 


13252 








Seq. ID 


OJ991011_06.0119.C13 




Gene No. 


28161 








Strand 






Start 


6675 








End 


7636 






OJ991011 06 


. 0119 , 


,C13 .o2 


. ts 


Mpt hod 


TBLASTX * Sovbean 




^t a rt 


1764 ~ 








End 


1949 




vJJ X 


none 








Score 


182 






1764 1949 














Seq. No. 


13252 








Seq. ID 


OJ991011_06.0119.C13 




Gene No. 


28161 








Strand 






Start 


6675 








End 


7636 




Name 


OJ991011 06 


. 0119 . 


,C13.ol. 


. tm 


Met hod 


TBLASTX • Maize 




Start 


1779 ~ 








End 


2237 




\J X 


none 








Score 


103 




pvnn o 

1_J Vw^ 1 1 o 


1779 1973. 


1983, 


, .2237, 


1983 . 


. 2225 






O C \-J . liU • 


13252 








Seq. ID 


OJ991011_06.0119.C13 




Gene No. 


28161 








Strand 






Start 


6675 








End 


7636 




Name 


OJ991011 06 


. 0119. 


,C13 .ol , 


. tw 


Method 


TBLASTX: Wheat 




Start 


1813 _ 








End 


2282 




OX 


none 








Score 


167 






1813 2019 

X U X • • KJ -L y f 


1818 . 


, .2042, 


2022 . 


.2120, 2023. .2115, 2124. .2228, 






2128 2217 


2229 . 


2282, 


2230 . 


.2274 




cn 


Seq. No. 


13252 








Seq. ID 


OJ991011_06.0119.C13 


i ! Li 


Gene No. 


28161 








Strand 






Start 


6675 








End 


7636 


! - : 




O.TQQ1 011 Ofi 

W U .> X W X X u u 


. 0119 , 


, C13 .ol, 


. tc 


Method 


TBLASTX: Cress 




Start 


2070 _ 








End 


2418 




GI 


none 








Score 


91 


Hi 


Fynn ^ 


2070 2411 


2089. 


2226, 


2266 . 


.2418 






Seq. No. 


13252 








Seq. ID 


OJ991011_06.0119.C13 




Gene No. 


28161 








Strand 






Start 


6675 








End 


7636 


Lj s 


Name 


OJ991011 06 


. 0119 . 


, C13 . ol , 


. ts 


Method 


TBLASTX : Soybean 


; " : 

'i sf 


Start 


2151 ~ 








End 


2580 




GI 


none 








Score 


121 




Exons 


2151 .2444, 


2169. 


, . 2393, 


2497 . 


.2580, 2505.. 2579 




Seq. No. 


13252 








Seq. ID 


OJ991011_06.0119.C13 




Gene No. 


28161 








Strand 






Start 


6675 








End 


7636 




Name 


OJ991011 06 


. 0119 . 


. C13 . o2 . 


. tw 


Method 


TBLASTX: Wheat 




Start 


24 96 ~ 








End 


2852 




GI 


none 








Score 


158 




1_J 4v \-S 1 1 o 


2496 2753 


2501 . 


. .2752, 


2511 . 


.2762, 25 


12. .2754, 2745. .2852 




Qpn No 


13252 








Seq. ID 


OJ991011_06.0119.C13 




Gene No . 


28161 








Strand 






Start 


6675 








End 


7636 




Name 


OJ991011 06 


.0119. 


C13.o2. 


, tm 


Method 


TBLASTX: Maize 




Start 


5179 








End 


6800 




GI 


none 








Score 


138 




Exons 


5179. .5307, 


5184. 


.5315, 


5967. 


.6041, 5970. .6041, 6088. .6126, 






6091. .6126, 


6221. 


.6328, 


6222. 


.6341, 6734. .6793, 6735. .6800 



-13847 



Seq. No. 


13252 






Seq. ID 


OJ991011_06. 


0119. 


C13 


UCllC Lt\J • 


tOlUl 






O Ll CI 1 L\JL 










DO / J 






FnH 

Hii 1U 


7 6?6 






Name 


HTQQ1 01 1 06 0119 
UujjIUII UD. Ull" 


.C13 


. o4 . gs 


nc liiuu. 








Q 4- 

OLall 


667^ ~~ 

DO / J 








7 6?6 

/ U J u 






flT 
ol 


none 






Score 


. 94 








667R 6799 689^ 


..6955, 6986 


7 6^6 








Seq. No. 


13253 






Seq. ID 


OJ991011_06. 


0119. 


C14 


Gene No. 


28162 






Strand 








OLai l 


238 






End 


2507 






Name 


OJ991011 06.0119 


.C14 


. ol . gs 


Method 








Of- -5 v-+- 

uLall 


238 






End 


2507 








none 






Score 


. 77 






U 1 v /"S T"l O 


238. .354, 885. .1073, 


1290. .1380, 1535. 


167^ 77 9? 


2^99 






946^ 2R07 














Seq. No. 


ijt Jl 






Seq. ID 


OJ991011_06. 


0119. 


C15 




28163 






Strand 


+ 






Of- a v-+- 


385 






End 


14 4^ 

1 4 *i J 






Name 


D.7991 fill 06 01 19 


-C15 


. ol . gs 


Method 


\J Hi LN O V^/rtLN 






oidit. 


0 0 0 






End 


14 4^ 








none 






Score 


61 






Exons 


JO J . . JJJ/ l^OO . . 


1443 












Seq. No. 


1 ^9S4 

J. J) Z, J *1 






Seq. ID 


OJ991011_06. 


0119. 


C15 


Gene No. 


28164 






Strand 








OLaJ-L 


855 






End 


4080 






Name 


OJ991011 06 0119 


.C15 


. o2 . np 


Method 


AAT/NAP 








8 55 _ 

O J *J 






End 


4080 








2760^1 






Score 


222 






Exons 


855 885 2015 


2149 


, 2396.. 


2883, 2967 


..3063, 4058. 


.4080 


bi uescrip . 


f AP0091 ?0 \ F1 N?1 


.16 


[Arabidopsis thaliana] 






Seq. No. 


13254 






Seq. ID 


OJ991011_06. 


0119. 


C15 


OCllC IN U • 


28164 






Strand 








Cf art" 


855 






End 


4080 






in dine 


OJ991011 06.0119 


-C15 


. ol . tm 


Method 


TBLASTX: Maize 




OLdl L 


2040 






End 


2266 






CI 


none 






Score 


105 






Cj AUllO 


2040.. 2249, 2050 


..2265, 2072 


. .2266 








Seq. No. 


13254 






Seq. ID 


OJ991011_06. 


0119. 


C15 




28164 






Strand 








OLdi L 


855 






End 


4080 






Name 


OJ991011 06.0119 


.C15 


. o2 . gs 


Method 


GENSCAN 






OLdl L 


3062 






End 


3424 






fZT 
bl 


none 






Score 


. 98 








3062. .3424 














Seq. No. 


13255 






Seq. ID 


OJ991011_06. 


0119. 


C16 


Gene No. 


28165 






Strand 


+ 






Start 


1 






End 


4804 






Name 


OJ991011 06.0119 


.C16 


. ol . np 


Method 


AAT/NAP 






Start 


1 






End 


4779 






GI 


5852180 






Score 


332 







13848 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1..61, 281. .368, 2319. .2346, 4434. .4779 
(AL117265) zhbOOOlO.l [Oryza sativa] 



Seq. ID OJ991011_06.0119.C16 

Strand + 

End 4804 

Method AAT/GAP 

End 397 5 

Score 916 



13255 
28165 
1 

OJ991011_06.0119.C16.o2.gp 
1245 

uC-osflM20204 8cl2bl 
1245. .1630, 3829.-3975 

f 5257255/dbj | AP000364.il AP000364 2.0e-16 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



13255 
28165 
1 

OJ991011_06.0119.C16.o3.gp 
4116 

uC-osroM202024h08al 
4116. .4186 

f 5852170/emb|AL117265.1|OST17804 5.0e-84 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : t 17804 1 



Seq. ID OJ991011_06.0119.C16 

Strand + 

End 4804 

Method AAT/GAP 

End 4186 

Score 84 



13255 
28165 
1 

OJ991011_06.0119.C16.o3.gs 

4382 

none 

4382. .4414, 4490. .4804 

13255 
28166 
7799 

OJ991011_06.0119.C16.o5.gs 

7799 

none 

7799. .8044, 8136. .8906 



Seq. ID OJ991011_06.0119.C16 

Strand + 

End 4804 

Method . GENSCAN 

End 4804 

Score .43 



Seq. ID OJ991011_06.0119.C16 

Strand . + 

End 8906 

Method GENSCAN 

End 8906 

Score .99 



13255 
28166 
7799 

OJ991011_06.0119.C16.o2.np 
7838 
5453379 
7838. .8044, 8136. .8894 

(AF155124) bacterial-induced peroxidase precursor [Gossypium 
hirsutum] 



Seq. ID OJ991011_06.0119.C16 

Strand + 

End 8906 

Method AAT/NAP 

End 8894 

Score 617 



13255 
28167 
510 

OJ991011_06. 0119.C16.ol.gp 
510 

61605_1.R1084 
510. .783 

'5852170/emb|AL117265.1|OST17804 1.0e-137 Oryza sativa 



Seq. ID OJ991011_06.0119.C16 
Strand 

End 783 

Method AAT/GAP 

End 783 

Score 474 



13849 




indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : t 17 804 1 



Seq. No. 


13255 








Seq. ID 


OJ991011 06.0119.C16 


Gene No. 


28168 








Strand 




Start 


2281 








End 


3711 


Name 


OJ991011 06 


.0119 


.C16.o2 


. as 


Method 


GENSCAN 


Start 


2281 








End 


3711 


GI 


none 








Score 


.8 


Exons 


2281. .2540, 


3645 


. .3711 








Seq. No. 


13255 








Seq. ID 


OJ991011__06.0119.C16 


Gene No. 


28169 








Strand 




Start 


10157 








End 


10557 


Name 


OJ991011 06 


.0119 


.CI6.06 


.gs 


Method 


GENSCAN 


Start 


10157 








End 


10557 


GI 


none 








Score 


.76 


Exons 


10157. .10216, 10344. .10408, 


10491. .10557 


Seq. No. 


13255 








Seq. ID 


OJ991011_06.0119.C16 


.Gene No. 


28170 








Strand 




Start 


11251 








End 


13659 


Name 


OJ991011_06, 


.0119, 


,C16.ol. 


.ts 


Method 


TBLASTX: Soybean 


Start 


7916 








End 


8837 


GI 


none 








Score 


115 


Exons 


7916.. 8041, 


8118. 


. .8204, 


8151 


..8516, 82 


16. .8512, 8544. .8738, 




8736. . 8837 












Seq. No. 


13255 








Seq. ID 


OJ991011_06.0119.C16 


Gene No. 


28170 








Strand 




Start 


11251 








End 


13659 


Name 


OJ991011 06. 


,0119. 


,C16.ol. 


,tc 


Method 


TBLASTX: Cress 


Start 


7919 








End 


8843 


GI 


none 








Score 


117 


Exons 


7919. .8041, 


7936. 


.8040, 


8118 


..8204, 81 


35. .8200, 8186. .8512, 




8208. .8513, 


8624. 


.8731, 


8625 


..8738, 87 


48. .8843 


Seq. No. 


13255 








Seq. ID 


OJ991011_06.0119.C16 


Gene No. 


28170 








Strand 




Start ' 


11251 








End 


13659 


Name 


OJ991011 06. 


0119. 


C16.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


7919 ■ 








End 


8843 


GI 


none 








Score 


113 


Exons 


7919. .8041, 


7933. 


.8043, 


8118 


..8204, 8135. .8200, 8151. .8513, 




8208. .8438, 


8210. 


.8509, 


8624 


-.8842, 8625. .8843 


Seq. No. 


13255 








Seq. ID 


OJ991011_06.0119.C16 


Gene No. 


28170 








Strand 




Start 


11251 








End 


13659 


Name 


OJ991011 06. 


0119. 


C16.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


8208 








End 


8513 


GI 


none 








Score 


232 


Exons 


8208. .8513, 


8216. 


.8512 









Seq. No. 13255 Seq. ID OJ991011_06 . 0119 . C16 

Gene No. 28170 Strand 

Start 11251 End 13659 

Name OJ991011_06 . 01 19 . CI 6 . o3 . np Method AAT/NAP 

^ . 13850 



Start 


10995 


End 


13659 






GI 


5430752 


Score 


157 






Exons 


10995. . 11392, 11545. .11935, 


13618. .13659 






GI Descrip. 


(AC007504) Hypothetical Protein [Arabidopsis thaliana] 




Seq. No. 


13255 


Seq. ID 


OJ991011_06. 


0119 


.C16 


Gene No. 


28170 


Strand 


- 






Start 


11251 


End 


13659 






Name 


OJ991011 06.0119.C16.o7.gs 


Method 


GENSCAN 






Start 


11251 


End 


11862 






GI 


none 


Score 


.81 






Exons 


11251. . 11862 










Seq. No. 


13255 


Seq. ID 


OJ991011_06. 


0119 


.C16 


Gene No. 


28170 


Strand 


— 






Start 


11251 


End 


13659 






Name 


OJ991011 06.0119.C16.o8.gs 


Method 


GENSCAN 






Start 


12590 


End 


13123 






GI 


none 


Score 


. 6 






Exons 


12590. . 12726, 13048. .13123 










Seq. No. 


13256 


Seq. ID 


OJ991011_06. 


0119 


.C17 


Gene No. 


28171 


Strand 


+ 






□ Start 


1 


End 


941 






. =i Name 


OJ991011 06.0119.C17.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


929 






gi 


577503 


Score 


517 






M Exons 


1..929 










1st GI Descrip . 


(L37790) cationic peroxidase 


[Stylosanthes humilis ] 







Seq. No. 13256 Seq. ID 

Gene No. 28171 Strand 

Start 1 End 

Name OJ991011_06 . 0119 . C17 . ol . gs Method 

Start 171 End 

GI none Score 

Exons 171 . . 941 



OJ991011_06.0119.C17 
+ 

941 

GENSCAN 

941 

.89 



Seq. No. 13256 Seq. ID 

Gene No. 28172 Strand 

Start 2794 End 

Name OJ991011_06 . 0119 . C17 . o3 . gs Method 

Start 2794 End 

GI none Score 

Exons 2794.. 2974, 3978.. 4099 



OJ991011__06.0119.C17 
+ 

4099 
GENSCAN 
4099 
. 6 



Seq. No. 13256 Seq. ID 

Gene No. 28173 Strand 

Start 7218 . End 

Name OJ991011_06 . 0119 . C17 . o5 . gs Method 

Start 7218 End 

GI none Score 

Exons 7218.. 7463, 7557.. 8327 



OJ991011_06.0119.C17 
+ 

8462 
GENSCAN 
8327 
. 99 



Seq. No. 
Gene No. 
Start 



13256 
28173 
7218 



Seq. ID OJ991011_06.0119.C17 
Strand + 
End 8462 



13851 



Name OJ991011_06 . 0119 . C17 . o2 . np Method AAT/NAP 

Start 7251 End 8315 

GI 577503 Score 583 

Exons 7251.. 7463, 7557.. 8315 

GI Descrip. (L37790) cationic peroxidase [Stylosanthes. humilis] 



Seq f No. 13256 

Gene No. 28173 

Start 7218 

Name OJ991011_06 . 0119 . C17 . ol . gp 

Start 7428 

GI 428394 

Exons 7428.-7463, 7557.. 7825 

GI Descrip. 2811262 5.0e-24 (AF043234) ferriprotein porphyrin-containing 
peroxidase [Striga asiatica] 



Seq. ID OJ991011_06.0119.C17 

Strand + 

End 8462 

Method AAT/GAP 

End 7825 

Score 578 



Seq. No. 13256 

Gene No. 28173 

Start 7218 

Name OJ991011_06 . 0119 . C17 . o2 . gp 

Start 8009 

GI 4714529 

Exons 8009.. 8462 

GI Descrip. 5453379/gb | AAD43561 ,1 | AF155124_1 2.0e-18 (AF155124) 

bacterial-induced peroxidase .precursor [Gossypium hirsutum] 



Seq. ID OJ991011_06.0119.C17 

Strand + 

End 8462 

Method AAT/GAP 

End 8462 

Score 848 



Seq. No. 13256 

Gene No. 28174 

Start 2130 

Name OJ991011_06 . 0119 . C17 . o2 . gs 

Start 2130 

GI none 

Exons 2130.. 2345 



Seq. ID OJ991011_06.0119.C17 
Strand 

.End 2345 

Method GENSCAN 

End 2345 

Score . 69 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13256 
28175 
6064 

OJ991011_06.Q119.C17.ol.tc v 
165 
none 



Seq. ID OJ991011_06.0119.C17 
Strand 

8264 

TBLASTX: Cress 
8159 
77 



End 

Method 
End 
Score 

165. .251, 252. .500, 507. .542, 663. .773, 7323. .7463, 7352. .7462, 
7539. .7631, 7556. .7615, 7628. .7885, 7629.-7886, 7893. .7931, 
8049.. 8159 



Seq. No. 13256 

Gene No. 28175 

Start 6064 

Name ... OJ991011_06 . 0119 . C17 . ol . ts 

Start 165 

GI none 
Exons 



Seq. ID OJ991011_06.0119.C17 
Strand 

End 8264 
Method TBLASTX : Soybean 
End 8258 
Score 84 

165. .239, 186. .551, 251. .547, 579. .773, 771. .872, 7335. .7460, 
7539. .7625, 7572. .7937, 7622. .7930, 7965. .8159, 8157. .8258 



Seq. No. 13256 

Gene No. 28175 

Start 6064 

Name OJ991011 06 . 0119 . C17 . o2 . tw 



Seq. ID OJ991011_06.0119.C17 
Strand 

End 8264 

Method TBLASTX : Wheat 



13852 




Start 


165 




End 


7739 


GI 


none 




Score 


163 


Exons 


165. .317, 170. .316, 171 


. . 353, 


7338 . .74 


60, 7442 . . 7462, 




7539. .7703, 7556. .7702, 


7662. 


. 7739 




Qprr No 


13256 




Seq. ID 


OJ991011 06.0119.C17 


npnp No 


28175 




Strand 




Start 


6064 




End 


8264 


Name 


OJ991011 06.0119.C17.ol, 


.tm 


Method 


TBLASTX: Maize 


Start 


165 




End 


8264 


GI 


none 




Score 


72 


Exons 


165. .239, 170. .235, 186, 


. . 548, 


243. .350 


, 245. .544, 663. .878, 




674. .877, 7338. .7460, 7352. .7462, 7539 


..7625, 7556. .7621, 




7572. .7928, 7622. .7930, 


8049. 


.8264, 8060.. 8263 


Seq. No. 


13256 




Seq. ID 


OJ991011_06.0119.C17 


Gene No. 


28175 




Strand 


— 


Start 


6064 




End 


8264 


Name 


OJ991011 06.0119.C17.ol, 


. tw 


Method 


TBLASTX: Wheat 


Start 


366 ~~ 




End 


8165 


GI 


none 




Score 


177 


Exons 


366. .548, 380. .550, 555, 


. .584, 


672. .779 


, 672. .770, 7748. .793^ 




7749. .7931, 8058 . .8165 








Seq. No. 


13256 




Seq. ID 


OJ991011_06.0119.C17 


Gene No. 


28175 




Strand 




Start 


6064 




End 


8264 


Name 


OJ991011 06.0119.C17.o4 , 


. OS 


Method 


GENSCAN 


Start 


6064 ~ 




End 


6319 


GI 


none 




Score 


.6 


Exons 


6064. .6269, 6286. .6319 








Seq. No. 


13257 




Seq. ID 


OJ991011_06.0119.C18 


Gene No. 


28176 




Strand 




Start 


179 




End 


5603 


Name 


OJ991011 06.0119.C18.ol, 


.gs 


Method 


GENSCAN 


Start 


179 




End • 


3651 


GI 


none 




Score 


.59 


Exons 


179. .217, 656.. 828, 995, 


. .1165 


, 1248. .2025, 2070. .2622, 




2700. .2921, 3000. .3433, 


3522. 


.3651 




Seq. No. 


13257 




Seq. ID 


OJ991011_06.0119.C18 


Gene No. 


28176 




Strand 




Start 


179 




End 


5603 


Name 


OJ991011 06.0119.C18.o2, 


.np 


Method 


AAT/NAP 


Start 


2132 




End 


5568 


GI 


3063699 




Score 


254 


Exons 


2132. .2217, 4863..S568 








GI Descrip. 


(AL022537 )" putative protein [Arabidopsis thaliana] 


Spa No 


13257 




Seq. ID 


OJ991011_06.0119.C18 


Gene No. 


28176 




Strand 




Start 


179 




End 


5603 


Name 


OJ991011 06.0119.C18.o2. 


.gs 


Method 


GENSCAN 


Start 


5024 




End 


5603 


GI 


none 




Score 


.98 


Exons 


5024. .5603 









13853 



Seq. No. 


13258 


Seq. ID 


OJ991011_06. 011.9. 


C19 


f^ono Wo 


?R1 77 


Strand 






o Lai L 




End 


1218 






WO _7 ^ I U I I UU.UIlJ»LIJ«UI« L. w 


Method 


TBLASTX: Wheat 




C+- o r 4- 


9 ~~ 


End 


895 




r;T 

O X 


n on ^ 


Score 


101 




F von q 


? 169 3 134 173 314 270 


..317, 353..89S, 405. .851 




Seq. No. 


13258 


Seq. ID 


OJ991011_06.0119. 


C19 


Gene No. 


28177 


Strand 






ij Lai l 


63 


End 


1218 




Name 


OJ991011 06.0119.C19.ol.np 


Method 


AAT/NAP 




o u ax L- 


63 


End 


1218 




v3 X 


6742729 


Score 


955 






63. .1218 








\J X UCOUJ L LJ ■ 


(AF121139) RIM2 protein [Oryza sativa] 






Seq. No. 


13258 


Seq. ID 


OJ991011_06.0119. 


C19 




28177 


Strand 






OLalL 


63 


End 


1218 






OJ991011 06. 0119.C19.ol.tc 


Method 


TBLASTX: Cress 




OLdlL 


182 


End 


608 






none 


Score 


53 




LXOIlo 


182. .334, 270. .317, 353. .604,- 


405. .608 




Seq. No. 


13258" 


Seq. ID 


OJ991011_06.0119. 


C19 


ocllti IMvJ . 


28177 


Strand 






OLal L 


63 


End 


1218 




Name 


OJ991011 06.0119.C19.ol.tm 


Method 


TBLASTX: Maize 




OLal L 


506 


End 


991 




GI 


none 


Score 


92 




T* 1 v on c: 


506. .991, 512. .667, 798. .974 








Seq. No. 


13258 


Seq. ID 


OJ991011_06.0119. 


C19 




28177 


Strand 






Start 


63 


End 


1218 




LNdltLC 


OJ991011 06-0119. C19.o2.tw 


Method 


TBLASTX: Wheat 




Start 


899 


End 


1218 




O X 


none 


Score 


66 




PvAn <5 

i-l A. W 1 lo 


899. .982, 900. .983, 1019. .1216, 1020.. 


1217, 1120.. 1218 




Seq. No. 


13259 


Seq. ID 


OJ991011_06.0119. 


C20 


Gene No. 


28178 


Strand 


+ 




u Lai L 


1 


End 


414 




Name 


OJ991011 06.0119.C20.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


414 




GI 


4680203 


Score 


123 




F! von <5 


1. .414 








OX UcoLIl^i 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor ] 




Seq. No. 


13259 


Seq. ID 


OJ991011JD6.0119. 


C20 


Gene No. 


28178 


Strand 


+ 




Start 


1 


End 


414 




Name 


OJ991011 06.0119.C20.ol.gs 


Method 


GENSCAN 




Start 


95 


End 


390 




GI 


none 


Score 


.54 





13854 



Exons 



95. .390 



Seq. No. 


13259 


Seq. ID 


OJ991011_06. 


0119. C20 


Gene No. 


28179 


Strand 


+ 




Start 


341 


End 


527 




Name 


OJ991011 06.0119.C20.ol.gp 


Method 


AAT /GAP 




Start 


341 


End 


527 




GI 


5002953 


Score 


255 




F.xon 

iwl V-/ 1 1 o 


341. .527 








flT DescriD 


4680203/gb|AAD27566.1|AF114171 7 l.Oe- 


-39 (AF114171) 

' \ *1 X X X. i X. / X j 


TNP2-like 




protein [Sorghum bicolor] 








Seq. No. 


13260 


Seq. ID 


OJ991201 06. 


0103 .CI 


Gene No . 


28180 


Strand 






Start 


739 


End 


1118 




Name 


OJ991201 06.0103.Cl.ol.gs 


Method 


GEN SCAN 




Start 


739 


End 


1118 




GI 


none 


Score 


.43 




Exons 


739. .774, 844. .974, 1031.. 


1118 






Seq. No. 


13261 


Seq. ID 


OJ991201_06. 


0103. C3 


Gene No. 


28181 


Strand 


+ 




Start 


1728 


End 


3659 




Name 


OJ991201 06.0103.C3.ol.np 


Method 


AAT /NAP 




Start 


1728 


End 


3659 




GI 


974605 


Score 


129 




ijaw no 


1728. .1756, 3414. .3659 








f^T npcpri n 


(U32310) single-stranded nucleic acid 


binding protein [Triticuin 




aestivum] 








Sea No 


13261 


Seq. ID 


OJ991201_06. 


0103. C3 


flpnp Mo 


28181 


Strand 


+ 




Start 


1728 


End 


3659 




Name 


OJ991201 06.0103.C3.o2.gs 


Method 


GEN SCAN 




Start 


3206 


End 


3659 




GI 


none 


Score 


.58 




Exons 


3206. .3305, 3568. .3659 








Seq. No. 


13261 


Seq. ID 


OJ991201_06. 


0103. C3 


Gene No. 


28182 


istrand 


+ 




Start 


15876 


End 


19248 




Name 


OJ991201 06.0103.C3.o3.np 


Method 


AAT /NAP 




Start 


15876 


End 


19248 




GI 


2098575 


Score 


282 




Exons 


1587 6. .16435, 16641. .16683 


, 17407. .17520, 18750. .18 


847, 




18 951. . 19047, 19136. .19248 








GI Descrip. 


(AC002115) F25451_2 [Homo 


sapiens ] 






Seq. No. 


13261 


Seq. TD 


OJ991201_06. 


0103. C3 


Gene No. 


28182 


Strand 


+ 




Start 


15876 


End 


19248 




Name 


OJ991201 06.0103.C3.ol.gp 


Method 


AAT /GAP 




Start 


18210 


End 


18434 




GI 


2796735 


Score 


408 




Exons 


18210. .18434 








Seq. No. 


13261 


Seq. ID 


OJ991201_06. 


0103. C3 



13855 



Gene No. 


28183 






Strand 




Start 


470 






End 


2809 


Name 


OJ991201 06 


.0103 


.C3.ol .gs 


Method 




C 4- ar f 
Otdl L 


470 






End 


28 HQ 

Z. 0 U -3 


yj ± 


none 






Score 


8 Q 


EjXOIIo 


470. .640, 719. .1230, 1342. .1605, 1693. 


91 2260 2^0^ 




2406 2809 










JC4> IN (J • 


13261 






Seq. ID 




Gene No. 


28184 






Strand 




Start 


4378 






End 


8544 


Name 


OJ991201 06 


. 0103 


C3 o2 nn 


Method 


flAT /MAP 


C-(- v- f- 


4354 






End 


f DUU 




4680203 






Score 


1 Q?^ 
i^jj 




4354 5294 


5571 


5809 5969 


.7600 




fl T npQpri n 

OX fCDL-l X LJ . 


f AF1 14171 ^ 1 


TNP2-. 


1 i nrn'hp'i n 

J L JVC k> _l_ C -1_ 1 1 


[Sorghum 


V\ *i c r\~\ /^r*1 




13261 






Seq. ID 


OJ991201_06.0103.C3 


Gene No. 


28184 






Strand 




Start 


4^78 






End 


8544 


LNCtllLC 


UU -7 -? X U X UU 


■ U X U J 


rrc: 


Method 


GENSCAN 




4 ^78 _ 






End 


8544 




none 






Score 


.64 


Exons 


4378. .5332, 


5675 


. .5768, 5790. 


.5927, 6015. .7238, 7319. .7600, 




8 4 81 8 S4 4 










Octj. IN O . 


1 ?9fi1 
1 J^Ul 






Seq. ID 


OJ991201_06.0103.C3 


bene ino . 


28 1 8 4 






Strand 




Start 


4^78 






End 


8544 


Name 




• U X u 0 




Method 


TBLASTX: Wheat 


CH- a r-f- 
O T_clx £. 


4432 






End 


5652 




none 






Score 


65 


Exons 


4432 4551. 


4552 


4656. 4553 


.4657, 4675. .4728, 4728. .4772, 




4729 4779 


4795 


4935 4796 


.4921, 4933. .5133, 4943.. 5080, 




SI ^8 S6^8 


SI 4 n 

U X *1 u 








Seq. No. 


13261 






Seq. ID 


OJ991201_06.0103.C3 


Gene No. 


28184 






Strand 






4378 






End 


8544 




OJ991201 06 


.0103 


.C3.o3.ts 


Method 


TBLASTX: Soybean 


OLal L 


4495 






End 


4743 


0 X 


none 






Score 


95 




4495 4743 


4559 


. .4741 






Seq. No. 


i ^2£i 






Seq. ID 


OJ991201_06.0103.C3 


Gene No. 


28184 






Strand 




Start 


4378 






End 


8544 


Name 


OJ991201 06 


.0103 


.C3.o2.tc 


Method 


TBLASTX: Cress 


0 Lai l 


4969 






End 


5391 


riT 

\J X 


none 






Score 


44 


Exons 


4969. .5133, 


4973 


..5080, 5138. 


.5383, 5140. .5391 


Seq. No. 


13261 1 






Seq. ID 


OJ991201_06.0103.C3 


Gene No. 


28184 






Strand 




Start 


4378 






End 


8544 


Name 


OJ991201 06 


.0103 


-C3.o4.tm 


Method 


TBLASTX: Maize 


Start 


5326 






End 


5641 



13856 




GI 


none 








Score 


lie: 
1 lo 




Exons 


DOZ b . . D b4 U / 


D04 D 


^ CA 1 










Seq. No. 


13261 








Seq. ID 


OJ991201_06.0103 


-C3 


Gene No. 


28184 








Strand 






btart 


A ^7R 
4 0 / O 










0 0 4 4 




Name 


uj y y i z u i uo, 


. U lu j , 


. UO . OO . 


+-m 
LIU 


4— V*i /~v /-J 


i idLiI\o ia . LYia jl z e 




O -4- -> -v- 4- 

btar l 


jolo 








i^na 


enn q 
ouu y 




bl . 


none 








Score 


7 n 
/ u 




Exons 


col o /rnno 
Do lO . . Duuy, 


CQ1 Q 

oo iy . 


^nn7 
. . ouu / 










Seq. No. 


13261 








Seq. ID 


OJ991201_06.0103 


.C3 


Gene No. 


28184 








Strand 






ni.-v.j- 

btart 


A T7 Q 
4 D / O 








■bna 


O D 4 4 




Name 


n tqqi om 

uj y y izu i uo, 




, U0 . 04 . 


L S 


ixie tnoa 


i dLiAo i a : boyoean 




C> 4- _. „ 4- 

btart 


blZ4 








EjUU 


£ *3 ^ R 




bl 


none 








Score 


7 4 




Exons 


01Z4 . . Djj / , 


01 OO i 


. . OO Z 4 , 


61 Q7 
o i y / • 


■ oooo 






Seq. No. 


13261 








Seq. ID 


OJ991201_06.0103 


.C3 


Gene No. 


28184 








Strand 






C +- -» >~ 4- 

otart 


/OTP 
4 0 I O 








End 


8544 




Name 


ujyyizui ub, 


. U lUo . 


. bo . OZ . 


rm 


Method 


TBLASTX: Maize 




Start 


biyj 








End 


6642 




GI 


none 








Score 


66 




Exons 


bl yo . . boo / , 


CO C\ Q 

bzuy . 


. . b4 Iz , 


boy4 . 


.6636, 6410. .6637, '6511. .6642 


Seq. No. 


13261 








Seq. ID 


OJ991201_06.0103 


.C3 


Gene No. 


28184 








Strand 






Start 


A "3 "7 Q 








End 


8544 




Name 


ujyyizui uo. 


, UlUo . 


. bo . OO . 


tw 


Method 


TBLASTX: Wheat 




Start 


bZoz 








End 


6528 




bl 


none 








Score 


69 




Exons 


£9 "39 


oz oo . 


&A Q 1 
. .0401/ 


04 O 1 . 


.6526, 6433..6S28 




Seq. No. 


13261 








Seq. ID 


OJ991201_06.0103 


.C3 


Gene No. 


28184 








Strand 






OLait 


4 O / O 








End 


8544 




Name 


n tqqi 9 n i n £ 
uj y y iz u i u o . 




> bO . Ol . 


LC 


Method 


TBLASTX: Cress 




otart: 










End 


6828 




bl 


none 








Score 


100 




Exons 


04 o 1 . . OoZ O / 


£.A R 9 
04 OZ . 


, . 000 4, 


£ £7 4 
0 0/4. 


.6823 






Seq. No. 


13261 








Seq. ID 


OJ991201_06.0103 


.C3 


Gene No. 


28184 








Strand 






btart 


^ J /O 








End 


8544 * 




Name 


uj yy izui ud. 




. bO . Ol . 


LS 


Method 


TBLASTX: Soybean 




b tart 


dj OZ 








End 


6978 




bl 


none 








Score 


116 




Exons 


OD oz . . bo z o / 


bo bO . 


, . bozy, 


DO 00 . 


.6978 






Seq. No. 


13261 








Seq. ID 


OJ991201_06.0103 


.C3 


Gene No. 


28184 








Strand 






Start 


4378 








End 


8544 




Name 


OJ991201 06. 


0103. 


,C3.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


6577 








End 


7236 




GI 


none 








Score 


87 





13857 



Exons 6577.. 6702, 6704.. 6832, 6709.. 6828, 6721.. 6834, 6841.. 7236, 

6842. .7015, 7109. .7177 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13261 
28185 
16486, 
OJ991201 
16486 
none 
16486. 
16703. 
17649. 



06.0103.C3.o3.tm 



16521, 16629. 
16741, 17339. 
17717 



.16670, 
. 17542, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
16639. .16671, 
17340. .17540, 



OJ991201 06. 0103. C3 



17717 

TBLASTX: Maize 
17717 
34 

16689. .16757, 
17464 . . 17544, 



beq . no . 


13261 






Seq. ID 


OJ991201_06.0103 




Gene No. 


28185 






Strand 






otsrt 


16486 






End 


17717 




Name 


OJ991201 06. 0103. C3 . 


■ o2 . ts 


Method 


TBLASTX: Soybean 




otart 


17316 






End 


17519 




bl 


none 






Score 


233 




Exons 


17316. 


.17519, 17348, 


1 1 R i ft 

( • JL / D X O 








Seq. No. 


13261 






Seq. ID 


OJ991201JD6.0103 


.C3 


bene no . 


28186 






Strand 






bt art: 


18745 






End 


19371 




Name 


OJ991201 06. 0103. C3. 


> \J A. . L-ill 


Method 


TBLASTX: Maize 




btart 


18745 






End 


19371 




bl 


none 






Score 


175 




Exons 


18745. 


.18852, 18746. 


1 Op c: fj 


18948. .1904 9, 18 950. .19051, 






19134. 


.19220, 19135. 




19135. .19221, 19301. .19357, 






19302. 


.19358, 19309. 


19371 








Seq. No. 


13261 






Seq. ID 


OJ991201_06.0103 


.C3 


Gene No. 


28186 






Strand 






Start 


18745 






End 


19371 




Name 


OJ991201 06. 0103. C3. 


. o3 . tc 


Method 


TBLASTX: Cress 




Start 


18758 






End 


19357 




GI 


none 






Score 


121 




Exons 


18758. 


.18850, 18761. 


. .18841, 


18763. .18852, 18942 .. 1904 9, 






18948. 


.19049, 18950. 


. .19051, 


19134. .19205, 19135. .19221, 






19316. 


.19357 










Seq. No. 


13261 






Seq. ID 


OJ991201_06.0103 


.C3 


Gene No. 


28186 






Strand 






Start 


18745 






End 


19371 




Name 


OJ991201 06. 0103. C3. 


. o5 . ts 


Method 


TBLASTX : Soybean 




Start 


18972 






End 


19245 




GI 


none 






Score 


113 




Exons 


18972. 


.19049, 18972. 


. .1904 9, 


18974 . . 19051, 19134 . . 19220, 






19135. 


.19212, 19135. 


. .19245 









Seq. No. 13262 

Gene No. 28187 

Start 1899 

Name OJ991201_06 . 0103 . C4 . o2 . np 

Start 1899 

GI 1711036 
Exons 



Seq. ID OJ991201_06.0103.C4 

Strand + 

End 4968 

Method AAT/NAP 

End 4968 

Score 387 



1899. .1934, 3506. .3608, 3727. .3828, 4612. .4741, 4829. .4968 



13858 



GI Descrip. (U78952) hydroxyproline rich glycoprotein PsHRGPl [Pisum 
sativum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13262 
28187 
1899 

OJ991201_06 . 0103 .'C4 . o3 . gp 
3511 

14963 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 
Score 

3511. .3604, 3727. .3828, 4612. .4741, 4829. .4968 
'4586027/gb|AAD25645.1|AC007109_3 1.0e-55 (AC007109) putative 
ribosomal prc-tein L14 [Arabidopsis thaliana] 1 



OJ991201_06.0103.C4 
+ 

4968 
AAT/GAP 
4968 
710 



13262 
28188 
347 

OJ991201_06.0103.C4.ol.gp 
347 

32780_1.R1084 
347. .708, 798. .929, 1344. .1399 

'2459429 2.0e-24 (AC002332) unknown protein [Arabidopsis 
thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991201 06. 0103. C4 



4944 
AAT/GAP 
1399 
989 



Seq. No. 


13262 






Seq. ID 


OJ991201_06.0103.C4 


Gene No. 


28188 






Strand 




Start 


347 






End 


4944 


Name 


OJ991201 


06. 0103. C4 


. o3 . tm 


Method 


TBLASTX: Maize 


Start 


587 






End 


965 


GI 


none 






Score 


36 


Exons 


587. .610, 


588. .611, 


673. .708, 


677. .715, 


798. .929, 798. .962, 




799. .930, 


927. .965 








Seq. No. 


13262 






Seq. ID 


OJ991201_06.0103.C4 


Gene No. 


28188 






Strand 




Start 


347 






End 


4944 


Name 


OJ991201 


06. 0103. C4 


. ol . tc 


Method 


TBLASTX: Cress 


Start 


667 






End 


2611 


GI 


none 






Score 


44 


Exons 


667. .7.08, 


668. .709, 


798. .935, 


799. .927, 


1341. .1481, 1348. .1 



1560. ..1697, 1561. .1692, 1903. .1971, 1904. .2011, 2472. .2606, 
2480.. 2611, 2484. .2597 



Seq. No. 13262 

Gene No. 28188 

Start 347 

Name OJ991201_06 . 0103 . C4 . ol . gs 

Start 673 

GI none 
Exons 



Seq. ID OJ991201_06.0103.C4 
Strand 

End 4 94 4 

Method GENSCAN 

End 4533 

Score .49 



673. .708, 798. .929, 1040. .1074, 1601. .1691, 1903. .1958, 
2479. .2604, 3100. .3282, 3284. .3428, 3589. .3893, 4461. .4533 



Seq. No. 13262 Seq. ID 

Gene No. 28188 Strand 

Start 347 End 

Name OJ991201_06 . 0103 . C4 . ol . np Method 

Start 676 End 

GI 2459429 Score 



OJ991201_06.0103.C4 

4944 
AAT/NAP 
2596 
665 



13859 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



676. .708, 798. .929, 1344. .1479, 1561. .1691, 1903. .1958, 
2479.. 2596 

(AC002332) unknown protein [Arabidopsis thaliana] 



13262 
28188 
347 

OJ991201_06. 0103.C4 .ol.tm 

1329 

none 

1329. .1481, 1332. .1481, 1336. 
1903. .1971, 1904. .1960, 2475. 

13262 
28188 
347 

OJ991201_06. 0103.C4 .ol.ts 

1354 

none 

1354. .1482, 1354. .1431, 1355. 
1561. .1692, 1903. .1971, 1907. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1482, 1560 
.2597, 2480 



OJ991201 06. 0103. C4 



4944 

TBLASTX -Maize 
2597 
169 

1697, 1561. .1692, 
2596 



Seq. ID OJ991201_06.0103.C4 
Strand 

End 4 94 4 

Method TBLASTX : Soybean 

End 2599 

Score 147 

.1474, 1356. .1481, 1560. .1697, 
.1960, 2480.. 2599, 2484.. 2597 



Seq. No. 13262 

Gene No. 28188 

Start 347 

Name OJ991201_06 . 0103 . C4 . o2 . tw 

Start 1904 

GI none 

Exons 1904.. 1957, 1905.. 1958, 1906, 
2475. .2642, 2480. .2602 



OJ991201_06.0103.C4 
4 94 4 . 

TBLASTX: Wheat . 

2642 

63 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1959, 1906. .1971, 2470. .2601, 



Seq. No. 13262 
Gene No. 28188 
Start 347 

Name OJ991201_06 . 0103 . C4 . ol . tw 

Start 3726 
GI none 

Exons 3726.. 3785, 3727.. 3837, 3727. 

4606. .4740, 4827. .4877, 4828. 
4864. .4941, 4880. .4939 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991201 06. 0103. C4 



4944 

TBLASTX: Wheat 
4941 
102 

3828, 4595. .4702, 4603. 
4884, 4830. .4892, 4860. 



,4740, 
.4940, 



Seq. No. 13262 
Gene No. 28188 
Start 347 

Name OJ991201JD6 . 0103 . C4 .o2.tm 

Start 3726 
GI none 

Exons ■ 3726.^.3785, 3727.. 3837, 3727, 

4611. .4739, 4827. .4877, 4828, 
4873. .4941 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991201 06. 0103. C4 



4944 

TBLASTX: Maize 
4941 
80 

3828, 4606. .4740, 4610. 
4884 v 4859.. 4939, 4860. 



.4702, 
,4940, 



Seq. No. 13262 Seq. ID 

Gene No. 28188 Strand 

Start 347 End 

Name OJ991201_06 . 0103 . C4 . o2 . ts Method 

Start 3727 End 

GI none Score 



OJ991201_06.0103.C4 
4944 

TBLASTX: Soybean 

4941 

116 



13860 



Exons 


J/Z/..OOJ// 4 o y a 


ai no /i^m 


.4740, 4606. .4740, 


4827. .4* 


377 




/1Q9Q /IQQ/1 / QCQ 


. . 4 y , 4 0 ou . 


.4940, 4866. .4940, 


4873. .4941 


beq. NO. 


1 o o c o 

1 OZ OZ 




Seq. ID 


OJ991201 


_06.0103 


.C4 


Gene No. 


28188 




Strand 








Start 


34-7 




End 


4944 






Name 


nTQQi9ni m m 


p/i ^9 -i-/^ 


Method 


TBLASTX : 


Cress 




btart 


J / jU 




End 


4944 








none 




Score 


108 






Exons 


7770 toti /^n^ 


AH AC\ A £ 1 1 
. . 4 / 4 U , 4 0X1. 


.4730, 4 


827 . .4877, 


4828. .4( 


384 




/ ocq 4 q^Q 4P^n 

ftOjl?. . 4 ;? O ;? , 1O0U 


. . 4^4U, *i 0 y O . 


.4940, 4906. .4944 






Seq. No. 


13263 




Seq. ID 


OJ991201 


_06.0103 


C5 


Gene No. 


28189 




Strand 


+ 








9 1 £ 




End 


896 






Name 


OTQQ1901 n£ ni 

UJ ""l^Ul UD. U1UJ 


. .ox. gs 


Method 


GENS CAN 






o care 


9 1 £ 




End 


896 






P T 


none 




Score 


.76 






Exons 




39 7^4 QQC 
3 Z , / 3 4 . . 0 y 0 










oeq. no. 






Seq. ID 


OJ991201 


_06.0103 


C5 




28190 




Strand 


+ 






Start 


3346 




End 


4236 






Name 


OJ991201 06.0103 


.C5.o2.gp 


Method 


AAT/GAP 






Start 


3069 




End 


3561 






GI 


426166 




Score 


744 






Exons 


3069.. 3118, 3219 


. .3561 










GI Descrip. 


3033393 9.0e-16 


(AC004238) putative 









phosphatidylinositol-glycan-class C 
thaliana] 



(PIGC) [Arabidopsis 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13263 Seq. ID 

28190 Strand 

3346 End 

OJ991201JD6. 0103.C5.ol.np Method 

3328 End 

3033393 Score 
3328.. 4233 

(AC004238) putative phosphatidylinositol-glycan synthase 
[Arabidopsis thaliana] 



OJ991201_06.0103.C5 
+ 

4236 
AAT/NAP 
4233 
1100 



13263 
28190 
3346 

OJ991201_06.0103.C5.o2.gs 

3346 

none 

3346. .4236 



Seq. ID OJ991201_06.0103.C5 

Strand + 

End 4236 

Method GENSCAN 

End 4236 

Score .87 



Seq. No. 13263 Seq. ID 

Gene No. 28191 Strand 

Start 4365 End 

Name OJ991201_06 . 0103 . C5 . o3 . gp Method 

Start 4365 End 

GI none Score 

Exons 4365..4699 



OJ991201_06.0103.C5 
+ 

4699 
AAT/GAP 
4699 
628 



13861 





Sea No . 


13263 


Seq. ID 


OJ991201 06 0103 C5 




Gene No. 


28192 


Strand 






Start 


9665 


End 


12921 




Name 


OJ991201 06.0103.C5.o3.np 


Method 


AAT /NAP 




Start 


9665 


End 


12921 




GI 


5091513 


Score 


776 




Pyrin s 


9665. .9703, 10768. .10797, 12353. .12921 






VJ J- O V-x -i- J- *-/ • 


(AB023482) Hypothetical protein /: [0ryza 


cafi 1 

l jl v a. j 




Seg. No. 


13263 


Seq. ID 


OJ991201 06 0103 C5 




Gene No . 


28192 


Strand 


+ _ 




Start 


9665 


•End 


12921 




Name 


OJ991201 06.0103.C5.o4 . gp 


Method 


AAT /GAP - 




Start 


11232 


End 


11542 




GI 


72524 1.R1084 


Score 


411 




J—J V— ' 1 1 o 


11232. . 11542 








GI Descrip. 


' 50914 96/dbj | AB023482 . 2 | AB0234 82 3.0e- 


84 Oryza sativa genomic 






DNA, chromosome 6, clone P0680A03, complete sequence 1 




Qpn No 


13263 


Seq. ID 


OJ991201_06.0103.C5 




Gene No . 


28193 


Strand 






Start 


1 


End 


192 




Name 


OJ991201 06.0103.C5.ol.gp 


Method 


AAT /GAP 


□ 


Start 


1 


End 


192 




GI 


14963 1.R1084 


Score 


350 




Pynn c 


1..192 






)*ri 

I, ; t 


("IT np^pri n 


M586027/gb|AAD25645.1|AC007109 3 1 . Oe 


-55 (AC007109) putative 


: ? : E 
t iff 




ribosomal protein L14 [Arabidopsis thaliana] 1 




Seq. No. 


13263 


Seq. ID 


OJ991201_06.0103.C5 




Gene No. 


28194 


Strand 






Start 


5806 


End 


10738 


nj 


Name 


OJ991201 06.0103.C5.o4 .tm 


Method 


TBLASTX: Maize 




Start 


3360 


End 


3492 


M 


GI 


none 


Score 


163 


M 


Exons 


3360. .3491, 3361. .3492, 3364. 


.3492 




j 3 ;j: 


Seq. No. 


13263 


Seq. ID 


OJ991201_06.0103.C5 


St, 

":sl 


Gene No. 


28194 


Strand 




: t 
•a 5," 


Start 


5806 


End 


10738 




Name 


OJ991201 06.0103.C5.o3.tm 


Method 


TBLASTX: Maize 




Start 


4013 


End 


4260 




GI 


none 


Score 


242 




Exons . 


4013. .4246, 4013. .4246, 4015. 


.4260 





Seq. No. 13263 
Gene No. 28194 
Start 5806 

Name OJ991201_06, 0103 . C5 . ol . tm 

Start 5712 
GI none 

Exons 5712.. 5741, 5789.. 5911, 5789. 

5893. .6081, 5894. .5947, 5950. 
6016.. 6069, 6020.. 6082, 6065, 
6305.. 6442, 6310.. 6447, 6531, 
6678. .6743, 6709. .6756, -6795. 
6812.. 6940, 7038.. 7109, 7057. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

,5878, 5800 
.6090, 5976 
.6100, 6066 
.6578, 6532 
.6932, 6811 
,7110, 7093 



OJ991201 06. 0103. C5 



10738 

TBLASTX: Maize 
7304 
86 

5898, 5860. .5934, 

6020, 5987.. 6022, 

6104, 6287.. 6466, 

6579, 6533.. 6583, 

6942, 6811.. 6936, 

7128, 7100.. 7126, 



13862 



7198. .7254, 7216. .7284, 7217. .7282, 7218. .7301, 7218. .7304 



Seq. No. 13263 
Gene No. 28194 
Start 5806 

Name OJ991201JD6 . 0103 . C5 . ol . ts 

Start 5806 
GI * none' 

Exons 5806.. 5862, 5956.. 6096, 6008. 

6449. .6469, 6709. .6756, 6712. 
6811. .6939, 6812. .6940, 7038. 
7217. 



Seq. ID OJ991201_06.0103.C5 
Strand 

End 10738- 

Method TBLASTX : Soybean 

End . 7556 

Score 67 

.6100, 6337.. 6417, 6341.. 6415, 
.6738, 6795. .6914, 6811. .6945, 
.7097, 7042. .7095, 7093. .7128, 



,7279, 7218. .7280, 7515. .7556 



Seq. No. 13263 

Gene No. 28194' 

Start 5806 

Name OJ991201_06 . 0103 . C5 . o3 . gs 

Start 5806 

GI none 

Exons 5806.. 6099, 6307. .6440, 6531, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991201_06.0103.C5 

10738 
GENSCAN 
10737 
.96 



6591, 6679. .6740, 6813, 



7514. .7575, 8171. .8241, 8868. .8963, 9109. .9257, 9331, 
9680; .9746, 9933.. 10075, 10489.. 10737 



6914, 
9400, 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13263 
28194 
5806 

OJ991201_06.0103.C5.o2.np 

5821 

4204297 

5821.. 6093, 6307.. 6436, 6527. 



OJ991201_06.0103.C5 

10738 
AAT/NAP 
10737 
1160 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6617, 6670. .6740, 6813. .6939, 



7044. .7128, 7215. .7279, 7514. .7575, 8171. .8241, 8868. .8963, 
9109. .9257, 9331. .9400, 10489 .. 10529, 10662. .10737 



GI Descrip. (AC003027) ADK1 [Arabidopsis thaliana] 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13263 
28194 
5806 

OJ991201_06. 

6352 

none 

6352. . 6435, 
6710. . 6757, 
7042. .7110, 
7515. .7580, 
8865. .8963, 
9329. .9400, 



0103.C5.ol.tc 



6389. .6436, 6538. 

6811. .6945, 6811. 

7093. .7128, 7100. 

7519. .7578, 8170. 

8866. .8964, 9106. 

9330.. 9401, 9339. 



Seq. ID 
Strand 
End. 
Method 
End 
Score 



OJ991201 06. 0103. C5 



10738 

TBLASTX: Cress 
9402 
59 

6564, 6541. .6564, 6709. .6756, 
6939, 6836.. 6940, 7038.. 7109, 
7126, 7216. .7254, 7218. .7280, 
8247, 8170. .8244, 8826. .8960, 
9255, 9111.. 9236, 9113.. 9256, 
9401, 9343.. 9402 



Seq. No. 13263 

Gene No. 28194 

Start 5806 

Name OJ991201_06 . 0103 . C5 . o2 . tw 

Start 6368 

GI none 

Exons 6368.-6442, 6368.. 6442, 6370. 

6533.-6589/ 6533.. 6598, 6709. 



Seq. ID OJ991201_06.0103.C5 
Strand 

End 10738 
Method TBLASTX : Wheat 
End 6757 
Score 96 

.6444, 6531. .6590, 6532. .6588, 
.6756, 6710.. 6757 



Seq. No. 



13263 



Seq. ID OJ991201_06.0103.C5 



13863 






Gene No. 


28194 


Strand 








Start 


5806 


End 


10738 






Name 


OJ991201 06.0103.C5.ol. tw 


Method 


TBLASTX : 


Wheat 




Start 


6835 


End 


7280 






GI 


none 


Score 


70 






Exons 


6835.. 6936, 6875.-6922, 7026. 


.7109, 7093. .7128, 


7100. .7126, 






7198. .7254, 7218. .7280 










Seq. No. 


13263 


Seq. ID 


OJ991201 


06. 0103. C5 




Gene No . 


28194 


Strand 








Start 


5806 


End 


10738 






Name 


OJ991201 06.0103.C5.o2.ts 


Method 


TBLASTX: 


Soybean 




Start 


8170 


End 


10738 






■-.GI 


none 


Score 


78 






Exons 


8170. .8247, 8170. .8244, 8856., 


.8963, 8857. .8964, 


9106. . 9252, 






9106. .9255, 9113. .9283, 9329., 


.9400, 9330. .9401, 


9343. . 9402, 






10663. .10737, 10670. .10738 










Seq. No. 


13263 


Seq. ID 


OJ991201 


06. 0103. C5 




Gene No. 


28194 


Strand 








Start 


5806 


End 


10738 






Name 


OJ991201 06.0103.C5.o2.tm 


Method 


TBLASTX: 


Maize 




Start 


8881 


End 


10726 




i i 


GI 


none 


Score 


122 






Exons 


8881.. 9000, 8886.. 8963, 9106.. 


.9255, 9110. .9256, 


9111 . . 9275, 


Q 




: ' 9328 .. 9381, 9329.. 9400, 9330.. 


.9401, 9331. .9402, 


9467 . . 9529, 


i;fl 

:: : : 

! LI 




10663. . 10725, 10664 .. 1072 6 








si 


Seq. No. 


13264 


Seq. ID 


OJ991201 


06. 0103. C6 


i ; J 


Gene No. 


28195 


Strand 


+ 






Start 


1 


End 


2699 




Q 


Name 


OJ991201 06.0103.C6.ol.np 


Method 


AAT/NAP 




1 


Start 


1 


End 


2699 




is • 


GI 


5091513 


Score 


1175 • 




n 


Exons 


1..517, 1254. .1914, 2633. .2699 






: L J 


GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 




U: 


Seq. No. 


13264 


Seq. ID 


OJ991201 


_06.0103.C6 


( S * 
*isf 


Gene No. 


28196 


Strand 


+ 




:"«! 
!. 


Start 


8930 


End 


9372 






Name 


OJ991201 06.0103.C6.o4 . gp 


Method 


AAT/GAP 






Start 


8930 


End 


9372 






GI 


2428099 


Score 


734 






Exons 


8930. .9372 










Seq. No. 


13264 


Seq. ID 


OJ991201 


06. 0103. C6 




Gene No. 


28197 


Strand 








Start 


4233 


End 


4544 






Name 


OJ991201 06.0103.C6.ol.gp 


Method 


AAT/GAP 






Start 


4233 


End 


4544 






GI 


72524 1.R1084 


Score 


419 






Exons 


4233. .4544 










GI Descrip. 


' 50914 96/dbj | AB0234 82 . 2 | AB0234 82 3.0e-S 


34 Oryza 


sativa genomic 






DNA, chromosome 6, clone P0680A03, complete sequence 1 




Seq. No. 


13265 


Seq. ID 


OJ991201 


_06.0103.C7 




Gene No. 


28198 


Strand 


+ 





13864 




Start 


97 


End 


438 






Nam© 


OJ991201 06.0103.C7.ol.gs 


Method 


GEN SCAN 






Start 


97 ~ 


End 


438 






GI 


none 


Score 


.48 






Exons 


97. .438 










Seq. No. 


13266 


Seq. ID 


OJ991201_06. 


,0103. 


C8 


Gene No. 


28199 


Strand 


+ 






Start 


778 


End 


3283 






Name 


OJ991201 06 . 0103 . C8 . ol .gs 


Method 


GENSCAN 






Start 


778 ~~ 


End 


3283 






GI 


none 


Score 


. 94 






Exons 


778.. 904, 994.. 1106, 1538 . . 


3283 








Seq. No. 


13266 


Seq. ID 


OJ991201JD6. 


,0103. 


C8 


Gene No. 


28199 


Strand 


+ 






Start 


778 


End 


3283 






Name 


OJ991201 06.0103.C8.ol.np 


Method 


AAT/NAP 






Start 


1549 


End 


3283 






GI 


4204315 


Score 


1496 






Exons 


1549. . 3283 










GI Descrip. 


(AC003027) Unknown protein 


[Arabidopsis thaliana] 






Sea No. 


13266 


Seq. ID, 


OJ991201_06, 


,0103. 


C8 


Gene No . 


28200 


Strand 


+ 






Start 


7110 


End 


14159 






Name 


OJ991201 06.0103.C8.o3.np 


Method 


AAT/NAP 






Start 


7110 


End 


14159 






GI 


3157926 


Score 


82 








7110. .7132, 13552. . 13881, 14044. .14159 








GT Dpsrrio. 


(AC002131) Strong similarity to extensin-like protein gfc 


>| Z34465 




from Zea mays. [Arabidopsis 


thaliana] 








Seq. No. 


13266 


Seq. ID 


OJ991201_06. 


.0103. 


C8 


Gene No. 


28200 


Strand 


+ 






Start 


7110 


End 


14159 






Name 


OJ991201 06.0103.C8.o2.gp 


Method 


AAT/GAP 






Start 


13686 


End 


14159 






GI 


none 


Score 


888 






Exons 


13686. .14159 










Seq. No. 


13266 


Seq. ID 


OJ991201_06, 


.0103. 


C8 


Gene No. 


28201 


Strand 








Start 


3545 


End 


3889 






Name 


OJ991201 06.0103.C8.o2.gs- 


Method 


GENSCAN 






Start 


3545 


End 


3889 






GI 


none 


Score 


.46 






Exons 


3545. .3670, 3725. .3889 










Seq. No. 


13266 


Seq. ID 


OJ991201_06. 


. 0103. 


C8 


Gene No. 


28202 


Strand 








Start 


5346 


End 


11174 






Name 


OJ991201 06.0103.C8.ol.gp 


Method 


AAT/GAP 






Start 


5346 


End 


11174 






GI 


8698 1.R1084 


Score 


3077 






Exons 


5346. .5664, 5762. .5833, 6312. .6434, 6863. .7027, 7230. .7364, 



7453. .7605, 7728. .7802, 8549. .8626, 9240. .9304, 9881. .9992, 



13865 



10678. .10788, 10929.. 11174 
GI Descrip. 1 36604 69/emb | CAA05024 | 0.0e+00 (AJ001808) succinyl-CoA-ligase 
beta subunit [Arabidopsis thaliana] >gi_4 512 693_gb_AAD2174 6 . 1_ 
(AC006569) succinyl-CoA ligase beta subunit [Arabidopsis 
thaliana] ' 



Seq. No. . 13266 
Gene No. * 28202 
Start 5346 

Name OJ991201JD6 . 0103 . C8 . o3 . gs 

Start 5587 
GI none 

Exons 5587.. 5727, 5762.. 5833, 6312, 

7453. .7605, 7728. .7802, 8549, 
10678. .10835, 10862.. 11030 



Seq. ID 
Strand 
End 

Method 

End 

Score 
. 6434, 
.8626, 



OJ991201 06. 0103. C8 



11174 
GEN SCAN 
11030 
.85 

6863. .7027, 
9240. . 9304, 



7230. 
9881. 



7364, 
10067, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



13266 
28202 
5346 

OJ991201_06.0103.C8.o2.np 

5590 

3660469 

5590. .5664, 5762. .5833, 6312. 
7453. .7605, 7728. .7802, 8549. 



Seq. ID OJ991201_06.0103.C8 
Strand 

End 11174 

Method AAT/NAP 

End 11027 

Score 1513 
.6434, 6863. .7027, 



,8626, 9240. . 9304, 



7230. 
9881. 



7364, 
9992, 



10678. .10788, 10929. .11027 

(AJ001808) succinyl-CoA-licjase beta subunit [Arabidopsis 
thaliana] gi | 6598664 | gb | AAD25643 . 2 |*AC007109_1 (AC007109) 
succinyl-CoA ligase beta subunit [Arabidopsis thaliana] 



Seq. No. 13266 
Gene No. 28203 
Start 13677 

Name OJ991201__06 . 0103 . C8 . ol . ts 

Start 1529 
GI none 

Exons 1529.. 1600, 1631.. 1687, 1691. 

1843.. 1920, 1919.. 2362, 1957. 
2500.. 2580, 2510.. 2587, 2579. 
2939.. 3280, 3013.. 3261 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991201 06. 0103. C8 



14135 

TBLASTX : Soybean 
3280 
54 

1762, 1702. .1761, 1841. .1921, 
2040, 2116. .2367, 2423.. 2509, 
2641, 2672. .2881, 2738.. 2935, 



Seq. No. 13266 

Gene No. 28203 

Start 13677 

Name OJ991201_06 . 0103 . C8 . o3 . tc 

Start 1942 

GI none 

Exons 1942.. 2322, 1958.. 2323 



Seq. ID OJ991201_06.0103.C8 
Strand 

End 14135 

Method TBLASTX : Cress 

End 2323 

Score 401 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



13266 
28203 
13677 

OJ991201_06.0103.C8.o2.tm 

2671 

none 



Seq. ID OJ991201_06.0103.C8 
Strand 

End 14135 

Method TBLASTX : Maize 

End 3100 

Score 260 



2671. .2829, 2672. .3034, 2735.-2932, 3034. .3099, 3038. .3100 
13266 Seq. ID OJ991201 06. 0103. C8 



13866 



Gene No. 


28203 








Strand 








13677 








End 


14135 




Name 


OJ991201 06 


0103 , 


. C8 . o2 . 


tc 


Mpt hod 


TBLASTX • 


Cr es s 


Start 


2672 _ 








End 


3217 






none 








Score 


175 






2672 2881. 


2939, 


. .3217, 


3064 . 


. 3216 


- 




Seq. No. 


13266 








Seq. ID 


OJ991201 


_06.0103.C8 


Gene No. 


28203 








Strand 






Start 


13677 








End 


14135 






OJ991201 06 

\-s w y ~S -L £~ \J X. WW. 


0103 , 


. C8 . o4 . 


tm 


Mpt* hod 




Mai ze 


Qf art 
o Lai L 


3131 _ 








End 


3280 * 






none 








Score 


203 




P. von <5 


3131 3265, 


3139. 


3261, 


3143 . 


. 3280 






O C ^ . L N « 


13266 








Seq. ID 


OJ991201 


06 0103 C8 

WW. W -L. W ~J . \~r \J 




28203 








Strand 






Otal L 


13677 








End 


14135 




Name 


OJ991201 06. 


0103. 


,C8.o3. 


tm 


Method 


TBLASTX: 


Maize 


Start 


5453 








End 


6952 




GI 


none 








Score 


35 




pvonq 


5453 5482 


54 61 . 


5508, 


5509. 


.5559, 5525.. 5557, 


5584 5691. 




5588 5665 


5623 . 


5673, 


5757 . 


.5825, 5760. .5834, 


5762 5839. 




6283 6435 


6285 . 


. .6437, 


6285 . 


.6437, 6289. .6438, 


6860 6952. 




6861 6950 


6862 . 


6951, 


6875 . 


.6952 






O C • LN U • 


J. Jt. uu 








Seq. ID 


OJ991201 


06 0103 C8 


flono Mo 










Strand 








J. J o / / 








End 


14135 




Name 


UU J WW. 


ni oi 






Method 


TBLASTX: 


ouyucaii 


O L. a. -L U 


5590 ~ 








End 


11042 




GI 


none 








Score 


49 




Exons 


5590. .5685, 


5623. 


. .5673, 


5760. 


.5834, 5762. .5839, 


6283. . 6435, 




6285. . 6437, 


6285. 


. .6437, 


6849. 


.7037, 6859. .6987, 


6860. .7036, 




7227 7364. 


7227. 


. .7364, 


7228. 


.7365, 7450. .7608, 


7496 7609. 




7725 7802. 


7726. 


. .7800, 


7726. 


.7836, 8540.. 8629, 


8550 8627, 




9232 9321 


9237. 


. .9308, 


9874. 


.9990, 9879. .9995, 


9891 9995 

y \j y jl • • y y y ~j f 




10654 10824 


, 10679. .10789, 10929 .. 11042 , 10930 


11040, 




10971 11042 














Qpn No 


13266 








Seq. ID 


OJ991201 


06 0103 C8 

WW. W -L W -J • \*/\J 


Vj CI .1 IN W ■ 


28203 








Strand 






Start 


13677 








End 


14135 




Name 


OJ991201 06 


0103, 


,C8.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


5602 ~ 








End 


11027 




GI 


none 








Score 


50 




Exons 


5602. .5685, 


5623. 


. .5673, 


5760. , 


.5834, 5762. .5839, 


6283. .6435, 




6285. .6437, 


6285. 


.6437, 


6849. , 


.7037, 6853. .6987, 


6860. .7036, 




7223 7279, 


7227. 


.7364, 


7227. , 


.7364, 7228.. 7365, 


7450. .7608, 




7456 7599 


7496. 


, .7606, 


7725. . 


.7784, 7725. .7802, 


7726. .7803, 




P54D 


8550. 


.8639, 


9232. . 


.9309, 9237. .9308, 


9874. .9990, 




9879. .9995, 


9891. 


.9995, 


10654, 


. .10791, 


10679. . 10789, 




10929. . 11027 


, 10933.. 11022 








Seq. No. 


13266 








Seq. ID 


OJ991201 


_06.0103.C8 


Gene No. 


28203 








Strand 






Start 


13677 








End 


14135 





13867 



Name 

Start 

GI 

Exons 



OJ991201_06.0103.C8.ol.tm 

6953 

none 

6953.. 7036, 6954.. 7037, 7227. 

7449. .7547, 7450. .7608, 7450. 

7726. .7809, 7727. .7813, 7727. 

9225.. 9308, 9232.. 9309, 9237. 



Method TBLASTX: Maize 
End 11088 
Score 116 

7364, 7228..736S, 7230. .7367, 
7608, 7725.. 7802, 7726.. 7803, 
7813, 8540. .8629, 8547. .8627, 
930-8, 9238.. 9309, 9239... 9310, 
999^4, 9879.. 10001, 9882.. 10004, 



9239.. 9319, 9874.. 9993, 9875 
10654. .10791, 10679. .10789, 10929 .. 11033, 10930 11034 , 
10971. .11051, 10994. .11050, 1104 1 .. 11085, 1104 9 .. 11087 , 
11056.. 11088 



Seq. No. 13266 Seq. ID 

Gene No. 28203 Strand 

Start 13677 End 

Name OJ991201_06 . 0103 . C8 . o4 . gs Method 

Start 13677 End 

GI none Score 

Exons 13677. .14064, 14113.. 14135 



OJ991201_06.0103.C8 

14135 
GENSCAN 
14135 
.98 



Seq. No. 13267 Seq. ID 

Gene No. 28204 Strand 

Start 812 End 

Name OJ991201_06 . 0103 . C10 . ol . gs Method ' 

Start 812 , End 

GI none Score 

Exons 812.. 954, 1572.. 1600, 2688.. 2759, 2846, 
4153. .4265, 4836. .5153 



OJ991201_06. 0103. C10 
+ 

5153 
GENSCAN 
5153' 
.76 

.3016, 3098.. 3298, 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



\ s l\ Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



13267 Seq. ID 

28204 Strand 
812 End 
OJ991201_06. 0103. C10. ol.np Method 
866 End 
3319884 Score 
866. .954, 1572. .1600, 1691. .1870, 2688 
4153.. 4*265, 4836.. 5108 

(AJ224306) PRT1 [Arabidopsis thaliana] 
(AJ224307) PRT1 [Arabidopsis thaliana] 



OJ991201JD6. 0103. C10 
+ 

5153 
AAT/NAP 
5108 
531 

. .3016, 3098. .3292, 
gi | 33198861 emb | CAA118 92 | 



13267 
28204 
812 

OJ991201_06. 0103. C10. ol.gp 

2694 

428862 

2694. .2759, 2846. .3016, 
3319884 /emb | CAA11891 | 4 



Seq. ID 
Strand 
End 

Method 
End 
Score 
3098. .3181 

0e-09 (AJ224306) PRT1 [Arabidopsis 
thaliana] >gi_331988 6_emb_CAA11892_ (AJ224307) PRT1 [Arabidopsis 
thaliana] 



OJ991201_06. 0103. C10 
+ 

5153 
AAT/GAP 
3181 
602 



Seq. No. 13267 Seq. ID 

Gene No. 28205 Strand 

Start 9710 End 

Name OJ991201__06 . 0103 . C10 . o2 . np Method 

Start 9710 End 

GI 4769012 Score 



OJ991201_06. 0103. C10 

4- 

10285 
AAT/NAP 
10285 
256 



13868 



Exons 9710.. 9769, 10020.. 10285 

GI Descrip. (AF143746) CER1 [Oryza sativa] 



Seq. No. 


13267 








Seq. ID 


OJ991201_06. 0103. C10 


Gene No. 


28206 








Strand 




Start 


6099 








End 


7914 


Name 


OJ991201 06 


.0103 


. C10 . o2 


. as 


Method 


GEN SCAN 


Start 


6099 








End 


7 914 


GI 


none 








Score 


. 66 


Exons 


6099. . 6302, 


6350 


. . 6504, 


6549. 


.6620, 6854.. 6990, 7883.. 7914 


Seq. No. 


13267 








Seq. ID 


OJ991201_06. 0103. C10 


Gene No. 


28207 








Strand 




Start 


8112 








End 


8792 


Name 


OJ991201 06 


.0103 


.C10 .ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1531 








End 


5009 


GI 


none 








Score 


47 


Exons 


1531 . . 1596, 


1566 


. . 1598, 


1567 . 


.1599, 1682. .1735, 1690. .1869, 




1692. .1871, 


1692 


. . 1868, 


2680. 


.2751, 2684. .2767, 2687. .2752, 




2846. . 3025, 


2856 


. . 3014, 


2857 . 


.3015, 2858. .3016, 2962. .3015, 




2962 . . 3282, 


3062 


. .3292, 


3097 . 


.3297, 3098. .3292, 4203. .4268, 




4214 . . 4270, 


4836 


. 5009, 


4836. 


.5003, 4838. .5005 


Seq. No. 


13267 








Seq. ID 


OJ991201_06. 0103. C10 




28207 








Strand 




Start 


8112 








End 


8792 


Name 


OJ991201 06 


.0103 


C10 . ol 


, tc 


Method 


TBLASTX: Cress 


Start 


1567 ~~ 








End 


4991 


GI 


none 








Score 


48 


r.ynn <=; 

i_j *\ 1 1 


1567 1599 


1690 


.1869, 


1693 . 


.1890, 2935. .3015, 2962. .3015, 




3095 . . 3124 , 


3139 


.3291, 


3139 . 


.3261, 4227. .4268, 4836. .4991, 




4836. .4982, 


4838 


.4984 








Seq. No. 


13267 








Seq. ID 


OJ991201_06. 0103. C10 


Gene No . 


28207 








Strand 




Start 


8112 








End 


8792 


Name 


OJ991201 06 


.0103 


C10 .ol 


ts 


Method 


TBLASTX : Soybean 


Start 


2935 ~ 








End 


4928 


GI 


none 








Score 


100 


Exons 


2935! .3015, 


2935 


. 3030, 


3096. 


.3236, 3097. .3318, 4835. .4915, 




4836. .4928 












Seq. No. 


13267 








Seq. ID 


OJ991201_06. 0103. C10 


Gene No . 


28207 








Strand 




Start 


8112 








End 


8792 


Name 


OJ991201 06 


.0103, 


C10.o2 


gp 


Method 


AAT/GAP 


Start 


8112 








End 


8792 


GI 


57067 1.R1084 






Score 


1319 


Exons 


8112. .8792 












GI Descrip. 


f 2160782 9.0e-29 


(AF001505) putative ammonium transporter 




OsAMTlp [Oryza sativa] 1 








Seq. No. 


13267 








Seq. ID 


OJ991201_06. 0103. C10 


Gene No. 


28208 








Strand 




Start 


10016 








End 


10263 


Name 


OJ991201 06 


.0103. 


C10.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


10016 








End 


10263 



13869 



C T 


none 




Score 


287 




Exons 


10016. .10207, 10017. .10208, 


10207. .10263, 10208 


. . 1 KJZ 4! O 


oeq . iNO . 


13268 




Seq. ID 


OJ991201 


_06.0103.C11 


Gene No. 


28209 




Strand 


+ 




Start 


1 




End' 


3587 




Name 


OJ991201 06.0103.Cll.ol 


. np 


Method 


AAT/NAP 




btart 


1 




End 


3587 




bl 


4769012 




Score 


915 




Exons 


1..121, 2474. .2693, 284 


5. .3227, 3314.. 


3428, 3515.. 3587 


bl uescrip. 


(AF143746) CER1 [Oryza 


sativa] 






oeq . wo . 


13268 




Seq. ID 


OJ991201 


UD.UlUJ.bll 


Gene No . 






Strand 


+ 




btart 


1 




End 


3587 




Name 


OJ991201 06.0103.Cll.ol 


.tm 


Method 


TBLASTX : 


Maize 


Start 


1 




End 


3445 


* 


C T 
bl 


none 




Score 


230 




Exons 


1..162, 9. .53, 96. .119, 


2451 


..2693, 2476.-2694, 


z 4 o o . . z oy d , 




2845. .3069, 2845. .2904, 


2846 


..3094, 28 


46. .3061, 


oq^c tin 




3081.. 3224, 3082.. 3225, 


3082 


..3225, 3083.. 3226, 


jlU4 . . OZ Z D , 




3303. .3380, 3304. .3417, 


3308 


..3445, 3311. .3421 




beq. NO. 


13268 




Seq. ID 


OJ991201 


nc nim n i 
Uo . U1U J . bl 1 


Gene No. 


28209 




Strand 


+ 




Start 


1 




End 


3587 




Name 


OJ991201 06.0103.Cll.ol 


. ts 


Method 


TBLASTX: 


Soybean 


otart 


1 




End ~ 


2968 




bl 


none 




Score 


230 




Exons 


1..162, 9. .53, 96. .119, 


2451 


..2693, 2476. .2694, 


z4ioo. . z o y o , 




2844. .2948, 2846.-2968, 


2846 


. .2950 






oeq . jno . 


1 TO CO 




Seq. ID 


OJ991201 


_06.0103.C11 


bene jno . 


28209 




Strand 


+ 




Start 


1 




End 


3587 




Name 


OJ991201 06.0103.Cll.ol 


. tc 


Method 


TBLASTX: 


Cres s 


o l. arc 


1 




End 


3421 




C T 
bl 


none 




Score 


227 




TT 1 \r f~\ T"*i O 

txons 


1..162, 6. .47, 96. .131, 


2451 


..2696, 2476. .2694, 


Z DU 4 . . Z O:? t> , 




2846. .3073, 2849.-2995, 


3083 


..3142, 3137.. 3232, 






JJUO . . O *i ^ X 










Seq. No. 


13268 




Seq. ID 


OJ991201 


_06.0103.C11 


Gene No. 


28209 




Strand 


+ 




ocar l 


1 




End 


3587 




Name 


OJ991201 06.0103.Cll.ol 


.gs 


Method 


GENSCAN 




otart 


2566 




End 


3421 




C T 
bl 


none 




Score 


.83 




Exons 


2566.. 2693, 2845.. 3226, 


3314 


. .3421 






Ocl^. IN U . 


13268 




Seq. ID 


OJ991201 


_06.0103.C11 


Gene No. 


28209 




Strand 


+ 




Start 


1 




End 


3587 




Name 


OJ991201 06.0103.Cll.ol 


.gp 


Method 


AAT/GAP 




Start 


2931 




End 


3561 




GI 


71043 1.R1084 




Score 


717 




Exons 


2931. .3226, 3314. .3423, 


3536 


. .3561 







13870 



GI Descrip. 1 2160782 9.0e-29 (AF001505) putative ammonium transporter 
OsAMTlp [Oryza sativa] ' 



o e CJ • LN v . 


13268 




Seq. ID 


OJ991201_06. 0103. Cll 


bene inu . 


Z. O z, y _7 




Strand 


+ 


Of arf 


1 
X 




End 


3587 


Name 


H TQQ1 901 0 


0101 Til n9f<5 

• U1U J * ^ X X • L>6 * L O 


Method 


TBLASTX : Soybean 


o Lax L 


9 Q7 9 ~~ 
z. _? / z 




End 


3403 


bX 


none 




Score 


120 


Exons 


2972. .3073, 


3001.. 3066, 3077. 


.3145, 3082. .3144, 3154. .3225, 




3155. .3226, 


3304.. 3402, 3305. 


.3403 




oeq. LN U * 


1 1968 




Seq. ID 


OJ991201_06. 0103. Cll 


bene lnu . 


9R90Q 

Z, O Z, _7 




Strand 


+ 


^-h a -r t- 


1 
J. 




End 


3587 


Name 


OJQQ1 901 06 


0103 Cll ol tw 


Method 


TBLASTX: Wheat 


O Ldl L 


1095 ~~ 
j v z. *j 




End 


3436 


(IT 


nunc 




Score 


294 


Exons 


3025. .3225, 


3026. .3226, 3304. 


.3423, 3308. .3436, 3311. .3421 


Q orr Ma 
Octj. LN U . 






Seq. ID 


OJ991201_06.0103.C12 


bene ino . 


9R91 0 




Strand 


+ 


Of a >-+- 


X 




End 


1081 


Name 


n TQQ1 901 0 

UU -7-? XZ.U X UD 


0101 rl 9 nl nn 


Method 


AAT/NAP 


OLalL 


1 
X 




End 


1081 


bX 






Score 


394 ' 


Exons 


1 181 £4 £i 


otc QO £ 10 81 






bX LJ fci o L. .L x^j . 


f AP004 fifi 4 ) 

\ r\\*> \J \J *i \J O *i / 


CERl-like protein 


[Arabidopsis thaliana] 


Seq. No. 


13269 




Seq. ID 


OJ991201_06.0103.C12 


bene inu . 


9891 0 




Strand 


+ 


Q+- 3 r-+- 


1 

X 




End 


1081 


Name 


O.T991 901 06 


. 0103.C12 .ol.gp 


Method 


AAT/GAP 


j Lai L 


7 s ~~ 




End 


637 


J. 


31074 91 




Score 


555 


DAUilO 


7S 989 18 

/ J • • Z O Z. , .J o 


8. .486, 611. .637 






GI Descrip. 


4769012/gb| 


AAD29719.1|AF143746 1 3.0e- 


20 (AF143746) CER1 [Oryza 




sativa] 








Oc4i IN (J • 


13269 




Seq. ID 


OJ991201_06.0103.C12 


(2 a n q Kl o 

bene lnu . 


28210 




Strand 


+ 


o +- ^ rf- 
O Udl L 


. 1 




End 


1081 


Name 


OJ991201 06 


.0103.C12.ol.gs 


Method 


GENSCAN 


O Ldl L 


82 




End 


1067 


(IT 
bX 


none 




Score 


.93 


Exons 


82. .282, 388. .486, 645. .815, 


906. . 1067 




Seq. No. 


13269 




Seq. ID 


OJ991201_06.0103.C12 


Gene No. * 


28211 




Strand 




Start 


1748 




End 


1993 


Name 


OJ991201 06 


.0103.C12.o2.np 


Method 


AAT/NAP 


Start 


1748 




End 


1993 


GI 


2435542 




Score 


72 


Exons 


1748. .1993 








GI Descrip. 


(AF026204) 


No definition line 


found f Caenorhabditis elegans] 


Seq. No. 


13269 




Seq. ID 


OJ991201_06.0103.C12 



13871 




Gene No. 


28212 


Strand 




Start 


2675 


End 


3172 


Name 


uo y y ±zui u d 


. u iu j . uiz . oi . uc Metnou 


1 0L1A.0 1 a i uress 


Start 


/ y 


Lna 


IUjj 


GI 


none 


Score . 


1 bZ 


Exons^ 


/ y . . z o d , y u 


OI O CCQ QI 1 C~l A Q 1 A 
..Z1Z, DDO..OI1, b / 4 . . o±4 , 


CTC QI C CTC QI C 

b/o. . olO/ b/o. . olj/ 






QflC: QQ1 QQQ inci^ 

y uo . .yyx, yyy. . iudj 




Seq. No. 


1 oz by 


Seq. ID 


OJ991201_06.0103.C12 


Gene No. 


28212 


Strand 




Start 


2675 


End 


3172 


Name 


OJ991201 06 


. 0103.C12.ol. tm Method 


TBLASTX: Maize 


otart 


79 


End 


1070 


C T 


none 


Score 


257 


Exons 


79. .285, 79 


..282, 81. .284, 385.-477, 385. .477, 641. .814, 




642. .815, 644. .814, 892. .1053, 893. .1066, 903. .1067, 903. .10 


Seq. No. 


13269 


Seq. ID 


OJ991201_06.0103.C12 


Gene No. 


28212 


Strand 




otart 


Z b / D 


End 


3172 


Name 


OJ991201 06 


. 0103.C12.ol. tw Method 


TBLASTX: Wheat 


o tar z 


903 


End 


1067 


GI 


none 


Score 


217 


Exons ; 


903. .1067, 


905. .1066 




Seq. No. 


13269 


Seq. ID 


OJ991201_06.0103.C12 


Gene No. 


28212 


Strand 




Start 


2675 


End 


3172 


Name 


OJ991201 06 


. 0103 . C12 . o2 . gs Method 


GEN SCAN 


Start 


2675 


End 


2987 


GI 


none 


Score 


.71 


Exons 


2675. .2781, 


2897. .2987 




Seq. No. 


13269 


Seq. ID 


OJ991201_06.0103.C12 


bene no . 


28212 


Strand 




Start 


2675 


End 


3172 


Name 


OJ991201 06 


.0103.C12.o3.np Method 


AAT/NAP 


o tar u 


2865 


End 


3172 


C T 


4204284 


Score 


74 


Exons 


2865. .2987, 


3149. .3172 




vji uescrip. 


(AC003027) 


lcllprt seq No definition line found [Arabidopsis 




thaliana] 






beq. no. 


13270 


Seq. ID 


OJ991201_06.0103.C13 


Gene No . 


28213 


Strand 






1 


End 


5725 


Name 


OJ991201 06 


. 0103.C13.ol.np Method 


AAT/NAP 


Start 


1 


End 


5725 


bl 


4204284 


Score 


703 


Exons 


1..41, 77.. 


153, 832.. 1097, 1290.. 1405, 


1432. .1964, 2049. .229 




5691. .5725 






GI Descrip. 


(AC003027) 


lcllprt seq No definition line found [Arabidopsis 




thaliana] 






Seq. No. 


13270 


Seq. ID 


OJ991201_06.0103.C13 


Gene No. 


28213 


Strand 




Start 


1 


End 


5725 



13872 



Name 

Start 

GI 

Exons 



OJ991201_06 . 0103 . CI 3 . ol . gs Method GENSCAN 
652 End 5500 

none Score .69 

652. .788, 860. .1097, 1290. .2087, 2253. .2443, 3901. 
4439. .4634, 5419. .5500 



,4285, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13270 
28213 
1 

OJ991201_06.0103.C13.ol.tm 

994 

none 



Seq. ID OJ991201_06.0103.C13 
Strand 
End 

Method 
End . 
Score 



5725 

TBLASTX: Maize 

1646 

125 



994. .1080, 996. .1079, 1287. .1409, 1287. .1409, 1288. .1413, 
1300. .1416, 1472. .1645, 1473. .1646, 1473. .1646 



Seq. No. 13270 

Gene No. 28213 

Start 1 

Name OJ991201_06 . 0103 . C13 . ol . ts 

Start 1311 

GI none 

Exons 1311.. 1403, 1312.. 1434, 1449. 

1657. .1737, 1728. .1808, 1768. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1487, 1500 
.1809 



OJ991201 06.0103.C13 



5725 

TBLASTX : Soybean 
1809 
123 

1733, 1518.. 1601, 



Seq. No. 
Gene No. 
Start 
Name 
Start 
.GI 

Exons 

GI Descrip. 



Seq. ID OJ991201 06.0103.C14 



13271 
28214 
1 

OJ991201_06. 0103.C14 .ol.np 
1 

3193294 
1..24, 606. .800 

(AF069298) similar to reverse transcriptases (Pfam: rvt.hmm, 
score: 53.76) [Arabidopsis thaliana] 



Strand 
End 

Method 

End 

Score 



f 

1054 
AAT/NAP 
800 
105 



Seq. ID OJ991201_06.0103.C14 



Seq. No. 13271 
Gene No. 28214 Strand + 

Start .1 ' End 1054 

Name OJ991201_06 . 0103 . C14 . o2 . np Method AAT/NAP 

Start 1 - ■ End 1054 

GI 6069646 Score 213 

Exons 1..21, 598.. 1054 

GI Descrip. (AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi I 6907112 | dbj | BAA90639 . 1 1 (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic 
putative non-LTR retroelement reverse transcriptase. 
[Oryza sativa] 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



Seq. No. 13271 

Gene No. 28215 

Start 853 

Name OJ991201_06 . 0103 . C14 . ol . tm 

Start 590 

GI none 

Exons 590.. 814, 600.. 815, 836.. 1027 



Seq. ID OJ991201_06.0103.C14 
Strand 

End 3138 

Method TBLASTX : Mai ze 

End 1027 

Score 221 



Seq. No, 
Gene No, 



13271 
28215 



Seq. ID 
Strand 



OJ991201 06.0103.C14 



13873 




Start 


853 




End 


3138 


Na.ro.© 


OJ991201 06.0103.C14 


ol . tw 


Method 


TBLASTX: Wheat 


Start 


597 ~~ 




End 


776 


GI 


none 




Score 


196 


Exons 


597. .776 








Seq. No. 


13271 




Seq. ID 


OJ99120'l_06.0103 


Gene No. 


28215 




■ ■" Strand 




Start 


853 




End 


3138 


Name 


OJ991201 06. 0103. CI 4. 


ol . gs 


Method 


GENSCAN 


Start 


853 ~~ 




End 


3138 


GI 


none 




Score 


. 68 


Exons 


853. . 921, 1714 . . 1810, 


1926. 


.2034, 2285 


. . 2393, 2986. .313 


Seq. No. 


13272 




Seq. ID 


OJ991201_06.0103 


Gene No. 


28216 




Strand 




Start 


618 




End. 


691 


Name 


OJ991201 06.0103.C15. 


ol . gs 


Method 


GENSCAN 


Start 


618 ~ 




End 


691 


GI 


none 




Score 


. 94 


Exons 


618. . 691 








Seq. No. 


13273 




Seq. ID 


OJ991201_06.0103 


Gene No. 


28217 




Strand 


+ 


Start 


1466 




End 


2170 


Name 


OJ991201 06 0103 C16 


o 1 . gs 


Mpt~hori 

Lit LI 1UU 


GENSCAN 


Start 


1466 _ 




End 


2170 


GI 


none 




Score 


. 98 


Exons 


1466. .2170 








Seq. No. 


13273 




Seq. ID 


OJ991201_06.0103 


Gene No. 


28.218 




Strand 


+ 


Start 


4696 




End 


6288 


Name 


OJ991201 06.0103.C16. 


o2 . gs 


Method 


GENSCAN 


Start 


4696 ~~ 




End 


6288 


GI 


none 




Score 


1 


Exons 


4696. . 6288 








Seq. No. 


13273 




Seq. ID 


OJ991201_06.0103 


Gene No. 


28219 




Strand 


+ 


Start 


8168 




End 


8641 


Name 


OJ991201 06.0103.C16. 


o3 . gs 


Method 


GENSCAN 


Start 


8168 




End 


8641 


GI 


none 




Score 


.81 


Exons 


8168. .8308, 8573. .8641 






Sea. No. 


13273 




Seq. ID 


OJ991201_06.0103 


Gene No. 


28220 




Strand 


+ 


Start 


. 14622 




End 


16918 


Name 


OJ991201 06.0103.C16. 


o5 . gs 


Method 


GENSCAN 


Start 


14622 




End 


16918 


GI 


none 




Score 


.44 


Exons 


14622. . 14655, 14672. . 


14759, 


14 963. . 15080, 15216. .15329, 




15563. .15629, 15873. . 


16011, 


16575. .16645, 16758. .16918 


Seq. No. 


13273 




Seq. ID 


OJ991201_06.0103 


Gene No. 


28221 




Strand 





13874 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9721 End 12188 

OJ991201_06 . 0103 . CI 6 . ol . np Method AAT/NAP 

9721 End 12188 

2160782 Score 1982 
9721:. 9828, 10688. .12188 

(AF001505) putative ammonium transporter OsAMTlp [Oryza sativa] 

13273 ' Seq. ID OJ991201JD6 . 0103 . CI 6 

28221 Strand 

9721 End 12188 

OJ991201JD6. 0103. CI 6. ol . gp Method AAT/GAP 

10536 End 11137 

3768182 Score 1103 

10536. .11137 

2160782 9.0e-29 (AF001505) putative ammonium transporter OsAMTlp 
[Oryza sativa] 



Seq. No. 


13273 








Seq. ID 


OJ991201_06.0103.C16 


•jcllc IN (J. 


^ O c* X 








Strand 




OLait 










End 


12188 


Name 


n TQQ1 901 D£ 


0103. 


C16.o4 


. gs 


Method 


GENSCAN 


Of a r-4- 


1 OfiQQ ~~ 








End 


12188 


oX 










Score 


.93 


Exons 


1 OfiQQ i nRS7 


10926.. 12188 






oeq . LNO . 










Seq. ID 


OJ991201_06.0103.C16 


Gene No. 


28222' 








Strand 




Start 


16830 








End 


19433 


Name 


O TQQ1 9D1 


0103. 


C16.o2 


. tc 


Method 


TBLASTX: Cress 


O (_ aX L 


J u o o 








End 


5937 


\j x 


none 








Score 


394 


XT' \r /~\ o 


RDR ^ R7 1 R 


5112. 


.5741, 


5721. 


.5804, 5722. .5832, 5836.-5937 


O tr • IN U • 


1 JL / J 








Seq. ID 


OJ991201_06.0103.C16 


Gene No. 


28222 








Strand 




Start 


16830 








End 


19433 


Name 


OJ991201 06. 


0103. 


C16.o3 


.ts 


Method 


TBLASTX: Soybean 


Start 


5086 








End 


5709 


GI 


none 








Score 


87 


Exons 


5086. .5256, 


5182. 


.5313, 


5269. 


.5652, 5572. .5709 


Seq. No. 


13273 








Seq. ID 


OJ991201_06.0103.C16 


Gene No. 


28222 








Strand 




Start 


16830 








End 


19433 


Name 


OJ991201 06. 


0103. 


C16.o3 


.tm 


Method 


TBLASTX: Maize 


Start 


5089 








End 


6126 


GI 


none 








Score 


143 


Exons 


5089. .5313, 


5095. 


.5313, 


-5112. 


.5312, 5118.. 5279, 5212.. 5439, 




5224. .5388, 


5242. 


.5493, 


5247. 


.5438, 5335.. 5709', 5337.. 5504, 




5547. .5792, 


5548. 


.5745, 


5548. 


.6126, 5856. .6089 


Seq. No. 


13273 








Seq. ID 


OJ991201_06.0103.C16 


Gene No. 


28222 








Strand 




Start 


16830 








End 


19433 


Name 


OJ991201 06. 


0103. 


C16.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


5233 








End 


5856 


GI 


none 








Score 


143 



13875 



Exons 


R9 O O 


o^yj, OJOO. , JOOD, 044b. 


coco 

. JO J J 




Seq. No. 


13273 




Seq. ID 


OJ991201_06.0103.C16 


Gene No. 


28222 




Strand 




otart 


loo jU 






± y h jo 


Name 


uj y y iz 


Ul Ub. UXUj.LiD.O^ . tS 


Method 


i niiAb i a : boyoean 


otart 


J / lo 






el on 


GI 


none 




Score 


J bo 


Exons 


D / lo. . 




. o y y h r jo 


en cnn^ 

o y . . buu o 


Seq. No. 


13273 




Seq. ID 


OJ991201_06.0103.C16 


Gene No. 


28222 




Strand 




btart 


i a q t n 
1 bo jU 






i y 4 jo 


Name 


ojy y i^ 


Ul Ub . UlUo . Clb . Od . tC 


Method 


TOT 7\ O T" V ■ P-w-rt^.^ 

i bLiAb l a : tress 


btart 


oyj / 




hina 


COt^O 
O^J<i 


GI 


none 




Score 




Exons 


CQT7 

oyj / . . 


CnQQ t^Q^Q ^1 0"3 C Q /I A 

buoy, oyjo . . bizo, oy44. 


. biz y , b l 


/i o coco /n qo 
. . bZ oz , b 1 4 / . .biy/ 


beq. No. 


1 T)T5 

lo^ / J 




beq . i u 


htqqi om ric n 1 n o. /^ic 
ujyyi^ui uo . uiuj . Lib 


Gene No . 






otrana 




Start 


1 bo jU 




End 


19433 


Name 


uu yyit 


ni n£ m pi £ ^9 -i-m 


Method 


TBLASTX: Maize 


Start 


10739 




End 


18349 


GI 


none 




Score 


52 


Q Exons^- 


10739. 


.10768, 10780. .10890, 1 


0793. .108 


43, 10840. .10890, 




10866. 


.11081, 10866. .10961, vl 


0985. .110 


11, 11007. .11090, 


:-?k 

L! : 


11016. 


.11108, 18025. .18249, 1 


8034. .18249, 1807 1 .. 18250, 


r 


18256. 


.18348, 18257. .18349 







Seq. No. 13273 
Gene No. 28222 
Start 16830 

Name OJ991201_06 . 0103 . CI 6. 

Start 10780 
GI none 

Exons 10780. .10863, 10840.. 

11016. .11390, 11146.. 
11968. .12117, 12093., 
18077. .18253, 18256., 
18514. .18636, 18639.. 
19332. .19385 



ol.tc 



10866, 
11316, 
12188, 
18537, 
19355, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991201 06.0103.C16 



19433 

TBLASTX: Cress 
19385 
44 

10866. .10961, 10872. .11012, 
11400. .12116, 11410. .11904, 
18028. .18246, 18028. .18252, 
18257. .18511, 18513. .18635, 
18643. .19149, 19207 .. 19356, 



Seq. No. 


13273 








Seq. ID OJ991201 


_06.0103 


.C16 


Gene No. 


28222 








Strand 






Start 


16830 








End 19433 






Name 


OJ991201 06.0103.C16. 


ol.ts 


Method TBLASTX: 


Soybean 




Start 


10789 








End 19362 






GI 


none 








Score 78 






Exons 


10789. 


.10896, 


10866. . 


10934, 


10992. .11090, 11016 


. .11390, 






11146. 


.11313, 


11388. . 


11645, 


11407. .11643, 11664 


. .11840, 






11668. 


.11841, 


11785. . 


11904, 


11817. .12128, 11968 


. .12117, 






18034 . 


.18171, 


18037. . 


18171, 


18142. . 18249, 18170 


. . 18250, 






18178. 


.18522, 


18254 . . 


18511, 


18513. . 18635, 18514 


. . 18618, 






18627. 


.18890, 


18646. . 


18876, 


18903. .19079, 18907 


. .19080, 






19056. 


.19361, 


19123. . 


19149, 


19207. .19362 






Seq. No. 


13273 








Seq. ID OJ991201 


_06.0103 


.C16 



13876 




Gene No. 


28222 




Strand 






Start 


16830 




End 


19433 




Name 


vjjyyizui uo . uiuo . bi 0 . 


o4 . tm 


Method 


TBLASTX: Maize 




b tare 


1 1 1 no 
1 iiuy 




End 


18505 




P T 
bl 


none 




Score 


65 




Exons 


1 1 1 u y . . 1 iz.z o , 111/0.. 


1 1 OfiCL 
lldDD/ 


11217. .11264, 18349. .18465, 






IojjU . .10 4 0 0, 10 4 10. . 


1 p c n c 


18457. .18504 




beq . ino . 


1 J£ / J 




Seq. ID 


OJ991201_06.0103 


pi £ 

. bl D 


Gene No . 


O Q O O 0 




Strand 






Start 


16830 




End 


19433 




Name 


OJ991201_06.0103.C16. 


ol . tm 


Method 


TBLASTX: Maize 






1 1 0 "7 7 




End 


19143 




P T 


none 




Score 


364 




Exons 


HZ / / . . 1 1 3 O Z , llZol. . 


1 1 coo 
1 10 0 0 , 


11373. .11615, 11535. .11903," 






1 1 etc: 11^/19 1 1 cto 
ilDuD . * 1 1 04 Z , 110 / -6 . . 


I 1 Qf)A 

I I y u 4 f 


18516. .18821, 18520. .18822, 






10 / / 4 , . I^IIZ, lOOU'i . . 


1 onm 

1 3UU / , 


18808. .19143 




beq. no. 


1 jZ / O 




Seq. ID 


OJ991201_06.0103 


PI £ 
. bl D 


Gene No. 


28222 




Strand 






Start 


16830 




End 


19433 




Name 


HTQQ1 9H1 fl £ mO"^ PIS 


ol . tw 


Method 


TBLASTX: Wheat 




buarc 


1 1 y 01 




End 


19431 




P T 
bl 


none 




Score 


242 




Exons 


1 1 nci 1 9 9 f! C 1 1 Q £ Q 

1 1 y 01 . . 1 zz u 0 , 1 1 y 00 . . 


10901 


19200. .19388, 19207 .. 1938 9, 






1 yob 0 . . 1 y 4 ou , iyjo/.. 


1 y 4 0 1 








beg. jno. 


1 OZ / O 




Seq. ID 


OJ991201_06.0103 


PI £ 

. Lib 


Gene No. 


28222 ' 




Strand 






Start 


16830 




End 


19433 




Name 


OJ991201 06.0103.C16. 


o2 . np 


Method 


AAT/NAP 




b tar u 


16830 




End 


19433 




bl 


2160782 




Score 


1800 




Exons 


16830. .16868, 17944.. 


19433 








bl UcSCIip. 


(AF001505) putative ammonium transporter OsAMTlp [Oryza 


s at 1 va 


Seq. No. 


13273 




Seq. ID 


OJ991201_06.0103 


.C16 


Gene No. 


28222 




Strand 






OLait 


16830 




End 


19433 




Name 


OJ991201 06.0103.C16. 


06 . gs 


Method 


GENSCAN 




bLart 


17938 




End 


19433 




PT 
bl 


none 




Score 


.91 




Exons 


17938. .18564,. 18603. . 


19433 








beq . no . 


13273 




Seq. ID 


OJ991201_06.0103 


pi £ 
.bio 




28222 




Strand 






Start 


16830 




End 


19433 




Name 


OJ991201 06.0103.C16. 


o3.gp 


Method : 


AAT/GAP 




bt ar l. 


18603 




End 


18770 




P T 
bl 


LIB34 34-052-P1-K1-F11 




Score 


286 




Exons 


18603. .18770 










GI Descrip. 


'2160782 3.0e-09 (AF001505) 


putative ammonium transporter 




OsAMTlp [Oryza sativa 


] ' 








Seq. No. 


13274 




Seq. ID 


OJ991201_06.0103 


.C17 


Gene No. 


28223 




Strand 


+ 




Start 


1 




End 


691 





13877 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991201_06. 0103.C17.ol .np Method AAT/NAP 
1 End 691 

5091513 Score 611 

1. .691 

(AB023482) Hypothetical protein [Oryza sativa] 



13274 Seq. ID 

28223 Strand 

1 End 
OJ991201_06.0103.C17.ol.gs Method 

171 End 

none Score 

171. .470, 487. .677 



OJ991201_06.0103.C17 
+ 

691 

GENSCAN 

677 

.52 



Seq. No. 13275 

Gene No. 28224 

Start 1 

Name OJ991201_06 . 0103 . C18 . ol . np 

Start 1 

GI 5091513 

Exons 1 . . 693 

GI Descrip. (AB023482) Hypothetical protein [Oryza sativa] 



Seq. ID OJ991201JD6. 0103. CIS 
Strand 

End 693 

Method AAT/NAP 

End 693 

Score 844 



Seq. No. 


13275 






Seq. ID 


OJ991201JD6. 


0103 


.C18 


Gene No. 


28224 






Strand 








Start 


1 






End 


693 






Name 


OJ991201 06 


.0103.C18.ol 


.gs 


Method 


GENSCAN 






Start 


20 






End 


614 






GI 


none 






Score 


.79 






Exons 


20. .284, 32 


9. . 614 












Seq. No. 


13276 






Seq. ID 


OJ991201_01. 


0103 


.CI 


Gene No. 


28225 






Strand 


+ 






Start 


1882 






End 


11749 






Name 


OJ991201 01 


.0103. CI. ol. 


np 


Method 


AAT/NAP 






Start 


1882 






End 


6402 






GI 


4680179 






' Score 


5414 






Exons 


1882. .2967, 


3001. .6402 












GI Descrip. 


(AF1T1709) 


polyprotein 


[Oryza 


sativa 


subsp. indica] 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13276 Seq. ID 

28225 Strand 

1882 End 

OJ991201_01. 0103.Cl.o3.np Method 

4193 End 

5852180 Score 



OJ991201_01.0103.C1 

+ 

11749 
AAT/NAP 
11749 
662 



4193. .4285, 8719. .8789, 9777. .9895, 9947. .10358, 11058 .. 11095 , 
11725. .11749 



GI Descrip. (AL117265) zhbOOOlO.l [Oryza sativa] 



Seq. No. 13276 

Gene No. 28225 

Start 1882 

Name OJ991201_01 . 0103 . CI . o2 . gs 

Start 7026 

GI none 

Exons 7026.. 7736 



Seq. ID OJ991201_01.0103.C1 

Strand + 

End 11749 

Method GENSCAN 

End 7736 

Score .96 



13878 



Seq. No. 13276 Seq. ID OJ991201_01 . 0103 . CI 

Gene No. 28225 Strand + 

Start 1882 End 11749 

Name OJ991201_01 . 0103 . CI . o4 . gp Method AAT/GAP 

Start, 11646 End 11749 

GI uC-osflcyp033a04bl Score 167 

Exons 11646.. 11749 

GI Descrip. ' 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13276 
28226 
7144 

OJ991201_01.0103.Cl.o2.np 

7144 

5852180 



Seq. ID OJ991201_01.0103.C1 
Strand 

End 9808 

Method AAT/NAP 

End 9808 

Score 553 



7144. .7546, 7598. .7724, 9785. .9808 
(AL117265) zhbOOOlO.l [Oryza sativa] 





Seq. No. 


13276 




Seq. ID 


OJ991201_01.0103. 


CI 




Gene No. 


2822-6 




Strand 








Start 


7144 




End 


9808 




i 3S J 

*! St 


Name 


OJ991201 01.01Q3.Cl.ol 


.gp 


Method 


AAT/GAP 




he't 


Start 


8 638 




End 


9023 




U\ 


GI* 


uC-osflcyp033a04bl 




Score ; 


665 




H! 


Exons 


8638. .9023 










; =? 

□ 


GI Descrip. 


' 6016845/dbj IAP000570. 


1IAP000570 3.0e- 


59 Oryza sativa genomic 






DNA, chromosome 1, clone:! 


P0711E10' 






: a E 


Seq. No. 


13276 




Seq. ID 


OJ991201_01.0103. 


CI 


I'll 


Gene No. 


28227 




Strand 






S3 


Start 


11083 




End 


11749 






Name 


OJ991201 01. 0103. CI. o9 


. tw 


Method 


TBLASTX: Wheat 




i. s : 


Start 


2125 




End 


2324 






GI 


none 




Score 


211 




Mi 

c; 


Exons 


2125.. 2322, 2127.. 2324 










'i cr 
i» s l 


Seq. No. 


13276 




Seq. ID 


OJ991201_01.0103. 


CI 




Gene No. 


28227 




Strand 






L _i 


Start 


11083 




End 


11749 






Name 


OJ991201 01. 0103. CI. o7 


. tw 


Method 


TBLASTX: Wheat 






Start 


2358 




End 


2709 






GI 


none 




Score 


292 






Exons 


2358. .2552, 2359. .2709 












Seq. No. 


13276 




Seq. ID 


OJ991201_01.0103. 


CI 




Gene No. 


28227 




Strand 








Start 


11083 




End 


11749 






Name 


OJ991201 01. 0103. CI. 06 


.tm 


Method 


TBLASTX: Maize 






Start 


2359 




End 


2664 






GI 


none 




Score 


231 






Exons 


2359.. 2664, 2373.. 2537 












Seq. No. 


13276 




Seq. ID 


OJ991201_01.0103. 


CI 




Gene No. 


28227 




Strand 








Start 


11083 




End 


11749 





13879 




IN dlLLC 


OJ991201 01 


. 0103 . 


CI . o7 . 


tm 


Mpf hod 


TBLASTX • Maizp 




2992 _ 








End 


3345 


CJ 

\J J. 


none 








Score 


187 


R von c? 


2992 3345 












Seq.. No. 


13276 








Seq. ID 


OJ991201_01.0103.C1 


Gene No. 


28227 








Strand 




Start 


11083 








End 


11749 


Name 


OJ991201 01 


. 0103 . 


CI . 08 . 


tw 


Mpf- hod 


TBLASTX * Wheat 


Start 


3028 ~ 








End 


3465 


GI 


none 








Score 


163 


Exons 


3028 . . 3237, 


3084 . 


. 3236, 


3282 . 


.3395, 32 i 


33 . . 3396, 3424 . . 34 65 


Seq. No. 


13276 








Seq. ID 


OJ991201_01.0103.C1 


Gene No. 


28227 








Strand 




Start 


11083 








End 


11749 


Name 


OJ991201 01 


. 0103 . 


CI . o4 . 


t w 


Mpt hod 


TBLASTX * Wheat 


Start 


3561 ~ 








End 


4047 


GI 


none 








Score 


52 


Exons 


3561 . . 4004 , 


3565 . 


. 3615, 


3670 . 


. 4047 




Seq. No. 


13276 








Seq. ID 


OJ991201_01.0103.C1 


Gene No. 


28227 








Strand 




Start 


11083 








End 


11749 


Name 


OJ991201 01 


0103 
■ \j j. \j j . 


CI o5 


tm 

LIU 


MpfhoH 


TBLASTX 'M^i 7p 


St a rt 


- 3 5 7 6 ~~ 








End 


3866 • • 


rii 

O x 


n on g± 
i iui it; 








S oo ye* 


91 6 


R v on s 


3576 3866 


3577 . 


. 3864 








Seq. No. 


13276 








Seq. ID 


OJ991201_01.0103.C1 


Gene No. 


28227 








Strand 




Start 


11083 








End 


11749 


Name 


OJ991201 01 


. 0103 . 


CI . o3 . 


tm 


Method 


TBLASTX: Maize 


Start 


3934 _ 








End 


4434 


GI 


none 








Score 


167 


Exon s 


3934 . .4113, 


3942 . 


. 4088, 


4120 . 


.4434, 4260. .4313, 4341. .4391 


Seq. No. 


13276 








Seq. ID 


OJ991201_01.0103.C-1 


Gene No. 


28227 








Strand 




Start 


11083 








End 


11749 


Name 


OJ991201 01, 


. 0103 . 


Cl.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


3988 ~~ 








End 


4383 


GI 


none 








Score 


57 


R von s 

1_ V-/ 1 1 — 7 


3988 4020, 


3990 . 


.4019, 


4024 . 


.4383, 4026. .4064, 4092. .4382 


Seq. No. 


13276 








Seq. ID 


OJ991201_01.0103.C1 


Gene No. 


28227 








Strand 




Start 


11083 








End 


11749 


Name 


OJ991201 01 


, 0103. 


CI . o5 . 


tw 


Method 


TBLASTX: Wheat 


Start 


4096 ~~ 








End 


4398 


GI 


none 








Score 


382 


Exons 


4096. .4398, 


4098. 


.4382 








Seq. No. 


13276 








Seq. ID 


OJ991201_01.0103.C1 


Gene No. 


28227 








Strand 




Start 


11083 








End 


11749 


Name 


OJ991201 01. 


0103. 


Cl.o3. 


tw 


Method 


TBLASTX: Wheat 



13880 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



4399 
none 

4399. .4824, 

13276 
28227 
11083 

OJ991201_01 
4405 
none 

4405. .4650, 

13276 
28227 
11083 

OJ991201_01. 
4470 
none 

4470. .4820, 

13276 
28227 
11083 

OJ991201_01. 
4833 
none 

4833. .5390, 

13276 
28227 
11083 

OJ991201_01. 
5098 
none 

5098. .5271, 

13276 
28227 
11083 

OJ991201_01. 
5179 
none 

5179. .5439, 

13276 
28227 
11083 

OJ991201_01. 
5238 
none 

5238. .5441, 

13276 
28227 
11083 

OJ991201_01. 
5398 



4431. .4820 

.0103.Cl.o3.ts 
4422. .4649 

0103.Cl.o2 . tm 
4471. .4824, 4471, 

0103.Cl.o2.tw 
4855. .5391 

0103.Cl.ol .tc 
5272.. 5415, 5274, 

0103.Cl.o2 .ts 
5184. .5438 

0103.C1.O.4 .tm 
5238.. 5525, 5239. 

0103.Cl.ol.tw 



End 
Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.4833 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.5414 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.5529 

Seq. ID 

Strand 

End 

Method 
End 



4824 
603 



OJ991201_01.0103.C1 
11749 

TBLASTX : Soybean 

4650 

207 



OJ991201_01.0103.C1 
11749 

TBLASTX: Maize 

4833 

482 



OJ991201_01.0103.C1 
11749 

TBLASTX: Wheat 

5391 

656 



OJ991201_01.0103.C1 
11749 

TBLASTX: Cress 

5415 

90 



OJ991201_01.0103.C1 
11749 

TBLASTX: Soybean 

5439 

296 



OJ991201_01.0103.C1 
11749 

TBLASTX: Maize 

5529 

125 



OJ991201_01.0103.C1 
11749 

TBLASTX: Wheat 
6024 



13881 




GI 


none 


Score 


696 






5398 6024 5454 5912 5770 


. 6021 






Seq. No. 


13276 


Seq. ID 


OJ991201_01.0103 


.CI 


Gene No. 


28227 


Strand 






Start 


11083 


End 


11749 






OJ991201 01 0103 CI ol tm 


Method 


TBLASTX: Maize 




qf art* 


557-8 "~ 


End 


6177 






none 


Score 


222 






5578 5739, 5581 5730, 5586 


.5732, 5736.. 6161, 5737.. 6177 


Seq. No. 


13276 


Seq. ID' 


OJ991201_01.0103 


.CI 


Gene No. 


28227 


Strand 


— 




Start 


11083 


End 


11749 




Name 


OJ991201 01.0103.Cl.o6.tw 


Method 


TBLASTX: Wheat 




Start 


6024 ~~ 


End 


6357 




GI 


none 


Score 


329 






6024 6293. 6025 6357, 6028 


.6336 






Seq. No. 


1327.6 


Seq. ID 


OJ991201_01.0103 


.CI 


Gene No. 


28227 


Strand 


- 




Start 


11083 


End 


11749 




Name 


OJ991201 01 0103 CI o4 as 


Method 


GENSCAN 




Start 


11083 ~ 


End 


11686 




{a l* GI 


none 


Score 


.43 




'■!? F Yr>n c 

"" DAUl i O 

•if i 


110R1 11737 11676 11696 










J. J £. / u 


Seq. ID 


OJ991201_01.0103 


.CI 


r*i Gene No. 


28227 


Strand 






I"! Start 


11083 


End 


11749 




: ~ 7 Name 


OJ991201 01.0103.Cl.o4.np 


Method 


AAT/NAP 




Start 


11579 


End 


11749 




rjj GI 


4680186 


Score 


248 




j; J—i *v 1 1 0 


11579. .11749 








» J. kJ \_» J. -L. . 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


13277- 


Seq. ID 


OJ991201_01.0103 


.C2 




28228 


Strand 


+ 




Start 


751 


End 


2658 




iij Name 


OJ991201 01.0103.C2.ol.gp 


Method 


AAT/GAP 




i»=i Start 


751 


End 


1134 




:!? ' GI 


uC-osf Icyp033a04bl 


Score 


669 




Exons 


751. .1134 








GI Dpsptid 


' 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P07 11E10 ' 






Seq. No. 


13277 


Seq. ID 


OJ991201_01.0103 


,C2 


Gene No. 


28228 


Strand 


+ 




Start 


751 


End 


2658 




Name 


OJ991201 01.0103.C2.ol.gs 


Method 


GENSCAN 




u Lai L. 


856 


End 


2658 




GI 


none 


Score 


.52 




Exons 


856. .921, 1846. .2658 








Seq. No. 


13277 


Seq. ID 


OJ991201_01.0103 


-C2 


Gene No. 


28228 


Strand 


+ 




Start 


751 


End 


2658 





13882 



Name OJ991201_01 . 0103 . C2 . o2 . np Method AAT/NAP 

Start 1831 End 2655 

GI 6498441 Score 1180 

Exons 1831.. 2280, 2374.. 2655 

GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor . Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13277 
28229 
6710 

OJ991201 01.0103.C2.o3.gs 



Seq. ID 
Strand 
End 

Method 

6710 End 
none Score 
6710. .6813, 7399. .7471, 7571. .7660, 8002. .8172, 9455. .9704, 
97 94. .9822, 11774 11906, 12454. .12610, 13112. .13251, 
13595. .14103, 14188. .14845, 15039 .. 15074 , 1514 6 15237 , 
15675. .15830 



OJ991201_01.0103.C2 
+ 

16061 
GENSCAN 
15830 
.85 



Seq. No. 13277 Seq. ID OJ991201_01 . 0103 . C2 

Gene No. 28229 Strand + 

Start 6710 End 16061 

Name OJ991201_01 . 0103 . C2 . o3 . gp Method AAT/GAP 

Start 7519 End 7939 

GI uC-osflcypl72a09al Score 640 

Exons 7519.. 7882, 7912.. 7939 

GI Descrip. 1 5803242/dbj | AP000399 . 1 | AP000399 1.0e-35 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 1 



Seq. No. 


13277 Seq. ID 


OJ991201_01.0103 


.C2 


Gene No. 


28229 Strand 


+ 




Start 


6710 End 


16061 




Name 


OJ991201 01.0103.C2.o5.np Method 


AAT/NAP 




Start 


9539 End 


12992 




GI 


4678341 Score 


306 




Exons 


9539. .9896, 10485 .. 10581,' 10828. .11030 


, 12446. .12716, 






12760. .12802, 12907. .12992 






GI Descrip. 


(AL049659) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


13277 Seq. ID 


OJ991201 01.0103 


.C2 


Gene No. 


28229 Strand 


+ 




Start 


6710 End 


16061 




Name 


OJ991201 01.0103.C2.o6.np Method 


AAT/NAP 




Start 


10322 End 


13445 




GI • 


4678341 Score 


252 




Exons 


10322. .10363, 104 58. .10581, 10828. .11030, 12446 .. 12716, 






13308. .13445 






GI Descrip. 


(AL049659) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


13277 Seq. ID 


OJ991201_01.0103 


.C2 


Gene No. 


28229 Strand 


+ 




Start 


6710 End 


16061 




Name 


OJ991201 01.0103.C2.o4.gp Method 


AAT/GAP 




Start 


14 553 End 


14957 




GI 


none Score 


782 




Exons 


14553. .14957 







13883 




Seq. No. 


13277 




Seq. ID 


OJ991201_ 


01.0103 


.C2 


Gene No. 


28229 




Strand 


+ 






btart 


D / IU 




ttTlQ. 


loUb l 






Name 


ujyyi^ui ui . uiu j .Lz . 


o5.gp 


Method 


7\ 7\ m / O 7\ F) 






Start 






"C 1 r-i s*i 

bna 


loU b± 








Q "7 £ "7 7 Q /I 




Score 








Exons 


1 JlOU . . 1 jZ J / , IjD / j . 


. IDUDl 










beg. no. 


1J>^ / / 




Seq. ID 


OJ991201_ 


Ul . U iUo 




bene ino . 






Strand 


+ 






Start 


18185 




End 


21691 






Name 


OJ991201 01,0103. C2. 


o5 . gs 


Method 


GENSCAN 






Start 


18185 




End 


21691 






GI 


none 




Score 


.87 






Exons 


18185. .18295, 18384. 


.18453, 


18965. .19070, 19153. 


.19264, 






19760. . 19817, 20214. 


.20344, 


20382. .20494, 20668. 


.20722, 





21017. .21691 



Seq. No. 


13277 


Seq. ID 


OJ991201_01.0103.C2 


Gene No. 


28231 


Strand 


+ 


Start 


24104 


End 


25120 


Name 


OJ991201 01.0103.C2.o7.gs 


Method 


GENSCAN 


Start 


24104 


End 


25120 


GI 


none 


Score 


1 


Exons 


24104. .25120 






Seq. No. 


13277 


Seq. ID 


OJ991201_01.0103.C2 


Gene No. 


28232 


Strand 


+ 


Start 


26987 


End 


27407 


Name 


OJ991201 01.0103.C2.o6.gp 


Method 


AAT/GAP 


Start 


26987 


End 


27407 


GI 


uC-osflcypl72a09al 


Score 


640 


Exons 


26987. .27350, 27380.. 27407 






GI Descrip. 


1 5803242/dbj | AP000399 . 1 | AP000399 l.Oe- 


35 Oryza sativa genomic 




DNA, chromosome 6, clone : P0535G04 ' 





Seq. No. 13277 Seq. ID 

Gene No. ■ 28233 Strand 

Start 28257 End 

Name OJ991201_01 . 0103 . C2 . o7 . np Method 

Start 28257 • End 

GI 6498441 Score 

Exons 28257. .29319, 2 9661 .. 30124 , 30188 

31052. .31450, 31 643 31967 , 32139 

GI Descrip. 



OJ991201_01.0103.C2 
+ 

33152 
AAT/NAP 
33152 
5715 

30561, 30745. .30879, 
33152 



(AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. - 13277 Seq. ID 

Gene No. 28234 Strand 

Start 684 End 

Name OJ991201_01 . 0103 . C2 . ol . np Method 

Start 684 End 

GI 4680186 Score 

Exons 684. .885, 1719. .1770, 4496. .4774, 5676 
GI Descrip. 



(AF111709) unknown [Oryza sativa subsp 



OJ991201_01.0103.C2 

6429 

AAT/NAP 

5718 

355 
, .5718 
, indica] 



13884 




Seq. No. 


13277 






Seq. ID 


OJ991201 


_01 


.0103 


.C2 


Gene No. 


28234 






Strand 










otarL 


DO fl 






ijilCi 


64 9Q 








Name 


f> TQQ1 901 D1 


o i o ^ r9 r»9 


gs 




Ej LN O ^HIN 


















64 9Q 








PT 
bl 


none 






Score 


. JO 








Exons 


















Q /-t M/"\ 

oeq. in u . 


1 "3977 








n.TQQI 9D1 




m 0^ 


P9 




28234 






Strand 










Start 


684 






End 


6429 








Name 


OJ991201 01 


.0103.C2.o3. 


np 


Method 


AAT/NAP 








Start 


3292 






End 


6429 








GI 


6907089 






Score 


4451 








Exons 


3292. .5074, 


5169. . 6429 














GI Descrip. 


(AP001129) 


hypothetical 


protein [Oryza 


sativa] 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13277 
28235 
7242 

OJ991201_01.0103.C2.o4 .np 



OJ991201 01. 0103. C2 



Seq. ID _ 
Strand 

End 8205 
Method AAT/NAP 
7242 End 8205 

5922623 Score 171 

7242. .7318, '7486. .7638, 8120. .8205 
(AP000492) hypothetical protein [Oryza sativa] 
gi|6016856|dbj IBAA85199.il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 13277 

Gene No. 28236 

Start 16375 

Name OJ991201_01 . 0103 . C2 . o4 . gs 

Start 16375 

GI none 
Exons 



Seq. ID OJ991201_01.0103.C2 
Strand 

End 17004 

Method GENSCAN 

End 17004 

Score .49 



16375. .16717, 16910 .. 16978 , 16991.. 17004 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13277. 
28237 
22477 

OJ991201_01.0103.C2'.o5.tw 
1861 
none 



33106 

TBLASTX: Wheat 
33106 
58 

1861.. 1917, 32762. .33106, 32783 33067 , 32785.. 33069 



Seq. ID OJ991201_01.0103.C2 
Strand - . . . 
End 

Method 
End 
Score 



Seq. No. 13277 

Gene No. 28237 

Start 22477 

Name OJ991201_01 . 0103 . C2 . o7 . tw 

.Start 2041 

GI none 
Exons 



Seq. ID OJ991201_01.0103.C2 



Strand 
End 

Method 

End 

Score 



33106 

TBLASTX: Wheat 

2646 

273 



2041. .2328, 2070. .2327, 2520. .2642, 2521. .2646 



Seq. No. 13277 Seq. ID OJ991201_01 . 0103 . C2 

Gene No. 28237 Strand 

Start 22477 End 33106 

Name OJ991201J31 . 0103 . C2 . ol . tm Method TBLASTX : Maize 

Start 12555 End 13623 



13885 



GI 

Exons 



none 
12555 
13110 
13218 
13415 
13593. . 13619 



Score 



251 



12719, 12558. .12704, 12560 .. 127 18 , 13101 .. 13211, 

13211, 13111. .13212, 13117. . 13221, 13217 .. 13348 , 

13355, 13230. .13355, 13231 .. 13371, 134 10 .. 13523, 

13534, 13415. .13519, 13482 .. 13526, 13591 .. 13623, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13277 
28237 
22477 

OJ991201_01.0103.C2.o2.tm 
14422 
none 

14422. .14709, 14433. .14711 

13277 
28237 
22477 

OJ991201_01.0103.C2.ol.ts 
14569 
none 

14569. .14703, 14 577 .. 14 702 , 14722 .. 14946, 14724 .. 14945, 
14755. .14949, 15037 .. 15168, 15037. .15129 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991201_01.0103.C2 
33106 

TBLASTX : Maize 
14711 
409 



OJ991201_01.0103.C2 
33106 

TBLASTX: Soybean 
15168 
138 



13277 Seq. ID 

28237 Strand 

22477 End 

OJ991201_01. 0103.C2.o6.gs Method 

22477 End 

none Score 
22477. .23610 



OJ991201_01. 010-3. C2 

33106 
GENSCAN 
23610 
.75 



OJ991201 01. 0103. C2 



Seq. No. 13277 Seq. ID 

Gene No. 28237 Strand 

Start 22477 End 

Name OJ991201_01 . 0103 . C2 . 06 . tw Method 

Start 28405 End 

GI ' none Score 

Exons 28405. .28452, 28459. . 28557, 284 64 . . 28556> 28524.-28763, 
28540. .28797 



33106 

TBLASTX: Wheat 

28797 

58 



Seq. No. 13277 Seq. ID 

Gene No. 28237 Strand 

Start 22477 End 

Name OJ991201_01 . 0103 . C2 . 06 . tm Method 

Start 28410 End 

GI none Score 

Exons 28410. .28694, 28447.. 28695 

Seq. No. 13277 

Gene No. 28237 Strand 

Start 22477 End 

Name OJ991201_01 . 0103 . C2 . o3 . tw Method 

Start 29535 End 

GI none Score 

Exons 29535. .29639, 29663 .. 30031 , 29740.. 30000 



OJ991201_01.0103.C2 
33106 

TBLASTX: Maize 
28695 
197 



Seq. ID OJ991201_01.0103.C2 



33106 

TBLASTX: Wheat 
30031 
78 



13886 




Seq. No. 


13277 






Seq. ID 


OJ991201_01.0103. 


.C2 


Gene No. 


28237 






Strand 






Start 


22477 






End 


33106 




IN a. lilt: 


OJ991201 01. 0103. C2. 


, ol . tw 


Method 


TBLASTX: Wheat 




O Lai U 


30195 






End 


30658 




ux 


none 






Score 


217 




F.xnns 


30195. , 


.30638, 30196. 


. .30651, 


30197. .3065 


►8, 30197.. 30652 




Seq. No'. 


13277 






Seq. ID 


OJ991201JU.0103. 


.C2 


Gene No. 


28237 






Strand 






Start 


22477 






End 


33106 




Mo-mo 
Vi dine 


OJ991201 01. 0103. C2. 


, o3 . ts 


Method 


TBLASTX : Soybean 




Cf art 


30236 






End 


30601 




VjX 


none 






Score 


118 




P von 


30236. 


.30460, 30467. 


. . 30601 








Seq. No. 


13277 






Seq. ID 


OJ991201_01.0103 


.C2 


Gene No. 


28237' 






Strand 






Start 


22477 






End 


33106 




Name 


OJ991201 01. 0103. C2, 


, o3 . tm 


Method 


TBLASTX: Maize 




Crarf 
OLCli L 


30326 






End 


30682 




\J X 


none 






Score 


392 




P von q 


30326. 


.30682, 30361, 


. . 30672, 


30377. .30682 




Seq. No. 


13277 






Seq. ID 


OJ991201_01.0103 


.C2 


Gene No. 


28237 






Strand 






o Lai u 


22477 






End 


33106 






OJ991201 01. 0103. C2, 


. o5 . tm 


Method 


TBLASTX: Maize 




O Lai L 


30709 






End 


31091 




(IT 

OX 


none 






Score 


275 




P von q 


30709. 


.30984, 30710, 


. . 30985, 


30984 . . 31091 




Qprr Mn 

ij v3 . LN • 


13277 






Seq. ID 


OJ991201_01.0103 


.C2 


Gene No. 


28237 






Strand 






Start 


22477 






End 


33106 




Name 


OJ991201 01. 0103. C2. 


. o2.tw 


Method 


TBLASTX: Wheat 




u Lai L. 


30766 






End 


31184 




GI 


none 






Score 


269 




P von ^ 

£j -A. vJ 1 i O 


30766. 


.30984, 30767., 


. . 30985, 


30821. .31000, 30983. .31159, 






30984. 


.31184 










Seq. No. 


13277 






Seq. ID 


OJ991201_01.0103 


.C2 


Gene No. 


28237 






Strand 






Start 


22477 






End 


33106 




Name 


OJ991201 01. 0103. C2 


. o2 . ts 


Method 


TBLASTX: Soybean 




O LuL L 


30845 






End 


31214 




yj x 


none 






Score 


147 




P von q 


30845. 


.30979, 30862 


. ,30978, 


30984 . .31214 




Sea No 


13277 






Seq. ID 


OJ991201_01.0103 


.C2 


Cpnp Mo 


28237 






Strand 






Start 


22477 






End 


33106 




Name 


OJ991201 01. 0103. C2 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


31815 






End 


32273 




GI 


none. 






Score 


228 




Exons 


31815. 


.32063, 31839 


. .32063, 


31904. .320S 


30, 32124. .32273, 






32135. 


.32272 











13887 



Seq. No'. 


13277 




Seq. ID 


OJ991201 


_01.0103.C2 




28237 




Strand 






Of a r--f- 


22477 




End 


33106 




Name 


OJ991201 01. 


,0103.C2.o4.tm 


Method 


TBLASTX: 


LYia lze 




3275.9 




End 


33105 




ui 


none 




Score 


367 




Exons 


32759. .33076, 32788 .. 33075, 


32905. .33105 




Seq. No. 


13278 




Seq. ID 


OJ991201 


_01.0103.C3 


Gene No. 


28238 




Strand 


+ 




OLdL L 


13993 




End 


18172 




Name 


OJ991201 01. 


,0103.C3.o2.gs 


Method 


GENSCAN 






13993 




End 


18172 




CT 


none 




Score 


.96 




Cj AUil O 


13993. .15162, 16040. . 17504, 


17660. .17776, 17872 






18053. .18172 








OCLj. LM (J • 


13278 




Seq. ID 


OJ991201 


_01.0103.C3 


Gene No. 


28239 




Strand 






Start 


744 




End " 


13077 




Name 


OJ991201 01. 


0103.C3.ol.gs 


Method 


GENSCAN 




Of- -a v-f- 


744 




End 


13077 






none 




Score 


.77 






744. .868, 1121. .1223, 2406.. 


2434, 2542 


. .2729, 4047. .4128, 




4206. .4350, 


4603.. 5255, 5370 


..6213, 6752.. 9868, 


9970. . 10170, 




10275. .10634, 10761. .10839, 


12872. . 13077 




oeq . 1NO . 


13278 




Seq. ID" 


OJ991201 


_01.0103.C3 


bene lno . 


28239 




Strand . 






Start 


744 




End 


13077 




Name 


OJ991201 01. 


0103.C3.ol. tm 


Method 


TBLASTX:] 


Maize 


OLai L 


3723 




End 


5028 






none 




Score 


166 




Exons 


3723. .3824, 


3724. .3825, 4046 


..4117, 4047. .4115, 


4048. .4116, 




4204. .4332, 


4205. .4333, 4206 


..4337, 4209. .4340, 


4217. .4339, 




4548. .5021, 


4599... 4697, 4603 


..4875, 4606. .5022, 


4607. .4915, 




4915^. .5028 










Seq. No. 


13278 




Seq. ID 


OJ991201 


_01.0103.C3 


Gene No. 


28239 




Strand 






O Lai L 


744 




End 


13077 




vi ell lie 


OJ991201 01. 


0103.C3.ol.tc 


Method 


TBLASTX :< 


Cress 


Of -a r f- 


3726 




End 


4812 




w J. 


none 




Score 


69 




U 1 v o n c 


3726. .3797, 


3727.. 3798, 4046 


..4132, 4050. .4130, 


4210. .4353, 




4211. .4372, 


4657. .4812, 4661 


. .4810 






Seq. No. 


13278 




Seq. ID 


OJ991201 


_01.0103.C3 


Gene No. 


28239 




Strand 






Start 


744 




End 


13077 




Name 


OJ991201 01. 


0103.C3.ol.gp 


Method 


AAT/GAP 




Start 


4693 




End 


5254 




GI 


none 




Score 


1085 




Exons 


4693. .5254 










Seq. No. 


13278 




Seq. ID 


OJ991201_ 


_01.0103.C3 



13888 




Gene No. 


28239 








Strand 




Start 


744 








End 


13077 


Name 


n TQQ1 901 01 


ni 

• vl U J 


. J . 04 . 


4-m 
LIU 


Method 


TBLASTX: Maize 


ot art 


en op 
OUZO 








End 


5446 


P T 


none 








Score 


116 


Exons 


OUZ O . . 3 1 1 4 , 




. . 0 1 0 1 , 


ouou . 


.5146, 5188. .5241, 5193. .5240 




CO/JO ^A AT. 
O O 4 Z . . O 4 4 O , 


o o 4 y 


^4 4 4 

. . 04 4 4 , 


\ q a p 

O O DO . 


.5445, 5369.. 5446 


Seq. No. 


13278 








Seq. ID 


OJ991201_01.0103.C3 


Gene No. 


28239 








Strand 




C 4- -i v- 4- 


n a a 

1 4 H 








End 


13077 


Name 


r\ tqqi 9m m 


ni n^ 


P - } "3 


tm 


Method 


TBLASTX: Maize 


btart 


0/44 








End 


5926 


PT 


none 








Score 


196 


Exons 




R7 ^ "3 


RP Qfl 


^7 fin 


.5924, 5767.. 5925 


Seq. No. 


13278 








Seq. ID 


OJ991201_01.0103.C3 


Gene No. 


28239 








Strand 




Cf a v- 4- 


7 4 4 
/ 4 4 








End 


13077 


Name 


n tqqi 9ni m 


ni 


P*3 r\0 
. ^O . . 




Method 


AAT/GAP 


Of n v- 4- 

o tar t 


OUZO 








End 


7143 


p t 


none 








Score 


1026 


T f^r /"s y*\ 




£7^9 


. . / -L 4 O 








Seq. No. 


13278 








Seq. ID 


OJ991201_01.0103.C3 


Gene No. 


28239 








Strand 




C 4 i 4- 

btart 


7/1/1 

1 4 4 








End 


13077 


Name 


tqqi o ni n 1 


. UlUo 


. bo . Oz . 


tm 


Method 


TBLASTX: Maize 


O 4- -i v4- 

o tar t 


D / Ol 








End 


7227 


P T 
bi 


none 








Score 


296 


Exons 


£7 R1 71 OR 


O / 


7 9 99 
. . / Z ZZ , 


£7 ^9 
D / oz . 


.7207, 7144. .7227 


Seq. No. 


13278 








Seq. ID 


OJ991201_01.0103.C3 


Gene No. 


28239 








Strand 




C4- a r-4- 


7 4 4 








End 


13077 


Name 


Pi tqqi oni ni 




PO. «o 
. bo . Oz . 


t c 


Method 


TBLASTX: Cress 


o tart 


p £n ^ 








End 


8983 


P T 


none 








Score 


184 


L ' « r- ■ 

iLiXuns 


ODUj . .0-7.0 0 












C /-\ NT y-\ 

oeq. in o . 


13279 








Seq. ID 


OJ991201_01.0103.C4 


bene wo . 


28240 








Strand 


+ 


Start 


516 








End 


7175 


Name 


OJ991201 01 


.0103 


.C4 .ol. 


gs 


Method 


GENSCAN 


C+- 2 y-4- 

OLait 


516 








End 


5596 


p t 

bl 


none 








Score 


.42 


t*- a ir\ c 


516. .746, 1121. .1174, 1460. .1727, 1820 


..1880, 2082.. 2183, 




2245.. 2523, 


2691 


.2794, 


3693. 


.3851, 4014. .4398, 4442. .4548 




5442. .5596 












beq. wo. 


13279 








Seq. ID 


OJ991201_01.0103.C4 


Gene No. 


28240 








Strand 


+ 


Start 


516 








End 


7175 


Name 


OJ991201 01 


.0103 


C4.ol. 


gp 


Method - 


AAT/GAP 


Start 


3591 








End 


4102 


GI 


uC-osflM202052c07bl 




Score 


987 


Exons 


3591. .4102 













13889 








1 4 ?^4fi4fi 1 

"ifc J1040 X. 


VC X 




gag-pol polyprotein [Zea mays] 1 






1327 9 






Seq. ID 


OJ991201JD1.0103 


P4 




Gene No. 


28240 






Strand 


+ 






Start 


516 






End 


7175 






Name 


OJ991201 01 


.0103 


. C4 . ol . np 


Method 


AAT/NAP 






Start 


37 01 ~~ 






End • 


7175 "* 






GI 


4234852 






Score 


2222 






R von 


3701 3841 


3884 


. .7175 










OX L/ C »_> -1 — L ^ . 


f AF082133 ) 


gag-pol polyprote 


in [Zea mays] 








13279 






Seq. ID 


OJ991201_01.0103 


.C4 




Gene No. 


28240 






Strand 


+ 






Start 


516 






End 


7175 






Naine 


OJ991201 01 


.0103 


,C4 .o2.gp 


Method 


AAT/GAP 






c+- = rt 

u Lai L 


4334 






End 


4894 






GI 


uC-osflcyp006al0bl 


Score 


785 






Ry on ^ 


4334. .4548, 


4656 


. .4894 










GT Dpscrin. 

VJ l_y v-* w w J- -L. s-/ * 


'4234846 7. 


Oe-13 


(AF082130) 


gag-pol polyprotein [Zea mays] ? 




Seq. No. 


13279 






Seq. ID 


OJ991201_01.0103 


.C4 




Gene No. 


28241 






Strand 


+ 






Start 


7346 






End 


7470 




si 


Name 


OJ991201 01 


.0103 


,C4 .o3. tm 


Method 


TBLASTX: Maize 




J 




515 






End 


7141- 






O X 


none 






Score ; 


195 




! f 

5? 


R von «3 


515. .703, 516. .704, 522. .710, 556. .714 






a: 

3 


Seq. No. 


13279 






Seq. ID 


OJ991201_01.0103 


.C4 


^? 


Gene No. 


28241 






Strand 


+ 




_ : 


Start 


7346 






End 


7 47 0 






Name 


OJ991201 01 


.0103 


C4 .ol.tm 


Method 


TBLASTX: Maize 




l! 


Start 


3794 






End 


4714 






GI 


none 






Score 


467 




*i 

. 2 


Exons 


3794. .4372, 


3916 


.4362, 4118 


..4396, 4455. .4547, 4652. .4714 


"5 


Seq. No. 


13279 






.: Seq. ID 


OJ991201_01.0103 


.C4 


*\ 


Gene No. 


* 28241 






Strand 


+ 




SI 


Start 


7346 






End 


7470 






Name 


OJ991201 01 


.0103 


C4 . o4 . tm 


Method 


TBLASTX: Maize 




C; 


Start 


5667 






End 


5963 






GI 


none 






Score 


139 






R von 


5667. .5822, 


5668. 


.5850, 5847 


. .5963 








Sea No 


13279 






Seq. ID 


OJ991201_01.0103 


-C4 




Gene No. 


28241 






Strand 


+ 






Start 


7346 






End 


7470 






Name * 


OJ991201 01 


.0103. 


C4.ol.ts 


Method 


TBLASTX : Soybean 






Start 


5668 






End 


6078 






GI 


5509260 






Score 


120 








5668. .5850, 


5847. 


.5984, 5847 


..6011, 5977. .6078 






GI Descrip. 
















Seq. No. 


13279 






Seq. ID 


OJ991201_01.0103 


.C4 




Gene No. 


28241 






Strand 


+ 






Start 


7346 






End 


7470 






Name 


OJ991201 01 


.0103. 


C4 .ol. tw 


Method 


TBLASTX: Wheat 





13890 



Start 
GI 

Exons 



5788 
none 
5788 
6074 
6371. . 6565 



End 6569 
Score 4 2 

5838, 5847. .5984, 5858. .5974, 5980. .6078, 5980. .6063, 

6157, 6164. .6376, 6192. .6383, 6200. .6379, 6360. .6569, 



Seq. No.- .-. 13279 _ Seq. ID 

Gene No. 28241 Strand 

Start 7346 End 

Name OJ991201_01 . 0103 . C4 . o2 . tm Method 

Start 6375 End 

GI none Score 

Exons 6375.. 6659, 6509.. 6649 



OJ991201_01.0103.C4 
+ 

7470 

TBLASTX: Maize 

6659 

219 



Seq. No. 13279 Seq. ID 

Gene No. 28241 Strand 

Start 7346 End 

Name OJ991201_01 . 0103 . C4 . o2 . tw Method 

Start 6728 End 

GI none Score 

Exons 6728.. 6901, 6760.. 6900, 6909.. 7124 



OJ991201_01.0103.C4 
+ 

7470 

TBLASTX: Wheat 

7124 

137 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13279 Seq. ID OJ991201_01 . 0103 . C4 

28241 Strand + 
7346 ° End 7470 
OJ991201_01. 0103.C4 .o3.gp Method AAT/GAP 
7346 End . 7470 
43117_2.R1084 Score "165 
7346. .7470 

! 5670155/gb|AF161269.1|AF161269 3.0e-24 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 1 

13280 Seq. ID OJ991201_01 . 0103 . C5 

28242 Strand + 
4149 End 6898 
OJ991201_01 . 0103 . C5 . ol . gp Method AAT/GAP 
4149 End ■ 4573 
60543_1.R1084 Score 520 
4149. .4260, 4321.';4573 

'2586128/gb|U89509|ZMU89509 7.0e-55 Zea mays b-keto acyl 
reductase (glossy8) mRNA, complete cds 1 



Seq. No. 


13280 


Seq. ID 


OJ991201_ 


01 


.0103 


.C5 


Gene No. 


28242 


Strand 


+ 








Start 


4149 


End 


6898 








Name 


OJ991201 01 


. 0103.C5.o2.np Method 


AAT/NAP 








Start 


4221 


End . . 


6898 








GI 


2586127 


Score 


1447 








Exons 


4221. .4870, 


5862. .5931, 6644. .6898 










GI Descrip. 


(U89510) b- 


keto acyl reductase [Hordeum vulgare] 








Seq. No. 


13280 


Seq. ID 


OJ991201_ 


01 


.0103 


C5 


Gene No. 


28243 


Strand 










Start 


1167 


End 


3642 








Name 


OJ991201 01 


. 0 103 . C5 . ol . np Method 


AAT/NAP 








Start 


1167 


End 


3642 








GI 


3924594 


Score 


105 









13891 




Exons 1167.. 1218, 3483.. 3642 

GI Descrip. (AF069442) putative ribonucleoprotein [Arabidopsis thaliana] 
gi|4262139|gb|AAD14439| (AC005275) putative ribonucleoprotein 
[Arabidopsis thaliana] 



oeq . lno * 










Seq. ID 


OJ991-201 


01 OIOT- PS 


bene lno . 


9ft 9 4 4 








Strand 






Of- -a v+- 


1 SI 6 








End 


11020 




Name 


O.TQQ1 D1 

UU 3? U 1 \J X 


01 0? 


PS n1 


f-m 

LIU 


Method 


TBLASTX: 


VlcL X 


Q+- a r-t- 

OLdlL 


4 91ft _ 








End 


6903 




GI 


none 








Score 


77 




Exons 


4218. .4265, 


4226 


. . 4264, 


4350. 


.4541, 4362. .4535, 


4388. .4546, 




4 S4 9 4 fi7 1 


4 S Q6 


4 ft 7 1 
. * 1 o / x , 


Sft 60 

JO uu • 


.5934, 5E 


565. .5933, 


6641 6ftS0 

OU41 . • OO JUf 




6Q01 


664 "3 


6Q0 ^ 


664 ^ 


. 6903 






Cart Mr-i 


i ^9ftn 

1 J6UU 








Seq. ID 


OJ991201 


_01.0103.C5 




9ft 94 4 

O ft 1 








Strand 






O Lai. L 


7 SI 6 








End 


11020 




Name 


D TQQ1 901 m 


01 0^ 




f- ^ 
L C 


Method 


TBLASTX: 


Cress 


Start 


4350 








End 


4823 




GI 


none 








Score 


39 




Exons 


/ocn 4 "37 Q 


4^77 


4 S7 7 


4 4 S7 
ft ft O / * 


.4531, 4590. .4823, 


4593. .4784 


oeq. wo. 


1 "5 9 ft n 








Seq. ID 


OJ991201 


_01.0103.C5 


Lrene no . 


9 Q 9 4 4 
Z o Z fi fi 








Strand 








7 S 1 £ 
/ 3 x O 








End 


11020 




Name 


TQQ 1 9 o i m 


. UlUJ 




f- 0 
IS 


Method 


TBLASTX : Soybean 


o car c 


4 o y y 








End 


6898 




GI 


none 








Score 


312 




Exons 


4599. .4871, 


4658 


. . 4873, 


58 60. 


.5934, 5E 


J74 . .5933, 


6640. .6894, 




££41 6ft S 0 
O O fl X . . DOOU, 


66S^ 


£ft Qft 
. . DO J O 










o t= q • IN O * 


1 ?9R0 








Seq. ID 


OJ991201 


_01.0103.C5 


belle iNO . 


9ft 94 4 

O *C 4 ft 








Strand 






o Lai i_ 


7 SI 6 

/ -J X O 








End 


11020 




Name 


n.TQQi 9m m 


01 0^ 


PS ol 


L W 


Method 


TBLASTX: 


Wheat 


C -f- -a y-4- 
olaiL 


47 QO ~~ 
ft / 








End 


6848 




GI 


none 








Score 


121 




Exons 


4790. .4873, 


4791 


. . 4871, 


5860. 


.5934, 5864. .5932, 


5865. .5933, 




6641 6847 


6641 

\J \J 1 X 


6ft 47 


6649 


.6848 






OcL|, IN O . 


i ^9ftn 








Seq. ID 


OJ991201 


_01.0103.C5 




9ft 94 4 








Strand 








7 S 1 6 








End 


11020 




Name 


rj.TQQI 901 m 


010^ 
• U X u o 


PS 


f- 


Method 


TBLASTX: 


Cress 


Start 


58 60 _ 








End 


6905 




GI 


none 








Score 


111 




Exons 


5860. .5934, 


5865, 


. .5933, 


6535. , 


.6612, 6641. .6850, 


6643. . 6894, 




6735. . 6905 














Seq. No. 


13280 








Seq. ID 


OJ991201 


_01.0103.C5 


Gene No. 


28244 








Strand 






Start 


7516 








End 


11020 




Name 


OJ991201 01 


.0103, 


,C5.o2. 


gs 


Method 


GENSCAN 




Start 


7516 








End 


11020 




GI 


none 








Score 


.93 




Exons 


7516. .7756, 


7836. 


. .8079, 


8159. , 


.8357, 8582. .8726, 


8803. .8909, 



13892 



9008. .9296, 9632. .9831, 10185 .. 10293, 10885. .11020 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13280 

28244 

7516 

OJ9912 

7523 

none 

7523. 

7865. 

8153. 

8250*. 

8633. 

8800. 

9625. 

9889. 

10185 



01 01.0103.C5.o2.tm 



7642, 7528.. 7758, 7551 
8077, 7884. .8078, 7885 
8224, 8154.. 8219, 8157 
8351, 8253.. 8360, 8255 
8683, 8661.. 8684, 8687 
8919, 8826.. 8912, 9006 
9768, 9626.. 9769, 9629 
10083, 9889..9963, 101 
.10295, 10882. .10986, 



Seq. ID 
Strand 

End 11020 
Method TBLASTX: 
End 10988 
Score 98 
..7772, 7568. .7768, 
..8079, 7886. .8080, 
..8228, 8158. .8238, 
..8359, 8576. .8662, 
..8728, 8770. .8910, 
..9293, 9008. .9298, 
..9769, 9887. .9964, 
75. .10294, 10179. .1 
10884. .10988 



OJ991201 01. 0103. C5 



Maize 



7835. 
8002. 
8248. 
8580. 
8799. 
9036. 
9888. 
0325, 



.7882, 
.8112, 
.8334, 
.8663, 
.8912, 
.9299, 
.9995, 



Seq. No. 13280 Seq. ID 

Gene No. 28244 Strand 

Start 7516 End 

Name OJ991201_01 . 0103 . C5 . o2 . tc Method 

Start 7534 End 

GI none . Score 

Exons 



OJ991201_01.0103.C5 
11020 

TBLASTX: Cress 

8345 

65 



7534. .7605, 7666. .7758, 7835. .7873, 7961. .8044, 7962. .8033, 
8039. .8071, 8157. .8252, 8158. .8256, 8256. .8345 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13280 
28244 
7516 

OJ991201_01.0103.C5.o3.np 

7567 

4586244 



Seq. ID OJ991201_01.0103.C5 
Strand 

End 11020 

Method AAT/NAP 

End 10978 

Score 850 



7567. .7756, 7836. .8079, 8159. .8515, 8803. .8909, 9008. .9296, 
9632. .9726, 9889. .10293, 10885. .10978 



GI Descrip. (AL049640) putative protein [Arabidopsis thaliana] 



.Seq. No. 13280 

Gene No. 28244 

Start 7516 

Name OJ991201_01 . 0103 . C5 . o3 . ts 

Start 7904 

GI none 

Exons 7904.. 8041, 7907.. 8077, 7923. 
8259. .8351 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991201_01.0103.C5 
11020 

TBLASTX: Soybean 

8351 

82 



,8078, 8157. .8252, 8158. .8256, 



Seq. No. 13280 

Gene No. 28244 

Start 7516 .. 

Name OJ991201_01 . 0103 . C5 . o2 . gp 

Start 8240 

GI 27688_1.R1084 

Exons 8240.. 8357, 8582.. 8726, 8803 
GI Descrip. 



OJ991201 01. 0103. C5 



Seq. ID 
Strand 

End 11020 
Method AAT/GAP 
End 8912 
Score 698 
8912 

'4586244/emb|CAB40985.1| 1.0e-12 (AL049640) putative protein 
[Arabidopsis thaliana] ' 



Seq. No. 



13280 



Seq. ID OJ991201 01. 0103. C5 



13893 




Gene No. 


28244 






Strand 




Start 


7516 






End 


11020 


Name 


OJ991201 01 


.0103. 


C5.o2. ts 


Method 


TBLASTX: Soybean 


Start 


8802 






End 


9286 


GI 


none 






Score 


68 


Exons 


8802. .8867, 


8802. 


.8891, 9029.. 9286, 9034.. 9207, 9036.. 9284 


Seq. No. 


13281 






Seq. ID 


OJ991201 01. 0103. C6 


Gene No. 


28245 






Strand 


+ 


Start 


954 






End 


4926 


Name 


OJ991201 01 


. 0103. 


C6. ol . gs 


Method 


GENSCAN 


Start 


954 






End 


4926 


GI 


none 






Score 


. 67 


Exons 


954 . . 1023, 


1180. . 


1359, 1959. 


.2006, 2835. .2976, 3285. .3399, 




4322 . .4527, 


4770. 


.4926 






Seq. No. 


13281 






Seq. ID 


OJ991201_01.0103.C6 


Gene No. 


28246 






Strand 




Start 


6521 






End 


8127 


Name 


OJ991201 01 


.0103. 


C6 . ol . gp 


Method 


AAT/GAP 


Start 


6340 






End 


8127 


GI 


63217 1.R1084 




Score 


1404 


Exons 


6340 . . 6753, 


7816. 


.8127 






GI Descrip. 


'3068705 8. 


0e-15 


(AF049236) 


unknown [Arabidopsis thaliana] 


Seq. No. 


13281 






Seq., ID. 


OJ991201_01.0103.C6 


Gene No. 


28246 






Strand 




Start 


6521 






End 


8127 


Name 


OJ991201 01 


.0103. 


C6.o2.gs 


Method 


GENSCAN 


Start 


6521 






End 


8089 


GI 


none 






Score 


.89 


Exons 


6521. .6753, 


7816. 


. 8089 






Seq. No. 


13281 






Seq. ID 


OJ991201_01.0103.C6 


Gene No. 


28247 






Strand 




Start 


9729 






End 


12550 


Name 


OJ991201 01 


.0103. 


C6.o2.tm 


Method 


TBLASTX: Maize 


Start 


6581 






End 


7930, 


GI 


none 






Score 


108 


Exons 


6581. . 6688, 


6581. 


.6751, 6673 


..6756, 7793. .7891, 7907. .7930 


Seq.. No. 


13281 






Seq. ID 


OJ991201_01.0103.C6 


Gene No. 


28247 






Strand 




Start 


9729 






End 


12550 


Name 


OJ991201 01 


.0103. 


C6.ol.np 


Method 


AAT/NAP 


Start 


9729 






End 


12550 


GI 


3540201 






Score 


134 


Exons 


9729. .9749, 


12186 


. . 12550 






GI Descrip. 


(AC004260) 


Putative nuclear 


protein [Arabidopsis thaliana] 


Seq. No. 


13281 






Seq. ID 


OJ991201_01.0103.C6 


Gene No. 


28247 






Strand 




Start 


9729 






End 


12550 


Name 


OJ991201 01 


.0103. 


C6.ol. tm 


Method 


TBLASTX: Maize 


Start 


12208 






End 


12400 


GI 


none 






Score 


118 


Exons 


12208. .122 91, 12209. .1228 9, 


12287. .12400, 12318. .12392 



13894 



Seq. No. 13281 

Gene No. 28247 

Start 9729 

Name OJ991201_01 . 0103 . C6 . ol . ts 

Start 12208 

GI none 

Exons 12208. .12291, 12209 1228 6, 
12318. .12392 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991201J51.0103.C6 
12550 

TBLASTX : Soybean 

12412 

83 



12302. .12388, 12302 .. 124 12, 



Seq. No. 


13282 








Seq. ID 


OJ991101_ 


_08, 


.0118 


.CI 


UCilC LNU. 


?ft 948 








Oil a. 1 l\JL 




















JM1U 


fift Q 

D O 2) 








Name 


niQQiini nft m 1 ft 


.CI. 


ol. 


gs 


L v je tnoa 


otiLNob/iLN 










R9ft _ 








ii<na 


£ft Q 
0 0 z? 










none 








Score 


£9 








Exons 


COO (TOO 


















Seq. No. 


13283 








Seq. ID 


OJ991101_ 


_08, 


.0118 


.C2 


bene ino . 


9 ft 9 d Q 








oiiana 










Of vf 


1 








tjnQ 


£"39 








Name 


nTQQiim no ni i p 
ujyyiiui uo.uiio. 


C2. 


ol. 


np 


Method 










btdlt 


i 
i 




















££n £9 

DOU DO 








Score 


9 *3n 








Exons 


1 £^9 


















GI Descrip. 


(AF158634) Vrgal 


[Triticum 


ventricosum] 










oeq . jno . 


1 "3 9 ft "3 








oeq. iu 


C\ TQQ1 1 ni 


n r 
u o . 


m i ft 

, U 1 1 o 


. bZ 


Gene No . 


z o ^ 4 y 








Strand 












j. 








Hjna 


£ "59 








Name 


htqqi 1 m or m 1 fi 


C2. 


ol. 


gs 




bCjlNoUMlN 










1 A 








Hill CI 


4 ^9 










none 








S core 


Q9 








Exons 


14. .452 




















13284 








oeq . jl u 




nft 


m i ft 


CA 
. bfi 


bene ino . 


28250 








Q 4- V" 3 T"l H 

o uj_d.no. 


4. 








OLdl t 


2 65 








r nr J 

EjIICI 


4 Ol 








Name 


OJ991101 08.0118. 


C4. 


ol. 


gp 




/\tt.l / \jr\tr 








OLdl L 


265 










A fil 








bl 


none 








Score 


"3 9 /l 








Exons 


265. .461 


















Seq. No. 


13284 








Seq. ID 


OJ991101_ 


_08. 


,0118 


.C4 


Gene No. 


28251 








Strand 










Start 


334 








End 


1129 








Name 


OJ991101 08.0118. 


C4. 


ol. 


gs 


Method 


GENSCAN 








Start 


334 








End 


1129 








GI 


none 








Score 


.92 








Exons 


334. .831, 983. .1129 
















Seq. No. 


13285 








Seq. ID 


OJ991101_ 


08. 


0118 


.C5 


Gene No. 


28252 








Strand 


+ 








Start 


71 








End 


4 65 








Name 


OJ991101 08.0118. 


C5. 


ol. 


gs 


Method 


GENSCAN 








Start 


71 








End 


4 65 








GI 


none 








Score 


.54 









13895 




Exons 


Ti /ICR 
/ i . . 4 DO 






oeq . wo . 


1 TO Q C 




Ci TQQ1 1 01 


Gene No. 


28253 


Strand 




Start 


1 


End 


637 


Name 


OJ991101 08.0118.C5.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


637 


GI 


5852180 


Score 


464 - 


Exons 


1..461, 513. .637 







GI Descrip. (AL117265) zhbOOOlO.l [Oryza sativa] 



Seq. No. 13286 Seq. ID 

Gene No. 28254 Strand 

Start 145 End 

Name OJ991101_08 . 0118 . C6 . ol . gs Method 

Start 14 5 End 

GI none Score 

Exons 145.. 305, 695.-835 



OJ991101_08.0118.C6 
+ 

835 

GENSCAN 

835 

.84 



Seq. No. 13287 Seq. ID 

Gene No. 28255 Strand 

Start 94 8 End 

Name OJ991101_08 . 0118 . C8 . ol . gs Method 

Start 948 End 

GI none Score 

Exons 948.. 1072, 1458.. 1603, 2519.. 2573 



OJ991101_08.0118.C8 
+ 

2573 
GENSCAN 
2573 
.44 



Seq. No. 13287 Seq. ID 

Gene No. 28256 Strand 

Start 5155 End 

Name OJ991101_08 . 0118 . C8 . o2 . gs Method 

Start 5155 End 

GI none Score 

Exons 5155.. 6060 



OJ991101_08.0118.C8 

6060 
GENSCAN 
6060 
.69 



Seq. No. 13288 Seq. ID 

Gene No. 28257 Strand 

Start 1397 ■ End . 

Name OJ991101_08 . 0118 . C9 . ol . gs Method 

Start 1397 End 

GI none Score 

Exons 1397.. 1801 



OJ991101_08.0118.C9 

1801 
GENSCAN 
1801 
.48 



Seq. No. 13289 Seq. ID 

Gene No. 28258 Strand 

Start 93 End 

Name OJ991101_08 . 0118 . C12 . ol . gs Method 

Start 93 End 

GI none Score 

Exons 93. .202, 244. .393, 464. .526, 618. .706, 
1657. .1712 



OJ991101_08.0118.C12 
+ 

1712 
GENSCAN 
1712 
.56 

987. .1218, 1448. .1563, 



Seq. No. 13289 Seq. ID OJ991101_08 . 0118 . C12 

Gene No. 28259 Strand 

Start 1970 . End 2326 

Name OJ991101_08 . 0118 . C12 . o2 . gs Method GENSCAN 

Start 1970 End 2326 



13896 



GI 

Exons 



none 

1970. .2326 



Score 



99 



Seq, No. 13290 Seq. ID 

Gene No. 28260 Strand 

Start 168 End 

Name OJ991101_08 . 0118 . C13 . ol . gs Method 

Start 168 End 

GI none Score 

Exons 168.. 328 



OJ991101_08.0118.C13 
+ 

328 

GENS CAN 
328 
. 4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13291 Seq. ID 

28261 Strand 
8 9 End 
OJ991101_08 .0118 .C16.ol.gp Method 
89 End 
LIB3433-026-P1-K1-C1 Score 
89. .261 

, 5852170/emb|AL117265.1|OST17804 1.0e-44 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : t 17804 1 



OJ991101_08.0118.C16 
+ 

261 

AAT/GAP 
261 
238 



13291 Seq. ID 

28262 Strand 

881 End 
OJ991101_08 . 0118 .C16.ol .gs Method 

881 End 

none Score 
881. .1672 



OJ991101_08.0118.C16 
+ 

1672 
GENSCAN 
1672 
. 94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



132-91 
28262 
881 

OJ991101_08. 0118.C16.ol.np 
881 

4512231 
881. .1669 

(AB014741) ORF0 protein [Oryza sativa] 



Seq. ID OJ991101 08.0118.C16 



Strand 
End 

Method 

End 

Score 



+ 

1672 
AAT/NAP 
1669 
1257 



OJ991101_08.0118.C18 
+ 

2680 
AAT/NAP 
407 
197 



13292 Seq. ID 

28263 Strand 
1 End 
OJ991101_08. 0118.C18 .ol.np Method 
1 End 
6069646 Score 
1. .407 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907 112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



13292 Seq. ID 

28263 Strand 

1 End 

OJ991101_08 . 0118.C18 .o2 . np Method 

1 End 

2943742 Score 



OJ991101_08.0118.C18 
+ 

2680 
AAT/NAP 
1741 
391 



13897 




Exons 1. .25, 565. .1741 

GI Descrip. (AB002266) XA1 [Oryza sativa] 



O C ^ • LNU • 


1 QOQO 




Seq. ID 


OJ991101_08.0118 


n ft 


UCllC LN VJ • 


9ft 961 




Strand 


+ 




Start 


\ 




..End 


2680 




Name 


oj99iioi or mifi rift ni 




Method 


GENSCAN 






109 ~~ 

J. W c. 




End 


2680 




GI 


none 




Score 


.5 




Exons 


102. .182, 262. .324, 452 


. .709, 


1482.. 2043, 2677.. 2680 




OCy i IN W • 






Seq. ID 


OJ991101_08.0118 


n ft 


UcllC nU i 


28264 




Strand 


- 




Start 


3944 




End 


4381 




Name 


OJ991 101 08 0118 CI ft ol 


. tm 


Method 


TBLASTX : Maize 










End 


201 




GI 


none 




Score 


206 




Exons 


1. .201 
















Seq. ID 


OJ991101_08.0118 


n ft 


o n o Mo 


9ft 964 




Strand 


- 




uLal L 


J .7 'i *a 




End 


4381 




ln Oil its 


O.T991101 Oft 011ft Tift nl 


. to 


Method 


TBLASTX: Soybean 




OLdl b 


Sfi 1 — 

J O >J 




End 


1042 




GI 


none 




Score 


119 




Exons 


583. .747, 770. .946, 971 


. .1042 








Ofcrt^ . IMU • 


1 1999 

± _) _7 




Seq. ID 


OJ991101_08.0118 


PI Q 


belle 1NU * 


9ft 9 fid 




Strand 


- 




OLQl u 


194 4 




End 


4381 




Name 


O.TQ91 101 Oft 01 1 ft PI ft n9 


. gs 


Method 


GENSCAN 






194 4 _ 




End 


4381 






iiuiit; 




Score 


.61 




Exons 


3944 . .4381 










Sea No 


13293 




Seq. ID 


OJ991101 08.0118 


PI 9 


Cpnp Kin 


28265 




Strand 


+ 




Start 


1 




End 


3362 




Name 


OJ991101 08.0118.C19.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


2611 




GI 


2943742 




Score 


134 




ill kJl 1 o 


1..43, 1474. .1647, 1848 


. .2209 


, 2575. .2* 


511 




GI Descrip. 


(AB002266) XA1 [Oryza sativa] 








Spa No 


13293 




Seq. ID 


OJ991101_08.0118 


.C19 


f!lpnn Mn 


28265 




Strand 


+ 




o Lai L 


1 




End 


3362 




Name 


OJ991101 08.0118.C19.o2. 


. tm 


Method 


TBLASTX: Maize 




Start 


984 




End 


1685 




GI 


none 




Score 


50 




Exons 


984. .1016, 1107. .1226, 1230.. 


1568, 1289.. 1399, 1439.. 1546, 




1624. .1677, 1635. .1685 










Seq. No. 


13293 




Seq. ID 


OJ991101_08.0118, 


.C19 


Gene No. 


28265 




Strand 


+ 




Start 


1 




End 


3362 




Name 


OJ991101 08.0118.C19.ol. 


.gs 


Method 


GENSCAN 





13898 




btart 


i nn 9 
1 uuz 










^69 




none 








Score 


C C 
. J J 


Exons 


1 HH9 9949 


j j j j 


^69 








Seq. No. 


13293 








Seq. ID 


OJ991101_08.0118.C19 


Gene No. 


28265 








Strand 


+ 


otart 


1 ' 
1 








End 


3362 


Name 


HTQQ1 1 fl1 Oft 


ni i ft 

. U 1 1 O 




f-m 
cm 


Method 


TBLASTX : Maize 


Start 


1 TQC 

1 / O J 








End 


2162 


Oil 


none 








Score 


84- 


Exons 


i Tpc 1 Q 1 £ 


1 7 en 
i / ^i 


. i^i 


1 Ql 


.2077, 1917.. 2162 


beq . no . 


1 ^9 CM 








Seq. ID 


OJ991101_08.0118.C20 


bene in (j . 


9 ft 9 fifi 








Strand 




Start 


644 








End 


786 


Name 


OJ991101_08 


.0118 


C20.ol 


gp 


Method 


AAT/GAP 


o uar U 


64 4 








End 


786 




91/17/1 i rid 


ft 4 

O 4 






Score 


256 


Exons 


D4 4 . . / O D 












vai uesenp. 


joy*! i j" ^ . 


n^- 1 n 


(AC005312) hypothetical protein [Arabidops 




UilciX Xdllci J 












Seq. No. 


i y 4 








Seq. ID 


OJ991101_08-.0118.C20 


Gene No. 


9 Q 9 C "7 
Z 0 £ 0 / 








Strand 




Start 


1149 








End 


4861 


Name 


OJ991101_08 


.'0118 


X20.ol 


.gs 


Method 


GENSCAN 


otart 


1 1 4 y 








End 


4846 


GI 


none 








Score 


.86 


Exons 


1 1 4 y . . ij j4 , 


14 14 


. .1512, 


1607. 


.1679, 1764. .1874, 1971. .2144, 




z z o 4 . . zy .3 y / 


9 OA 1 

z y 4 1 


. .3083, 


3209. 


.3350, 3425.. 3544, 3590.. 4624, 




/I £ Q 1 A Q A 

4 o y i . . 4o4d 












beq. wo. 


i y 4 








Seq. . ID 


OJ991101_08.0118.C20 


Gene No. 


28267 








Strand 




Start 


1149 








End 


4861 


Name 




.0118 


.C20.ol 


.np 


Method 


AAT/NAP 


otart 


1 1 £7 








End 


4861 


<al 


A £ft 0 9 H4 
4 OO Uz U4 








Score 


1063 


Exons 


i i £7 i "304 

lit) / . . lOU4 , 


1655 


. .1874, 


1971. 


.2144, 2254. .3350, . 3425. .4861 


bi uesenp . 


/7\TT1 1 4171 ^ 
\ AC 1141 / i ; 


hypothetical protein [Sorghum bicolor] 


Seq. No. 


13294 








Seq. ID 


OJ991101_08.0118.C20 


Gene No. 


28267 








Strand 






111? 








End 


4861 


Name 


uuyyiiui uo 


.0118 


.C20.o2 


tw 


Method 


TBLASTX: Wheat 


otart 


i q n r 








End 


2327 




none 








Score 


68 


Exons 


10U J • . io / o r 


1976 


. .2158, 


1983. 


.2108, 2247. .2327 




1 ^9Q4 








Seq. ID 


OJ991101_08.0118.C20 


Gene No. 


28267 








Strand 




Start 


1149 








End 


4861 


Name 


OJ991101 08 


.0118 


C20.ol 


tw 


Method 


TBLASTX: Wheat 


Start - 


3815 








End 


4218 


GI 


none 








Score 


84 


Exons 


3815. .3985, 


3948 


.4115, 


3980. 


.4216, 4067. .4216, 4078. .4218, 



4108. .4218 



13899 



Seq. No. 
Gene No. 
Start 
Name 
..Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13295 Seq. ID 

28268 Strand 
1091 End 
OJ991101_08 . 0118 . C21 . o2 . gp Method 
1091 ■ End 
101153_1.R1084 Score 
1091. .1435, 1753. .1980 

'5852170/emb|AL117265.1|OST17804 1.0e-115 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : 1 17804 1 



OJ991101_08.0118.C21 
+ 

1980 
AAT/GAP 
1980 
1000 



13295 
28269 
1999 

OJ991101_08.0118.C21.o3.gp 



Seq. ID OJ991101_08.0118.C21 

Strand + 

End 2426 

Method AAT/GAP 

End 2426 

Score 829 . 



1999 
2428185 
1999. .2426 

5852170/embl AL117265.1 IOST17804 1.0e-177 Oryza sativa 
indica (GLA4) genomic DNA, chromosome 4, BAC clone :t 17804 



Seq. No. 13295 Seq. ID 

Gene No. 28270 Strand 

Start 5218 End 

Name OJ991101_08 . 01 18 . C21 . o2 . gs * Method 

Start 5218 End 

GI none Score 

Exons 5218.. 5336, 5770.. 5914 



OJ991101_08.0118.C21 
+ 

5914 

GENSCAN 

5914 



Seq. No. 13295 Seq. ID 

Gene No. 28271 Strand 

Start 9857 End 

Name OJ991101JD8 . 0118 . C21 . o4 . gs Method 

Start 9857 End 

GI none Score 

Exons 9857.. 10291 



OJ991101_08.0118.C21 
+ 

10291 
GENSCAN 
10291 
.98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13295 Seq. ID 

28272 Strand 

1 End 4 4 4 9 

OJ991101_08 .0118.C21.ol.np Method AAT/NAP 

1 End 4001 

4680203 Score 976 
1..22, 121. .233, 3204. .4001 

(AF114171) TNP2-like protein [Sorghum bicolor] 



OJ991101 08.0118.C21 



Seq. ID OJ991101_08.0118.C21 
Strand 

End 4 4 49 

Method AAT/GAP 

End 24 5 

Score 202 



13295 
28272 
1 

OJ991101_08.0118.C21.ol.gp 
116 

342_1.R1084 
116. .245 

*4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. No. 



13295 



Seq. ID OJ991101_08.0118.C21 



13900 





Gene No. 


28272 


Strand 






Start 


i 


End 


4449 




Name 


OJyyiiui Uo . ui lb . Cz i . oi . gs 


Method 


GENSCAN . 




Start 




End 


4001 




GI 


none 


Score 


.42 




Exons 


701..1ooo, lool..lo*cb, zb4o. 


.2747, 3308. .4001 




Seq. No. 


i o o o c 


Seq. ID 


OJ991101_08.0118.C21 




Gene No . 




Strand 






Start 


1 


End 


4449 




Name 


OJ991101_08.0118.C21.o5.gp 


Method 


AAT/GAP 




Start 


z y o4 


End 


3247 




GI 


blbUb J.KlUo4 


Score 


465 




Exons 


^ y 04 . . Jz4 / 








GI Descrip. 


14 Uz yzu/ erriD | LAAooy dd 1 ^ . ue- 


20 (X98321) peroxidase [Arabidopsis 






tnaiianaj 








Seq. No. 


loz yb 


Seq. ID 


OJ991101_08.0118.C21 




bene no. 


9 Q 97 9 


Strand 






Start 


1 


End 


4449 




Name 


OJ991101_08.0118.C21.o6.gp 


Method 


AAT/GAP 




Start 


O O 


End 


4449 


ill! 


GI 


DOT A O O C 


Score 


300 


i. ? i 


Exons 


jobZ. .4(J(Jl, 441z.. 444y 








GI Descrip. 


ooozlo^/eiTib i CABoa4zU . 1 1 y.Ue 


-13 (AL117265) zhb0012.1 [Oryza 


rf| 




sativa] 






i U 
£?! 


• Seq. No. 


13295 


Seq. ID 


OJ991101_08.0118.C21 


! •! 


Gene No. 


28273 


Strand 






Start 


8563 


End 


8942 


'its! 


Name 


OJ991101 08.0118.C21.o7.gp 


Method 


AAT/GAP 




Start 


8563 


End 


8942 




GI 


uC-osflcyp033a04bl 


Score 


633 


U 


Exons 


8563. .8942 








GI Descrip. 


'6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 






DNA, chromosome 1, clone : P0711E10 1 




i ? i 
'is? 


Seq. No. 


13295 


Seq. ID 


OJ991101_08.0118.C21 


□ 


Gene No. 


28274 


Strand 






Start 


11005 


End 


19190 




Name 


OJ991101 08.0118.C21.o3.ts 


Method 


TBLASTX: Soybean 




Start 


3237 


End 


3527 




GI 


none 


Score 


103 




Exons 


3237.. 3302, 3309.. 3527, 3313 


. .3519 






Seq. No. 


13295 


Seq. ID 


OJ991101_08.0118.C21 




Gene No. 


28274 


Strand 






Start 


11005 


End 


19190 




Name 


OJ991101 08.0118.C21.o6.tw 


Method 


TBLASTX: Wheat 




Start 


3294 


End 


3650 






none 


Score 


158 




Exons 


3294. .3551, 3299. .3550, 3309 


..3560, 3310.. 3552, 3543.. 3650 




Seq. No. 


13295 


Seq. ID 


OJ991101_08.0118.C21 




Gene No. 


'28274 


Strand 






Start 


11005 


End 


19190 




Name 


OJ991101 08.0118.C21.o2.np 


Method 


AAT/NAP 



13901 



Start 


X IUU3 




GI 


4 bo ui / y 




Exons 


iinriQ io"30"7 i cool 


. 10 JDJ, 


GI Descrip. 


(At iii /uy j poiypruLc 


in [Ory 


Seq. No. 


13295 




Gene No. 


28274 




C +- -v 

otart 


11UUQ 




Name 


ujyyxxux uo . uiio . lzi 


. o / . tw 


Start 






GI 


none 




Exons 


i i nsn ii^A9 11071 

11U jU • . li jOZ , 11U / 1 . 


1 1 Q7 Q 
• x x o i y f 


Seq. No. 


Loz y o 




Gene No. 


28274 




Start 


11005 




Name 


ujyyiiui u o . u i i o . x 


. ol . tm 


bt art 


11Z jU 




GI 


none 




Exons 


llZ jU . . lit) / U, X XZ ft O . 


1 1 ££Q 

. x x ooo / 




1 1 CTC 1 1 QOI 1 1 7 fl 4 
±±0/0. . 110^1/ X X / 0 ft . 


. 110^ J 


Seq. No. 


13295 




Gene No. 


28274 




Start 


X XUUo 




Name 


a mm 1 m no rn i o noi 

- ujyyxxux uo.uxxo.czx 


. ol . tw 


Start 


1 1 O O 

liiai 




GI 


none 




Exons 


IIjo j . . IzUUy, IIjod. 


. llOUo, 


Seq. No. 


13295 




Gene No. 


28274 




o car l 


X X UU j 




Name 


ATQQ1 1 H1 AO A1 1 Q pOI 

ujyyxxux uo . uiio , lzi 


. o4 . tm 


Start 


1 1 O *7 O 

lib /o 




GI 


none 




Exons 


1 1 Q 7 Q 1 01 1 1 QQO 
lib / O . . IZlDO/ llOOZ . 


1 91 

. x z x o y 


Seq. No. 


13295 




Gene No. 


28274 




ouar l 


i i no ^ 

IIUUj 




Name 


ATOtii 1 m no rn 1 o poi 

ujyyxxui uo , uiio .tzi 


. Oz . tS 


Start 


x x y b / 




01 


none 




Exons 


IIQ^T 1 O O Q Q 1 1 QCQ 

iiyo / . , izuyo, x x y oo . 


1 OOOQ 


Seq. No. 


x oz. y d 




Gene No. 


28274 




Start 


11005 




Name 


uoyyiiui uo . uiio . lzi 


. o3 . tw 


Start 


IzUl 6 




GI 


none 




Exons 


12016. .12330, 12017. 


. 12274, 




16264. .16458 




Seq. No. 


13295 




Gene No. 


28274 





End 19190 
Score 4575 



Seq. ID OJ991101_08 .0118 .C21 
Strand 

End 19190 , 

Method TBLASTX : Wheat 

End 11383 

Score 93 
L114. .11383 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

-End 

Method 

End 

Score 



OJ991101_08.0118.C21 
19190 

TBLASTX: Maize 

11829 

222 



OJ991101_08.0118.C21 

19190-'. ■ 
TBLASTX: Wheat 
12009 
47 



OJ991101_08.0118.C21 
19190 

TBLASTX: Maize 

12169 

215 



OJ991101_08.0118.C21 
19190 

TBLASTX: Soybean 

12228 

137 



OJ991101_08.0118.C21 
19190 

TBLASTX: Wheat 

16458 

240 



Seq. ID OJ991101_08.0118.C21 
Strand 



13902 



Start 11005 End 19190 

Name OJ991101_08 . 0118 . C21 . 08 . gp Method AAT/GAP 

Start 12902 End 13412 

GI LIB3434-038-P1-K1-F1 Score 743 

Exons 12902. .13412 

GI Descrip. ' 5257255/dbj | AP000364 . 1 | AP000364 0.0e+00 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



Seq. No. 


13295 






Seq. ID 


OJ991101_08.0118 


.C21 


Gene No. 


28274 






Strand 






b cart 


11005 






End 


19190 




Name 


OJ991101 08.0118.C21, 


r\0 +- t.i 


Method 


TBLASTX: Wheat 




otart 


16458 






End 


16961 




bl 


none 






Score 


227 




Exons 


16458. 


.16961, 16536., 


, X D O y O , 


16540. .16929 




Seq. No. 


13295 






Seq. ID 


OJ991101_08.0118 


.C21 


Gene No. 


28274 






Strand 






O +- ~» V +- 

btart 


11005 






End 


19190 




Name 


OJ991101 08.0118.C21, 


/-\ O -f- rr\ 

. oz . tm 


Method 


TBLASTX : Maize 




Start 


16527 






End 


16890 




GI 


none 






Score 


169 




Exons 


16527. 


.16889, 16536., 


. 1 000 y , 


16540. .16890 




Seq. No. 


13295 






Seq. ID 


OJ991101_08.0118 


. bz 1 


Gene No. 


28274 






Strand 






Start 


11005 






End 


19190 




Name 


OJ991101 08.0118.C21, 


. o4 . t s 


Method 


TBLASTX: Soybean 




Start 


16710 






End 


16955 




r~> x 

bl 


none 






Score 


98 




Exons 


16710. 


.16955, 16711., 


. x d y jo 








beq. no. 


13295 






Seq. ID 


OJ991101_08.0118 


CO 1 


Gene No. 


28274 






Strand 






Start 


11005 






End 


19190 




Name 


OJ991101 "08.0118.C21. 


. o3 . tm 


Method 


TBLASTX: Maize 




btart 


16926 






End 


17426 




bl 


none 






Score 


50 




Exons 


" 16926. 


.17240, 16969., 


i n m q 
. 1 / ux y , 


17047. .17100, 17247. .17426, 






17299. 


.17418 










beq. no. 


13295 






Seq. ID 


OJ991101_08.0118 


no 1 

. bZ X 


Gene No . 


28274 






Strand 






Start 


11005 






End 


19190 




Name 


OJ991101 08.0118.C21, 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


16962 






End 


17264 




GI 


none 






Score 


250 




Exons 


16962. 


.17264, 169.78., 


.17253 








Seq. No. 


13295 






Seq. ID 


OJ991101_08.0118 


.C21 


Gene No. 


28274 






Strand 






Start 


11005 






End 


19190 




Name 


OJ991101 08.0118.C21. 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


16977 






End 


17372 




GI 


none 






Score 


185 




Exons 


16977. 


.17336, 16978.. 


.17253, 


17299. .17334, 17340 .. 17372 , 






17341. , 


.17370 











13903 



Seq. No. 


13295 




Seq. ID 


OJ991101 


p q -pi o NT f~\ 


0Q074 




Strand 






1 1 DDR 




End 


19190 


Name 


HTQQIim Oft HI 1 ft P91 


A 

, o4 . tw 


Method 


TBLASTX : 1 


olail 


1/010 




End 


17799 


PT 


none 




Score 


266 


Exons 


1 7*31 "3 17£QD 17^Rfi 


1 77QQ 
1 / / v y r 


17410. . 17721 


Seq. No. 


13295 




Seq. ID 


OJ991101 


bene lno . 






Strand 




oLdit 


1 1 DDR 




End 


19190 


Name 


OTQQ1101 Oft m*lft P91 


Oj . tm 


Method 


TBLASTX : 1 


Of 2 — 4- 


1/4 




End 


17784 


P.T 
bl 


none 




Score 


201 


Exons 


l/f±i?f±. .1/ / O 4 , 1/4Z?D. . 


1 77ft "5 
±1/03 






Seq. No. 


13295 




Seq. ID 


OJ991101 


bene lno . 






Strand 




OLdl \, 


1 1 dor 




End 


19190 


Name 


piTQQiim nft ni 1 ft P91 


r\ ft -1— 


Method 


TBLASTX : 1 




1 7 Q&A ~ 
1 / :?04 




End 


18332 


PT 

bl 


none 




Score 


65 


Exons 


17Ct£/l 1QH77 17Q£R 

i/yofi..iou//^ 1 / y 0 0 . . 


1 ft H7 ft 
1 0 U / O r 


18123. .18332, . 18190 


Seq. No. 


13295 




Seq. ID 


OJ991101 


bene lno . 


9ft 97/1 




Strand 




btart; 


1 1 n n r 
1 lUUo 




End 


19190 


Name 


PTQQiim nft mift po 1 
ujyyiiui Uo. uiio.L^i. 


06 . tm 


Method 


TBLASTX:! 


otar u 


1 ftni ^ 
1 0 u 1 o 




End 


18365 


P T 
bl 


none 




Score 


191 


HjXons 


1 OAi c 1 ft ^ £ R 








Seq. No. 


13296 




Seq. ID 


OJ991101 


Gene No. 


28275 




Strand 


+ 




1 




End 


2218 


Name 


OJ991101 08.0118.C22. 


ol .np 


Method 


AAT/NAP 


q+- 0 y+- 


1 




End 


2215 


PT 
bl 


4680179 




Score 


3320 




1..2215 








bl UcoLIip. 


(AF111709) polyprotein [Oryza sativa subsp. ind. 


Seq. No. 


13296 




Seq. ID 


OJ991101 


rZ 0 n 0 KI /^i 


28275 




Strand 


+ 


Otdll 


1 




End 


2218 


Name 


OJ991101 08.0118.C22. 


ol . gs 


Method 


GEN SCAN 


oLdl L 


164 




End 


2218 


PT 
bl 


none 




Score 


.95 


Exons 


164. .2218 








Seq. No. 


13296 




Seq. ID 


OJ991101_ 


Gene No. 


28276 




Strand 


+ 


Start 


2971 




End 


4542 


Name 


OJ991101 08.0118.C22. 


o2 . np 


Method 


AAT/NAP 


Start 


2971 




End 


4542 


GI 


6063554 




Score 


157 


Exons 


2971.. 3155, 3254.. 3316, 4370 


. .4542 





13904 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AP000615) ESTs AU075609 (C6334 4 ) , C7 1850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



13296 Seq. ID 

28277 Strand 

706 End 

OJ991101_08 . 0118 . C22 . 06 . tw Method 

1 End 
none Score 
1..210, 2. .211, 44. .211 

13296 ' Seq. ID 

2827.7 Strand 

706 End 

OJ991101_08 . 0118 . C22 . o2 . ts Method 

2 End 
none Score 
2. .196, 16. .183 

13296 Seq. ID 

28277 Strand 

706 End 

OJ991101__08 . 0118 .C22 . o4 . tm Method 
22. - End 

none Score 
22. .276, 23. .277 

13296 Seq. ID 

28277 Strand 

706 End 

OJ991101_08 .0118.C22.o3.tw Method 

212 End 

none Score 
212. .637, 214. .630, 287. .637 



Seq. No. 13296 . Seq. ID 

Gene No. 28277 1 -Strand' 

Start 706 End 

Name OJ991101_08 . 0118 . C22 . o3 . ts Method 

Start 218 End 

GI none Score 

Exons 218. .466 



OJ991101_08.0118.C22 
7125 

TBLASTX: Wheat 

211 

279 



OJ991101_08.0118.C22 
7125 

TBLASTX : Soybean 

196 

246 



OJ991101_08.0118.C22 
7125 

TBLASTX : Mai ze 

277 

286 



OJ991101_08.0118.C22 
7125 

TBLASTX: Wheat 

637 

596 



OJ991101_08.0118.C22 
7125 

TBLASTX: Soybean 

466 

210 



Seq. No. 13296 . Seq. ID 

Gene No. 28277 Strand 

Start 706 End 

Name OJ991101_08 . 0118 . C22 . o2 . tm Method 

Start ■ 284 End 

GI none Score 

Exons 284.. 637, 289.. 630 



OJ991101_08.0118.C22 
7125 

TBLASTX: Maize 

637 

467 



Seq. No. 13296 Seq. ID 

Gene No. 28277 Strand 

Start 706 End 

Name OJ991 101^08 . 0118 . C22 . o2 . tw Method 

Start 665 End 



OJ991101_08.0118.C22 
7125 

TBLASTX: Wheat 
1204 



13905 




P T 
ui 


none 








Score 


£9 £ 
DZ D 




U 1 vr /*\ r** c 


DDj . . 1 Z U fi , 


Q Al 
of!/.. 


1200, 923.. 1204 






o e CJ . LN o • 


13296 








Seq. ID 


O.TQQ1 101 Oft 011ft 


P9 9 


Gene No. 


28277 








Strand 






Start 


706 








End 


7125 




Name 


OJ991101 08 


.0118 


.C22.o3 


.np 


Method 


AAT /MAP 




O +- -n v+- 

otan 


706 








End 


60 £ft 
DU DO 




P T 


4680179 








Score 


X) :?o 




Exons 


706. .726, 5217.. 


6068 










\dL uesciip. 


(AF111709) 


polyprotein 


|_ \J s. y c, a. 


0 d 1 L v d 1 






Seq. No. 










Seq. ID 


OJ991101_08 .0118 


.C22 


Gene No. 


9OO77 
Z 0 Z / / 








Strand 






O tart 


7 0 £ 
1 U 0 








End 


719^ 

/ X Z J 




Name 


Pi TQQ1 1 m HP 


.0118 


.C22.ol 


. tc 


Method 


TRT Zi CTY . pro o o 




btarc 


QO 9 
.? u z 








End 


1 99ft 
X Z Z 0 




P T 


none 








Score 


QO 




IT 1 y"\ 


902. .1084, 


1085. 


. 1228, 


1 0R7 
x u 0 / ■ . 


1 9?7 






Seq. No. 










Seq. ID 


OJ991101_08.0118 


.C22 


Gene No. 


9 P. 9 7 7 
Z 0 Z / / 








Strand 






Of nrf 


7 0 £ 








End 


71 9^ 

/ X Z J 




Name 


PtTQGlim HQ 


.0118 


.C22.ol 


. ts 


Method 


1 E5J_iriO 1 A . OOyDcan 




o tar l 


Q Q9 








End 


19^9 
x Z 3 Z 




p t 


none 








Score 


n 1 
jUI 




Exons 


992. .1252, 


1003. 


.1251, 


1 nn a 

1UU4 . . 


1252 






Seq. No. 


1 ?9Q£ 








Seq. ID 


OJ991101_08.0118 


.C22 


Gene No. 


90977 
Z O Z / / 








Strand 






o tar l 


7 n 6 

/UD 








End 


7125 




Name 


DTQQ1 1 m np 


.0118 


.C22.o3 


. tm 


Method 


TBLASTX: Maize 




OLaiL 


1 DRO _ 








End 


1342 




p t 


none 








Score 


86 




IT 1 /~\ t™* c? 

Lxons 


i nso 11m 

XvJOU. . 1J. Jl/ 


i nm 


1 ^ft 
. . 1000, 


1 n S9 


.1342, 1184. .1339 




Seq. No. 


13296 








Seq. ID 


OJ991101_08.0118 


.C22 


Gene No. 


9ft 977 








Strand 






oldl L 










End 


7125 




Name 


n.TQcn 1 ni Oft 


.0118 


.C22.ol 


. tw 


Method 


TBLASTX: Wheat 




Cf a r-4- 
OLail 


x Z x x 








End 


1837 




P T 


none 








Score 


723 




Hi A vji 1 o 


1211. .1837, 


1267 


. .1719, 


1777 . 


.1836 






o e q . ln o . 


13296 








Seq. ID 


OJ991101_08.01I8 


.C22 


Gene No. 


28277 








Strand 






Start 


706 








End 


7125 




Name 


OJ991101 08 


.0118 


.C22.ol 


. tm 


Method 


TBLASTX: Maize 




o tar x. 


1390 








End 


1975 




PT 


none 








Score 


229 




Exons 


1390. .1545, 


1391 


. .1552, 


1411. 


.1554, 1549. .1722, 1550. .1975, 




1709. .1954, 


1777 


. .1974 










Seq. No. 


13296 








Seq. ID 


OJ991101_08.0118 


.C22 


Gene No. 


28277 








Strand 






Start 


706 








End 


7125 




Name 


OJ991101 08 


.0118 


.C22.o4 


. tw 


Method 


TBLASTX: Wheat 





13906 




Start 


"1 O O "7 

loo / 








End 


o t i n 

zl /U 




GI 


none 








Score 


Ol o 

Jlz 




Exons 


loon OIIQ 

loo/. . Z ± lo , 


1 QOQ 

J-OOO 


. . Z 1 / U , 


ZUUO , , 


O 1 A Q 

. zi4 y 






Seq. No. 


13296 








Seq. ID 


OJ991101_08.0118 


.C22 


Gene No. 


28277 








Strand 






Start 


n n a 
/ U b 








bna 


not; 
/ 1Z0 




Name 


ojyyiiui Uo 


n *i i o 
.Ullo 


/-» o O — . o 

. CzZ . Oo 


.gs 


Method 


GENSCAN 




Start 


C 1 O O 

OlZ / 








bna 


T1 OC 

/ iZo 




GI 


none 








Score 


. O / 




Exons 


c i o o n c c 
olz / . . oUbo, 


coon 
oz3U 


. . boZ 1 , 


a a a o 
b4 bZ . , 


T1 OC 

. / 1ZO 






Seq. No. 


13296 








Seq. ID 


OJ991101_08.0118 


.C22 


Gene No. 


28277 








Strand 






Start 


n f\ c 
1 U D 








hna 


/ J.Z 0 




Name 


ojyyiiui Uo 


m i o 
. Ullo 


ono 

. OZz . OD 


. tm 


Metnoa 


T BLAS T X : Ma i z e 




Start 


coon 








hna 


CCQC 

OOoO 




GI 


none 








Score 


1 1 




Exons 


coon ccqc 
OZoU . . 0000, 


C A C C 

04 00 


ecu 
. .00/1 










Seq. No. 










oeq. iu 


atqqi 1 ni no m 1 q 

ujyyiiui uo . uiio 


poo 

. ozz 


Gene No. 


28277 








Strand 






'Start 


706 








End 


7125 




Name 


* ATnm 1 ni no 

ojyyiiui uy 


.0118 


.C22.o4 


.np 


Method 


AAT/NAP 




Start 


COOT 

530 / 








End 


—7-100 

vizi 




GI 


A C T O O O 1 

4 b lzz31 








Score 


14 6 




Exons 


c o n o c o o 

o JU / . . o33o, 


6556 


. .7123 










GI Descrip. 


(ABU14 /4 1 ) 


ORFO protein 


[Oryza sativa] 






Seq. No. 


13296 








Seq. ID 


OJ991101_08.0118, 


.C22 


Gene No. 


28277 








Strand 






otart 


n r\ a 
f U b 








End 


T1 OC 

/ IZO 




Name 


atqqi i ni no 

ojyyiiui Uo 


.0118 


.C22.o5 


. tw 


Method 


TBLASTX : wheat 




Start 


C A C C 

04 bb 








End 


C O O £ 

oozo 




GI 


none 








Score 


1/11 

141 




Exons 


c a c a c o o c 
04 bb . . OoZO / 


5467 


. .5826 










Seq. No. 


i TOOT 

l jzy / 








Seq. ID 


/"^Toniini no n i 1 0 

ojyyiiui ub.uiio, 


. Czo 


Gene No. 


28278 








Strand 


+ 




Start 


1 








End 


1808 




Name 


atqqi 1 ni no 

ujyyiiui Uo 


.0118 


.C23.ol 


.np 


Method 


AAT/NAP 




Start 


i 








End 


1808 




bl 


a com *7 G 

4 boUl / y 








Score 


1602 




Exons 


i 1 ono 
1 . . lo Uo 














bi uescrip. 


\ At ni / u y ) 


polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


13297 








Seq. ID 


OJ991101_08.0118. 


X23 


Gene No. 


28278 








Strand 


+ 




otart 


1 
i 








End 


1808 




Name 


Ainm 1 m no 

ojyyiiui Uo 


.0118 


.C23.ol 


.gs 


Method 


GENSCAN 




Start 


o r 

3o 








End 


1691 




GI 


none 








Score 


.45 




Exons 


36. .1691 














Seq. No. 


13297 








Seq. ID 


OJ991101_08.0118. 


,C23 


Gene No. 


28278 








Strand 






Start 


1 








End 


1808 





13907 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



OJ991101_08. 0118.C23.o3.tw 
197 
none 

197. .394, 198. .395, 222. 



Method TBLASTX : Wheat 

End 909 

Score 215 
395, 865.. 909 



13297 
28278 
1 

OJ991101_08. 0118.C23.ol.tw 

446 

none 

446. .619, 447. .797, 595. .663 



13297 
28278 
1 

OJ991101_08.0118.C23.ol.tm 

447 

none 

447. .752, 473. .553, 526. .603 

13297 
28278 
1 

OJ991101_08.0118.C23.o2.tw 
12 99 
none 

1299. .1463, 1358. .1426, 

13297 
28278 
1 

OJ991101_08.0118.C23.o2.tm 
1479 
none 

1479. .1676, 1517. .1675 

13298 
28279 
1 

OJ991101_08.0118.C26.ol.np 
1 

2792220 
1. .734 

(AF032688) NBS-LRR type 

13298 
28279 
1 

OJ991101_08.0118.C2 6.ol.gs 
46 

none 
46. .396 



Seq. ID OJ991101__08.0118.C23 

Strand + 

End 1808 

Method TBLASTX : Wheat 

End 7 97 

Score 306 



Seq. ID OJ991101_08.0118.C23 

Strand + 

End 1808 

Method TBLASTX : Mai ze 

End 752 

Score 246 



Seq. ID OJ991101_08.0118.C23 

Strand + 

End 1808 

Method TBLASTX : Wheat 

End 1655 . 

Score 128 
1488. .1655, 1524. .164 6, 1526. .1648 

Seq. ID OJ991101_08.0118.C23 

Strand + 

End 1808 

Method TBLASTX : Maize 

End 167 6 

Score 198 



'Seq, ID OJ991101_08.0118.C26 

Strand + 

End 734 

Method AAT/NAP 

End 734 

Score 360 



resistance protein [Oryza sativa] 



Seq. ID OJ991101_08 . 0118 .C26 

Strand + 

End 734 

Method GENSCAN 

End 396 

Score .49 



Seq. No. 
Gene No. 
Start 



13298 
28279 
1 



Seq. ID OJ991101_08.0118.C26 
Strand + 
End 734 



13908 



Name 

Start 

GI 

Exons 



OJ991101_08. 0118.C26.ol.tm Method 

261 End 

none Score 
261. .386, 262. .633, 667. .711 



TBLASTX: Maize 

711 

193 



Seq. No. 13298 Seq. ID 

Gene No. 28279 Strand 

Start 1 End 

Name OJ991101_08 . 0118 . C26 . ol . ts Method 

Start 283 End 

GI none Score 

Exons 283.. 591, 285.. 590 



OJ991101_08.0118.C26 
+ 

734 

TBLASTX : Soybean 

591 

226 



Seq. No. 13299 Seq. ID 

Gene No. 28280 Strand 

Start 1 End 

Name OJ991101_08 . 0118 . C27 . ol . np Method 

Start 1 End 

GI 2943742 Score 

Exons 1..111, 736. .901, 1005. .1405 
GI Descrip. (AB002266) XA1 [Oryza sativa] 



OJ991101_08.0118.C27 
+ 

1405 
AAT/NAP 
1405 
141 



Seq. No. 13299 

Gene No. 28280 

Start 1 

Name OJ991101_08 . 0118 . C27 . ol . tm 

Start 115 

GI none 

Exons 115.. 141, 238.. 627, 384.. 632, 
668. .724 



Seq. ID OJ991101_08.0118.C27 

Strand + 

End 1405 

Method " TBLASTX: Maize 

End 74 3 

Score 4 4 

612. .719, 637. .723, 639. .743, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13299 
28280 
1 

OJ991101_08. 0118.C27.ol.gs 
133 / 
none , / 

133.. 451, 901.. 1139 

v 

13300 
28281 
1048 

OJ991101_08.0118.C28.ol.gs 

1048 

none 

1048. .1408, 1426. .1618 



Seq. ID OJ991101_08.0118.C27 

Strand + 

End 1405 

Method GENSCAN 

End 1139 

Score .59 



Seq. ID OJ991101_08.0118.C28 
Strand 

End 1618 

Method GENSCAN 

End 1618 

Score .49 



Seq. No. 13301 

Gene No. 28282 

Start 1565 

Name OJ991101_08 . 0118 . C31 . ol . gs 

Start 1565 

GI none 

Exons 1565.. 1690, 1796.. 1819 



Seq. ID OJ991101_08.0118.C31 
Strand 

End 1819 

Method GENSCAN 

End 1819 

Score . 68 



Seq. No. 
Gene No. 



13302 
28283 



Seq. ID OJ991101_08.0118.C32 
Strand + 



13909 



Start 


1 






End 


6411 


Name 


O.TQQI 1 01 Oft 


.0118.C32.o4.np 




L it. L. ll\J<wi 


AAT /MAP 


C 4- -a -r-t- 


1 — 
x 






J_ji L\jL 


4 61 S 


c t 


O QA ^7 A O 






Score 


7 ft ? 


_XOllO 


1 1 Q 9107 

X • • X _7 , £. X.\J 1 


. .2281, 2711. .4615 






OX UcoLi . 


( AR00??6fi} 


XA1 [Oryza sativa] 






Seq. No. 


13302 






Seq. ID 


OJ991101_08.01l'8.C32 


Gene No. 


28283 






Strand 


+ 




1 






End 


6411 




OJ991101 08 


.0118.C32.ol.gs 




Method 






694 






End 


64 11 

\J 1 X X 


P T 


none 






Score 




Exons 


694. .745, 1111. .1184, 2098.. 


6411 




OC^i IN vJ . 


13302 






Seq. ID 


OJ991101 Oft 01 1 ft C^9 


Gene No. 


28283 






Strand 


+ _ 


Start 


1 






End 


6411 


iNciiuc: 


OJ991101 08 


.0118.C32.o3.np 




Method 


AAT /NAP 


O L ax L 


2674 






End 


4 615 


PT 

ox 


2943742 






Score 


77 9 


Exons 


2674. .4615 










uescxip. 


(AB002266) 


XA1 [Oryza sativa] 






o e q . in o . 


13302 






Seq. ID 


O.TQQ1 1 01 Oft 011ft 

,WU_?_7XXUX UO ■ UXXO . UJt 


Gene No. 


28283 






Strand 


+ ~~ 


Start 


1 






End 


6411 


Name 


OJ991101 08 


.0118.C32.o2.np 




Method 


AAT /NAP 


Of 3 
otall 


2793 ' 






End 


4008 




2792210 






Score 


637 


H»XUlio 


2793. .4008 










p "i~ o 1 
ui Ucscrip . 


(AF032683) 


NBS-LRR type resistance protein [Hordeum vulgare 


Cprf KT/-\ 


13302 






Seq. ID 


OJ991101_08.0118.C32 


fifing KFo 


28284 






Strand 




Start 


859 






End 


1246 


Name 


OJ991101 08 


.0118.C32.ol.np 




Method j 


AAT /NAP 




859 






End 


1243.. 


ox 


3746069 






Score 


11 - 


Exons 


859. .1243 










\j X UcoL-Ilp • 


(AC005311) 


putative non-LTR 


retroelement reverse transcript 




[Arabidopsis thaliana] 








Seq. No. 


13302 






Seq. ID 


OJ991101_08.0118.C32 


Gene No. 


'28284 






Strand 




O L. d X L 


859 






End 


1246 




OJ991101 08 


.0118.C32.ol.tw 




Method 


TBLASTX: Wheat 


q-f- a -r-i- 


891 






End 


1246 


O X 


none 






Score 


73 


F* von c 


891. .1076, 


896. .1120, 1054.. 


1098, 1121 


. .1246, 1122. .1244 


Seq. No. 


13302 






Seq. ID 


OJ991101_08.0118.C32 


Gene No. 


28285 






Strand 




Start 


2317 






End 


2796 


Name 


OJ991101 08 


.0118.C32.o2.tm 




Method 


TBLASTX: Maize 


Start 


2317 






End 


2796 


GI 


none 






Score 


198 



13910 




Exons 


Z J X / . . ZOO J , 


9 "3 fiQ 

z joy 


occi 
. . z 00 1 , 


Z 0 jo . 


.2663, 2572. .2655, 2621. .2776, 




Z D y *i . . Z J 0 U , 


9 fi Q4 
Z 0 y 4 


97PQ 
. . z / 0 y f 


9 fiQCi 

z 0 y D . 


97 Qfi 

. z / y d 




Seq. No. 


13302 








Seq. ID 


OJ991101_08.0118.C32 


Gene No. 


28286 








Strand 




OLait 


z yo / 








End 


3330 


Name 


A TQQ1 1 HI HQ 


A1 1 O 
. UilO 


P^9 r\ 1 


. urn 


Method 


TBLASTX: Maize 


otart 


Z .7 3 / 








End 


3330 ■ 


P T 


none 


... • 






Score 


221 


Exons 


Z y 0 / . . jjZo / 


9QC.7 
Z y O / 


7 ^9fi 
. . jjZO / 


z y 0 0 ■ 


.3330, 2986.. 3330 


Seq. No. 


13302 








Seq. ID 


OJ991101_08.0118.C32 


Gene No. 


28287 








Strand 




OT.3.TX, 


fin 








End 


3942 


Name 


pitqqi 1 m no. 
uj y y x xux uo 


m 1 q 

. u ± J. 0 


P^9 
. Us3Z . O 0 


. Lin 


Method 


TBLASTX : Maize 


C+- -a r-+- 


an ~ 

O fi DU 








End 


3915 


PT 


none 








Score 


195 


TT* /"\ y~\ c 


Of! DU . . O / DZ , 


"37 P 4 










Seq. No. 


13302 








Seq. ID 


OJ991101_08.0118.C32 


Gene No. 


28287 








Strand 




OLal X. 


^4 fin 








End 


3942 


Name 


n tq qi 1 n 1 dp 

Uu yyl XU ± UO 


n 1 1 p, 
. u 1 ±0 , 


P^9 r^l 
. bJZ .OX, 


. r.s 


Method 


TBLASTX: Soybean 




0470 — 
onto 








End 


3942 


p t 


none 








Score 


254 


tjXons 


0/170 OOOI 


7p 7 1 

JO / 1 , 


^ QZ1 9 








beq. no. 


1 oono 
1 J OUZ 








Seq. ID 


OJ991101_08.0118.C32 


Gene No. 


28288 








Strand 




Start 


5125 








End 


5838 


Name 


r\ TQ QI 1 fl 1 HQ 


. U X X 0 . 


P^9 r\A 

. LjZ . 041 , 


, urn 


Method 


TBLASTX: Maize 


Of -3 


0 1 z 0 








End 


5838 


p t 


none 








Score 


50 


IT 1 y-v 0 




O Z O D , 


. . 0 O UZ , 


^ 9 /I R 
0 Z fl 0 . 


.5544, 5307. .5540, 5514. .5699, 




0010. . o / uu, 


00 id ■ 


. . 0 / x y , 


0 / z 0 . 


.5838 




Con M r\ 

0 e q . in 0 . 


IjjUj 








Seq. ID 


OJ991101_08.0118.C33 


Gene No. 


28289 








Strand 


+ 


Start 


1 








End 


1227 


TCI am 0 


o.tqqi 1 m np, 


.0118. 


,033.01, 


.np 


Method 


AAT/NAP 


Otall 


1 — 
X 








End 


1227 


P T 
LjX 


DO x 0 U O z 








Score 


395 


TP ^\ r^i c 


1 fiQ ^ R1 


.468, 


766. .936, lli 


36. . 1227 






\ rilr U U X U O U } J 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


13303 








Seq. ID 


OJ991101_08.0118.C33 


Gene No. 


28289 








Strand 


+ 




x 








End 


1227 


Name 


PiTQQl 1 H1 HQ 


.0118. 


,C33.ol. 


.gs 


Method 


GENSCAN 


0 tar t 


z / 








End 


472 


GI 


none 








Score 


.79 


Exons 


27. .69, 351 


. .472 










Seq. No. 


13304 








Seq. ID 


OJ991101_08.0118.C34 


Gene No. 


28290 








Strand 


+ 


Start 


1 








End 


2607 


Name 


OJ991101 08 


.0118. 


C34 .ol. 


np 


Method 


AAT/NAP 



13911 



otart: 


1 


End 


2604 




6815052 


Score 


1866 


Exons 


1. .51, 252. .344, 1127. .1262, 


1311. .2048, 2130.. 


GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 


Seq. No. 


13304 


Seq. ID 


O.TQQ1 1 ni 
Uu -7 y x ± u ± 


Gene No. 


28290 


Strand 


T 


o tart 


1 


End 


^DU / 


Name 


OJ991101 08.0118.C34.ol.gs 


Method 


P P M <5 p Zi M 


otart 


464 


End 


^ou / 




none 


Score 


. DO 


Exons 


464. .556, 1127. .1262, 1311. .2204, 2486 


• • \J \J / 


beq. wo. 


13304 


Seq. ID 


OJ991101 


Gene No . 


28291 


Strand 


+ 


Start 


4788 


End 


A P A 1 
H O fi ± 


Name 


OJ991101 08.0118.C34.ol.gp 


Method 


a zit /nap 
t\t\ l / oft r 


OLalL. 


4788 


End 


A 1 
H O fl 1 


p t 


uC-osflcyplllc03al 


Score 


O D 


Exons 


4788. .4841 






GI Descrip. 


? 606964 3/dbj | AP00061 6 . 1 | AP000616 4 . Oe- 


ii uiyza 




DNA, chromosome 6, clone : P0514G12 ' 




beq. no. 


13304 


Seq. ID 


OJ991101 


Gene No . 


28292 


Strand 




Start 


4.928 


End 


c n o *7 
DUO / 


Name - 


OJ991101 08.0118.C34.o2.gp 


Method 


7\ 7\ T 1 / C 7\ "D 

AAl / bAr 


Start 


4928 


End 


jUo / 


GI 


uC-osflm202104a07bl 


Score 


1 / "5 
1 3 J 


Exons 


4928. .5087 






GI Descrip. 


'5852170/emb| AL117265. HOST17804 1 . Oe- 


50 Oryza 




indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clo 


Seq. No. 


13304 


Seq. ID 


O TQ Q 1 1 n 1 


Gene No. 


28293 


Strand 




b tar z. 


3344 


End 


A 1 9 1 
fl J. Z 1 


Name 


OJ991101 08:0118. C34.ol.tw 


Method 


1 t5J_i/-10 1 A . 


b car z 


578 


End 


1U / ^ 


PT 


none 


Score 


314 




578. .1072, 602. .868, 814. .972 






Seq. No. 


13304 


Seq. ID 


r\ tqqi i m 


Gene No. 


28293 


Strand 




otart 


3344 


End 




Name 


OJ991101 08.0118.C34.o2.gs 


Method 




b tar l 


3344 


End 


A 1 0 1 




none 


Score 




Exons 


3344. .3395, 3488. .3571, 3601. 


.4121 




o s q . IN U • 


13305 


Seq. ID 


OJ991101 


Gene No. 


28294 


Strand 


+ 


Start 


3118 


End 


3884 


Name 


OJ991101 08.0118.C35.o2.gs 


Method 


GENSCAN 


Start 


3118 


End 


3884 


GI 


none 


Score 


. 68 


Exons 


3118.. 3120, 3693..3884 







,2604 



13912 




C trs r<r M /-> 

oeq . JNO . 


13305 






Seq. ID 


uuyyiiui uo.uiio 




Gene No. 


28295 






Strand 






Start 


873 






End 


3903 




Name 


OJ991101 08 


.0118 


. C35 . ol . np 


Method 


AAT/NAP 




oT_.arr 


867 






End 


3903 




C T 


4895169 






Score 


477 




Exons 


867. .916, 989. .1444, 1583. .1690, 1734. 


.2025, 3864.. 3903 




ui uescrxp. 




putative helicase 


[Arabidopsis thaliana] 




Seq. No. 








oeq . 1 u 


riTQQiim hp ni 1 p 
uuyyiiui uo.uiio 


.C35 


Gene No. 


28295 






Strand 






btart 


873 






End 


3903 




Name 


D.TQQI 101 OP 


.0118 


.C35.ol.gs 


Method 


GENSCAN 




otart 


0/0 






End 


2397 






none 






Score 


.58 




Exons 


0 to. .1DD0, 


1691. 


.1802, 2027. 


2397 






Seq. No. 


T O O A C 

1 jjUj 






beq. ID 


ujyyiiui uo.uiio 


.C35 


Gene No. 


28295 






Strand 








873 






End 


3903 




Name 




.0118 


.C35 .ol . tm 


Method 


TBLASTX: Maize 




b tart 


1 1 OR 






End 


1465 






none 






Score 


333 




Exons 


1 IOC 1 /I 

J. . 14 J O, 


1126 


..1455, 1169. 


.1465 






Seq. No. 


1 ooni; 
1 jjU D 






Seq. ID 


OJ991101_08.0118 


/G35 


Gene No. 


28295 






Strand 






otar l 


873 






End 


3903 




Name 


r\ to Qi i m no 


.0118 


.C35.ol.tc 


Method 


TBLASTX: Cress 




Start 


1ZUU 






End 


1443 






none 






Score 


78 




Exons 


1 9nn 14^^ 


1243 


. . 1443 








Seq. No. 


1 JJUJ 






Seq. ID 


OJ991101_08.0118 


.C35 


Gene No. 


28295 






Strand 






otaiL 


873 






End 


3903 




Name 


n tqqi 1 m dp 


.0118 


.C35.ol.tw 


Method 


TBLASTX: Wheat 




OtalL 


1^9 0 _ 
IjiU 






End 


1683 






none 






Score 


153' 




Exons 


1 Ton ~\^AA 


1321 


..1545, 1548. 


.1682, 1549. .1683 




Seq. No. 


IjOUj 






Seq. ID 


OJ991101_08.0118 


.C35 


Gene No. 


28295 






Strand 






oiiart. 


873 






End 


3903 




Name 


OJ991101 08 


.0118 


.C35.o2.tm 


Method 


TBLASTX: Maize 




otart 


1745 






End 


1999 




bl 


none 






Score 


79 




Exons 


1745. . 1906, 


1791 


..1907, 1919. 


.1999, 1920. .1997 




Seq. No. 


13306 






Seq. ID 


OJ991101_08.0118 


.C36 


Gene No. 


28296 






Strand 






Start 


67 






End 


225 




Name 


OJ991101 08 


.0118 


.C36.ol.gs 


Method 


GENSCAN 




Start 


67 






End 


225 




GI 


none 






Score 


.72 





Exons 67 . . 225 



13913 



Seq. No. 13307 Seq. ID 

Gene No. 28297 Strand 

Start 1 End 

Name OJ991101_08 .0118 . C37 . o2 . np Method 

Start 1 End 

GI 5295955 Score 

Exons 1..222, 602 
GI Descrip. 



OJ991101_08.0118.C37 
+ 

1774 
AAT/NAP 
1774 
226 



759, 1026.. 1095, 1633.. 1774 
(AB026295) Similar to Epstein-Barr virus 
[Oryza sativa] 



(EBV) genome. (V01555) 



beq . no . 


IjjU / 




Seq. ID 


OJ991101 


Gene No. 


28298 




Strand 




Start 


1 




End 


441 


Name 




ol .np 


Method 


AAT/NAP 


Start 


1 




End 


441 


GI 


z y 4 44 j / 




Score 


217 


Exons 


1 "7/1 TIT /1/IT 

1 . . / 4 , 111.. 441 








GI Descrip. 


(ArUDllDoJ gioDuiin 1 


precursor [Oryza 


sativa] 


beq. no. 


1 jjUo 




Seq. ID 


OJ991101 


Gene No. 


28299 




Strand 


+ 


Start 


1 




End 


671 


j'-i Name 


OJ991101 08.0118.C38. 


ol .np 


Method 


AAT/NAP 


"J Start 


1 




End 


671 




5295955 




Score 


323 


M ! Exons 


1..59, 99.. 671 








fy GI Descrip. 


(AB026295) Similar to 


Epstein- 


-Barr virus (EBV) < 




[Oryza sativa] 








'"'V. Seq. No. 


13308 




Seq. ID 


OJ991101 


'*•[ Gene No. 


28300 




Strand 




P~ Lf Start 


14 




End 


1070 


is Name 


OJ991101 08.0118.C38. 


ol . gs 


Method 


GENSCAN 


fi Start 


14 




End 


1070 




none 




Score 


.62 


. 7 Exons 


14. .172, 1028. .1070 









genome . ( V01555) 



Seq. No.' 


13308 • 


Seq. ID 


OJ991101 


Gene No. 


28301 


Strand 




Start 


2100 


End 


2528 


Name 


OJ991101 08.0118.C38.o2 


. np Method 


AAT/NAP 


Start 


2100 


End 


2528 


GI 


6539570 


Score 


236 


Exons 


2100. .2166, 2326. .2528 






GI Descrip. 


(AP000836) hypothetical 


protein ' [Oryza 


sativa] 


Seq. No. 


13308 


Seq. ID 


OJ991101 


Gene No. 


28302 


Strand 




Start ' 


2655 


End 


2734 


Name 


OJ991101 08.0118.C38.o3 


. np Method 


AAT/NAP 


Start 


2655 


End 


2734 


GI 


6630699 


Score 


86 


Exons 


2655. .2734 






GI Descrip. 


(AP000969) hypothetical 


protein [Oryza 


sativa] 




gi | 6721536 | dbj IBAA89566 


.11 (AP001073) : 


hypothetii 




[Oryza sativa] 







13914 



Seq. No. 13309 

Gene No. 28303 

Start 1468 

Name OJ991101_08 . 0118 . C39 . o2 

Start 1046 

GI none 

Exons 1046.. 1327^ 1090.. 1212, 
1369. .1464/ 1370. .1474, 



Seq. ID OJ991101_08.0118.C39 

Strand + 

End 2673 

.tm Method TBLASTX: Maize 

End 1474 

Score 177 
1254. .1361, 1317. .1457, 1369. .1464, 
1373. .1471 



Seq. No. 13309 

Gene No. 28303 

Start 1468 

Name OJ991101_08 . 0118 . C39. ol , 

Start 1468 

GI 2792210 

Exons 1468.. 2673 

GI Descrip. (AF032683.) NBS-LRR type 



np 



Seq. ID OJ991101_08.0118.C39 

Strand + 

End 2673 

Method AAT/NAP 

End 2673 

Score 595 



resistance protein [Hordeum vulgare] 



Seq. No. 13309 

Gene No. 28303 

Start 1468 

Name OJ991101_08 . 0118 . C39 . ol , 

Start 1631 

GI none 

Exons 1631.. 2005, 1633.. 2004, 



Seq. ID OJ991101_08.0118.C39 
Strand + 

2673 

TBLASTX: Maize 
2005 
418 



End 

tm Method 
End 
Score 

1637. .2005 



Seq. No. 13309 

Gene No. 28303 

"Start 14 68 

Name OJ991101_08 . 0118 . C39 . o2 , 

Start 1643 

GI none 

Exons 1643.. 1699, 1687.. 1779, 



Seq. ID OJ991101_08.0118.C39 

Strand + 

End 2673 

ts Method TBLASTX : Soybean 

End 2119 

Score 65 
1688. .1801, 1826. .1912, 1970. .2119 



Seq. No. 13309 

Gene No. 28303 

Start 1468 

Name OJ991101_08 . 0118 . C39 . o3 . 

Start 2129 

GI none 

Exons 2129.. 2437, 2131.. 2433, 



Seq. ID OJ991101_08.0118.C39 

Strand + 

End 2673 

tm Method TBLASTX : Maize 

End 2584 

Score 187 
2521. .2583, 2540. .2584 



Seq. No. 13309 

Gene No. 28303 

Start 1468 

Name OJ991101_08 . 0118 . C39. ol . 

Start 2153 

GI none 

Exons -2153.. 2515, 2155.. 2508, 



Seq. ID OJ991101_08.0118.C39 

Strand + 

End 2673 

ts Method TBLASTX : Soybean 

End 2617 

Score 224 
2222. .2515, 2525.. 2617 



Seq. No. 13310 

Gene No. 28304 

Start 1 

Name OJ991101_08 . 0118 . C40 . ol , 

Start 1 

GI 5702196 

Exons 1..67, 609.. 1328, 2748.. 



Seq. ID OJ991101_08.0118.C40 

Strand + 

End 3780 

np Method AAT/NAP 

End 3780 

Score 236 
2904, 3752.. 3780 



13915 






bi uescrip. 


^/iriu/^yj; rust resistance 


protein [Zea mays] 








beq. NO. 


i ooi n 

1 jjIU 


Seq. ID 


Pi TQQ1 1 fl1 HQ 


. U 1 lo 


p a n 




Gene No. 


28304 


Strand 


+ — 








Start 


1 


End 


3780 








Name 


OJ991101 08.0118.C40.o2.np 


Method 


AAT/NAP 








otart 


1 


End 


1167 








bl 


2943742 


Score 


171 








Exons 


1..61, 614. .1167 












t v™ i -its 
bl UcSCiip, 


{AB002266} XA1 [Oryza sativa] 










Seq. No. 


13310 


Seq. ID 


OJ991101_08 


.0118 


.C40 




Gene No. 


28304 


Strand 


+ 








Q4- -a v+- 


1 


End 


3780 








Name 


OJ991101 08.0118.C40.ol.gs 


Method 


GENS CAN 










131 


End 


331 








PT 

bi 


none 


Score 


.84 










131. .136, 206. .331 












Seq. No. 


13310 


Seq. ID 


OJ991101_08 


.0118 


.C40 




Gene No. 


28304 


Strand 


+ 








Of a r-4- 


1 


End 


3780 








Name 


OJ991101 08.0118.C40.o2.gs 


Method 


GENSCAN 








Of -ivf 


810 


End 


2963 






!l "1 

is? 


P T 
bl 


none " 


Score 


.57 






; f 


Exons 


810. .2963 










! a! 

□ 


beq. No. 


13310 


Seq. ID 


OJ991101_08 


m i o 
. U 1 lo 


. b4 U 


f ■ I 


Gene No. 


28305 


Strand 


+ 






l it 


Start 


5168 


End 


6737 






3 

"t =? 


Name 


OJ991101 08.0118.C40.o3.np 


Method 


AAT/NAP 






:s : E 

! L? 


o car u 


5168 


End 


6737 








P T 
bl 


5852179 


Score 


308 








Exons 


5168. .5188, 6175. .6396, 6471. .6664, 6708. .6737 






Q 


bi uescrip. 


(AL117265) zhb0009.1 [Oryza 


sativa] 










beq . no . 


13310 


Seq. ID 


OJ991101_08 


m i q 
. U 1 1 o 


p/i n 






28306 


Strand 








si 

1 s 


Start 


4271 


End 


4557 








Name 


OJ991101 08.0118.C40.ol.gp 


Method 


AAT/GAP 










4271 


End 


4557 








P T 
bl 


61605 3.R1084 


Score 


335 








Exons 


4271. .4557 












bi uescrip. 


'1402920/emb|CAA66965| 2.0e 


-20 (X98321) 


peroxidase 


[Arabidopsis 






thaliana] 1 












Seq. No. 


13310 


Seq. ID 


OJ991101J38 


.0118 


.C40 




Gene No. 


28307 


Strand 












5523 


End 


5773 








Name 


OJ991101 08.0118.C40.o3.tm 


Method 


TBLASTX: Maize 






Of vf 

otart 


1008 


End 


1286 








GI 


none 


Score 


187 








Exons 


1008. .1286, 1019. . 1285 












Seq. No. 


13310 


Seq. ID 


OJ991101_08 


.0118 


.C40 




Gene No. 


28307 


Strand 










Start 


5523 


End 


5773 







13916 






Name 


O TQQ1 1 r\1 HQ f!1 1 Q P/IO /si \-rr\ 

ujyyiiui uo . u i i o . b4 u . oi . cm 


Method 


TBLASTX: 


Maize 






Start 


lb// 


End 


2370 








P T 

bl 


none 


Score 


50 








Exons 


1 £77 1 7nQ 1 onn 9^n*3 9nn£ 


..2176, 2269. .2370 








beq. NO. 


i t5 i n 


Seq. ID 


OJ991101 


_08.0118. 


C40 




Gene No. 


28307 


Strand 










Start 


5523 


End 


5773 








Name 


PiTQQiini no mip p^ n ^9 +-t« 
ujyyiiui u o . u 1 1 o . bft u . oz . tm 


Method 


TBLASTX: 


Maize 






otar z 




End 


2877 








P T 

bl 


none 


Score 


44 








Exons 


9RH9 9R7"3 9 R £ 9£"3Q 9t;£7 
^ OUZ . . ZD / j/ jDj . . ZDj!?, ZDo/« 


..2638, 2636. .2794, 


2638. .2877, 






9£/1fi OQTC 97£1 9Q77 












oeq . no . 




Seq. ID 


OJ991101 


JD8.0118. 


C40 




bene no . 


28307 


Strand 










Start' 


5523 


End 


5773 








Name 


OJ991101 08.0118.C40.o2.gp 


Method 


AAT/GAP 








otar z 


5523 


End 


5773 








P T 
bl 


101153 1.R1084 


Score 


397 








Exons 


5523. .5773 












GI Descrip. 


'5852170/enib|AL1172 65.1 IOST17804 1 . Oe- 


115 Oryza 


sativa 








indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone: tl7804 1 


a s? 
J 


Seq. No. 


13311 


Seq. ID 


OJ991101 


_08.0118. 


C41 




Gene No. 


28308 


Strand 


+ 








Start 


1 


End 


4205 






Li 


Name 


OJ991101 08.0118.C41.ol.np 


Method 


AAT/NAP 






Hi 


Start 


1 


End 


3067 






: : 

ST? 


bl 


5852180 


Score 


559 








Exons 


1..31, 1436. .1491, 2477. .2594, 2646. .3067 








bi uescrip. 


(AL117265) zhb00010.1 [Oryza 


sativa] 








( 

' r j 


Seq. No. 


13311 


Seq. ID 


OJ991101 


_08.0118. 


C41 


, 


Gene No. 


28308 


Strand 


+ 






' 1 




1 


End 


4205 








Name 


OJ991101 08 .0118.C41.ol.gs 


Method 


GENSCAN 






**: . 


Cf -5V>f 


71 


End 


219 






= i 


P T 
bl 


none 


Score 


.56 






af 


Exons 


71'. .219 












oeq. no. 


13311 


Seq. ID 


OJ991101 


_08.0118. 


C41 




Gene No. 


28308 


Strand 


+ 








Start 


1 


End 


4205 








Name 


OJ991101 08.0118.C41.o2.np 


Method 


AAT/NAP 








C +- -~i y>4- 


2257 


End 


4205 








P T 

bl 


4680186 


Score 


212 








Exons 


2257. .2314, 4001. .4205 












GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 








Seq. No. 


13311 


Seq. ID 


OJ991101 


_08.0118. 


C41 




Gene No. 


28309 


Strand 










Start 


2156 


End 


4134 








Name 


OJ991101 08.0118.C41.ol.gp 


Method 


AAT/GAP 








Start 


1340 


End 


1723 








GI 


uC-osflcyp033a04bl 


Score 


669 








Exons 


1340. .1723 











13917 




GI Descrip. ' 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 11E10 T 



beq. no. 


Ijjli beq. lu 


Pi TQQ 1 1 fll OP 

ujyyiiui uo 


m i p 
. U 1 1 o 


p/i i 


Gene No . 


iojuy btrana 








Of -i yf 


9 1 R FnH 

zi jd j^na 


4lJfl 






Name 


HTQQ1 1 HI HP miP P41 r\0 rrc Maf hnH 

vjuyy±±u± u o ■ u ± j. o . L/fi x . oz . gs netnou 


PTT'MQPZiM 






Otal C 










P T 


none ocore 


^7 






IT 1 v ^ c* 


91 Rfi 9941 9^68 7f)4fi ^RfiQ ^QRA 








Seq. No. 


13311 Seq. ID 


OJ991101_08 


.0118, 


-C41 


bene ino . 


to jU? OLIallU 








otdll 


ilJD JjUa 


4134 






Name 


HTQQ1 1 H1 OP fl 1 1 P P/M r\0 rrr-\ M^+- H r>>H 

ujyyiiui u o . u 1 1 o . i . oz . gp Mecnou 


AAT/GAP 






Cf 3r f 
OUdlL 


j / jU EjIiQ 


4134 






PT 


ub osiicypuj jau^ui ocore 


638 






Exons 


J / JU . .41.34 








bi uescrip. 


D U J. D 0 4 3 / aJU J InrUUUJ /U.l |HfUUUJ /U J. uc 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 ' 








beq. no. 


ijjiz beq. j. u 




ni 1 q 
. U 1 1 o , 


P A 9 
. 04Z 


Gene No . 


ZoJiu otrana 


+ 






otart 




jo i y 






Name 


ujyyiiui u o . u 1 1 o . L4i z . oi . np jxiernoa 








C A 1 v- 4- 


i t»na 


jo i y 






bi 


oooziou bcore 


Q A 1 
0 4 1 






Exons 


1..41, 736. .843, 895. .1309, 2018. .2053 


, 3573. .3819 






GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza sativa] 








beq. no. 


looiz oeq. ±u 


PTQQTini no 
uj yynui Uo 


n i 1 p 


P A 9 
. U4Z 


Gene No . 


zoJiu btrana 


+ 






ouart 


1 r n H 


3819 






Name 


HTQQ1 1 01 HP. m 1 P C AO r\1 rr<= Mo^hnH 


GENSCAN 






ouaiu 


/ z / n»na 


2453 






GI 


none Score 


.84 






Exons 


727. .843, 895. .1304, 2224. .2453 








o e q . in o . 


i j jiz oeq. xu 


OJ991101_08 


.0118, 


.C42 


P ^ 1*1 Q M /"\ 


9 R "3 1 1 Q+- r^nH 








OtdLL 


■^1 7*3 FnH 


3376 






Name 


OTQQIini HP HI 1 P C AO r\0 rrc Mofhorl 

ujiJ3iiui uo.ui±o.b4z.oz.gs ixieunoa 


GENSCAN 






ol art 


ji / j n.na 


3376 






GI 


none Score 


.54 






Exons 


3173. .3376 








oeq . no . 


ljjij beq. iu 


OJ991101_08 


.0118. 


.C43 


Gene No . 


zojiz , btrana 








Start 


24 6 End 


604 






Name 


OJ991101 08.0118.C43.ol.gs Method 


GENSCAN 






Start 


24 6 End 


604 






GI 


none Score 


.69 






Exons 


246. .315, 552. .604 








Seq. No. 


13314 Seq. ID 


OJ991101_08 


.0118. 


C44 


Gene No. 


28313 Strand 








Start 


1 End 


335 







13918 



Name OJ991101J38 . 0118 . C44 . ol . np Method AAT/NAP 

Start 1 End 335 

GI 6539581 Score 105 

Exons 1. .30, 223. .335 

GI Descrip. (AP000837) Similar to Arabidopsis thaliana DNA chromosome- 4 , BAC 
clone F20D10; hypothetical protein (AL035538) [Oryza sativa] 



O C q • IN (J . 


13315 


Seq. ID 


OJ991001 01 0119. C5 


Gene No. 


28314 


Strand - 




Start 


123 


End 


34 0 


Name 


o.tqqi nm m m i 9 rs ol aq 


Mpi - hnd 


GENSCAN 




j. ^. j 


End 


34 0 




n i^i o d 


S core 


. 8 




J- J . . J4U 






o e q ■ in o . 


1 JJlD 




O.TQ91 Om 01 01 1 9 C6 


Gene No. 


28315 


Strand 


+ ~ 


Start 


6 


End 


63 


Name 


OJ991001 01.0119.C6.ol.gs 


Method 


GENSCAN 


otdiL 


6 


End 


63 


bi 


none 


Score 


7 Q 


U" 1 V T*\ 

Lxons 


6. . 63 






C /-> /-r KT/-\ 

oeq. ln o . 


13317 


Seq. ID 


D.TQQ1 DDI 01 01 1 Q CI 


bene ino . 


28316 


Strand 




Of 1 y-f 

otart 


225 


End 


3243 


Name 


OJ991001 01.0119.C7.ol.gs 


Method 


GENSCAN 


Of- a ri- 
O Lai u 


225 


End 


3163 


GI 


none 


Score 


.62 


Exons 


225. .977, 1163. .1339, 2397. .2584, 2728. 


.3163 


Seq. No. 


13317 


Seq. ID 


OJ991001JD1.0119.C7 


Gene No. 


28316 


Strand 




Start 


225 


End 


3243 


Name 


OJ991001 01.0119.C7.ol.tc 


Method 


TBLASTX: Cress 


Start 


225 


End 


2885 


GI 


none 


Score 


138 


Exons 


225. .461, 226. .456, 474. .596, 


475. .537, 


639. .665, 639. ,662, 




666. .722, 780. .929, 795. .932, 


936. .1013, 937. .1014, 1121. .1345, 




1122.. 1241, 2392.. 2463, 2397. 


.2462, 24S 


11. .2597, 2482. .2583, 




2729. .2884, 2784 . .2885 







Seq. No. 


13317 






Seq. ID 


OJ991001JD1.0119. 


C7 


Gene No. 


28316 






Strand 






Start 


225 






End 


3243 




Name 


OJ991001 


01. 0119. C7. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


225 






End 


345 




GI 


none 






Score 


116 




Exons 


225. .344, 


225. .344, 


226. . 


345 






Seq. No. 


13317 






Seq. ID 


OJ991001_01.0119. 


C7 


Gene No. 


28316 






Strand 






Start 


225 






End 


3243 




Name 


OJ991001 


01. 0119. C7. 


ol . np 


Method 


AAT/NAP 




Start 


228 






End 


3243 - 




GI 


2317905 






Score 


1026 




Exons 


228. .617, 


690. .1023, 


1116 


..1195, 1268. 


.1339, 2397.. 2584, 





13919 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2728. .2971, 3020. .3243 

(U89959) bZIP-like protein [Arabidopsis thaliana] 



13317 
28316 
225 

OJ991001_01.0119.C7.ol.gp 
307 

5803362 
307. .599 

2317905 1.0e-25 (U89959) bZIP-like protein [Arabidopsis 
thaliana] 



Seq. ID OJ991001_01.0119.C7 
Strand 

End 3243 

Method AAT/GAP 

End 599 

Score 542 



13317 
28316 
225 

OJ991001_01.0119.C7.ol.ts 
318 

5508980 



Seq. ID OJ991001_01.0119.C7 
Strand 

End 3243 

Method TBLASTX : Soybean 

End 720 

Score 114 



318. .452, 319. .453, 480. .575, 558. .719, 601. .720 
2317905 1.0e-24 (U89959) bZIP-like protein [Arabidopsis 
thaliana] 



13317 
28316 
225 

OJ991001_01.0119.C7.o2.tm 

522 

none 

522. .710, 522. .710 



Seq. ID OJ991001_01.0119.C7 
Strand 

End 3243 

Method TBLASTX : Mai ze 

End 710 

Score 166 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13317 
28316 
225 

OJ991001_01.0119.C7.ol.tm 

712 

none 



Seq. ID OJ991001__01.0119.C7 
Strand 

End 3243 

Method TBLASTX : Mai ze 

End 1339 

Score 333 



712. .1023, 714. .1013, 716. .1015, 1110 1316, ■ 1114 1158, 
1115. .1339 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13317 
28316 
225 

OJ991001_01.0119.C7.o2.ts 

870 

none 



Seq. ID OJ991001_01.0119.C7 
Strand 

End 3243 

Method TBLASTX : Soybean 

End 2908 

Score 90 



870. .941, 936. .1013, 937. .1014, 941. .1018, 1124. .1345, 
1128. .1316, 1171. .1341, 2392. .2523, 2397. .2462, 2481. .2585, 
2699. .2908, 2784. .2891 



Seq. No. 13317 

Gene No. 28316 

Start 225 

Name OJ991001_01 . 0119 . C7 . o2 . gp 

Start 880 

GI 5005405 
Exons 



Seq. ID OJ991001_01.0119.C7 
Strand 

End 3243 

Method AAT/GAP 

End 2882 

Score 1309 



880. .1023, 1116. .1339, 2397. .2584, 2728. .2882 



13920 




ox uescrip. 


^OOft^ £ 0<=»— C\A fl"I17ftft7^ K7TP 


protein [Arabidopsis 


thaliana] 


Seq. No. 


13318 


Seq. ID 


OJ991001_01 


.0119, 


.C9 


Gene No. 


28317 


Strand 


+ 






Q+- -r t- 


ft 


End 


839 






Name 


OTQQ1 nm ni m i q pq ni n<? 


Method 


GENSCAN 






Of 3 rf 


^ 4 ft 


End 


839 . 






ul 


none 


Score 


.88 








^ 4 ft 694 £4 7 ft 










Seq. No. 


13318 


Seq. ID 


OJ991001_01 


.0119, 


.C9 


Gene No. 


28318 


Strand 


- 








X J U _7 


End 


1976 






Name 


pi.tqqi nm ni ni1Q PQ 


Method 


GENSCAN 






O Co. IT U 


1 SfiQ ~~ 
1 Ju? 


End 


1976 






PT 
kjl 


none 


Score 


.65 








i Sfiq i ci i Iftfid 1Q76 

lJU" t . 1D1 / / 1004 • • 1 _7 / U 










OCC^. IN (J . 


1 ^1 ft 


Seq. ID 


OJ991001 01 


. 0119 , 


. C9 


Gene No. 


28319 


Strand 








Start 


2945 


End 


3387 






Name 


OJ991001 01.0119.C9.ol.np 


Method 


AAT/NAP 








2945 


End 


3387 






PT 


6815099 


Score 


86 






Exons 


2945. .3064, 3310. .3387:. 










kji uescrip . 


(AP001081) hypothetical protein [Oryza 


sativa] 






Seq. No. 


13319 


Seq. ID 


OJ991001_01 


.0119. 


.C10 


Gene No. 


28320 


Strand 


- 






O LalTI- 


652 


End 


765 






Name 


OJ991001 01.0119.C10.ol.gs 


Method 


GENSCAN 






Of ar f 

OLal t 


652 


End 


765 






P,T 


none 


Score 


.89 






Exons 


652. .765 










Seq. No. 


13319 


Seq. ID 


OJ991001_01 


.0119, 


,C10 


Gene. No. 


28321 


Strand 


- 






Of- a r-f- 


2140 


End 


2216 








OJ991001 01.0119.C10.o2.gs 


Method 


GENSCAN 






O Ldl L 


2140 


End 


2216 






PT 


none 


Score 


.94 






Exons 


2140. .2216 










JC^i IN\J * 


13320 


Seq. ID 


OJ991001_01 


.0119. 


,C11 




28322 


Strand 


+ 






Start 


1 


End 


6354 






Name 


OJ991001 01.0119.Cll.ol.np 


Method 


AAT/NAP 






OLdl L 


1 


End 


1451 






PT 


2344900 


Score 


228 








1..105, 426. .624, 764. .862, 1332. .1451 








GI Descrip. 


(AC002388) putative ethylene 


response < 


element binding protein 




(EREBP) [Arabidopsis thaliana] 








Seq. No. 


13320 


Seq. ID 


OJ991001_01 


.0119. 


Cll 


Gene No. 


28322 


Strand 


+ 






Start 


1 


End 


6354 






Name 


OJ991001 01.0119.Cll.ol.gp 


Method 


AAT/GAP 







13921 



Start 
GI 

Exons 



122 
none 

122. .461 



End 
Score 



461 
641 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13320 
28322 
1 

OJ991001_01.0119.Cll.'ol.gs 

174 

none 



Seq. ID OJ991001_01.0119.C11 

Strand + 

End 6354 

Method GENSCAN 

End 3804 

Score .75 



174. .905, 3079. .3202, 3481. .3594, 3716. .3804 



13320 
28322 
1 

OJ991001_01.0119.Cll.o3.gp 
3498 

LIB3433-04 6-P1-K1-G6 



Seq. ID OJ991001__01.0119.C11 
Strand + 
End 6354 
Method AAT/GAP 
End 5231 
Score 385 

3498. .3594, 3716. .3800, 4951. .5002, 5098. .5118, 5205. .5231 
1 3063637 9.0e-ll (AF056204) thioesterase homolog [Gossypium 
hirsutum] 1 



13320 
28322 
1 

OJ991001_01. 0119. Cll. o2.np 

3742 

3063637 



Seq. ID OJ991001_01.0119.C11 

Strand + 

End 6354 

Method AAT/NAP 

End 6015 

Score 226 



3742. .3800, 4951. .5002, 5205. .5258, 5741. .5791, 5986. .6015 
(AF056204) thioesterase homolog [Gossypium hirsutum] 



ru 


Seq. No. 


13320 




Seq. ID 


OJ991001_01.0119. 


Cll 




Gene No. 


28322 




Strand 


+ 




Li 


Start 


1 




End 


6354 






Name 


OJ991001 01.0119.Cll.o2 


.gs 


Method 


GENSCAN 






Start 


4750 




End 


6354 






GI 


none 




Score 


.46 






Exons 


4750. .4791, 5205. .5258, 


5741. 


.5791, 6262.. 6354 






Seq. No. 


13320 




Seq. ID 


OJ991001_01.0119. 


Cll 




Gene No . 


28323 




Strand 








Start 


785 




End 


1264 






Name 


OJ991001 01.0119.Cll.ol 


. tc 


Method 


TBLASTX: Cress 






Start 


426 




End 


614 






GI 


none 




Score 


227 






Exons 


426. .614, 446. .610 












Seq. No. 


13320 




Seq. ID 


OJ991001_01.0119. 


Cll 




Gene No. 


28323 




Strand 








Start 


785 




End 


1264 






Name 


OJ991001 01.0119.Cll.ol 


tm 


Method 


TBLASTX: Maize 






Start 


426 




End 


620 






GI 


none 




Score 


249 






Exons 


426. .620, 431. .610 












Seq. No. 


13320 




Seq. ID 


OJ991001_01.0119. 


Cll 




Gene No. 


28323 




Strand 







13922 



Of- -i ---4- 


7ft ^ 






1 OC/I 

lZD»t 




Name 


pi t q qi n m m miQ p i i 


oi . ls 


lYie Liioa 


i tsLiAo i a : boyoean 




OLaiL 


4 9 Q 




LJIU 


U 




P T 


none 




Score 


9 9 Q 

zz y 




Exons 


40Q con 4 4 6 S9 6 










Seq. No. 


13320 




Seq. ID 


OJ991001_01.0119 


.Cll 


Gene No. 


28323 




Strand 






Of- o y-l- 


7ft S 




Hii in 


19 64 




Name 


UJ^yiUUl U1.U113.L11. 


oz . qp 


\A y— \ "1— V"\ /~\ /~J 

netnoa 


n 7\ T /P Zi D 






7ft ^ _ 






1 Z OH 




P T 


none 




Score 


Q ft C, 
OOJ 




Exons 


/ O J . . 1 Z O 4 










oeq . 1NU . 


1 ^91 
1 j j/ii 




q Drr x n 

jcC] . 1U 


pixQQinm m m 1 q 
vjui7i?iuui ui . uiiy 


PI 9 
• LIZ 


P ^ t™i ^ NT /"^ 


9 ft ^9 4 




Strand 


+ _ 




Start 


1 




End 


6622 




Name 


OJ991001 01.0119.C12. 


ol . qp 


Method 


AAT/GAP 




Of- r +- 
O Lai L 


i 

-L 




End 


1102 




pT 


T XR^4"34— 04ft — Pi -K"1 — H7 
LlDjfl jfl u4o rl J\l n / 




Score 


481 




Exons 


1 M 9 0 R ^97 ft 4 6 
1 . . Jl/ ZUJ . . / / 04D. 


.938, 


1045. .1102 






bl UcSCiip. 


' 9 9 4 R 1 07 / omh 1 PflRl D R 9 Q 


.11 3 


.0e-36 (Z97343) thioesterase 


1 -1 Ira 

iiKe 




protein [AraDiaopsis 


thaliana] 1 






oeq. in o . 


IjjZi 




Seq. ID 


OJ991001_01. 0119 


PI 9 
.LIZ 


Gene No. 


28324 " 




Strand 


+ 




Start 


1 




End 


6622 




Name 


uuyyiuui ui . uiiy .li^ . 


ol . np 


Method 


AAT/NAP 




OCaiL 


i 




End 


4629 




P T 
ol 


994 R1 H7 

Z Z H. D 1 U / 




Score 


272 




Exons 


1 Q9 1 7 R "39 7 ft 4 6 
1 • . ;?Z , 1 / j. . j£ i , 040. 


. 938, 


1045. .1180, 


4598. .4629 




P X a e* v* i t~\ 
ul UcbLIip. 


^QT^A^ f-Vii ^oof Draco 


like 


protein [Arabidopsis thaliana] 


Seq. No. 


13321 




Seq. ID 


OJ991001_01.0119 


■ C12 


Gene No. 


28324 




Strand 


+ 




cf-2 r-f- 


1 




End 


6622 




Name 


OJ991001 01.0119.C12. 


ol .gs 


Method 


GENSCAN 






205 




End 


1230 




PT 


none 




Score 


.96 




Exons 


205. .327, 846. .938, 1045..: 


L230 






oeq. jno. 


13321 




Seq. ID 


OJ991001__01.0119 


.C12 


Gene No. 


28324 




Strand 


+ 




Start 


1 




End 


6622 




Name 


OJ991001 01.0119.C12. 


o2 . gp 


Method 


AAT/GAP 




Start 


1239 




End 


1604 




GI 


4969077 




Score 


692 




Exons 


1239. . 1604 











Seq. No. 13321 

Gene No. 28324 

Start 1 

Name OJ991001_01 . 0119 . C12 . o2 . gs 

Start 2052 

GI none 

Exons 2052.. 2223, 2642.. 2769, 3041. 



Seq. ID OJ991001_01.0119.C12 

Strand + 

End 6622 

Method GENSCAN 

End 3552 

Score .79 
.3131, 3161.. 3552 
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Seq. No. 


13321 








Seq. ID 


OJ991001_01.0119.C12 


Gene No. 


28324 








Strand 


+ 


Start 


1 








End 


6622 


Name 


OJ991001 01 


. 0119 . 


,C12.o3 


crs 


Method 


GENSCAN 


Start 


3968 ~~ 








End 


6622 


GI 


none 








Score 


.5 


Fx on s 


3968 5271, 


5396. 


. . 5450, 


5564 . 


.5634, 6080.. 6215, 6224.. 6622 


Seq. No. 


13321 








Seq. ID 


OJ991001_01.0119.C12 


Gene No. 


28324 








Strand 


+ 


Start 


1 








End 


6622 


Name 


OJ991001 01 


. 0119 . 


,C12.o2 


.np 


Method 


AAT/NAP 


Start 


4346 _ 








End 


6589 


GI 


2213632 








Score 


793 


Exons 


4346. . 5106, 


6473 . 


, .6589 








GI Descrio. 


(AC000103) 


F21 J9 . 


,24 [Arabidopsis thaliana] 


Seq. No. 


13321 








Seq. ID . 


OJ991001_01.0119.C12 


Gene No. 


28325 








Strand 




Start 


7412 








End 


12135 


Name 


OJ991001 01 


.0119. 


,C12.ol. 


. tc 


Method 


TBLASTX: Cress 


Start 


205 








End 


1179 


GI 


none 








Score 


85 


Fx on 9 


205. .264, 271. .327, 830, 


. . 994, 


846. .956, 


1044. .1178, 1045. .1179 


O V_i . LN . 


13321 








Seq. ID 


OJ991001_01.0119.C12 


Gene No. 


28325 








Strand 




Start 


7412 








End 


12135 


Name 


OJ991001 01 


.0119. 


,C12.o2, 


. tm 


Method 


TBLASTX: Maize 


Start 


205 








End 


1183 


GI 


none 








Score 


172 


F.xon ^ 

J—J *\ W llu 


205. .327, 205. .327, 839, 


. .958, 


846. . 956, 


1041. .1172, 1045. .1179, 




1106. .1183 












Seq. No. 


13321 








Seq. ID 


OJ991001_01.0119.C12 


Gene No. 


28325 








Strand 




Start 


7412 








End 


12135 


Name 


OJ991001 01 


.0119. 


C12.o2, 


. tw 


Method ■ 


TBLASTX: Wheat 


Start 


4136 








End 


4510 


GI 


none 








Score 


234 


Exons 


4136. .4510, 


4210. 


. 4401 








Seq. No. 


13321 








Seq. ID 


OJ991001_01.0119.C12 


Gene No. 


28325 








Strand 




Start 


7412 








End 


12135 


Name 


OJ991001 01 


.0119. 


C12.ol. 


. tm 


Method 


TBLASTX :Maize 


Start 


4301 








End 


4729 


GI 


none 








Score 


362 


Exons 


4301. .4627, 


4 309.. 


.4626, 


4631. 


.4729, 4645. .4728 


Seq. No. 


13321 








Seq. ID 


OJ991001_01.0119.C12 


Gene No. 


28325 








Strand 




Start 


7412 








End " 


12135 


Name 


OJ991001 01 


.0119. 


C12.ol. 


. tw 


Method 


TBLASTX: Wheat 


Start 


4645 








End 


5056 


GI 


none 








Score 


204 


Exons 


4645. .4809, 


4646. 


.4819, 


4652. , 


.4819, 4804. .5001, 4811. .5056, 



13924 




4919. .5044 



Sea No . 


13321 








Seq. ID 


OJ991001JD1.0119 


.C12 


fipnp No . 


28325 








Strand 






Start 


7412 








End 


12135 




Name 


OJ991001 01. 


0119. 


C12 . o4 


. tm 


Method 


TBLASTX: Maize 




Start 


4730 ~ 








. End 


5068 




GI 


none 








Score 


231 




fix on <=; 


4730 4963. 


4822 . 


.4962, 


5003 


..5068, 5003.. 5065 




Seq. No. 


13321 








Seq. ID 


OJ991001_01.0119 


.C12 


Gene No. 


28325 








Strand 






Start 


7412 








End 


12135 




Name 


OJ991001 01 


0119. 


C12.o5 


. tm 


Method 


TBLASTX: Maize 




Start 


7385 ~~ 








End 


12135 




GI 


none 








Score 


191 




Exons 


7385. .7597, 


7398. 


.7589, 


7535 


..7591, 7904. .8032, 7913. .7999, 




7915 . . 8001, 


8172. 


.8414, 


8187 


..8408, 10738. .10800, 10738 


. . 10803 




12017 . . 12121 


, 12039. .12131, 


12042. .12134, 12052. .12135 




Seq. No. 


13321 








Seq. ID 


OJ991001_01.0119 


.C12 




28325 








Strand 






Start 


7412 








End 


12135 




Name 


OJ991001 01 


0119. 


C12.o4 


. gs 


Method 


GENSCAN 




Start 


7412 _ 








End 


12134 , 




GI 


none 








Score 


.74 




Pyon q 
i i y\ no 


7412 75&8 


7913. 


.7997, 


9495 


..9670, 10738. . 10801, 11288 


. . 11362 




12040 12134 














Seq. No. 


13321 








Seq. ID 


OJ991001_01.0119 


.C12 


Gene No. 


28325 








Strand 






Start 


7412 








End 


12135 




Name 


OJ991001 01. 


0119. 


C12.o3 


.np 


Method 


AAT/NAP 




Start 


7415 








End 


12134 




GI 


2344894 








Score 


765 




Exons 


7415. .7588, 


7913. 


.7997, 


8185 


..8406, 9495. .9670, 10738.. 


10801, 




12040. .12134 














GI Descrip. 


(AC002388 ) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


13321 








Seq. ID 


OJ991001_01.0119 


.C12 


Gene No . 


28325 








Strand 






Start 


7412 








End 


12135 




Name 


OJ991001 01. 


0119. 


C12.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


9484 








End 


9676 




GI 


none 








Score 


232 




Exons 


9484. .9672, 


9491. 


.9676, 


9492 


. .9671 






Seq. No. 


13321 








Seq. ID 


OJ991001_01.0119 


.C12 


Gphp No 


28325. 








Strand 






Start 


7412 








End 


' 12135 




Name 


OJ991001 01. 


0119. 


C12.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


9486 








End 


10804 




GI 


none 








Score 


187 




Exons 


9486. .9692, 


9494. 


.9673, 


9557 


..9652, 10736. .10804, 10738 


. .10803 


Seq. No. 


13321 








Seq. ID 


OJ991001_01.0119 


.C12 


Gene No. 


28325 








Strand 







13925 



Start 7412 End 12135 

Name OJ991001_01 . 0119 . C12 . o3 . gp Method AAT/GAP 

Start 9494 End 9794 

GI 426268 Score 581 

Exons 9494.. 9794 

GI Descrip. 2344894 2.0e-17 (AC002388) hypothetical protein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13322 
28326 
1 

OJ991001_01.0119.C13.ol.np 
1 

2344894 



Seq. ID OJ991001_01.0119.C13 
Strand 

End 3110 

Method AAT/NAP 

End 3110 

Score ' 1881 



1..140, 250. .377, 1036. .1167, 1269. .1349, 1436. .1594, 
1692. .2941, 2984. .3110 

(AC002388) hypothetical protein [Arabidopsis thaliana] 



13322 
28326 
1 

OJ991001_01.0119.C13.ol.tm 
50 

none 



Seq. ID OJ991001_01.0119.C13 
Strand 

End 3110 

Method TBLASTX : Maize 

End 2053 

Score 65 



50. .148, 50. .145, 51. .134, 51. .137, 1040. .1165, 1041. .1166, 

1051. .1167, 1267. .1332, 1269. .1313, 1270. .1350, 1311. .1343, 

1411. .1518, 1427. .1594, 1436. .1597, 1451. .1579, 1505. .1594, 
1677. .2045, 1687. .2034, 1733. .2053 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13322 
28326 
1 

OJ991001_01.0119.C13.o2.ts 
50 

none 



Seq. ID OJ991001_01.0119.C13 
Strand 

End 3110 

Method TBLASTX : Soybean 

End 1167 

Score 120 



50. .145, 50. .145, 51. .158, 51. .134, 52. .165, 246. .380, 248. .388, 
1030. .1167, 1037. .1126, 1060. .1131 



13322 
28326 
1 

OJ991001_01.0119.C13.ol.gs 
53 

none 



Seq. ID OJ991001_01.0119.C13 
Strand 

End 3110 

Method GENSCAN 

End 3110 

Score .93 



53. .140, 250. .377, 1036. .1167, 1269. .1349, 1382. .1594, 
1692. .3110 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13322 
28326 
1 

OJ991001_01.0119.C13.ol.ts 

1448 

none 



Seq. ID OJ991001_01.0119.C13 
Strand 

End 3110 

Method TBLASTX : Soybean 

End 1597 

Score 120 



1448. .1597, 1449. .1547, 1457. .1597 



Seq. No. 
Gene No, 



13322 
28326 



Seq. ID OJ991001_01.0119.C13 
Strand 



13926 



• # 



Start 


1 






End 


3110 




Name 


OJ991001 01.0119.C13.o2, 


,tm 




Method 


TBLASTX: Maize 




Start 


2604 ~~ 






End 


2903 




GI 


none 






Score 


102 




Exons 


2604. .2 690, 2604. .2663, 


2737. . 


.2763, 2763.. 2903, 2821. .2898 


Seq. No. 


13323 






Seq. ID 


OJ991001_01.0119, 


• C14 


Gene No. 


28327 






Strand 


~ 




Start 


' 1 






End 


2760 




Name 


OJ991001 01.0119.C14.ol. 


gp 




Method 


AAT/GAP 




Start 


1 






End 


385 




GI 


none 






Score 


746 




Exons 


1. .385 












Seq. No. 


13323 






Seq. ID 


OJ991001_01.0119. 


.C14 


Gene No. 


28327 






Strand 


— 




Start 


1 






End 


2760 




Name 


OJ991001 01.0119.C14.ol. 


gs 




Method 


GENSCAN 




Start 


171 






End 


2760. 




GI 


none 






Score 


. 67 




Exons 


171. .559, 922. .1032, 1175.. 


,1259, 1353. 


.1574, 2272. .2760 




Seq. No. 


13323 






Seq. ID 


OJ991001_01.0119. 


.C14 


Gene No. 


28327 






Strand 


— 




Start 


1 






End 


2760 




Name 


/ OJ991001 01.0119.C14.ol. 


tc 




Methdd 


TBLASTX: Cress 




Start 


192 






End 


485 




GI 


none 






Score 


66 




Exons 


192. .245, . 222. .305, 228. 


.34 


11, 


241. .342 


, 369. .485 




Seq. No. 


13323 






Seq. ID 


OJ991001_01.0119. 


.C14 


Gene No. 


28327 






Strand 


— 




Start 


1 






End 


2760 




Name 


OJ991001 01.0119.C14.ol. 


ts 




Method 


TBLASTX : Soybean 




Start 


192 






End 


406 




GI 


none 






Score 


156 




Exons 


192. .245, 234. .401, 238. 


.402, 


242. .406 






Seq. No. 


13323 






Seq. ID 


OJ991001_0i;0119. 


,C14 


Gene No . 


28327 






Strand 






Start 


1 






End 


2760 




Name 


OJ991001 01.0119.C14.ol. 


tm 




Method 


TBLASTX: Maize 




Start 


279 






End 


2686 




GI 


none 






Score 


298 




Exons 


279.. 560, 280.. 561, 920. 


.1018, 


921. .1019, 1013. .1036, 






1014. .1034, 1176. .1295, 


1177. . 


1281, 1342. .1575, 1350. .1577, 




1351. .1575, 1353. .1577, 


2261. . 


2326, 2269.-2676, 2270.. 2674, 




2271. .2684, 2271. .2678, 


236 


i6. . 


2686 






Seq. No. 


13323 






Seq. ID 


OJ991001_01.0119. 


C14 


Gene No. 


28327 






Strand 






Start 


1 






End 


2760 




Name 


OJ991001 01.0119.C14.o2. 


tc 




Method 


TBLASTX: Cress 




Start 


489 






End 


1470 




GI 


none 






Score 


98 




Exons 


489.. 530, 920.. 1066, 921 


. .1022 


:, 1203.. 


1280, 1210.. 1269, 






1342. .1470, 1353. .1469 













13927 






Seq. No. 


13324 


Seq. ID 


OJ991001__01.0119.C16 




Gene No . 


28328 


Strand 


+ 




Start 


54 


End 


1304 




Name 


OJ991001 01' 0119 C16 ol as 


Method 


GENSCAN 




Start 


54 ~" 


End 


1304 




GI 


none 


Score 


.42 




Exons 


54 208 503 561. 1209 '1304 








Sea No 


13324 


Seq. ID 


OJ991001_01.0119.C16 




fipnp No 


28329 


Strand 


+ 




Start 


2510 


End 


11819 




Name 


OJ991001 01.0119.C16.o2.gs 


Method 


GENSCAN 




Start 


2510 


End 


11819 




GI 


none 


Score 


. 67 




Kxnns 

1—1 *\ V-/ 11J 


2510. .2834, 3099. .3187, 3336. 


.3411, 3664. .3688, 4281. .4509, 






4661. .4699, 5035. .5115, 5360. 


.5458, 5748. .6070, 6163. .6590, 






6682. .6755, 7384. .8358, 8532. 


.8598, 8 


680. .8742, 10032. .10511, 






10594. .10655, 10735. .1084 4, 1092 9. .11016, 1114 3 .. 114 72, 






11697 . .11819 








Seq. No. 


13324 


Seq. ID 


OJ991001_01.0119.C16 




fZpnp No 


28329 


Strand 


+ 


Us? 


Start 


2510 


End 


11819 


J 


Name * 


OJ991001 01.0119.C16.ol.gp 


Method 


AAT/GAP 




Start 


4174 


End 


5477 






none 


Score 


1440 


r li 

r i 


TT von q 


4174. .4509, 4661. .4699, 5035. 


.5477 




; ;= ; 


Sea No 


13324 


Seq. ID 


OJ991001_01.0119.C16 




Gene No.. 


28329 


Strand 


+ 


m E 


Start 


2510 


End 


11819 


: 5? 


Name 


OJ991001 01.0119.C16.ol.np 


Method 


AAT/NAP 




Start 


8174 


End 


11425 


: t 
•e sr 


GI 


2245054 


Score 


692 


''I 


j_j ^ no 


8174. .8272, 8542. .8598, 8916. 


.8979, 9077. .9170, 9267. .9350, 


jaii 




9438.. 9527, 9623.. 9654, 10030 


. . 10498, 


10735. .10788, 1114 3. .114 25 




CtT Dp^rri o 

~L L-/ O w JU ^— ' * 


(Z97342) kinase like protein 


[Arabidopsis thaliana] 




Seq. No. 


13324 


Seq. ID 


OJ991001_01.0119.C16 




Gene No. 


28330 


Strand 


+ 




Start 


13398 


End 


15471 




Name 


OJ991001 01.0119.C16.o2.gp 


Method 


AAT/GAP 




Start 


13102 


End 


15471 




GI 


10410 1.R1084 


Score 


2259 




Exons 


13102. .137 63, 14 94 0. .154 71 








CtJ De qrrin 

J- L-/ O ^ ^ -L ■ 


'4455256/emb|CAB36755.1| 1 . Oe 


-83 (AL035523) 






protein-methionine-S -oxide reductase 


[Arabidopsis thaliana] 1 




Seq. No. 


13324 


Seq. ID 


OJ991001_01.0119.C16 




Gene No. 


28330 


Strand 


+ 




Start 


13398 


End 


15471 




Name 


OJ991001 01.0119.C16.o2.np 


Method 


AAT/NAP 




Start 


13114 


End 


15188 




GI 


6635341 


Score 


805 




Exons 


13114. .1327 6, 13398. .13763, 14 940. .15188 




GI Descrip. 


(AF162204) methionine sulfoxide reductase [Lactuca sativa] 



13928 



Seq. No. 


13324 




Seq. ID 


OJ991001_ 


_01.0119.C16 


f^eanp No 


28330 




Strand 


+ 




O L- O. J_ l_ 


13398 




End 


15471 




Name 


OJ991001 01.0119.C16.o3 


. gs 


Method. 


GENSCAN 




Start 


13398 




End 


15191 




GI 


none 




Score 


.93 






13398. .137 63/ 1424 0. .14368, 


14940.. 15191 




Seq. No. 


13324 




Seq. ID 


OJ991001_ 


_01.0119.C16 


Gene No. 


28331 




Strand 


+ 




Start 


21737 




End 


25914 




Name 


OJ991001 01.0119.C16.o6 


.gs 


Method 


GENSCAN 




Start 


21737 




End 


25914 




GI 


none 




Score 


.85 




Exons 


21737. .21749, 22150 .. 22318 , 


22895. .22978, 24853 


. . 25035, 




25127. .25271, 25756.. 25914 








Seq. No. 


13324 




Seq. ID 


OJ991001_ 


_01.0119.C16 


Gene No . 


28332 




Strand 


+ 




Start 


26977 




End 


27084 




Name 


OJ991001 01.0119.C16.o7 


.gs 


Method 


GENSCAN 




Start 


26977 




End 


27084 






none 




Score 


-.96 




P 1 vnn q 

Hi J O 


26977.. 27084 










Seq. No. 


13324 




Seq. ID 


OJ991001_ 


01 0119 C16 


Gene No. 


28333 




Strand. 






Start 


1 




End 


27098 




Name 


OJ991001 01.0119.C16.o4 


.np 


Method 


AAT/NAP 




Start 


1 




End 


27098 




GI 


5734709 




Score 


211 




Ex on s 


1..319, 2484. .2634, 13411 13480, 20366 .. 20562 , 


26985. .27098 


GI Descrip. 


(AC008075) Contains PF| 00069 


Eukaryotic protein 


kinase domain 




[Arabidopsis thaliana] 










Seq. No. 


13324 




Seq. ID 


OJ991001_ 


_01.0119.C16 


Gene No . 


28333 




Strand 






Start 


1 




End 


27098 




Name 


OJ991001 01.0119.C16.o3 


.ts 


Method 


TBLASTX: Soybean 


Start 


107 




End 


252 




GI 


none 




Score 


79 




Ex on *=? 


107. .238, 118. .252 










Sea No 


13324 




Seq. ID 


OJ991001_ 


_01.0119.C16 




28333 




Strand 






Start 


1 




End 


27098 




Name 


OJ991001 01.0119.C16.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


8284 




End 


9336 




ox 


none 




Score 


82 




Exons 


8284. .8358, 8288. .8398, 


8529 


..8567, 8529. .8606, 


8530. .8598, 




8671. .8742, 8675. .8743, 


8675 


..8743, 8676. .8744, 


8677. .8745, 




8903. .8980, 8910. .8978, 


8915 


. . 9007, 9048. .9173, 


9061. .9171, 




9078. .9173, 9280. .9336, 


9288 


. .9335 






Seq. No. 


13324 




Seq. ID 


OJ991001_ 


_01.0119.C16 


Gene No. 


28333 




Strand 







13929 



Start 
Name 
Start 
GI 

Exons 



1 End 

OJ991001_01.0119.C16.o3. tm Method 

10965 End 

none Score 



27098 

TBLASTX: Maize 

11385 

96 



10965. .11027, 10966. .11016, 11164 .. 11385, 11168 11329, 
11169. .11381 



Seq. No. 13324 Seq. ID 

Gene No. 28333 Strand 

Start 1 End 

Name OJ991001_01 . 0119 . C16 . ol . tm Method 

Start 13394 End 

GI none Score 

Exons 13394. .13732, 13395.. 13733 



OJ991001_01 . 0119. CI 6 
27098 

TBLASTX : Maize 

13733 

451 



Seq. No. 13324 Seq. ID 

Gene No. 28333 Strand 

Start 1 End 

Name OJ991001J)1 . 0119 . C16 . ol . tc Method 

Start 13476 End 

GI none Score 
Exons 



OJ991001__01.0119.C16 
27098 

TBLASTX: Cress 

15316 

418 



13476. .13766, 13478 .. 137 68 , 14 927 .. 15187 , 14 940 .. 15191, 
15263. . 15316 



Seq. No. 13324 

Gene No. 28333 

Start 1 

Name OJ991001_01 . 0119 . CI 6 .ol . ts 

Start 13476 

GI none 

Exons 13476. .13763, 13478 13654 , 
15079. .15222 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ991001_01.0119.C16 
27098 

TBLASTX: Soybean 

15222 

411 



14912. .15187, 14925. .15206, 



Seq. No. 13324 
Gene No. 28333 
Start 1 

Name OJ991001_01 . 0119 . C16 . o3 . gp 

Start 16325 
GI 16860_1.R1084 
Exons 16325. . 16675, 17971 .. 18202, 

18819. . 18850 

GI Descrip. 1 24 98077/sp | P93554 | NDK1_SAC0F 1.0e-73 NUCLEOSIDE DIPHOSPHATE 
KINASE I (NDK I) (NDP KINASE I) (PP18) >gi_1777930 (U55019) 
nucleoside diphosphate kinase [Saccharum officinarum] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991001_01.0119.C16 

27098 
AAT/GAP 
18850 
1400 



184 97. .1854 5, 18 635. .187 61, 



Seq. No. 13324 Seq. ID 

Gene No. 28333 Strand 

Start 1 End 

Name OJ991001_01 . 0119 . C16 . o2 . tm Method 

Start 16557 End 

GI none Score 

Exons 16557 . 

17969. 



OJ991001 01.0119.C16 



16628, 16564, .16677, 16565. 
18016, 17970. . 18029, 17971. 
18499. .18546, 18632 18688, 18636. 



27098 

TBLASTX: Maize 
18707 
68 

16678, 17967. . 18203, 
18204, 18498. .18545, 
18707 



Seq. No. 
Gene No. 



13324 
28333 



Seq. ID 
Strand 



OJ991001 01.0119.C16 



13930 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

GI Descrip. 



OJ991001_01.0119.C16.o2.tc 

16558 

none 

16558. .16677, 16563 .. 16682 , 
17967. .18200, 17 971 .. 18198 , 
18632. .18685, 18639.. 18683 

13324 
28333 
1 

OJ991001_01. 0119.C16.o4 . gs 

16558 

none 



End 

Method 

End 

Score 



27098 

TBLASTX: Cress 

18685 

121 



16565. .16678, 16567 .. 16680, 
18495. .18545, 184 96 1854 6, 



Seq. ID OJ991001_01.0119.C16 
Strand 

End 27098 

Method GENSCAN 

End 18691 

Score .91 



16558. .16675, 17971. .18202, 184 97. .1854 5, 18635. .18 691 



13324 
28333 
1 

OJ991001_01. 0119.C16.o3.np 

16561 

2498077 

16561. .16675, 17971. .18202, 



OJ991001 01.0119.C16 



Seq. ID 
Strand 

End 27098 
Method AAT/NAP 
End 18685 
Score 602 
184 97. .1854 5, 18 635. .18685 
NUCLEOSIDE DIPHOSPHATE KINASE - I (NDK I) (NDP KINASE I) (PP18) 
gi| 1777930 (U55019) nucleoside diphosphate kinase [Saccharum 
officinarum] 



Seq. No. 13324 

Gene No. 28333 

Start 1 

Name OJ991001_01 . 0119 . CI 6 . o2 . ts 

Start 16564 

GI none 

Exons 16564. .16677, 16565 .. 16678 , 
17971. .18198 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991001_01.0119.C16 
27098 

TBLASTX: Soybean 

18200 

133 



16566. .16703, 17967. .18200, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13324 
28333 
1 

OJ991001_01.0119.C16.ol.tw 

18001 

none 

18001. .18198, 18003. .18200, 
18632. .18688, 18 635 18 688 , 

13324 
28333 
1 

OJ991001_01. 0119.C16.o5.gs 

20210 

none 

20210. .20848 



Seq/ ID 
Strand 
End 

Method 
End 
Score 



OJ991001 01.0119.C16 



27098 

TBLASTX: Wheat 
18692 
280 

184 84 . .1854 6, 184 95 .. 1854 5, 
18636. .18692 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991001_01.0119.C16 

27098 
GENSCAN 
20848 
1 



Seq. No. 13324 Seq. ID 

Gene No. 28333 Strand 

Start 1 End 

Name OJ991001 01 . 0119 . C16 . o4 . tm Method 



OJ991001_01.0119.C16 
27098 

TBLASTX: Maize 



13931 



Start 20216 End 20737 

GI none Score 4 3 

Exons 20216. .20275, 20221 . . 20256, 20321 20380, 20340 20402, 

20519. .20737, 20520 20654 , 20648.. 20689 



Seq. No. 13324 Seq. ID 

Gene No. 28333 Strand 

Start 1 End 

Name OJ991001_01 . 01 19 . C16 . o4 . gp Method 

Start 20493 End 

GI 426975 Score 

Exons 20493. .20688, 20766.. 20901 



OJ991001_01.0119.C16 

27098 
AAT/GAP 
20901 
547 



Seq. No. 13325 Seq. ID OJ991001_01 . 0119 . C17 

Gene No. 28334 Strand + 

Start 1 End 1408 

Name OJ991001_01 . 0119 . C17 . ol . np Method AAT/NAP . 

Start 1 End 1384 

GI 3341694 Score 276 

Exons 1..64, 1124.. 1384 

GI Descrip. (AC003672) putative PREGl-like negative regulator [Arabidopsis 
thaliana] 



Seq. No. 13325 Seq. ID 

Gene No. 28334 Strand 

Start 1 End 

Name OJ991001_01 . 01 19 . C17 . ol . gs Method 

Start 681 End 

GI none Score 

Exons 681.. 833, 1120.. 1408 



OJ991001_01.0119.C17 
+ 

1408 
GENSCAN 
1408 
. 64 



Seq. No. 


13325 Seq. ID 


OJ991001_01.0119.C17 


Gene No. 


28335 Strand 


+ 


Start 


4544 End 


6799 


Name 


OJ991001 01.0119.C17.o2.tm Method 


TBLASTX: Maize 


Start 


1 End 


1347 


GI 


none Score 


77 


Exons 


1..63, 2. .61, 1096. .1233, 1121. .1297, 


1121. . 1294, 1168. . 1347 


Seq. No. 


13325 Seq. ID 


OJ991001_01.0119.C17' 


Gene No. 


28335 Strand 


+ 


Start 


4 54 4 End 


6799 


Name 


OJ991001 01.0119.C17.o2.np Method 


AAT/NAP 


Start 


4 54 4 End 


6799 


GI 


4538929 Score 


280 


Exons 


4544. .4610, 5647. .5939, 6691. .6799 




GI Descrip. 


(AL049483) putative nucleic acid binding protein [Arabidopsis 




thaliana] 




Seq. No. 


13325 Seq. ID 


OJ991001_01.0119.C17 


Gene No. 


28335 Strand 


+ 


Start 


'4544 End 


6799 


Name 


OJ991001 01.0119.C17.ol.gp Method 


AAT/GAP 


Start 


5573 End 


5857 


GI 


uC-osf lcypl39hllbl Score 


546 


Exons 


5573. .5857 




GI Descrip. 


M538929/emb|CAB39665.1| 7.0e-27 (AL049483) putative nucleic 



13932 



acid binding protein [Arabidopsis thaliana] ' 



Seq. No. 13325 

Gene No. 28335 

Start 4544 

Name OJ991001JH . 0119 . C17 . ol . tm 

Start 5771 

GI none 
Exons 



Seq. ID OJ991001_01.0119.C17 

Strand + 

End 6799 

Method TBLASTX : Mai ze 

End 6797 

Score 287 : v 



5771. .5788, 5772. .5942, 5796. .5825, 5852. .5941, 6691. .6795, 
6691. .6795, 6705. .6797 



Seq. No. 13325 

Gene No. 28335 

Start 4544 

Name OJ991001_01 . 0119 .C17 . ol . ts 

Start 5772 

GI none 
Exons 



Seq. ID OJ991001_01.0119.C17 

Strand + 

End 6799 

Method TBLASTX : Soybean 

End 6786 

Score 239 



5772. .5942, 5855. .5941, - 6691. .6786 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



01.0119.C18 



13326 Seq. ID 

28336 Strand 
552 End 
OJ991001_01 . 0119 . C18 . ol . gp Method 
552 End 
700729 Score 
552. .709, 787. .1010 

4538929/emb|CAB39665. 1 | 7.0e-27 (AL049483) putative nucleic acid 
binding protein [Arabidopsis thaliana] 



OJ991001_ 

" + 

4620 
AAT/GAP 
1010 
709 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13326 Seq. ID 

28336 Strand 

552 End 

OJ991001_01.0119.C18 .ol.np Method 

552 End 

4538929 Score 



OJ991001_01.0119.C18 
+ 

4620 
AAT/NAP 
1762 
384 



552. .712, 787. .1030, 1269. .1762 

(AL049483) putative nucleic acid binding protein [Arabidopsis 
thaliana] 



Seq. No. 13326 

Gene No. 28336 

Start 552 

Name OJ991001_01 . 0119 . C18 . ol . gs 

Start 555 

GI none 

Exons 555.. 709, 787.. 1059, 1292.. 1486, 1577. 
4337. .4620 



Seq. ID OJ991001_01.0119.C18 



Strand 
End 

Method 

End 

Score 



4620 
GENSCAN 
4620 
.71 

.1733, 3762. .3941, 



Seq. No. 13326 Seq. ID 

Gene No. 28337 Strand 

Start 1704 End 

Name OJ991001_01 . 0119 . C18 . o2 . gp Method 

Start 1704 End 

GI none Score 

Exons 1704.. 2077 



OJ991001_01.0119.C18 

2077 
AAT/GAP 
2077 
696 



Seq. No. 



13326 



Seq. ID OJ991001_01.0119.C18 
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Gene No. 


28338 








Strand 






Start 


3901 








End 


5120 




Name 


OJ991001 01 


.0119 


.C18.ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


532 








End 


1769 




GI 


none 








Score 


125 




Exons 


532. .708, 545. .718, 551 


. . 718, 


773.. .1006, 775... 1026, 787.. 10: 




788. .1033, 


1286. 


.1486, 


1289. . 


I486, 1312.. 1488, 


1568 . . 1624 , 




1568. .1618, 


1576 


. .1623, 


1618 . 


.1710, "1620. .1712, 


1620. . 1712, 




1710. . 1769, 


1726 


. .1767 










Seq. No. 


13326 








Seq. ID 


OJ991001 


01 . 0119 . C18 


Gene No. 


28338 








Strand 






Start 


3901 








End 


5120 




Name 


OJ991001 01 


.0119 


,C18.o2 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


569 








End 


1486 




GI 


none 








Score 


123 




Exons 


569. .703, 1286..: 


1486, 1312.. 1470 






Seq. No. 


13326 








Seq. ID 


OJ991001 


_01.0119.C18 


Gene No. 


28338 








Strand 






Start 


3901 








End 


5120 




Name 


OJ991001 01 


.0119 


.C18.o2 


. tm 


Method 


TBLASTX: 


Maize 


Start 


3815 








End 


5102 




GI 


none 








Score 


50 




Exons 


3815. . 3850, 


3817 


. .3852, 


3936. 


.4013, 3937. .4017, 


3938. .4012, 




3946. .4014, 


4347 


. .4439, 


4358. 


.4441, 4360. .4437, 


4523 . .4621, 




4525. .4623, 


4525 


. .4620, 


5016. 


.5102, 5017. .5073 




Seq. No. 


13326 








Seq. ID 


OJ991001 


_01.0119.C18 


Gene No. 


28338 








Strand 






Start 


3901 








End 


5120 




Name 


OJ991001 01 


.0119 


.C18.o2 


.np 


Method 


AAT/NAP 




Start 


3901 








End 


5120 




GI 


4929719 








Score 


174 




Exons 


3901. .4011, 


4360 


. .4438, 


4526. 


.4622, 5015.. 5120 




GI Descrip. 


(AF151883) 


CGI-125 protein [Homo sapiens] 




Seq. No. 


13326 








Seq. ID 


OJ.991001 


01.0119.C18 


Gene No . 


28338 








Strand 






Start 


3901 








End 


5120 




Name 


OJ991001- 01 


.0119 


.C18.ol 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


3946 








End 


5090 




GI 


none 








Score 


81 




Exons 


3946. .4017, 


4358 


. .4441, 


4359. 


.4436, 4! 


360. .4437, 


4523. . 4621, 




4524. .4613, 


4525 


. .4620, 


5016. 


.5090, 5017. .5076 




Seq. No. 


13327 








Seq. ID 


OJ991001 


_01.0119.C19 


Gene No. 


28339 








Strand 


+ 




Start 


1 








End 


2850 




Name 


OJ991001 01 


.0119 


.C19.ol 


.np 


Method 


AAT/NAP 




Start 


1 








End 


2850 




GI 


5852093 








Score 


114 




Exons 


1..44, 1094 


..1219, 2822 


. .2850 








GI Descrip. 


(AL117264) 


zwhl6 


. 1 [Oryza sativa] 






Seq. No. 


13327 








Seq. ID 


OJ991001 


_01.0119.C19 


Gene No. 


28339 








Strand 







13934 






btart: 


i 




ZoDU 




Name 


ojyyiuui ui . u i l y . ciy . oi . gs 


Method 


GENSCAN 




Start 


1 A A O 


End 


otic 
Z b / b 




GI 


none 


Score 


. oZ 


- 


Exons 


i^yo-.i^yy, zdid. .^d/d 








Seq. No. 


1 JJ^O 


beq. ijj 


ATQQ1 nm m Alio, fon 

ujyyiuui ui.uiiy.uzu 




Gene No . 


Z o U 


Strand 


+ ~~ 




Start 


1 


End 


786 




Name 


OJ991001_01. 0119.C20.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


284 




r~> -r 

GI 


jo / j4 1 . KlUo 4 


Score 


525 




Exons 


1 O O A 

1 . . Z o 4 








GI Descrip. 


j j 4 1 b y o o.ue-io { au uujb / z ) 


unknown protein [Arabidopsis 






tnaliana J 








beq . no . 


1 J JZ o 


Seq. ID 


OJ991001_01.0119.C20 




Gene No. 


28340 


Strand 


+ 




Start 


1 


End 


786 




Name 


ujyyiuui u i . u i i y . uzu . oi . np 


Method 


AAT/NAP 




Start 


1 


End 


758 




GI 


oo4 1 byo 


Score 


152 




Exons 


1 . . / 00 






.3 31 


GI Descrip. 


(ACUUob/Z) unknown protein 


[Arabidopsis thai i ana] 




Seq. No. 


13328 


Seq. ID 


OJ991001_01.0119.C20 


r li 


Gene No. 


28340 


Strand 


+ 




Start 


1 


End 


786 




Name 


/\ tA A 1 A A 1 Ai Alio /""'OA — 1 

ojyyiuui oi . uny . czu . oi . gs 


Method 


GENSCAN 




Start 


b0 


End 


786 




GI 


none 


Score 


. 95 




Exons 


£T A HOC 

bU . . / o b 






0 


Seq. No. 


13328 


Seq. ID 


OJ991001__01.0119.C20 


M 


Gene No. 


28341 


Strand 




is rf: 


otart 


f Zo 


End 


3316 




Name 


ojyyiooi_oi . ony . czo . oz . gp 


Method 


AAT/GAP 


■ ! &sl 
t 3 c : 


o t art 


/ Zo 


End 


1078 


•s c? 


bl 


none 


Score 


698 . 


i"i 

'S3? 


Exons 


/ Zo . . 1U / o 








beq. No. 


1 ooZo 


Seq. ID 


OJ991001_01.0119.C20 




bene ino . 


28341 


Strand 






Start 


728 


End 


3316 




Name 


OJ991001 01.0119.C20.o2.np 


Method 


AAT/NAP 




otart 


843 


End 


3316 




GI 


2352927 


Score 


99 




Exons 


843.. 1020, 1800.. 1949, 3288 


..3316 






GI Descrip. 


(AF012865). plastidic 3-deoxy-D-arabino- 


•heptulosonate 7 -phosphate 






synthase 1 [Petroselinum crispum] 






Seq. No. 


13328 


Seq. ID 


OJ991001_01.0119.C20 




Gene No. 


28342 


Strand 






Start 


3990 


End 


4321 




Name 


OJ991001 01.0119.C20.ol.tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


264 




GI 


none 


Score 


363 



13935 






Exons 


1 . . Zb4 , 3 . . ZVo 








Seq. No. 


13328 


Seq. ID 


OJ991001_01.0119.C20 




Gene No. 


28342 


Strand 






Start 


^>y yu 


hna 


A "3 O 1 




Name 


OJyylOOl oi.Qiiy.CzU.oz. tm 


Method 


1 BLiAb i a : Maize 




Start 


547 


T-> _ 

hnd 


■ n n o 
fvZ 




GI 


none 


Score 


1 O Q 

zz y 




Exons 


b4 / . . IVZf o4o . . byb 








Seq. No. 


13328 


beq. ID 


uj yyiuui ui.uiiy.uzu 




Gene No. 


28342 


Strand 






Start 


3990 


End 


4321 




Name 


OJ991001 01.0119.C20.o3.gp 


Method 


AAT/GAP 




Start 


3990 


End 


4321 




GI 


7818 1.R1084 


Score 


637 




Exons 


3990. .4321 








GI Descrip. 


T 3123264/sp| P51419IRL27 ARATH 7.0e-59 


60S RIBOSOMAL PROTEIN L; 




>gi_2 2 4 4 8 5 7_emb_CAB 1 0 2 7 9 . 1_ 


(Z97337) ribosomal protein 






[Arabidopsis thaliana] ' 








Seq. No. 


13328 


Seq. ID 


OJ991001_01.0119.C20 


w 


Gene No. 


28342 


Strand 




i "*: 


Start 


3990 * • 


End 


4321 


: : P; 


Name 


OJ991001 01.0119.C20.o3.np 


Method 


AAT/NAP 


t 

" : E. 


Start 


4219 


End 


4321 




GI 


3123264 


Score 


137 • 




Exons 


4219. .4321 








GI Descrip. 


60S RIBOSOMAL PROTEIN L27 < 


gi I 224 4 857 | emb | CAB1027 9 .11 ( Z97337 ) 






ribosomal protein [Arabidopsis thaliana] 


; : I 


Seq. No. 


13329 


Seq. ID 


OJ991001_01.0119.C21 




Gene No. 


28343 


Strand 


+ 


r a j 


Start 


11458 


End 


11771 


" i-s 
~s 


Name 


OJ991001 01.0119.C21.o3.gp 


Method 


AAT/GAP 


3 as 


Start 


11458 


End 


11771 


"l 


GI 


86158 1.R1084 


Score 


387 


i =? 
: c: 


Exons 


114 58. .11585, 11610. .11771 






! Kf 


GI Descrip. 


'5295936/dbj | AB026295 . 2 | AB026295 5.0e- 


42 Oryza sativa genomic 


= 5 1 




DNA, chromosome 6, clone : P0681F10, complete sequence 1 




Seq. No. 


13329 


Seq. ID 


OJ991001_01.0119.C21 




Gene No . 


28344 


Strand 


+ 




o rar z 


12156 


End 


12610 




Name 


OJ991001 01.0119.C21.o4.gp 


Method 


AAT/GAP 




Start 


12156 


End 


12610 




GI 


36280 1.R1084 


Score 


866 




Exons 


12156. .12610 








GI Descrip. 


, 5295971/dbj IBAA81872.il 1 


.Oe-81 (AB026295) EST D24315 (R1718 ) 






corresponds to a region of 


the predicted gene.; Similar to 






Tobacco DNA for retroviral 


-like transposon Tnt 1-94 . (X13777 ) 






[Oryza sativa] 1 








Seq. No. 


13329 


Seq. ID 


OJ991001_01.0119.C21 




Gene No. 


28345 


Strand 


+ 




Start 


14304 


End 


14739 




Name 


OJ991001 01.0119.C21.o6.gp 


Method 


AAT/GAP 



13936 



Start 14304 End 14739 

GI uC-osflM2020118f01al Score 809 

Exons 14304. .14739 

GI Descrip. ' 5295971/dbj | BAA81872 . 1 | 4.0e-64 (AB026295) EST D24 315 (R1718 ) 
corresponds to a region of the predicted gene.; Similar to 
* Tobacco DNA for retroviral-like transposon Tnt 1-94 . (X13777 ) 
[Oryza sativa] * 



Seq. No. 13329 Seq. ID 

Gene No. 28346 Strand 

Start 16512 End 

Name OJ991001_01 . 0119 . C21 . o3 . np Method 

Start 16512 End 

GI 4938494 Score 

Exons 16512. .16682, 17393. 

18029. .18109, 18209. 

GI Descrip. 



OJ991001_01.0119.C21 
+ 

19381 
AAT/NAP 
19205 
293 



17567. .17675, 17756 .. 17 808 , 
19151. .19205 

(AL0784 65) putative calcineurin B-like protein [Arabidopsis 
thaliana] 



17452, 
18321, 



Seq. No. 13329 Seq. ID 

Gene No. 2834 6 Strand 

Start 16512 End 

Name OJ991001__01 . 0119 . C21 . o7 . gp Method 

Start 16795 End 

GI 86158J..R1084 Score 

Exons 16795. .16922, 16947.. 17111 

GI Descrip. ■ 5295936/dbj | AB026295 . 2 | AB026295 5.0e-42 Oryza sativa genomic 
DNA, chromosome 6, clone : P0681F10, complete sequence 1 



OJ991001_01.0119.C21 
+ 

19381 
AAT/GAP 
17111 
392 



Seq. No. 13329 Seq. ID 

Gene No. 2834 6 Strand 

Start 16512 End 

Name 0 J9 9 1 0 0 1_0 1.0119.C21.o8.gp Me t hod 

Start 17567 End 

GI uC-osflcyp065b08bl Score 

Exons 17567. .17675, 17756.. 17813 

GI Descrip. 1 3309082/gb | AAC26008 . 1 | 4.0e-47 (AF076251) calcineurin B-like 
protein 1 [Arabidopsis thaliana] 1 



OJ991001_01.0119.C21 
+ 

19381 
AAT/GAP 
17813 
295 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13329 
28346 
16512 

OJ991001_01.0119.C21.o9.gp 
17567 

uC-osflcyp065b08bl 
17567. .17675, 17756.. 17813 

, 3309082/gb|AAC26008.1| 4.0e-47 (AF076251) calcineurin B-like 
protein 1 [Arabidopsis thaliana] 1 



Seq. ID OJ991001_01.0119.C21 
Strand + 

19381 
AAT/GAP 
17813 
260 



End 

Method 

End 

Score 



Seq. No. 13329 Seq. ID 

Gene No. 28346 Strand 

Start 16512 End 

Name OJ991001_01 . 011 9 . C21 . olO . gp Method 

Start 17735 End 

GI uC-osflcyp065b08bl Score 

Exons 17735. . 17808, 18029 .. 18109, 18209.. 18249 
GI Descrip. 1 3309082/gb | AAC26008 . 1 | 4.0e-47 (AF076251 



OJ991001_01.0119.C21 
+ 



19381 
AAT/GAP 
18249 
272 



calcineurin B-like 



13937 



protein 1 [Arabidopsis thaliana] 1 



Seq. No. 13329 Seq. ID 

Gene No. 28346 Strand 

Start 16512 End 

Name OJ991001_01 . 0119 . C21 . oil . gp Method 

Start 18218 End 

GI 7708 1_1. R1084 Score 

Exons 18218. .18321, 19151.. 19381 

GI Descrip. 1 330 9082/gb I AAC26008 . 1 1 2.0e-17 (AF076251) calcineurin B-like 
protein 1 [Arabidopsis thaliana] 1 



OJ991001_01.0119.C21 
+ 

19381 
AAT/GAP 
19381 
591 



Seq. No. 13329 Seq. ID 

Gene No. 28347 Strand 

Start 20074 End 

Name OJ991001_01 . 011 9 . C21 . ol2 . gp Method 

Start 19924 End 

GI none Score 

Exons 19924. .20281 



OJ991001_01.0119.C21 

+ 

23253 
AAT/GAP 
20281 
547 



Seq. No. 13329 Seq. ID OJ991001_01 . 0119 . C21 

Gene No. 28347 Strand + 

Start 20074 End 23253 

Name OJ991001_01 . 0119 . C21 . o4 . np Method AAT/-NAP 

Start 20042 End 23253 

GI 6016428 Score 398 ' 

Exons 20042. .20284, 23019.. 23253 

GI Descrip. PUTATIVE CASEIN KINASE II BETA- 4 CHAIN (CK II) 

gi I 3341688 | gb| AAC27470. 1 1 (AC003672) putative casein kinase II 
beta subunit [Arabidopsis thaliana] 



Seq. No. 


13329 




Seq. ID 


OJ991001_01.0119 


.C21 


Gene No. 


28347 




Strand 


+ 




Start 


20074 




End 


23253 




Name 


OJ991001 01. 


0119.C21.o5.gs 


Method 


GENSCAN 




Start 


20074 




End 


23235 




GI 


none 




Score 


. 65 




Exons 


20074 ...20284 


, 20717. .20783, 


21727. .21854, 23014*. 23235 




Seq. No. 


13329 




Seq. ID 


OJ991001_01.0119 


.C21 


Gene No. 


28348 




Strand 






Start 


1 




End 


314 




Name 


OJ991001 01. 


0119.C21.ol.gp 


Method 


AAT/GAP 




Start 


1 




End 


314 




GI 


7818 1.R1084 




Score 


600 




Exons 


1. .314 










GI Descrip. 


'3123264/spl 


P51419IRL27 ARATH 7.0e-59 


60S RIBOSOMAL PROTEIN 




>gi_2244857_ 


emb_CAB10279.1_ 


(Z97337) : 


ribosomal protein 






[Arabidopsis 


thaliana] 1 








Seq. No. 


13329 




Seq. ID 


OJ991001_01.0119 


.C21 


Gene No. 


28348 




Strand 






Start 


1 




End 


314 




Name 


OJ991001 01. 


0119.C21.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


258 




GI 


3123264 




Score 


381 




Exons 


1. .258 











13938 



GI Descrip. 



60S RIBOSOMAL PROTEIN L27 gi | 224 4857 | emb | CAB1027 9 . 1 | (Z97337) 
ribosomal protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ991001_01.0119.C21 
Strand 

End 314 

Method GEN SCAN 

End 258 

Score .45 



13329 
28348 
1 

OJ991001_01.0119.C21.ol.gs 
37 

none 
37. .258 

13329 
28349 
955 

OJ991001_01.0119.C21.o2.gs 

955 
none 

955. .1224, 1538. .1783, 2183. .2459, 2747. .3024, 3957. .4370 



Seq. ID OJ991001_01.0119.C21 
Strand 

End 4370 

Method GENS CAN 

End 4370 

Score .82 



13329 Seq. ID OJ991001_01 . 0119 . C21 

28350 Strand 

6002 End 10405 

OJ991001_01.0119.C21.o2.gp Method AAT/GAP 

5822 . End 8454 

200_1.R1084 Score 2156 

5822. .6262, 6528. .6626, 6731. .6835, 7137. .7229, 73.60. .7452, 
7545. .7598, 7687. .7788, 8055. .8129, 8332. .8454 

1 1669573/dbj I BAA13608 | 1.0e-176 (D88399) endosperm kinase [Oryza 
sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13329 
28350 
6002 

OJ991001_01 .0119.C21.o3.gs 

6002 

none 



Seq. ID OJ991001_01.0119.C21 



Strand 
End 

Method 

End 

Score 



10405 
GEN SCAN 
10405 
.94 



6002. .6262, 6528. .6626, 6731. .6835, 7360. .7452, 8055. .8129, 
8332. .8461, 8627. .8756, 9605. .9764, 10403. .10405 

13329 Seq. ID OJ991001_01 . 0119 . C21 

28351 Strand 

11782 End 16584 

OJ991001_01.0119.C21.o2.np Method AAT/NAP 

11782 End 16584 

5295971 Score 8144 

11782. .16584 

(AB026295) EST D24315 ( R17 18 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 

transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



13329 Seq. ID 

28351 Strand 

11782 End 
OJ991001_01.0119.C21.o5.gp Method 

13940 End 

uC-osflcypl39cl2al Score 
13940. .14295 



OJ991001_01.0119.C21 

16584 
AAT/GAP 
14295 
589 



13939 




GI Descrip. ' 529597 1/dbj I BAA81872 . 1 | 3.0e-44 (AB026295) EST D24 315 (R1718 ) 
corresponds to a region of the predicted gene.; Similar to 
Tobacco DNA for retroviral-like transposon Tnt 1-94 . (X13777 ) 
[Oryza sativa] 1 



Seq. No. 


i "5 o o n 

13329 








Seq. ID 


ojyyiuoi oi.oiiy.C2i 


Gene No. 


o o o c o 

28352 








Strand 




Start 


23032 








End 


O *D O C "D 

23253 


Name 


OJ991001 01 


.0119 


.C21.o3 


.tc 


■ Method 


TBLASTX: Cress 


Start 


1 








End 


264 


GI 


none 








Score 


Zo 1 


Exons 


1 . . 264 , 2 . . 


259 










Seq. No. 


13329 








Seq. ID 


ojyyiooi 01.0119.c21 


Gene No. 


28352 








Strand 




Start 


23032 








bna 


O O O C 


Name 


OJ991001 01 


.0119 


.C21.o4 


.ts 


Method 


TBLASTX : Soybean 


Start 


1 








End 


16171 


GI 


none 








Score 


Z bZ 


Exons 


1 . . 258, 2 . . 


259, 


16094. . 


16171 






Seq. No. 


13329 








Seq. ID 


a thai aai r\ i r\ ~\ -\ r\ 0 1 

OJ991001 01.0119.C21 


Gene No. 


28352 








Strand 




Start 


23032 








End 


23253 


Name • 


OJ991001 01 


.0119 


.C21.65 


.tm 


Method 


TBLASTX: Maize 


Start 


1 








' End 


283 


GI 


none 








Score 


377 


Exons 


1 . . 276, 2 . . 


283, 


161. .277 






Seq. No. 


13329 








Seq. ID 


OJ991001 01.0119.C21 


Gene No. 


28352 








Strand 




Start 


23032 








End 


23253 


Name 


OJ991001 01 


.0119 


.C21.ol 


.tw 


Method 


TBLASTX : Wheat 


Start 


10 








End 


259 


GI 


none 








Score 


351 . 


Exons 


10. .258, 11 


. .259 










Seq. No. 


T O "3 o n 

13329 








Seq*. ID 


OJ991001_01.0119.C21 


Gene No. 


O O *3 c o 

28352 








Strand 




Start 


23032 








End 


23253 


Name 


OJ991001_01 


.0119 


.C21.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


o o o 

983 








End 


4352 


GI 


none 








Score 


189 


Exons 


983 . . 1222 , 


997 . . 


1230, 1517.. 


1786, 1539. 


.1739, 2150. .2461, 




z 1 / o . . Z4 , 


Z 1 jO 


. .3025, 


2742 


..3026, 2743. .3027, 2746. .3033, 




4026. .4352, 


4027 


. .4149, 


4029 


. .4223 




Seq. No. 


13329 - 








Seq. ID 


OJ991001_01.0119.C21 


Gene No. 


28352 








Strand 




Start 


23032 








End 


23253 


Name 


OJ991001 01 


.0119 


,C21.o3 


.ts 


Method 


TBLASTX: Soybean 


Start 


988 








End 


4199 


GI 


none 








Score 


104 


Exons 


988. .1230, 


1029. 


.1208, 


1043. 


.1222, 1517 


..1786, 1539. .1739, 




2147. .2461, 


2174 


. .2461, 


2178 


..2462, 2735. .3025, 2742. .3014, 




2743. .3027, 


2746 


. .3033, 


4026 


..4199, 4027. .4149 



13940 



Seq. No. 13329 

Gene No. 28352 

Start 23032 . 

Name OJ 99100 1_01. 0119. C21.o9.tm 

Start 988 

GI none 

Exons '988. .1230, 1027. .1209, 1043 



End 

Method 
End 
Score 

1222, 1269.. 1310, 1517.. 1717, 
1542. .1718, 2738. .3061, 2746. .3033, 4009 .. 4 14 9, 4026 .. 4424 , 
4029. .4223, 4219. .4332 



Seq. ID OJ991001_01.0119.C21 
Strand 

23253 

TBLASTX: Maize 
4424 
100 



Seq. No. 13329 

Gene No. 28352 

Start 23032 

Name OJ991001_01 . 0119 . C21 . 06 . tw 

Start 1108 

GI none 

Exons 1108.. 1206, 1109.. 1189, 1269. 



OJ991001_01.0119.C21 
23253 

TBLASTX: Wheat 
1783 
78 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1319, 1511. .1783, 1539. .1721 



Seq. No. 13329 

Gene No. 28352 

Start 23032 

Name OJ991001_01 . 0119 . C21 . 06 . tm 

Start 1718 

GI none 

Exons 1718. .1786, 2150. .2461, 2171, 



Seq. ID OJ991001_01.0119.C21 
Strand 
End 

Method 
End 
Score 

.2461, 217E 



23253 

TBLASTX: Maize 

2462 

215 

.2462 



Pis 



Seq. No. 13329 
Gene No. 28352 
Start 23032 

Name OJ991001_01 . 0119 . C21 . 08 . tm 

Start 6017 
GI none 

Exons 6017.. 6082, 6098.. 6265, 6099, 

6528. .6626, 6528. .6635, 6529. 
7120. .7230, 7131. .7232, 7141, 
7361. .7468, 7529.-7594, 7545. 
7688..7789, 7691. .7795, 8044. 
8329..84S4, 8329.-8472, 8333. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6263, 6212 
.6627, 6726 
.7230, 7360 
.7598, 7549 
.8130, 8052 
.8455 



OJ991001 01.0119.C21 



23253 

TBLASTX: Maize 
8472 
59 

,6265, 6527. .6625, 

, 6839, 6731. . 6838, 

,7467, 7361. .7453, 

,7596, 7687. .7794, 

,8132, 8053. .8130, 



Seq. No. 13329 
Gene No. 28352 
Start 23032 

Name OJ991001_01 . 0119 . C21 . o4 . tc 

Start 6101 
GI none 

Exons 6101.. 6262, 6210.. 6263, 6501. 

6735. .6836, 7135. .7215, 7137. 
7364. .7450, 7545.-7598, 7552. 
8044. .8130, 8049. .8132, .8050. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991001 01.0119.C21 



23253 

TBLASTX: Cress 
8448 
65 

6635, 6535. .6636, 6734. .6838, 
7232, 7139.. 7240, 7360.. 7467, 
7590, 7678. .7794, 7688. .7789, 
8166, 8052. .8132, -8329. .8448 



Seq. No. 13329 

Gene No. 28352 

Start 23032 

Name OJ991001_01 . 0119 .C21 . 08 . ts 

Start 6107 

GI none 

Exons 6107.. 6268, 6108.. 6143, 6209. 



Seq. ID OJ991001_01.0119.C21 
Strand 

End 23253 

Method TBLASTX : Soybean 

End 8476 

Score 4 6 

.6265, 6525. .6629, 6525. .6629, 



13941 




6526.-6639, 6722. .6838, 6728. .6829, 6729. .6839, 6747. .6842, 
7131. .7184, 7141. .7185, 8052. .8132, 8053. .8130, 8329. .8454, 
8329.-8463, 8333.-8476 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13329 Seq. ID 

28352 Strand 

23032 End 

OJ991001JD1. 0119.C21.o4 .tw Method 

67 94 End' 

none Score 



OJ991001_01.0119.C21 
23253 

TBLASTX: Wheat 

7791 

66 



6794.. 6838, 6795.. 6839, 7131.. 7232, 7141.. 7230, 7360.. 7467, 
7364.-7438, 7545. .7598, 7549.-7599, 7678. .7791, 7688. .7789 



Seq. No. 13329 

Gene No. 28352 

Start 23032 

Name OJ991001_01 . 011 9 . C21 . o5 

Start 7186 

GI none 

Exons 7186.. 7230, 7188.. 7232, 
7564. .7599, 7678. .7791, 



Seq. ID OJ991001_01.0119.C21 
Strand 

End 23253 
.ts Method TBLASTX : Soybean 
End 7792 
Score 68 
7360. .7467, 7364.-7468, 7545. .7598, 
7681. .7791, 7688. .7792 



Seq. No. 
O Gene No. 

Start 
n\ Name 
ill Start 

GI 

1;=f Exons 



N Seq. No. 
Mi Gene No. 
Q Start 

Name 
!" Start 
i !s f GI 

Exons 



13329 
28352 
23032 

OJ991001J)1.0119.C21.ol3.tm 

10072 

none 

10072. .10140, 1007 6. .1014 4, 
10297. .10368, 17380. .17475, 
17559. .17 675, 17564. .17716, 
17 757. .17813, 17758. .17811, 
18026. .18109, 18206. .18322, 
19136. .1924 6, 19145 .. 1924 0, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
10287. .10370, 



OJ991001 01.0119.C21 



17390. 
17566. 
18019. 
18207. 
19149. 



.17452, 
, 17682, 
, 18108, 
,18320, 
, 19259 



23253' 

TBLASTX: Maize 
19259 
86 

10294. -10380, 
17392. .17457, 
17756. .17809, 
18026. .18118, 
18208. .18321, 



13329 
28352 
23032 

OJ9910'01_01.0119.C21.o9.ts 
10287 
none 

10287. .10370, 10297. .10368, 17299 
17564. .17671, 17566 .. 177 15, 17758 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991001 01.0119.C21 



23253 

TBLASTX : Soybean 
18115 
90 

17451, 17390. .17452, 
17811, 18026. .18115 



Seq. No. 13329 Seq. ID 

Gene No. 28352 Strand 

Start 23032 End 

Name OJ991001_01 . 0119 . C21 . 06 . ts Method 

Start 11806 End 

GI none Score 

Exons 11806. .12039, 1 1939 .. 12025 , 12094 .. 12282 , 12122 .. 12283, 
12295. .12456 



OJ991001_01.0119.C21 
23253 

TBLASTX : Soybean 
12456 
51 



Seq. No. 13329 Seq. ID OJ991001_01 . 0119 . C21 

Gene No. 28352 Strand 

Start 23032 End 23253 

Name OJ991001 01 . 0119.C21 . o2 . tc Method TBLASTX : Cress 



13942 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11815 
none 

11815. .12033, 11819. .12025, 
12190. .12477, 12191. .12283, 

13329 
28352 
23032 

OJ991001_01.0119.C21.o4.tm 

11816 

none 

11816. .12040, 11816. .12202, 
11940. .12173, 12098.. 12205 



End 12477 

Score 101 
12100. .12180, 12104. .12181, 
12305. .12415 

Seq. ID OJ991001_01.0119.C21 
Strand 

End 23253 

Method TBLASTX : Maize 

End 12205 

Score 255 
11818. . 12123, 11818. .12204, 



13329 
28352 
23032 

OJ991001JU. 0119.C21.o7 . tw 

11845 

none 

1184 5. .1204 8, 11858. .12025, 

13329 
28352' 
23032 

OJ991001_01.0119.C21.ol4.tm 

12211 

none 

12211. .12393, 12212.. 12394 

13329 
28352 
23032 

OJ991001_01.0119.C21.o8.tw 

12298 

none 

12298. .12477, 12502.. 12609 

13329 
28352 
23032 

OJ991001_01. 0119.C21.o3. tm 

12394 

none 

12394. .12783, 12394.. 12783 



13329 
28352 
23032 

OJ991001_01.0119.C21, 

12610 

none 

12610. .12834, 12820. . 
13076. .13165 



Seq. ID OJ991001_01.0119.C21 
Strand 

.End 23253 

Method TBLASTX : Wheat 

End 12264 

Score 65 
12094. .12264, 12104. .12181 

Seq. ID OJ991001_01.0119.C21 
Strand 

End 23253 

Method TBLASTX: Maize 

End 12394 

Score 122 



Seq. ID OJ991001_01.0119.C21 
Strand 

End 23253 

Method TBLASTX : Wheat 

End 12609 

Score 64 



Seq. ID OJ991001_01.0119.C21 
Strand 

End 23253 

Method TBLASTX: Maize 

End 12783 

Score 459 



Seq. ID OJ991001_01.0119.C21 
Strand 

End . 23253 
Method TBLASTX : Wheat 
End 13165 
66 



o2 . tw 

13164, 12824. .13009, 1284 4 .. 13011 , 



Score 



Seq. No. 
Gene No. 



13329 
28352 



Seq. ID OJ991001_01.0119.C21 
Strand 



13943 




Start 


23032 






End 


23253 




Name 


OJ991001 01.0119.C21 


. o2 . ts 


Method 


TBLASTX : Soybean 




Start 


12835 






End 


13332 




GI 


5509260 






Score 


130 




Exons 


12835. . 


13332, 12854 . 


. 1301z , 


13076. .13252 




GI Descrip. 














Seq. No. 


13329 






Seq. ID 


OJ991001 01.0119. 


C21 


Gene No. 


28352 






Strand 






Start 


23032 






End 


23253 




Name 


OJ991001 01.0119.C21 


. 08 . tc 


Method 


TBLASTX: Cress 




Start 


12946 






End 


13210 




GI 


none 






Score 


91 




Exons 


12946. . 


13209, 13079. 


. loZ 1U 








Seq. No. 


13329 






Seq. ID 


OJ991001 01.0119, 


,C21 


Gene No. 


28352 






Strand 






Start 


23032 






End 


23253 




Name 


OJ991001 01.0119.C21 


. o / . tm 


Method 


TBLASTX: Maize 




Start 


12985 






End 


13281 




GI 


none 






Score 


181 




Exons 


12985. . 


13281, 12986. 


. IoZdd 








Seq. No. 


13329 






Seq. ID 


OJ991001_01.0119. 


.C21 


Gene No. 


28352 






Strand 






Start 


23032 






End 


23253 




Name 


OJ991001 01.0119.C21 


. ol . ts 


Method 


TBLASTX : Soybean 




Start 


13783 






End 


14262 




GI 


none 






Score 


161 




Exons 


13783. . 


13929, 13954. 


. 14 Z bZ , 


13967. .14257 




Seq. No. 


13329 






Seq. ID 


OJ991001_01.0119, 


.C21 


Gene No. 


28352 






Strand. 






Start 


23032 






End 


23253 




Name 


OJ991001 01.0119.C21 


. o6 . tc 


Method 


TBLASTX: Cress 




Start 


13807 






End 


14247 




GI 


none 






Score ■ 


60 




Exons 


13807. . 


13929, 13951. 


1 A O A 1 

. 1 4 Z 4 / , 


13961. .14107, 14165. .14197 




Seq. No. 


13329 






Seq. ID 


OJ991001JD1.0119, 


.C21 


Gene No. 


28352 






Strand 






Start 


23032 






End 


23253 




Name 


OJ991001 01.0119.C21 


_ O 4-— . 

. oZ . tm 


Method 


TBLASTX: Maize 




Start 


13867 






End 


14293 




GI 


none 






Score 


569 




Exons 


13867. . 


14289, 13868. 


1 A O Cl O 








Seq. No. 


13329 






Seq. ID 


OJ991001_01.0119, 


. 1 


Gene No. 


28352 






Strand 






Start 


23032 






End 


23253 




Name 


OJ991001 01.0119.C21 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


13945 






End 


14496 




GI 


none 






Score 


42 




Exons 


13945. . 


14025, 13958. 


.14029, 


14032. .14298, 14132. .14281, 






14356. . 


14496 










Seq. No. 


13329 






Seq. ID 


OJ991001_01.0119, 


.C21 



13944 



Gene No. 28352 Strand 

Start 23032 • End 

Name OJ991001_01 . 0119 . C21 . olO . ts Method 

Start 14356 End 

GI none Score 

Exons 14356. .14631, 14455. .14535 



23253 

TBLASTX: Soybean 

14631 

194 



Seq. No. 13329 

Gene No. 28352 

Start 23032 

Name OJ991001_01 . 0119 . C21 . o3 . tw . 

Start 14569 

GI none 

Exons 14569. .14661, 14569 .. 14 64 9, 
14717. .15022 



Seq. ID OJ991001_01.0119.C21 
Strand 

End 23253 

Method TBLASTX : Wheat 

End 15022 

Score 53 
14629. .15018, 14656. .15021, 



Seq. No. 13329 

Gene No. 28352 

Start 23032 

Name OJ991001_01 . 0119 . C21 . o!2 . tm 

Start 14692 

GI none 

Exons 14692. .14931, 14693.. 14932 



Seq. ID OJ991001_01.0119.C21 
Strand 

End 23253 

Method TBLASTX: Maize 

End 14932 

Score 262 



Seq. No. 13329 

Gene No. 28352 

Start 23.032 

Name OJ991001_01 ; 0119 . C21 . ol . tm 

Start 14947 

GI none 

Exons 14947. .15372, 14 947 .. 15126, 
15391. .15666, 15392. .15649, 



Seq. ID OJ991001_01.0119.C21 
Strand 

End 23253 

Method TBLASTX : Mai ze 

End 15667 

Score 417 
15048. . 15371, 15377. .15409, 
15392. .15667 



Seq. No. 13329 

Gene No. 28352 

Start 23032 

Name OJ991001_01 . 0119 . C21 . olO . tm 

Start 15900 

GI none 

Exons 15900. .15962, 15901 16122 , 



Seq. ID OJ991001_01.0119.C21 
Strand 

End 23253 

Method TBLASTX: Maize . 

End 16192 

Score 215 
15901. .16191, 15977. .16192 



Seq. No. 13329 
Gene No. 28352' 
Start 23032 

Name OJ991001_01 . 0119 . C21 . o7 . tc 

Start 17380 
GI none 
Exons 17380. 

17758. 

19145. 



,17478, 17390. .17452, 
,17811, 18026. .18115, 
,19213, 19149. .19214 



Seq. ID OJ991001_01.0119.C21 
Strand 

End 23253 

Method TBLASTX : Cress 

End 19214 

Score 93 
17564 . . 17674, 17566. .17 67 9, 
18206. .18322, 18208 .. 18321, 



Seq. No. 13329 

Gene No. 28352 

Start 23032 

Name OJ991001_01 . 0119 . C21 . o9 . tw 

Start 17390 

GI none 



Seq. ID OJ991001_01.0119.C21 
Strand 

End 23253 

Method TBLASTX : Wheat 

End 19202 

Score 50 
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Exons 17390; .17452, 17392 .. 17442, 17557 .. 17715, 17564 .. 17674, 

17758. .17814, .18026. .18109, 1914 9. .19202 



Seq. No. 13329 
Gene No. 28352 
Start 23032 

Name OJ991001_01 . 0119 . C21 . o7 . ts 

Start 20061 
GI none 

Exons 20061. .20108, 20110 .. 20190, 

23019. .23093, 23020 .. 23238 , 
23079. .23243 



Seq. ID 
Strand 
End 

Method 
End . 
Score 

20124 

23021 



OJ991001 01.0119.C21 



23253 

TBLASTX: Soybean 
23243 
100 

20186, 23017. .23208, 
23239, 23075. .23242, 



Seq. No. 


13329 




Seq. ID 


OJ991001_01.0119.C21 


Gene No. 


28352 




Strand 




Start 


23032 




End 


23253 


Name 


OJ9910 


01__01. 0119. C21. oil. tm 


Method 


TBLASTX: Maize 


Start 


20073 




End 


23240 


GI 


none 




Score 


76 


Exons 


20073. 


.20120, 20089. .20166, 


20102. .201 


64, 20115. .20186, 




20116. 


.20193, 20234. .20260, 


20292. .203 


69, 23016. .23240, 




23019. 


.23186, 23020. .23238, 


23075. .232 


39 


Seq. No. - 


13329 




Seq. ID 


OJ991001_01.0119.C21 


Gene No. 


28352 




Strand 




Start 


23032 




End 


23253 


Name 


OJ991001 01.0119.C21.ol3.gp 


Method 


AAT/GAP 


Start 


23032 




End 


23253 


GI 


3724 1 


.R1084 


Score 


361 


Exons 


23032. 


.23253 






GI Descrip. 


M325282/gb|AAD17313| 6.0e- 


49 (AF12331 


0) NAC domain protein 




[Arabidopsis thaliana] >gi 


4325286 gb AAD17314 (AF123311) i 




domain 


protein NAM [Arabidopsis thaliana] 1 


Seq. No. 


13329 




Seq. ID 


OJ991001_01.0119.C21 


Gene No. 


28352 




Strand 




Start 


23032 




End 


23253 


Name 


OJ991001 01.0119.C21.o5.tc 


Method 


TBLASTX: Cress 


Start 


23032 




Encf . 


23243 


GI 


none 




Score 


113 


Exons 


23032. 


.23241, 23032. .23241, 


23079. .232 


43 



Seq. No. 13330 Seq. ID 

Gene No. 28353 Strand 

Start 1 End 

Name 0 J9 9 1 0 0 1_0 1.0119.C22.ol.gp Method 

Start 1 End 

GI 3724_1.R1084 Score 

Exons 1..34, 127. .292, 813. .1172 

GI Descrip. ' 4325282/gb | AAD17313 | 6.0e-49 (AF123310) NAC domain protein NAM 
[Arabidopsis thaliana] >gi_4325286_gb_AAD17314_ (AF123311) NAC 
domain protein NAM [Arabidopsis thaliana] 1 



OJ991001_01.0119.C22 
+ 

1172 
AAT/GAP 
1172 
1024 



Seq. No. 13330 Seq. ID 

Gene No. 28353 Strand 

Start 1 End 

Name OJ991001_01 . 0119 . C22 . ol . np Method 



OJ991001_01.0119.C22 
+ 

1172 
AAT/NAP 
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biart 


1 


End 


940 




GI 


729882 


Score 


456 




Exons 


1..34, 127. .292, 813. .940 








GI Descrip. 


CASEIN KINASE II BETA 1 CHAIN 


(CK II) gi|1076300|pir| IS47968 






casein kinase II (EC 2.7.1.-) 


beta chain CKB2 - Arabidopsis 






thaliana gi 1467975 (U03984) casein kinase II beta subunit CJ 






[Arabidopsis thaliana] gi | 2245122 | emb | CAB10544 . 1 | (Z97343) 






casein kinase II beta chain CKB2 [Arabidopsis thaliana] 




O **** M 

beq . no . 


13330 


Seq. ID 


OJ991001_01.0119.C22 




Gene No. 




Strand 


+ 




Start 


1692 


End 


8367 




Name 


OJ991001 01.0119.C22.o2.tm 


Method 


TBLASTX: Maize 




O LdlL 


11 


End 


958 






none 


Score 


35 




Exons 


11. .34, 13. .33, 119. .292, 126 


..296, 126. .296, 127. .297, 






812. .958, 814. .957 








Seq. No. 


1 "5 "5 
1 jjjU 


Seq. ID 


OJ991001_01.0119.C22 




Gene No. 


28354 


Strand 


+ 




Of -> vf 


1692 


End 


8367 




Name 


OJ991001 01.0119.C22.ol. tc 


Method 


TBLASTX: Cress 


: c: 


otart 


126 


End 


937 






none 


Score 


305 


a i 
= P: 


Exons 


126. .296, 127. .297, 812. .937, 


814. .930 




. i 5 

s i ! 


Seq. No. 


13330 


Seq. ID 


OJ991001_01.0119.C22 


! ~! 


Gene No. 


28354 


Strand 


+ 




OH i y~ -1- 

btart 


1692 


End 


8367 


:if 


Name 


OJ991001 01.0119.C22.o2.ts 


Method 


TBLASTX :Soybean 


= i 


b tart. 


126 


End 


937 






none 


Score 


293 


5 


Exons 


126. .296, 127. .297, 812. .937, 


812. .937 




*? 

A 


beq . no . 


13330 


Seq. ID 


OJ991001_01.0119.C22 




Gene No. 


28354 


Strand 


+ 


ss 


Start 


1692 


End 


8367 " 


:! 


Name 


"OJ991001 01.0119.C22.o2.np 


Method 


AAT/NAP ■* 




bt art 


1692 


End 


7068 




C T 


3668087 


Score 


1042 




Exons 


1692.. 1729, 3774.. 4429, 6535. 


.6793, 6901.. 7068 




bi Ucscrip . 


(AC004 667) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


13330 


Seq. ID 


OJ991001_01.0119.C22 




Gene No. 


28354 


Strand 


+ 




bt art 


1692 


End 


8367 




Name 


OJ991001 01.0119.C22.o2.gs 


Method 


GENSCAN 




btart 


3639 


End 


8282 




C T 


none 


Score 


.76 




TP if c 


3639. .4429, 6535. .6793, 6901. 


.7070, 8039. .8282 




Seq. No. 


13330 


Seq. ID 


OJ991001_01.0119.C22 




Gene No. 


28354 


Strand 


+ 




Start 


1692 


End 


8367 




Name 


OJ991001 01.0119.C22.ol.tm 


Method 


TBLASTX: Maize 




Start 


4059 


End 


7128 




GI 


none 


Score 


77 
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Exons 



4059. .4211, 4062. .4217, 4062. 

4125. .4223, 4127. .4435, 4166. 

4213. .4434, 4278.-4436, 4278. 

4296..4448, 6532.. 6579, 6533. 

6539.. 6700, 6548.. 6709, 6581. 

6616. .6711, 6897. .6977, 6898. 
7096. .7128 . 



,4223, 4062. 

,4435, 4166. 

,4436, 4281. 

,6793, 6536. 

,6712, 6616. 



.4199, 4080. .4211, 

.4399, 4169. .4366, 

,4436, 4296. .4436, 

,6709, 6539.. 6712, 

.6795, 6616.. 6693, 



,7080, 6899. .7084, 7071. .7124, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 
Gene No, 

;S « Start 
Name 

w Start 

yl GI 

1=11 Exons 



13330 
28354 
1692 

OJ991001_01.0119.C22.ol.ts 

4062 

none 

4062. .4199, 4080. .4220, 4086. 
4217. .4435, 4278. .4400, 4281. 
4356. .4442, 6506. .6793, 6533. 
6537.. 6617, 6616.. 6795, 6619. 

13330 
28354 
1692 

OJ991001_01.0119.C22.o2.tc 

4062 

none 

4062. .4190, 4086. .4208, 4163. 
4295. .4435, 4296.-4436, 6532. 
6619. .6723 



Seq. ID OJ991001_01.0119.C22 

Strand + 

End 8367 

Method TBLASTX : Soybean 

End 7053 

Score 69 

.4211, 4163. .4312, 4169. .4366, 
.4436, 4296. .4436, 4356. .4436, 
.6793, 6536.. 6709, 6537.. 6794, 
.6693, 6745. .6795, 6883.. 7053 

Seq. ID OJ991001_01.0119.C22 

Strand + 

End 8367 

Method TBLASTX : Cress 

End-, 6723 

Score 74 

.4327, 4226.-4399, 4278. .4400, 
.6576, 6533.. 6721*, 6584.. 6709, 



Seq. No. 13330 

Gene No. 28354 

Start 1692 

Name OJ991001_01 . 0119 . C22 . o2 . gp 

Start 6669 

GI none 

Exons 6669.. 6793, 6901.. 7153 

Seq. No; 13330 
Gene No. ' 28354 

Start 1692 

Name OJ991001_01 . 0119 . C22 . o3 . gp 

Start 7185 

GI none 

Exons 7185. .7634 



Seq. ID OJ991001_01.0119.C22 

Strand + 

End 8367 

Method AAT/GAP 

End 7153 

Score 664 



Seq. ID OJ991001_01.0119.C22 

Strand + 

End 8367 

Method AAT/GAP 

End 7634 

Score 861 



Seq. No. 
Gene No. 
Start 
Name' 
Start 
.GI 
Exons 

GI Descrip. 



Seq. No. 
Gene No. 



13330 Seq. ID OJ991001_01 . 011 9 . C22 

28354 Strand + 

1692 End 8367 

OJ991001_01. 0119.C22 .o4 .gp Method AAT/GAP 

8173 End 8367 

20266_1.R1084 Score 327 

8173. .8367 

'3258570 9.0e-17 (U89959) Unknown protein [Arabidopsis 
thaliana] 1 



13331 
28355 



Seq. ID OJ991001_01.0119.C23 
Strand + 
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Start 1 End 2637 

Name OJ991001_01 . 0119 . C23 . ol . np Method AAT/NAP 

Start 1 End 2457 

GI 3258570 Score 1030 

Exons 1..99, 708. .1074, 1686. .1803, 1984. .2235, 2401. .2457 

GI Descrip. (U89959) Unknown protein [Arabidopsis thaliana] 



Seq. No. 


13331 




Seq. ID 


OJ991001^01.0119. 


C23 


Gene No. 


28355 




Strand 


+ 




Start 


1 




End 


2637 




Name 


OJ991001 01.0119.C23.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


6 




End 


2145 




GI 


none 




Score 


101 




Exons 


6. .98, 8. .97, 692. .1039 


, 706 


.1038, 713. .1039, 1680. .1769, 




1681.. 18 03, 2011.. 2082, 


2086 


.2145 






Seq. No. 


13331 




Seq. ID 


OJ991001_01.0119. 


C23 


Gene No. 


28355 




Strand 


+ 




Start 


1 




End 


2637 




Name 


OJ991001 01 0119 C23 ol 


. gs 


Method 


GENSCAN 




Start 


39 _ 




End 


2460 




GI 


none 




Score 


.86 




F.ynn^ 

L*i \J 1 1 


39 99. 708 1038. 1683 


..1803, 2020. .2235, 2401. .2460 




Sea No 


13331 




Seq. ID 


OJ991001JD1.0119. 


C23 


Gene No. 


28355 




Strand 


+ 




Start 


1 




End 


2637 




Name 


OJ991001 01.0119.C23.ol 


.tc 


Method 


TBLASTX : Cress 




Start 


39 




End 


1039 




GI 


none 




Score 


62 




Exons 


39. .98, 714. .926, 719.. 


1039, 


730. .1038 






Seq. No. 


13331 ' 




Seq. ID 


OJ991001_01.0119. 


C23 


Gene No. 


28355 




Strand 


+ 




Start 


1 




End 


2637 




Name 


OJ991001 01.0119.C23.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


721 




End 


1039 




GI 


none 




Score 


58 




Exons 


721. .891, 721. .1032, 722. .1039 






Seq. No. 


13331 




Seq. ID 


OJ991001_01.0119. 


C23 


Gene No. 


28355 




Strand 


+ 




Start 


1 




End 


2637 




Name 


OJ991001 01.0119.C23.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


727 




End 


2463 




GI 


none 




Score 


508 




Exons 


727. .1038, 728. .1039, 732. .1040, 1676. 


.1783, 1677. .1802, 






1680. .1772, 1681. .1803, 


2005. 


.2157, 2019.. 2156, 2136.. 2174, 




2160.. 2225, 2397.. 2459, 


2398. 


.2463 






Seq. No. 


13331 




Seq. ID 


OJ991001_01.0119. 


C23 


Gene No. 


28355 




Strand 


+ 




Start 


1 




End 


2637 




Name 


OJ991001 01.0119.C23.ol 


.gp 


Method 


AAT/GAP 




Start 


2023 




End 


2637 




GI 


uC-osf Icypll7al0al 




Score 


832 




Exons 


2023.. 2235, 2401.. 2637 
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GI Descrip. -'3258570 5.0e-20 (U89959) Unknown protein [Arabidopsis 
thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13332 
28356 
1 

OJ991111__05. 0125.Cl.ol.np 
1 

6901643 
1. .222 

(AF069529) Rz lysis protein [Bacteriophage HK97] 



Seq. ID OJ991111_05.0125.C1 

Strand + 

End 659 

Method AAT/NAP 

End 222 

Score 347 



Seq. ID OJ991111_05.0125.C1 
Strand + 

659 

GENSCAN 
559 
.4 



End 

Method 

End 

Score 



13332 
28356 
1 

OJ991111_05. 0125.Cl.ol.gs 
91 

none 

91. .180, 397. .559 

13332 
28356 
1 

OJ991111_05.0125.Cl.o2.np 
388 

2120256 
388. .659 

rha protein - phage phi-80 gi 11019108 (L40418) alternate start 
at bp 59; ORF [Bacteriophage phi-80] 



Seq. ID OJ991111_05.0125.C1 

Strand + 

End 659 

Method AAT/NAP 

End 659 

Score 453 



13333 
28357 
71 

OJ991111__05. 0125.C2.ol.gp 
71 

65969JL. R1084 
71. .416 

'5852170/emb| AL117265.il OST17804 1.0e-149 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : 1 17804 1 



Seq. ID OJ991111_05.0125.C2 
Strand 

416 

AAT/GAP 
416 
622 



End 

Method 

End 

Score 



13333 
28358 
3023 

OJ991111_05.0125.C2.o2.gs 

3023 

none 



Seq. ID OJ991111_05.0125.C2 
Strand 

End 3730 

Method GENSCAN 

End 3730 

Score .93 



3023. .3093, 3217. .3426, 3511. .3582, 3676. .3730 



Seq. No. 13333 

Gene No. 28359 

Start 5079 

Name O J9 9 1 1 1 1_0 5.0125.C2.ol.tm 

Start 3198 

GI none 
Exons 



Seq. ID OJ991111_05.0125.C2 
Strand 

End 12803 

Method TBLASTX : Mai ze 

End 3727 

Score 127 



3198. .3377, 3215. .3409, 3269. .3406, 3512. .3580, 3513. .3566, 
3659. .3727 
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Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13333 
28359 
5079 

OJ991111_05.0125.C2.ol.tc 

3215 
none 



Seq. ID OJ991111_05.0125.C2 
Strand 

End 12803 

Method TBLASTX : Cress 

End 3725 

Score 81 



3215. .3400, 3234. .3395, 3476. .3580, 3513. .3566, 3674. .3724, 
3687. .3725 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13333 
28359 
5079 

OJ991111_05.0125.C2.ol. ts 

3215 

none 



Seq. ID OJ991111_05.0125.C2 
Strand 

End 12803 

Method TBLASTX : Soybean 

End 3721 

Score 79 



3215. .3400, 3216. .3386, 3512. .3580, 3513. .3566, 3659. .3721 



13333 
28359 
5079 

OJ991111_05.0125.C2.ol.tw 

3244 
none 



Seq. ID OJ991111_05.0125.C2 
Strand 

End 12803 

Method TBLASTX : Wheat 

End 3718 

Score 117 



3244.. 3396, 3245.. 3400, 3246.. 3386, 3269.. 3397, 3476.. 3580, 
3483. .3566, 3517. .3582, 3674. .3718 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 
Gene No. 
Start 
Name 



13333 
28359 
5079 

OJ991111_05.0125.C2.o3.gs 

5079 
none 

5079. .5317, 5795. . 6008 



Seq. ID OJ991111_05.0125.C2 
Strand 

End 12803 

Method GENSCAN 

End 6008 

Score 1 



13333 
28359 
5079 

■~.OJ991111_05.0125.C2.ol.np- 
5243 
6523547 
5243.. 5291, 11087.. 12320 

(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carteri f . nagariensis] 



Seq. ID OJ991111_05.0125.C2 
Strand 

End 12803 

Method AAT/NAP 

End 12320 

Score 365 



13333 
28359 
5079 

OJ991111_05.0125.C2.o4 . gs 

8651 

none 



Seq. ID OJ991111_05.0125.C2 
Strand 

End 12803 

Method GENSCAN 

End 12803 

Score .46 



8651. .9106, 10849. . 11053, 11122 .. 11215, 11309 . .11603, 
11971. .12174, 12670. .12803 



13333 
28359 
5079 

OJ991111_05.0125.C2 ,o2.gp 



Seq. ID OJ991111_05.0125.C2 
Strand 

End 12803 

Method AAT/GAP 



13951 



Start 


9205 




End 


9317 




GI 


uC-osflcyp088b!2bl 




Score 


166 




F von ^ 


9205. .9317 










VJJ X O V-f J. -L- • 


, 5257255/dbj IAP000364 . 1 IAP000364 3. Oe- 


36 Oryza sativa genomic 




DNA, chromosome 8, clone : P0026F07 1 






Seq. No. 


13334 




Seq. ID 


OJ991111_05 


.0125.C3 


Gene No. 


28360 




Strand 


+ 




Start 


927 




End 


2135 




Name 


OJ991111 05.0125.C3.ol. 


OS 


Method • 


GENSCAN 




Start 


927 




End 


2135 




GI 


none 




Score 


.62 




F von <=; 


927. .1112, 1303. .1450, 


1748. 


.1901, 2113. .2135 




Seq. No. 


13334 




Seq. ID 


OJ991111_05 


. 0125 ,C3 


Gene No. 


28361 




Strand 






Start 


2007 




End 


2830 




Name 


OJ991111 05.0125.C3.ol. 


gp 


Method 


AAT/GAP 




Start 


2007 




End 


2296 




GI 


3762588 




Score 


536 




F. von <3 


2007. .2296 












13334 




Seq. ID 


OJ991111_05 


0125 C3 


ripnp No 


28361 




Strand 






Start 


2007 




End 


2830 




Name 


OJ991111 05.0125.C3.o2. 


gp 


Method 


AAT/GAP 




o Lai u 


2163 




End 


2784 






29287 1.R1084 




Score 


806 






2163. .2653, 2758. .2784 










f^T PlPQp'r'i n 


1 1084 427/oir 1 IS54832 3 


Oe-28 


gipl protein - garden 


petunia 




>gi_825524_emb_CAA60677 


(X87225) gipl 


[Petunia x 


hybrida] 1 


^(^o* No 


13334 




Seq. ID 


OJ991111_05 


. 0125 .C3 


Gene No. 


28361 




Strand 






Start 


2007 




End 


2830 




Name 


OJ991111 05.0125.C3.o3. 


gp 


Method 


AAT/GAP 




Start 


2223 




End 


2830 




GI 


29287 1 . R1084 




Score 


805 




F von c* 


2223.72653, 2758.. 2830 










VJJ _L i_/ v3 O J. J. L> . 


'1084427/pir| | S54832 3. 


Oe-28 


gipl protein - garden 


petunia 




> g i_8 2 5 5 2 4 _emb_C AA 6 0 6 7 7 


(X87225) gipl 


[Petunia x 


lybrida] ' 


Seq. No. 


13334 




Seq. ID 


OJ991111_05 


0125 C3 


Gene No. 


28361 




Strand 






Start 


2007 




End 


2830 




Name 


OJ991111 05.0125.C3.o2. 


gs 


Method 


GENSCAN 




Start 


2393 




End 


2829 




GI 


none 




Score 


.99 




F, von ^ 


2393. .2653, 2758. .2829 










Q^rr Wo 


13334 




Seq. ID 


OJ991111_05 


.0125. C3 


Gene No. 


28361 




Strand 






Start 


2007 




End 


2830 




Name 


OJ991111 05.0125.C3.ol. 


np 


Method 


AAT/NAP 




Start 


2396 




End 


2731 




GI 


1084427 




Score 


312 




Exons 


2396. .2731 











13952 




GI Descrip. gipl protein - garden petunia gi | 825524 | emb | CAA6067 7 | (X87225) 
gipl [Petunia x hybrida] 



O " ^ • LN \J . 


13334 




Seq. ID 


OJ991111_05.0125. 




VJC11C LNU • 


28362 




Strand 






Start 


4855 




End 


5030 




Name - 


OJ991111 05 0125 


C3 ol t 


Method 


TBLASTX: Soybean 




Start 


2390 _ 




End 


2590 




GI 


none 




Score 


46 




Exons 


2390.. 2590, 2397 


..2426, 2474. 


.2542, 2478. .2588 




Sea No 


13334 




Seq. ID 


OJ991111_05.0125. 


,C3 




28362 




Strand 






Start 


4855 




End 


5030 




Name 


OJ991111 05.0125 


. C3 . ol . tc 


Method 


TBLASTX: Cress 




Start 


2393 ~ 




End 


2584 




GI 


none 




Score 


50 




Exons 


2393.-2584, 2397, 


..2426, 2474. 


.2542, 2478. .2582, 2497. .2574 


Sea No 


13334 




Seq. ID 


OJ991111JD5.0125. 


CI 


Hprip No 


28362 




Strand 






Start 


4855 




End 


5030. 




Name 


OJ991111 05 0125 


CI nl tw 


Method 


TBLASTX: Wheat 






j ^ o 




End 


2584 




GI 


none 




Score 


177 




Exons 


2393. .2584 










uCVj ■ INU • 


X J O O 1 




Seq. ID 


OJ991111_05.0125. 






2R ^6? 




Strand 






Start 


4855 




End 


5030 




Name 


nj^91 111 OS 01 ? S 


. L/ -J ■ Ul ■ 1 ILL 


Method 


TBLASTX : Maize 




Start 


2393 _ 




End 


2590 




GI 


none 




Score 


57 




Exons 


2393.. 2590, 2394. 


,.2426, 2478. 


.2588, 2497. .2589 




Seq. No. 


13334 




Seq. ID 


OJ991111_05.0125. 


C3 


Gene No . 


28362 




Strand 






Start 


4855 




End 


5030 




Name 


OJ991111 05.0125. 


, C3.o4 .gp 


Method 


AAT/GAP 




Start 


4567 




End 


4762 




GI 


24989 1.R1084 




Score 


272 




F.xnns ■ 


4567. .4762 










GI Descrip. 


, 5042437/gb|AC00778 9. 1 IAC0077J 


39 2.0e-13 Oryza sativa BAC 


: t^ 




genomic sequence, 


complete sequence 1 






Sea No 


13334 




Seq. ID 


OJ991111_05.0125. 


C3 




28362 




Strand 






Start 


4855 




End 


5030 




Name 


OJ991111 05.0125. 


C3 . o3 . gs 


Method 


GENSCAN 




Start 


4855 




End 


5030 




GI 


none 




Score 


.63 




Exons 


4855. .5030 










Seq. No. 


13335 




Seq. ID 


OJ991111_05.0125. 


C4 


Gene No. 


28363 




Strand 


+ 




Start 


3904 




End 


4182 




Name 


OJ991111 05.0125. 


C4 .o2.gp 


Method 


AAT/GAP 





13953 



Start 3904 End 4182 

GI 61605_3.R1084 Score 346 

Exons 3904.. 4182 

GI Descrip. 1 1402920/emfo | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] ' 



Seq. No. 13335 Seq. ID 

Gene No. 28364 - Strand 

Start' 7524 End 

Name OJ991111_05 . 0125 . C4 . ol . np Method 

Start 7524 End 

GI 4206306 Score 

Exons 7524.. 7621, 7948.. 11784 
GI Descrip. (AF049110) prpol [Zea mays] 



OJ991111_05.0125.C4 
+ 

11784 
AAT/NAP 
11784 
3122 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
, ai GI Descrip. 

'kul 

W 

\'\\ Seq. No. 
!==• Gene No. 
; =S J Start 
m Name 

Start 
fjj GI 

Exons 



13335 Seq. ID 

28364 Strand 
7524 End 
OJ991111_05.0125.C4 .o4 . gp Method 
8195 End 
uC-osflM202098c02bl Score 
8195. .8464 . 

•4378066/gb|AAD19359.1| 2.0e-13 (AF098806) polyprotein [Sorghum 
bicolor] >gi_4 680208_gb_AAD27571. 1_AF114 17 1_12 (AF114171) 
polyprotein [Sorghum bicolor] 1 



OJ991111_05.0125.C4 
+ 

11784 
AAT/GAP 
8464 
474 



13335 
28365 
12711 

OJ991111_05.0125.C4 .o2.gs 

12711 

none 

12711. .12816, 13306. .13381, 
14972. .15232 



Seq. ID OJ991111_05.0125.C4 

Strand + 

End ■ 15232 

Method GENSCAN 

End 15232 

Score .89 
13700. .13734, 14 678 14 961, 



Seq. No. 13335 Seq. ID 

Gene No. 28366 Strand 

Start : 6116 End 

Name * OJ991111_05 . 0125 . C4 . o7 . tw Method 

Start 3542 End 

GI none Score 
Exons 3542.. 3832 



OJ991111_05.0125.C4 
20015 

TBLASTX: Wheat 

3832 

188 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



13335 
28366 
6116 

OJ991111_05.0125.C4 .o3.np 



OJ991111 05. 0125. C4 



Seq. ID _ 
Strand 

End 20015 
Method AAT/NAP 
6116 End 20015 

6016874 -Score 39 

6116. .6185, 6588. .6666, 8537. .8674, 11716 .. 11851, 19755. .20015 
(AP000570) ESTs C19143 (E10020 ) , D2507 6 (R311 6) correspond to a 
region of the predicted gene.; Similar to putative AC 9 
transposase. (P03010) [Oryza sativa] 



13335 
28366 
6116 



Seq. ID 

Strand 

End 



OJ991111 05. 0125. C4 



20015 



13954 



Name 

Start 

GI 

Exons 



OJ991111_05 . 0125 . C4 . o5 . tw Method 
8099 End 
none Score 
8099. .8230, 8236. .8457, 8237. .8458 



Seq. No. 13335 

Gene No. 28366 

Start 6116 

Name OJ991111_05 . 0125 . C4 . ol . tw 

Start 8663 

GI none 

Exons 8663.. 9118, 8689.. 9117 



TBLASTX: Wheat 

8458 

88 



Seq. ID OJ991111_05.0125.C4 
Strand 

End 20015 

Method TBLASTX : Wheat 

End 9118 

Score 481 



.: a: 

u 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13335 
28366 
6116 

OJ991111_05.0125.C4 .ol.tm 

8792 

none 

8792. .9148, 8857. .9147 

13335 
28366 
6116 

OJ991111_05.0125.C4 .o2.tm 

9176 

none 

9176. .9559, 9199. .9546 . 

13335 
28366 
6116 

OJ991111_05 .0125.C4 . o2 . tw 

9233 

none 

9233..96S2, 9233.. 9445, 9286. 

13335 
28366 
6116 

OJ991111_05.0125.C4 .ol.ts 

9278 

none 

9278. .9661, 9328. .9435 



Seq. No. 13335 

Gene No. 28366 

Start 6116 

Name OJ991 111_05 . 0125 . C4 . o2 . ts 

Start 9917 

GI none 

Exons 9917.. 10297, 10066.. 10284 

Seq. No. 13335 

Gene No. 28366 

Start 6116 

Name OJ991111 05 . 0125 . C4 . o3 . tw 



Seq. ID OJ991111_05.0125.C4 
Strand 

End 20015 

Method TBLASTX: Maize 

End 9148 

Score 412 



Seq. ID OJ991111_05.0125.C4 
Strand 

End 20015 
Method TBLASTX : Mai ze 
End ' 9559 

Score 399 



Seq. ID OJ991111_05.0125.C4 
Strand 

End 20015 

Method TBLASTX : Wheat 

End 9652 

Score 448 
.9546, 9467. .9634 

Seq. ID OJ991111_05.0125.C4 
Strand 

End 20015 

Method TBLASTX : Soybean 

End 9661 

Score 271 



Seq. ID OJ991111_05.0125.C4 
Strand 

End 20015 

Method TBLASTX : Soybean 

End 10297 

Score 213 



Seq. ID OJ991111_05.0125.C4 
Strand 

End 20015 

Method TBLASTX : Wheat 



13955 



Start 
GI 

Exons 



9928 End 10360 

none Score 314 

9928.. 10041, 9929.. 10360, 10069.. 10359 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13335 
28366 
6116 

OJ991111_05.0125.C4.o3.tm 

10562 

none 



Seq. ID OJ991111_05.0125.C4 
Strand 

End 20015 

Method TBLASTX: Maize 

End 11020 

Score 363 



10562. .11020, 10625. .10837, 10669.. 10881 



Seq. No. 13335 

Gene No. 28366 

Start 6116 

Name OJ991111_05 . 0125 . C4 . o4 . tw 

Start 10670 

GI none 

Exons 10670. .11059, 10919.. 11050 



Seq. ID OJ991111_05.0125.C4 
Strand 

End 20015 

Method TBLASTX : Wheat 

End 11059 

Score 262 



Seq. No. 13335 

Gene No. 28366 

Start 6116 

Name OJ991111_05 . 0125 . C4 . o3 . ts 

Start 10832 

GI none 
Exons 



Seq. ID OJ991111_05.0125.C4 
Strand 

End 20015 

Method TBLASTX : Soybean 

End 11208 

Score 97 



10832. .10975, 10982 11110, 11095.. 11208 



Seq. No. 13335 

Gene No. 28366 

Start 6116 

Name OJ991111_05 . 0125 . C4 . o5 . tm 

Start 11021 

GI none 
Exons 



Seq. ID OJ991111_05.0125.C4 
Strand 

End 20015 

Method TBLASTX : Mai ze 

End 11193 

Score 114 

11021. .11101, 11023. . 11106, 11094 .. 11192, 11101. .11193 



Seq. No. 13335 

Gene No. 28366 

Start 6116 

Name OJ991111_05 . 0125 . C4 . 06 . tw 

Start 11179 

GI none 
Exons 



Seq. ID OJ991111_05.0125.C4 
Strand 

End 20015 

Method TBLASTX: Wheat 

End 11775 

Score 102 



11179. .11298, 11326. .11457, 11650. .11775 



Seq. No. 13335 

Gene No. 28366 

Start 6116 

Name OJ991111_05 . 0125 . C4 . o4 . tm 

Start 11224 

GI none 

Exons 11224. .11466 



Seq. ID OJ991111_05.0125.C4 
Strand 

End 20015 

Method TBLASTX : Mai ze 

End 11466 

Score 203 



Seq. No. 13335 

Gene No. 28366 

Start 6116 

Name OJ991111_05 . 0125 . C4 . 06 . tm 

Start 11473 



Seq. ID OJ991111_05.0125.C4 
Strand 

End 20015 

Method TBLASTX : Maize 

End 11733 



13956 




bl 


none 


Score 


i yu 




Exons 


1 1 4 / o . . 1 1 / J J , 1104 1 . . 11 / Uo 








Seq, No. 


1 3 JOJ 


Seq. ID 


OJ991111_05.0125 




Gene No. 


28366 


Strand 






Start 


6116 


End 


20015 




Name 


OJ991111 .05. 0125. C4 .o2.np 


Method 


AAT/NAP 




Start 


12693 


End 


16926 ' * 




bl 


5420389 


Score 


125 




Exons 


12693. .12723, 14 691 .. 15211 , 


16688. .16926 




GI Descrip. 


(AJ243460) proteophosphoglycan [Leishmania major] 




Seq. No. 


13335 


Seq. ID 


OJ991111_05.0125 




Gene No. 


28366 


Strand 






Start 


6116 


End 


20015 




Name 


OJ991111 05.0125.C4.o3.gs 


Method 


GENSCAN 




btart 


16666 


End 


19943 




bl 


none 


Score 


.76 




Exons 


16666. .16848, 16981 .. 17343, 


17869. .18061, 18124. .18259, 






19203. .19333, 19792.. 19943 








beq. no. 


13336 


Seq. ID 


OJ991111_05.0125 


.C5 


Gene No. 


28367 


Strand 


+ 




Start 


55 


End 


1363 




Name 


OJ991111 05.0125.C5.ol.gs 


Method 


GENSCAN 




Start 


55 


End 


1363 




GI 


none 


Score 


.47 




Exons 


55. .132, 137. .232, 298. .360, 


372. .486, 


498. .588, 809. .987, 




1284. .1363 








Seq. No. 


13337 


Seq. ID 


OJ991111_05.0125 


.C6 


Gene No. 


28368 


Strand 






Start 


9 


End 


1715 




Name 


OJ991111 05.0125.C6.ol.np 


Method 


AAT/NAP 




C +- -s +- 

otart 


9 


End 


1715 




bl 


3582021 


Score 


778 




Exons 


9.. 4-99, 538.. 729, 812.. 1581, 


1629. . 1715 




ui Ucscnp. 


(Y09423) cytochrome P450 [Nepeta racemosa] 




beq. no. 


13337 


Seq. ID 


OJ991111_05.0125 


.C6 


Gene No. 


28369 


Strand 






Start 


2690 


End 


4006 




Name 


OJ991111 05.0125.C6.ol.tc 


Method 


TBLASTX: Cress 




otart 


75 


End 


1469 




bl 


none 


Score 


63 




Exons 


75. .236, 106. .237, 279. .491, 


555. . 677, 


587. .682, 594. .677, 




1344. .1469 








Seq. No. . 


13337 


Seq. ID 


OJ991111_05.0125 


.C6 


Gene No. 


28369 


Strand 






Start 


2690 


End 


4006 




Name 


OJ991111 05.0125.C6.ol.tw 


Method 


TBLASTX: Wheat 




Start 


99 


End 


374 




GI 


none 


Score 


107 




Exons 


99. .236, 100. .237, 240. .374, 


241. .363 






Seq. No. 


13337 


Seq. ID 


OJ991111_05.0125 


.C6 



13957 



Gene No. 


28369 


Strand 






otdiL, 


9 £ on 
z o y u 


XT Y~i rA 


a n r\ a 
4 UU b 




Name 


htqqi 1 1 1 or n 1 9 r r*a ^ 1 4-m 


Metnoa 


1 BLAb l a : Maize 




Of -1 yf 


i n r 


rjna 


b / y 




PT 


none 


Score 


1 1 






1 fi R 0*\& 1 9"3"7 OT3 /1Q1 

iuj. .zjD/ iud. . z j / , z / o . . 4 y i , 


CO'] CTQ 

Do / . . o / y 






beq. no. 


1 ^ ^ ^ i " 
ljjj / 


beq. id 


r\TQ01 1 1 1 A R O 1 O R 

ujyyiin uo.uizo 


. Cb 


Gene No. 


28369 


Strand 






Start 


2690 


End 


4006 




Name 


HTQQ1 1 1 i n r ni9R p£ ni +-c? 

UUyyilll Uj . U1<LJ .LO .Ol . IS 


Method 


i DLAb i a : boyoean 




C 4- -a v-+- 

b tart 


i n r 


IT 1 v-i j-i 


1 4 by 




PT 


none 


Score 


y b 




Exons 


TOR 9 ^ £ 1 H £ 977 977 /I Q1 


0 DO . . o / o , 


RQ7 cn C Q Q A 

oo/..b/b, o y 4 . . 


i n a a 
1U b4 , 




1 n«Q 1 1 Q7 1 OQQ 

. ± ±yo f IZr j . . 1 O y 








Seq. No. 


13337 


Seq. ID 


OJ991111_05.0125 


.C6 


Gene No. 


28369 


Strand 






Of- a rt" 
DLdl L 


9 6QD 

Z, O _7 VJ 




4 u U D 




Name 


n tqqi 111 nR n i 9 r r* £ rrc* 


Method 


f I? M C 7\ \7 




o car u 


9 £ Qfl 




4 U U b 




PT 


none 


Score 






Exons 


9£Qfi 9*7HQ yinnC 
Z 0 y U . . Z I U O , Oobl..4UUb 








beq. no. 


13338, 


Seq. ID 


ojyyiiii 05.0125 


. C / 


Gene No. 


28370 ■ 


Strand 


+ 




Start 


727. 


End 


7373 




Name 


OJ991111 05.0125.C7.ol.np 


Method 


AAT/NAP 




otiar t 


727 


End 


4279 




P T 


6016718 


Score 


474 




Exons 


727. .873, 1256. .1442, 1896. .2211, 4238. 


.4279 




GI Descrip. 


(AC009325) hypothetical, protein [Arabidopsis thaliana] 




beq. in o . 


13338 


Seq. ID 


OJ991111_05.0125 


.C7 




28370 


Strand 


+ 




Start 


727 


End 


7373 




Name 


OJ991111 05.0125.C7.ol.gs 


Method 


GENSCAN 




Start 


732 


End 


7373 




GI 


none 


Score 


.73 




Exons 


732. .873, 1256. .1442, 1896. .2377, 2547. 


.3052, 4205. .4449, 




4502. .4591, 5697. .5842, 6503. 


.6634, 675 


■ 9. .7373 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



13338 
28370 
727 

OJ991111_05.0125.C7.o2.np 

3100 

1169170 



Seq. ID 
Strand 
End 

Method 
End 
Score 

3100. .3337, 3514.. 3550, 4263 . . 4459, - 4 824 . . 4 874 , 5922. .5946 
APOCYTOCHROME F PRECURSOR gi | 1363527 | pir | | S58564 

plastoquinol — plastocyanin reductase (EC 1.10.99.1) cytochrome f 
- maize chloroplast gi I 902234 | emb | CAA60298 | (X86563) cytochrome 
f [Zea mays] 



OJ991111_05.0125.C7 
+ 

7373 
AAT/NAP 
5946 
253 



13338 
28371 
9864 



Seq. ID OJ991111_05.0125.C7 
Strand + 
End 11943 



13958 



Name 

Start 

GI 

Exons 



OJ991111_05.0125.C7.o2.gs 

9864 

none 

9864. .10049, 10907. .11943 



Method GENSCAN 
End 11943 



Score 



.85 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13338 
28372 
7750 . 

OJ991111_05. 0125.C7.o3.tm 

729 

none 



Seq. ID OJ991111_05.0125.C7 
Strand 

End 7912 

Method TBLASTX : Mai ze 

End 1297 

Score 109 



729. .875, 730. .882, 733. .876, 1255. .1296, 1256. .1297 



Seq. No. 13338 Seq. ID 

Gene No. 28372 Strand 

Start 7750 End 

Name OJ991111__05 . 0125 . C7 . o3 . ts Method 

Start 1259 End 

GI none Score 

Exons 1259.. 1444, 1270.. 1443 



OJ991111J)5.0125.C7 
7912 

TBLASTX : Soybean 

1444 

230 



Seq. No. 13338 

Gene No. 28372 

Start 7750 

Name . OJ991111_05 . 0125 . C7 . ol . tc 

Start 1888 

GI none 

Exons 1888.. 2043, 1895.. 2029, 2083. 
2329. .2397 



OJ991111_05.0125.C7 
7912 

TBLASTX: Cress 

2397 

182 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2190, 2084. .2209, 2102. .2209, 



Seq. No. 


13338 








Seq. ID 


OJ991111_05.0125.C7 


Gene No. 


28372 








Strand 




Start 


7750 








End 


7912 


Name 


OJ991111 05. 


0125. 


C7.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


1903 . 








End 


2140 


GI 


none 








Score 


288 


Exons 


1903. .2139, 


1904. 


.2137, 


1904. 


.2140 




Seq. No. 


13338 








Seq. ID 


OJ991111_05.0125.C7 


Gene No. 


28372 








Strand 




Start 


7750 








End 


7912 


Name 


OJ991111 05. 


0125. 


C7.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1942 








End 


2214 


GI 


none 








Score 


41 


Exons 


1942. .1986, 


1942. 


.2001, 


1943. 


.1993, 1967. .2212, 1972. .2190, 




1988. .2212, 


1996. 


.2214, 


1998. 


.2213 





Seq. No. 13338 
Gene No. 28372 
Start 7750 

Name OJ991111_05 . 0125 . C7 . o4 . tm 

Start 2745 
GI none 

Exons 2745.. 2774, 2750.. 2782, 2780. 

2848. .2931, 2849. .2935, 2850. 
3008. .3115 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2842, 2780 
.2927, 2851 



OJ991111 05. 0125. C7 



7912 

TBLASTX: Maize 
3138 
53 

2848, 2785. 
2928, 3007. 



.2844, 
.3138, 



13959 




Seq. No. 


13338 








Seq. ID 


OJ991111_05.0125.C7 


Gene No. 


28372 








Strand 




Q+- a v+- 
O La.IT L 










End 


7912 


Name 


n tqqi ill nc; 


m 9 r 


pi « i 


f 0 

u, s 


Method 


TBLASTX: Soybean 


otart 


4 Z OZ 








End 


4461 


bX 


none 








Score 


290 


r> o 


DZ . . 4*1 JO/ 


' A 9 fi ^ 
*i Z O J 


Zl Zl R7 

. . 4 4 J / , 


Zl 9 fi Zl 
4 Z D 4 . 


.4461, 4266. .4457 


Seq. No. 


13338 








Seq. ID 


OJ991111_05.0125.C7 


Gene No. 


28372 








Strand 




olai t 


7 7 RD 








End 


7912 


Name 


n tqqi ill n r 


m 9 r 

. Ulz j 


P7 n9 

. u / . oz . 


f r, 
LC 


Method 


TBLASTX: Cress 


Qf 2 >~f 


Zl 9 £9 _ 
4 Z OZ 








End 


4461 


IsX 


none 








Score 


290 


Lxons 


1ZDZ . . fi fi J O , 


zl 9 fi^ 

T Z O J 


Zl Zl S7 


Zl 9 fizl 

1ZD*1 . 


.4461, 4266. .4457 


Seq. No. 


13338 








Seq. ID 


OJ991111_05.0125.C7 


Gene No. 


28372 








Strand 






7 7 ^n 

/ / JU 








End 


7912 


Name 


n TQQI ill n R 
<JU:7:7XXXX Uj 


n i 9 ^ 

. U X Z J 


P7 a9 
. / . OZ . 


f rr, 
LIU 


Method 


TBLASTX: Maize 


Of 2 v-f 


Zl 9 ft 7 _ 
4 Z o / 








End 


4456 


oX 


none 








Score 


254 


Exons 


4 9 Q 7 Zl R/l 
4ZO/..4404, 


/I 9 Q 1 

4 z y x 


Zl Zl ^ R 
. .4400, 


Zl 9 Q9 

4 z y z . 


.4456 




oeq . ino . 


i J J JO 








Seq. ID 


OJ991111_05.0125.C7 




9ft ^79 

*L O J f <L 








Strand 




Start 


7750 








End 


7912 


Name 


OJ991111_05 


.0125 


.C7.o3. 


np 


Method 


AAT/NAP 


Of 3 v-4- 


/ / DU 








End 


7912 




J U 4 z 4 oz 








Score 


121 


Exons 


/ / OU . . / 0 4 Z , 


7871 


. .7912 








GI Descrip. 


/ apn n 7 7 q q \ 


putative negatively light-regulated protein [Oryza 




sat x va ] 












oeq . no . 


1 O O O Q 








Seq. ID 


OJ991111_05.0125.C8 


Gene No. 


28373 








Strand 


+ 


Start . 


551 








End 


7273 


Name 


O TQQI 1 1 1 OR 


.0125 


.C8.ol. 


gs 


Method 


GEN SCAN 


Qf 2 v-+- 


J J X 








End 


7197 




none 








Score 


.89 


Exons 


c; c -i 609 R 
JJX. . OUZ , o 


82. .1135, 1230. .4244, 4572, 


,.4626, 4735. .4912, 




90 ^ fif) Q 


5844 


■ . 6143, 


6386. 


.6518, 6651. .6853, 7071. .7197 


oeq. in o . 


T O O -3 Q 
X J J J -7 








Seq. ID 


OJ991111_05.0125.C8 


Gene No. 


28373 








Strand 


+ 


Start 


551 








End 


7273 


Name 


n tqqi 111 n ^ 


.0125 


.C8.ol. 


tm 


Method 


TBLASTX: Maize 


Of -2 -y-f 

OLdlt 


Z 04 J 








End 


3182 


PT 


none 








Score 


51 


Exons 


0 £A 1 9 £Q 1 
Z 0 4 j . . Z Do X , 


2686 


. .3048, 


2688. 


.3074, 2688.. 3062, 3078.. 3155, 




JUO j . . J X J / , 


3088 


. .3156, 


3156. 


.3182 




Seq. No. 


13339 








Seq. ID 


OJ991111_05.0125.C8 


Gene No. 


28373 








Strand 


+ 


Start 


551 








End 


7273 


Name 


OJ991111 05 


.0125 


,C8.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


3955 








End 


5513 



13960 




GI 


none 




Score 


90 




Exons 


3955 . . 4107, 


3961 . .4089, 3963 


..4238, 3966. .4235, 


3980 . . 4246 




4150 . . 4245, 


4329. . 4370, 4336 


..4446, 4337. .4447, 


5416. . 5511 




5417 . . 5512, 


5457 . . 5513 








Seq. No. 


13339 




Seq. ID 


OJ991111 


05 . 0125 . C8 


Gene No. 


28373 




Strand 


, + 




Start 


551 




End 


7273 




Name 


OJ991111 05 


. 0125 . Co . oo . tm 


Method 


TBLASTX : ] 


Maize 


Start 


6646 




End 


7273 




GI 


none 




Score 


183 




Exons 


6646. . 6849, 


6648 . . 6857 , 6650 


. .6865, 6656. .6853, 


7068 . .7265 




7069 . .7263, 


7070 . . 7273 








Seq. No. 


13340 




Seq. ID 


OJ991111 


05.0125. C9 


Gene No. 


28374 




Strand 






Start 


O 1 1 1 

21/1 




End 


16749 




Name 


OJ991111 05 


.0125.C9.ol.np 


Method 


AAT/NAP 




Start 


2171 




End 


12911 




GI 


6815097 




Score 


1987 




Exons 


2171. .2504, 


2745. .3176, 3318 


..3681, 641 


30. .6897, 


7311. .8225 




8340. .8497, 


12893. .12911 








GI Descrip. 


(AP001081) , 


Similar to putative copia polyprotein (AC006248 




[Oryza sativa] 








Seq. No. 


1334 0 




Seq. ID 


OJ991111 


05. 0125. C9 


Gene No. - 


28374 




Strand 






Start 


2171 




End 


16749 




Name 


' OJ991111 05 


.0125.C9.o2.gs 


Method 


GENSCAN 




Start 


4373 




End 


4630 




GI 


none 




Score 


1 




Exons 


4373. .4630 










Seq. No. 


13340 




Seq. ID 


OJ991111 


_05.0125.C9 


Gene No. 


28374 




Strand 






Start 


2171 




End 


16749 




Name 


OJ991111 05 


.0125.C9.o3.gs 


Method 


GENSCAN 




Start 


5486 




End 


7651 




GI 


none 




Score 


.56 




Exons 


5486. .5713, 


6561. .6887, 7305 


..7535, 7604. .7651 




Seq. No. 


13340 




Seq. ID 


OJ991111 


_05.0125.C9 


Gene No. 


28374 




Strand 






Start 


2171 




End 


16749 




Name 


OJ991111 05 


.0125.C9.o4.gs 


Method 


GENSCAN 




Start 


10838 




End 


16749 




GI 


none 




Score 


.68 




Exons 


10838. .10998, 11037. .11195, 


12378. .12495, 12616 


. .12808, 




13147. .13204, 13818. .14716, 


14759. .14935, 15200 


. .16373, 




16482. .16749 








Seq. No. 


13340 




Seq. ID 


OJ991111 


_05.0125.C9 


Gene No. 


28374 




Strand 






Start 


2171 




End 


16749 




Name 


OJ991111 05 


.0125.C9.o2.np 


Method 


AAT/NAP 




Start 


14461 




End 


16380 




GI 


2792220 




Score 


822 





13961 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14 4 61. .16054, 1624 5. .16380 

(AF032688) NBS-LRR type resistance protein [Oryza sativa] 



13340 
28374 
2171 

OJ991111_05.0125.C9.ol.tm 

15148 

none 



Seq. ID OJ991111_05.0125.C9 
Strand 

End 16749 

Method TBLASTX : Mai ze 

End 15633 

Score 90 



15148. .15633, 15163.-15441, 15167. .15532 



Seq. ID OJ991111_05.0125.C9 
Strand 

End 16749 

Method TBLASTX : Soybean 

End 15462 

Score 97 



13340 
28374 
2171 

OJ991111_05.0125.C9.o2.ts 
15241 
4397495 
15241. .154 62, 15293. .154 4 5 

4234955 2.0e-22 (AF098971) NBS-LRR- like protein cD8 [Phaseolu 
vulgaris] 



13340 
28374 
2171 

OJ991111_05. 0125.C9.ol.ts 

15463 

none 



Seq. ID OJ991111_05.0125.C9 
Strand 

End 16749 

Method TBLASTX : Soybean 

End 16011 

Score "49 



15463. .15621, 154 64 . . 1557 1 , 15622 .. 1 6008 , 1-5659 .. 15787 , 
15886. .16011 



Seq. No. 13341 

Gene No. 28375 

Start 2164 

Name OJ991111_05 . 0125 . C10 . ol . gs 

Start 2164 

GI none 

Exons 2164.. 2300 



Seq. ID OJ991111JD5. 0125. C10 
Strand 

End 2300 

Method GENSCAN 

End 2300 

Score .86 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



13342 
28376 
2519 

OJ991111_05.0125.C12.ol.gs 

2519 

none 



Seq. ID OJ991111_05.0125.C12 

Strand + 

End 4 633 

Method GENSCAN 

End 4 633 

Score .53 



2519. .2919, 3016. .3070, 3115. .3193, 4506. .4633 



13342 
28377 
5997 

OJ991111_05.0125.C12.o2.gs 

5997 

none 

5997. .6295, 6315. .6510 

13342 
28378 
6979 



Seq. ID OJ991111_05.0125.C12 

Strand . + 

End 6510 

Method GENSCAN 

End 6510 

Score . 8 



Seq. ID OJ991111_05.0125.C12 
Strand 

End 8801 



13962 






Name 


OJ991111_05. 0125 .C12 . o3 


.gs 


Method 


GENSCAN 




Start 


6979 




End 


8774 




GI 


none 




Score 


. 66 




Exons 


697 9.. 7950, 8121.. 8774 










Seq. No. 


13342 




Seq. ID 


OJ991111_05 . 0125 . CI 2 




Gene No. 


28378 




Strand 






Start 


6979 




End 


8801 




Name 


OJ991111 05 . 0125 . C12 . ol 


,np 


Method 


AAT/NAP 




Start 


7927 




End 


8801 




GI 


2792220 




Score 


327 




Exons 


7927 . . 8801 










GI Descrip. 


(AF032688) NBS-LRR type 


resistance protein [Oryza sativa] 




Seq. No. 


13343 




Seq. ID 


OJ991111_05.0125.C13 




Gene No. 


28379 




Strand 






Start 


1 




End 


1296 




Name 


OJ991111_05 . 0125 .C13 . ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


927 




GI 


2792220 




Score 


355 




Exons 


1 . .598, 798 . .927 








'S3? 


GI Descrip. 


(AF032688) NBS-LRR type 


resistance protein [Oryza sativa] 




Seq. No. 


13343 




Seq. ID 


OJ991111_05.0125.C13 


y t 


Gene No. 


28379 




Strand 




j" [ : 


Start 


1 " 




End 


1296 




Name 


OJ991111 05. 0125 .C13.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


14 




End 


550 


\ 1 


GI 


none 




Score 


43 


i" i s 


Exons 


14.. 133, 200.. 370, 223. 


.549, 


413. .550 




i 5? 


Seq. No. 


13343 




Seq. ID 


OJ991111_05.0125.C13 




Gene No. 


28379 




Strand 






Start 


1 




End 


1296 


' 


Name 


OJ991111_05 .0125.C13.ol 


. gs 


Method 


GENSCAN 




Start 


174 




End 


1296 




GI 


none 




Score 


.72 


.S3; 

L.! 


Exons 


174 . . 1296 








i s 


Seq. No. 


13344 




Seq. ID 


OJ991111_04 .0125. CI 




Gene No. 


28380 




Strand 


+ 




Start 


4833 




End 


10790 




Name 


OJ991111 04. 0125. CI. o2. 


gs 


Method 


GENSCAN 




Start 


4833 




End 


10554 . 




GI 


none 




Score 


.74 




Exons 


4833.. 4846, 5610.. 5727, 


6774. 


.7050, 7223. .7343, 7405. .7433, 






7 909. .8192, 9554 . . 9650, 


10367 


. .10554 






Seq. No. 


1334 4 




Seq. ID 


OJ9911-11_04 .0125. CI 




Gene No. 


28380 




Strand 


+ 




Start 


4833 




End 


10790 




Name 


OJ991111 04. 0125. CI. ol. 


gp 


Method 


AAT/GAP 




Start 


10283 




End 


10790 




GI 


60270 1.R1084 




Score 


944 



Exons 10283. .10790 

GI Descrip. '3348077 1.0e-33 (AF078080) isochorismate synthase [Arabidopsis 
thaliana] f 

13963 



Seq. No. 


13344 




Patio M /~\ 


9R ^fl i 




jtalt 






Name 


OTQQ1 1 1 1 HA HI 9 R PI 


. o4 . gp 


OLdX L 






pr 






TT" v TO o 


1 7 90*3 17JD9 




Seq. No. 


13344 






28382 




0 4-3 V--J- 

Oldl L 


834 




Name 


OJ991111 04. 0125. CI, 


. ol . gs 


oLdll 


834 






none 




Exons 


834.. 1306, 1510.. 1932, 2388 


Seq. No. 


13344 




Gene No. 


28383 




C-|- a r -|- 
O Lai L 


13071 




Name 


OJ991111 04. 0125. CI, 


. o3 . tm 




7973 




P T 


none 




T7 1 Vf o 


7973.. 8002, 8066.. 8194, 808 




9548. .9634, . 9548. .9655 


beq. ino . 


13344 




Gene No. 


28383 




Start 


13071 




Name 


OJ991111 04. 0125. CI, 


,o2.tm 


btart 


11308 




C T 


none 




Exons 


11308. .11394, 11497, 


. .11517, 




14676. .14756, 14677, 


. .14766, 




14840. .14932, 14841, 


. .14933, 


Seq. No. 


13344 




Gene No. 


28383 




Start 


13071 




Name 


OJ991111 04. 0125. CI. 


, o3 . gs 


Start 


13071 




GI 


none 




Exons 


13071. .13176, 13372. 


, .13726, 



Seq. ID OJ991111_04.0125.C1 

Strand + 

End 17402 

Method AAT/GAP 

End 17402 

Score 372 



Seq. ID OJ991111_04.0125.C1 
Strand 

End 3212 

Method GENSCAN 

End 3212 

Score . 66 



Seq. ID OJ991111_04.0125.C1 
Strand 

End 18 64 6 

Method TBLASTX : Maize 

End 9655 

Score 192 

.8192, 8090.. 8218, 9540.. 9626, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991111_04.0125.C1 
18646 

TBLASTX: Maize 

15118 

81 



1164 6. . 11708, 11770. . 11832, 
14 678. .14 758, 14839. .14 931, 
15058. .15117, 15059. .15118 



15535. .15645, 1 6424 . . 164 98 , 
17075. . 17180 



Seq. ID 
Strand 
End 

Method 
End 
Score 

14889 

16634 



OJ991111 04. 0125. CI 



18646 
GENSCAN 
17180 
.82 

14931, 15099. 
16780, 16859. 



,15155, 
,16975, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



13344 Seq. ID OJ991111_04 . 0125 . CI 

28383 Strand 
13071 End . 18646 

OJ991111_04 . 0125. CI .ol . np Method AAT/NAP 

14704 End 18646 

3348077 Score 784 

14704. .14753, 
15535. .15641, 
16424. .16498, 
18290. . 18646 

(AF078080) isochorismate synthase [Arabidopsis thaliana] 



14839. . 14931, 
15783. . 15844, 
16634. .16780, 



15058. .15155, 15292. 
15966. .16084, 16293. 
16859. .16975, 17075. 



, 15376, 
, 16361, 
, 17192, 



13964 



□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13344 
28383 
13071 

OJ991111_04 .0125.Cl.ol.tc 
14839 
none 
14839 
15296 
15977 
16434 
17063 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991111_04 .0125. CI 
18646 

TBLASTX: Cress 

17195 

85 * 



,14931, 14840. 

15379, 15535. 

16084, 16293. 

16499, 16631. 

17170, 17072. 



14914, -15058. .15174; 15059. .15157, 

15651, 15548. .15643, 157 90 .. 15855, 

16367, 16294 .. 16365, 16424. . 16501, 

16786, 16856. .16939, 168 69 1 694 9, 
17194, 17073.. 17195 



13344 
28383 
13071 

OJ991111_04.0125.Cl.o3.gp 

14948 

2427264 



OJ991111 04. 0125. CI 



Seq. ID _ 
Strand 

End 18646 
Method AAT/GAP 
End 15700 
Score 824 
14948. .15155, 15292 .. 15376, 15535. .15700 

3348077 1.0e-33 (AF078080) isochorismate synthase [Arabidopsis 
thaliana] 



13344 
.28383 
13071 

OJ991111_04. 0125.Cl.ol.tm 
15119 



none 
15119. 
15535, 
15779. 



15172, 15292, 
15651, 15537, 
15847, 15787. 



Seq. ID 
Strand 
End 

Method 
End ' 
Score 

15354, 15296. .15379, 15297 
15647, 15548. .15655, 15776 



OJ991111 04. 0125. CI 



18646 

TBLASTX: Maize 
16051 
67 



,15377, 
,15850, 



,15855, 15967. .16050, 15977.. 16051 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13345 
28384 
1 

OJ991111_04 . 0125.C2.o3.np 
1 

4455323 



Seq. ID OJ991111_04 .0125.C2 
Strand + 
End 8037 
Method AAT/NAP 
End 5484 
Score 651 

1..34, 2401. .2706, 2793. .2914, 3006. .3103, 3212. .3386, 
3470. .3588, 3672. .3774, 3858. .3935, 5145. .5222, 5307. .5484 
(AL035525) aminopeptidase-like protein [Arabidopsis thaliana] 



13345 
28384 
1 

OJ991111_04.0125.C2.ol.gs 

1848 

none 

1848. .2163, 2415. .2706, 2793. 
5307. .5419, 7310. .7403, 7933. 



Seq. ID OJ991111_04 .0125.C2 

Strand + 

End 8037 

Method GENSCAN 

End 8037 

Score .54 

.3005, 3376.-3386, 3858. .3935, 
.8037 



Seq. No. 13345 Seq. ID 

Gene No. 28384 Strand 

Start 1 End 

Name OJ991111_04 . 0125 . C2 . ol . gp Method 

Start 2826 End 



OJ991111_04 .0125.C2 
+ 

8037 

AAT/GAP 

3264 



13965 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



uC-osflcyp050d05bl Score 396 

2826. .2914, 3006. .3103, 3212. .3264 

1 4 4 55323/emb | CAB36783 . 1 | 4.0e-09 (AL035525) aminopeptidase-like 
protein [Arabidopsis thaliana] ' 



13345 
28384 
1 

OJ991111__04 .0125.C2.o2.gp 
2866 

uC-osflcyp050d05bl 



Seq. ID 
Strand 
End 

Method 
End 
Score 

2866. .2914, 3006. .3103, 3212. .3315 

'4455323/emb|CAB36783.1| 4.0e-09 (AL035525) aminopeptidase-like 
protein [Arabidopsis thaliana] 1 



OJ991111_04 .0125.C2 
+ 

8037 ■ 
AAT/GAP 
3315 
346 



Seq. No. 


13345 






Seq. ID 


OJ991111 04.0125 


. C2 


Gene No. 


28384 






Strand 


+ 




Start 


1 






End 


8037 




Name 


OJ991111 04 . 


Q1Zd.CZ 


. o3 . gp 


Method 


AAT/GAP 




Start 


5308 






End 


5793 




GI 


none 






Score 


941 




Exons 


5308. .5793 












Seq. No. 


13345 






Seq. ID 


OJ991111_04 .0125 


. C2 


Gene No. 


28384 






■- Strand 


+ 




Start- 


1 






End 


8037 




Name 


OJ.991111 04. 


0125. C2 


. o4 . gp 


Method 


AAT/GAP 




Start 


5788 






End 


5866 




GI 


none 






Score 


113 




Exons 


5788. .5866 












Seq. No. 


13345 






Seq. ID 


OJ991111_04 .0125 


. cz 


Gene No . 


28385 






Strand 


+ 




buarti 


9274 






End 


24075 




XT 1 *V* A 

Name 


OJ991111 04. 


0125. C2 


,o4 .np 


Method 


AAT/NAP 




Q t- a r-+- 


8556 






End 


23831 • 




GI 


5123569 






Score 


1252 , 




Exons 


8556. .8745, 


20174 . . 


20372, 20433. .20773, 


209,85. .21220, 






21454. .21781 


, 21886 


. .22016, 


22445. .22795, 22941 .. 23097 , 






23186. .23478 


, 23585 


. .23645, 


23737. .23831 




GI Descrip. 


(AL079344) putative 


protein 


[Arabidopsis thaliana] 




Seq. No. 


13345 






Seq. ID 


OJ991111JD4.0125 


.C2 


Gene No. 


28385 






Strand 


+ 




Start 


9274 






End 


24075 




Name 


OJ991111 04. 


0125. C2 


. o2 . gs 


Method 


GENSCAN 




Start 


9274 






End 


12321 




GI 


none 






Score 


.75 




Exons 


9274. .12321. 












Seq. No. 


13345 






Seq. ID 


OJ991111_04 .0125 


.C2 


Gene No. 


28385 






Strand 


+ 




Start 


9274 






End 


24075 




Name 


OJ991111 04. 


0125. C2 


. o3 . gs 


Method 


GENSCAN 




Start 


13067 






End 


14815 




GI 


none 






Score 


.5 




Exons 


13067. .13079 


, 13171 


. .13614, 


13637. .13681, 14472 .. 14633, 





13966 



14748 . . 14815 



Seq. No. 13345 
Gene No. 28385 
Start 9274 

Name OJ991111JD4 . 0125 . C2 . o4 . gs 

Start 18651 
GI none 

Exons 18651. .18815, 18856 1897 6, 

21493. .21781, 21886 22016, 
23748. .23837, 23992. .24075 



Seq. ID OJ991111_04.0125.C2 

Strand + 

End 24075 

Method GENSCAN 

End 24075 

Score . 61 
19179. .19293, 20083 .. 21220, 
22941. .23097, 2318 6 23478 , 



Seq. No. 13345 Seq. ID 

Gene No. 28386 Strand 

Start 25318 End 

Name OJ991111_04 . 0125 . C2 . o5 . gp Method 

Start 25318 End 

GI none Score 

Exons 25318.. 25418 



OJ991111_04.0125.C2 
+ 

25418 
AAT/GAP 
25418 
169 



Seq. No. 

Gene No. 
; e « Start 
'"' e ;[ Name 
hl\ Start 

;:n GI 

f[j Exons 

i E 

7% GI Descrip. 



13345 Seq. ID OJ991111_04 . 0125 . C2 

28387 Strand + 

26595 End 34125 

OJ991111_04.0125.C2.o5.np ■ Method AAT/NAP 

26595 End 32803 

5441880 Score 1643 

26595. .27606, 28051 2807 9, 28338 28580 , 3202 9 32115, 

32717. .32803 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 13345 Seq. ID 

Gene No. 28387 Strand 

Start 26595 End 

Name OJ991111_04 . 0125 . C2 . 06 . np Method 

Start 29476 End 

GI ■ 5441880 Score 

Exons ' 29476. .295^46, 33164.. 33343 

GI Descrip. (AP000367) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein, 
(AC003981) [Oryza sativa] 



OJ991111_04.0125.C2 
+ 

34125 
AAT/NAP 
33343 
145 



Seq. No. 13345 Seq. ID 

Gene No. 28387 Strand 

Start 26595 End 

Name OJ991111_04 . 0125 . C2 . 06 . gp Method 

Start 31747 End 

GI -uC-osflcyp088bl2bl ' Score 

Exons 31747. .31857 

GI Descrip. 1 5257255/dbj | AP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 * 



OJ991111_04.0125.C2 
+ 

34125 
AAT/GAP 
31857 
159 



Seq. No. 13345 Seq. ID 

Gene No. 28387 Strand 

Start 26595 End 

Name OJ991111_04 . 0125 . C2 . o7 . gs Method 



OJ991111_04.0125.C2 
+ 

34125 
GENSCAN 



13967 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



32921 End 34125 

none Score .49 

32921. .33329, 33393 . . 33617 , 34013.. 34125 



13345 
28388 
1 

OJ991111_04 .0125.C2 .ol.np 

1 

421954 
1..1028 

hypothetical protein 3 - potato transposon Tstl 
gi|21433|emb|CAA36615| (X52387) ORF3 [Solanum tuberosum] 



Seq. ID OJ991111_04 .0125.C2 
Strand 

End - .->, 1186 
Method AAT/NAP 
End 1028 
Score 589 



Seq. No. 


13345 


Seq. ID 


OJ991111_04 .0125.C2 


Gene No. 


28388 


Strand 




Start 


1 


End 


1186 


Name 


OJ991111 04 .0125.C2.o2.np 


Method 


AAT/NAP 


Start 


1 


End 


1186 


GI 


3695393 


Score 


315 


Exons 


1..55, 162. .529, 578. .1186 






GI Descrip. 


(AF096371) contains • similarity to retroviral aspartyl prot< 




{Pfam: rvp.hmm, score: 11.80) 


[Arabidopsis thaliana] 


Seq. No. 


13345 . ' 


Seq. ID 


OJ991111_04 .0125.C2 


Gene No. 


28388 


Strand 




Start 


1 


End 


1186 


Name 


OJ991111 04.0125.C2.o4.tw 


Method 


TBLASTX: Wheat 


Start 


17 


End 


508 


GI 


none 


Score 


43 


Exons 


17. .103, 42. .104, 122. .508, 126. .452 




Seq. No. 


13345 


Seq. ID 


OJ991111_04 .0125.C2 


Gene No. 


28388 


Strand 




Start 


. 1 


End 


1186 


Name 


OJ991111 04 .0125.C2.o7.tm 


Method 


TBLASTX: Maize 


Start 


32 


End 


415 


GI • 


nonfe' 


Score 


126 . 


Exons 


32. .415, 135. .371 






Seq. No. 


13345 


Seq. ID 


OJ991111_04 .0125.C2 


Gene No. 


28388 


Strand 




Start 


1 


End 


1186 


Name 


OJ991111 04.0125.C2.o3.tc 


Method 


TBLASTX: Cress 


Start 


35 


End 


328 


GI 


none 


Score 


84 


Exons 


35. .58, 89. .328, 153. .302 






Seq. No. 


13345 


Seq. ID 


OJ991111_04.0125.C2 


Gene No. 


28388 


Strand 




Start 


1 


End 


1186 


Name 


OJ991111 04.0125.C2.o2.ts 


Method 


TBLASTX: Soybean 


Start 


164 


End 


568 


GI 


none 


Score 


95 


Exons 


164. .475, 165. .467, 479. .529, 


533. .568 




Seq. No. 


13345 


Seq. ID 


OJ991111_04.0125.C2 



13968 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



28388 Strand 

1 End 

OJ991111_04 .0125.C2.o4 .tm Method 

416 End 

none Score 



1186 

TBLASTX: Maize 

871 

70 



416. .505, 417. .494, .519. .650, 533.-769, 537. .716, 800. .871, 
807. .860 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13345 
28389 
2399 

OJ991111JD4 , 

2399 

none 

2399. .2521, 
2564 . .2737, 
3005. .3106, 
3213. .3374, 
3655. .3759, 
5306. .5407 



0125.C2.ol.tm 



2414. .2515, 2430. 
2572. .2709, 2779. 
3006. .3095, -3006. 
3222..3374, 3467. 
3841.. 3936, 3846. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991111 04. 0125. C2 



5474 

TBLASTX: Maize 
5407 
59 

.2537, 2451. .2534, 2547. .2708, 

.2919, 2792. .2956, 2796. .2924, 

.3107, 3023.. 3100, 3209.. 3373, 

.3598, 3469. .3597, 3654. .3737, 

.3938, 5139. .5216, 5271. .5405, 



Seq. No. 13345 

Gene No. 28389 

Start 2399 

Name OJ991111_04 . 0125 . C2 . o2 . tc 

^Start 3200 

GI , none 

Exons 3200.. 3373, 3201.. 3374, 3460. 

5288.. 5446, 5307.. 5474 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991111_04 .0125.C2 
5474 

TBLASTX: Cress 

5474 

180 



.3549, 3461. .3598, 3469. .3549, 



OJ991111 04. 0125. C2 



Seq. No. 13345 Seq. ID 

Gene No. 28390 Strand 

Start 11440 End 

Name OJ991111_04 . 0125 . C2 . o4 . ts Method 

Start 11440 End 

GI none Score 

Exons 11440. . 11580, 114 4 9 .. 11559, 11605 .. 11688 , 117 15 .. 11786, 
11716. . 11808 



11949 

TBLASTX : Soybean 

11808 

89 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13345 Seq. ID 

28390 Strand 

11440 End 

OJ991111_04 .0125.C2.o6.tm Method 

11473 End 

none Score 



OJ991111_04 .0125.C2 
11949 

TBLASTX : Maize 

11949 

112 



11473. . 11580, 11523. .11579, 11604 .. 11747, 11605 .. 11799, 
11611. . 11751, 11851. . 11895, 11905. .11949 



Seq. No. * 13345 

Gene No. ' 28391 
Start 11851 

Name OJ9911 11_04 . 0125 . C2 . o3 . tw 

Start 11851 
GI none 

Exons 11851. . 11895, 11896 11985, 

12172. .12270, 12174. .12257 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991111_04 .0125.C2 
12270 

TBLASTX: Wheat 

12270 

61 



11986. .12198, 11988. .12176, 



13969 






Seq. No. 


13345 




Seq. ID 


OJ991111_04.0125 


. C2 




Gene No. 


o o *d ri o 

28392 




Strand 








Start 


12201 




End 


13671 






Name 


OJ991111_04.0125.C2. 


o2. tm 


Method 


TBLASTX: Maize 






Start 


12201 




End 


13575 






GI 


none 




Score 


122 






Exons 


12201 . . 12 311,. 12202. 


1 o o o o 

. 12288, 


13050. .13277, 13050 .. 13277, 








13U51.. 132/8, loUol. 


1 *D O O H 

. 1328 / , 


13379. .13513, 13388 .. 1354 9, 








lJJo y . . lo5b2 , looyj. 


1 "D C T E 

. 135 / 5 










Seq. No. 


1334 5 




Seq. ID 


OJ991111_04.0125, 


. C2 




Gene No. 


28392 




Strand 








Start 


12201 




End 


13671 






Name 


ATQQ1 1 1 1 H/1 mOCl 

ujyyiin u4.uizo.cz. 


o3 . t s 


Method 


TBLASTX: Soybean 






Start 


1 J Job 




End 


13671 






GI 


none 




Score 


262 






Exons 


Ijjoo . . UJoy. 


. 13 bl J , 


13401. .13601, 13548. .13661, 








1 Jooz . . 1 Jo / 1 












Seq. No. 


13345 




Seq. ID 


OJ991111_04.0125, 


.C2 




Gene No. 


28393 




Strand 








btart 


o n QQ A 

2Uyb4 




End 


29660 






Name 


OJ991111_04 . 0125 . C2 . 


08 . tm 


Method 


TBLASTX: Maize 




f* s i 


Start 


20984 




End 


29660 




• *l 

'isf 


GI 


none 




Score 


67 




m 


Exons 


20984 21142 , 21564. 


. 21785, 


21565: .21798, 29532. .29660 




\-\ § 
i" "» 


Seq. No. 


13345 




Seq. ID 


OJ991111_04.0125> 


,C2 




Gene No. 


28393 




Strand 






u? 


Start 


20984 




End 


29660 






Name 


a torn i 1 i r\ a a i o c /-> o 

OJyyllll 04. 0125. C2. 


o5 . tm 


Method 


TBLASTX: Maize 




i L? 


Start 


22427 




End 


23499 






GI 


none 




Score 


37 






Exons 


oo/iot oo/icn 

2242 /.. 224 59, 22463. 


. 22555, 


22989. .23126, 23184 .. 234 68, 








zjIod . . z J4 yy 










*< 

jj sr 


Seq. No. 


1334 5 




Seq. ID 


OJ991111_04.0125. 


. C2 


1.!! 


Gene No. 


28393 




Strand 








Start 


20984 




End 


29660 






Name 


A TQQ1 1 1 i n A HIOR oo 

ujyyiixi u4.uizo.cz. 


ol . tc 


Method 


TBLASTX: Cress 




□ 


Start 


2245b 




End 


23650 








none 




Score 


106 






Exons 


zz4 Db 22584 , 2245/. 


A A C O A 

. 22594 , 


22550. .22804, 22651 .. 22695, 








O O O 1 A O 1 A O 0010/1 

zzy4 1 . . zJlOo , 23184. 


. 234 62, 


23185. .23484, 23588. .23650 






Seq. No. 


1334 5 




Seq. ID 


OJ991111_04 .0125. 


C2 




Gene No . 


z o 3 y 3 




Strand 








Start 


20984 




End 


29660 






Name 


OJ991111_04 .0125.C2. 


ol. ts 


Method 


TBLASTX : Soybean 






otart 


zz boz 




End 


23504 






CjI 


none 




Score 


83 






Exons 


22652, .22789, 22940. 


.23113, 


22941. .23126, 23171 .. 2347 9, 








23184. .23468, 23185. 


.23484, 


23185. .23478, 23186 .. 23482 , 








23190. .23504 












Seq. No. 


13345 




Seq. ID 


OJ991111J)4 .0125. 


C2 




Gene No. 


28393 




Strand 







13970 



Start 
Name 
Start 
GI 

Exons 



20984 End 
OJ991111_04 .0125.C2.ol.tw Method 
22686 End 
none Score 

22686. .22763, 22691 22795, 22694 .. 22795, 22935 

22944 . .23096, 23020 .. 23115, 23184 23357, 23185 
23196. .23357 



29660 

TBLASTX: Wheat 
23357 
134 

23099, 
23355, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13345 
28393 
20984 

OJ991111_04 ."0125.C2.o3.tm 

27162 

none 



Seq. ID OJ991111_04 .0125.C2 
Strand 
End 

Method 
End 
Score 



29660 

TBLASTX: Maize 

27758 

371 



27162. .27629, 27167 .. 27640, 27687. .27758 



Seq. No. 13345 

Gene No. 28393 

Start 20984 

Name OJ991111_04 . 0125 . C2 . o2 . tw 

Start 27458 

GI none 

Exons 27458. .27610, 27459 .. 27 635, 
27682. .27822 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991111_04 .0125.C2 
29660 

TBLASTX: Wheat 

27833 

181 



276S9..27727, 27660 .. 27833, 



Seq. No. 
Gene No. 
Start - 
Name 
Start 
GI 

Exons 

GI Descrip. 



13346 
28394 
1 

OJ991111_04.0125.C3.ol.np 
1 

4539363 

1..118, 354. .598, 1732. .1790 

(AL049525) putative protein [Arabidopsis thaliana] 



Seq. ID OJ991111_04.0125.C3 

Strand + 

End 5481 

Method AAT/NAP 

End 17 90 

Score 131 



Seq. No. 13346 Seq. ID 

Gene No. 28394 Strand 

Start 1 End 

Name OJ991111_04 . 0125 . C3 . ol . gs Method 

Start 277 End 

GI none Score 
Exons 



277. .713, 827. .968, 1175. .1310, 1948 
2497. .2625, 2877. .3002, 3086. .3193, 3294 
4845. .4966, 5086. .5207, 5368. .5481 



OJ991111_04.0125.C3 
+ 

5481 
GEN SCAN- 
5481 
.61 

2045, 2235.. 2370, 

3389, 4382. .4721, 



Seq. No. 13346 Seq. ID 

Gene No. 28395 Strand 

Start 8887 End 

Name OJ991111JD4 . 0125 . C3 . o3 . gs Method 

Start 8887 End' • 

GI none Score 

Exons 8887.. 8904, 9164.. 9286 



OJ991111_04.0125.C3 
+ 

11975 
GEN SCAN 
9286 
.98 



Seq. No. 13346 Seq. ID 

Gene No. 28395 Strand 

Start 8887 End 

Name OJ991111_04 . 0125 . C3 . ol . gp Method 

Start 9097 End 



OJ991111_04.0125.C3 
+ 

11975 

AAT/GAP 

10273 



13971 




GI 


none 


Score 


i n fin 






Exons 


QHQ7 QQS7 1097^ 










Seq. No. 




Seq. ID 


OJ991111_04 


012S 


P3 


Gene No. 


28395 


Strand 


+ 






Start 


8887 


End 


11975 






Name 




Method 


AAT/NAP 






Start 


QQP9 


End 


11975 






GI 


4 4 XD yjo 


Score 


358 - 






Exons 


yyo^ . , iujDj; 11/400 , , iuo4D f 


11549. .11975 






Cji uescrxp. 


fZiPHnfi^lft^ nn Ifnnwn nrnfpi n 




: 'hh^l i anfl 1 

> L11GJ LClllu J 






Seq. No. 


13346 


Seq. ID 


OJ991111_04 


.0125 


.C3 


Gene No. 


28395 


Strand 


+ 






btaru 


ft Pft7 


End 


11975 






Name 


atqqi 1 1 1 OA D19S P*3 nd rrc; 


Method 


GENSCAN 






Of - y.f 

otarc 


QQO 9 _ 


End ' 


11970 






bl 


none 


Score 


.81 






Exons 


QQP.9 inftft? 1 1 Q7D 
y y o £ • • luoo Jf j. x f o .l • . x _l :? / vj 










beq . rsio . 


X .J 04 O 


Seq. ID 


OJ991111_04 


. 0125 


. C3 


P" ana M /-v 




Strand 


+ 






Start 


8887 


End 


11975 






Name 


OJ991111_04.0125.C3.o2.gp 


Method 


AAT/GAP 






Start 


i n /1 n s 
1 U 4 UD 


End 


11918 






GI 


Do / J j 1 . KX U 0 4 


Score 


1646 






Exons 


1U4UD . . lUooj, XX4 0 X . .XX^Xo 










GI Descrip. 


1 /1/11 rq^c/ i nanoni 1 Q Ho — 

4 4 xo y jd/ go i a/\ijzu x do i y.ue 


17 (AC006418) unknown protein 




[rtraDiciopsis cnaxianaj 










Seq. No. 


13346 


Seq. ID 


OJ991111_04 


.0125 


.C3 


Gene No. 


28396 


Strand 


+ 






O f- -f- 

otart 




End 


17112 






Name 


r\TQQ1 1 1 1 DA fil 9 R P^ r^fi rrc; 
\Jui7i?XXXX U 4 • U XZ D . Lj . O D . y 0 


Method 


GENSCAN 






C -1- •*»«+- 

btiar l 


1 c p 9 Q 


End 


17112 






LlX 


none 


Score 


.77 






Exons 


1 C09Q ISftfi/L I^Q? 1 ^ 16101 


16366. .17112 






Seq. No. 


13346 


Seq. ID 


OJ991111_04 


.0125 


.C3 


Gene No. 


28397 


Strand 


+ 






Cf a r-+- 
OLdlt 


X O ± 4 O 


End 


18401 






Name 


HTQQ1 1 1 1 fl^l 01 9 R P"3 rn~> 


Method 


AAT/GAP 






o cart: 


1 fll /|") 
1011 j 


End 


18401 






P T 
bX 


^ 1 n ^7 


Score 


471 






Exons 


1 Q1 /IO 1 Q vl HI 
X0X4O. . X O 4 U X 










Seq. No. 


13346 


Seq. ID 


OJ991111_04 


.0125 


.C3 


Gene No. 


28398 


Strand 








Cf- a vf- 


GiA SI 
OI jl 


End 


6994 






Name 


ATQQ1 111 H/i m 9 S pO 0 9 

vjjyyxxxx U4 . uizo . lj . oz . ys 


Method 


GENSCAN 






Cf -,v«f 


(T/l CI 

u4 OX 


End 


6994 






GI 


none 


Score 


.72 






Exons 


6451. .6700, 6984. .6994 










Seq. No. 


13346 


Seq. ID 


OJ991111JD4 


.0125 


.C3 


Gene No. 


28399 


Strand 








Start 


13662 


End 


16965 







13972 



Name OJ991111_04 . 0125 . C3 . o3 . gp 

Start 13415 
GI 57414JL.R1084 
Exons 13415. . 13757, 

GI Descrip. '3135273 1 . Oe 
thaliana] >gi 



[Arabidopsis thaliana] 



Method AAT/GAP 
End 14778 
Score 1078 
13868. .13984, 14665. .14778 

10 (AC003058 ) hypothetical protein [Arabidopsis 
4191773 (AC005917) putative WD-40 repeat protein 



Seq. No. 13346 

Gene No. 28399 

Start 13662 

Name OJ991111_04 . 0125 . C3 . o5 . gs 

Start 13662 

GI none 

Exons 13662. .13757, 138 68. .13984, 
1527 5. .15314, 15421. .154 83 



Seq. ■ ID 

Strand 

End 

Method 

End 

Score 



OJ991111_04 .0125.C3 

16965 
GENSCAN 
15483 
. 93 



14 665. . 14775, 14 8 61 14 967, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



13346 Seq. ID 

28399 Strand 

13662 End 

OJ991111_04 . 0125.C3.o4 . np Method 

13671 End 

4191773 Score 



OJ991111_04 .0125.C3 

16965 
AAT/NAP 
16965 
608 



13671. .13757, 14665 .. 14775, 14861 14 967 , 15275 .. 15310, 
15417. .15501, 15671. .15724, 15893 .. 15953, 16077 .. 16122, 
16369. .16445, 1654 1 .. 16639, 16739.. 16965 

(AC005917) putative WD-40 repeat protein [Arabidopsis thaliana] 



Seq. No. 13346 

Gene No. 28399 

Start 13662 

Name OJ991111_04 . 0125 . C3 . o4 . gp 

Start 15274 

GI uC-osflM20204 6hl2bl 

Exons 15274 . . 15314, 15421 
16077. .16122, 16369 

GI Descrip. 



OJ991111 04. 0125. C3 



Seq. ID 
Strand 

End 16965 
Method AAT/GAP 
End 16660 
Score 828 
15671. . 15724, 15893. . 15953, 
16541. . 16660 

'3135273 3.0e-46 (AC003058) hypothetical protein [Arabidopsis 
thaliana] >gi_4191773 (AC005917) putative WD-40 repeat protein 
[Arabidopsis thaliana] 1 



.15501, 
.16445, 



Seq. No. 


13346 


Seq. ID 


OJ991111_04 , 


.0125 


• C3 


Gene No. 


28400 


Strand 








Start 


18341 


End 


19479 






Name 


OJ991111 04.0125.C3.o5.np 


Method 


AAT/NAP 






Start 


18341 


End 


19479 






GI 


6648159 


Score 


142 






Exons 


18341. .1854 3, 19422. .194 7 9 










GI Descrip. 


(AC010926) unknown protein 


[Arabidopsis 


; thaliana] 






Seq. No. 


13346 


Seq. ID 


OJ991111_04 . 


.0125 


.C3 


Gene No. 


28401 


Strand 








Start 


19632 


End 


19867 






Name 


OJ991111 04 .0125.C3.o6.gp 


Method 


AAT/GAP 






Start 


19632 


End 


19867 






GI 


none 


Score 


415 






Exons 


19632. .19867 











13973 




Seq. No. 


1334 6 




Seq. ID 


A Tflfll 1 1 1 n A nioc 


. Co 


Gene No. 


28401 




Strand 






Start 


19632 




End 


19867 




Name 


OJ991111 04. 0125. C3. 


. 06 . np 


Method 


AAT/NAP 




Start 


19654 




End 


19822 




GI 


6648159 




Score 


111 




Exons 


19654. .19822 










GI Descrip. 


(AC010926) unknown protein - 


[Arabidopsis thaliana] 




Seq. No. 


13346 




Seq. ID 


OJ991111_04.0125 


/-I -J 

. C3 


Gene No. 


28402 




Strand 






Start 


23479 




End 


27671 




Name 


OJ991111 04. 0125. C3. 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


10001 




End 


10377 




GI 


none 




Score 


215 




Exons 


10001. .10279, 10002. 


. , 10280, 


10024. .10344, 10024. .1034 4, 






10035. .10367, 10326. 


. .10376, 


10345. .10377 




Seq. No. 


13346 




Seq. ID 


OJ991111_04.0125 


. Co 


Gene No. 


■ 28402 




Strand 






Start 


23479 




End 


27671 




Name 


OJ991111 04. 0125. C3. 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


10484 




End 


11990 




GI 


none 




Score 


170 




Exons 


10484 . . 10696, 10486. 


. . 10701, 


104 87. .10654, 104 88. .10697, 






10489. .10701, 10686. 


. .10751, 


10687. .10752, 10706. .107 62, 






10730. .10762, 10758. 


. .10823, 


10759. .10854, 107 61. .10862, 






10816. .10875, 10818. 


. .10862, 


11458. .117 99, 11480. .117 67, 






11494. .11775, 11767. 


. .11877, 


117 69. .11813, 11770. .1197 6, 






11912. .11977, 11925. 


. .11990 








Seq. No. 


13346 




Seq. ID 


OJ991111_04 . 0125 


. Co 


Gene No. 


28402 




Strand 






Start 


23479 




End 


27671 




Name 


OJ991111 04. 0125. C3, 


. 06 . tm 


Method 


TBLASTX: Maize 




Start 


13648 




End 


14703 




GI 


none 




Score 


125 




Exons 


13648. .13758, 13661. 


. .13741, 


13662. . 13757, 13672. . 13758, 






13865: .13987, 13865. 


. .13984, 


13869. .13994, 14662. .14703 




Seq. No. 


13346 




Seq. ID 


OJ991111_04.0125 


. Co 


Gene No. 


28402 




Strand 






Start 


23479 




End 


27671 




Name 


OJ991111 04. 0125. C3. 


.08. tm 


Method 


TBLASTX: Maize 




Start 


16365 




End 


16944 




GI 


none 




Score 


69 




Exons 


16365. .16409, 16367. 


. .16408, 


16369. .16449, 1 6370 . . 1644 7 , 






16541. .16654, 16543. 


. . 16656, 


16543. .16647, 1 65 68 . . 16654 , 






16599. .16748, 16876. 


. . 16944 








Seq. No. 


13346 




Seq. ID 


OJ991111_04 .0125 




Gene No. 


28402 




Strand 






Start 


23479 




End 


27671 




Name 


OJ991111 04. 0125. C3. 


.ol. tw 


Method 


TBLASTX: Wheat 




Start 


18356 




End 


19821 




GI 


none 




Score 


81 




Exons 


18356. .18505, .18356. 


. .18505, 


18369. .18506, 18426 .. 184 91 , 
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18428. .18493, 1844 3 . . 184 93, 18448 .. 18516, 184 97 .. 1854 4 , 
18498. .18566, 19633 19821 , 19642 19821, 19741. .19806 



Seq. No. 13346 

Gene No; 28 4 02 

Start 23479 

Name OJ991 111_04 . 0125 . C3 . o7 . tm 

Start 18356 

GI none 

Exons 18356. .18508, 18381 .. 18506, 
18445. .18513, 19645 .. 198 63, 



Seq. ID 
Strand 
End 

Method ■ 
End ■ 
Score 



OJ991111 04. 0125. C3 



27671 

TBLASTX: Maize 
19868 
111 

18440. .18502, 18440 .. 18526, 
19647. .19868, 19647. .19868 



Seq. No. 13346 Seq. ID 

Gene No. 28402 Strand 

Start 23479 End 

Name OJ991111_04 . 0125 . C3 . o3 . ts Method 

Start 21411 End 
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Exons 21411. .21500, 21422 .. 214 99, 21594, 

21703. .21726, 21859 .. 21936, 21971, 



OJ991111_04.0125.C3 
27671 

TBLASTX : Soybean 

22054 
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,22042 
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GI 
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GI 
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13346 Seq. ID 

28402 Strand 

23479 End ' 

OJ991111_04 .0l25.C3.o3.tc Method ' 

21429 End. 

none Score 



OJ991111_04.0125.C3 
27671 

TBLASTX: Cress 

22486 

111 



21429. .21500, 214 31 ... 214 99, 21598 .. 21726, 21612 .. 21725, 
21858. .21935, 218 65 .. 21936, 2197 6 .. 2204 4 , 21977 .. 22042, 



21992. .22045, 22150. 
22421. .22486 



,22233, 22151. .22234, 22421 .. 224 8 6, 



13346 
28402 
23479 

OJ991111_04 .0125.C3.o9.tm 
21838 
none 

21838. .21909, 21976. . 22041, 21977 
22152. .22187, 22153 22188 , 22154 
22202. .22243, 22205 .. 22243, 22418 
22452. .22559 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991111_04.0125.C3 
27671 

TBLASTX: Maize 

22559 

45 



,22042, 21980. .22054, 
,22189, 22195. .22233, 
,22558, 22421. .22558, 



Seq. No. 13346 

Gene No. 28402 

Start 23479 

Name OJ991111_04 . 0125 . C3 . 08 . gs 

Start 234 7 9 

GI • none 

Exons 23479. .23506, 25030 .. 25134 
27108. .27290 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ991111_04.0125.C3 

27 671 
GENSCAN 
27290 
.86 



25551. .26122, 26575 26963, 



Seq. No. 13346 Seq. ID 

Gene No. 28402 Strand 

Start 23479 End 

Name OJ991 111_04 . 0125 . C3 . ol . tc Method 

Start 25392 End 



OJ991111_04.0125.C3 
27671 

TBLASTX: Cress 
26863 



13975 



GI 

Exons 



none 

25392. .25448, 25396 254 4 9, 25544. 

25577. .25603, 25668 25724 , 25670, 

25737. .25823, 25844 26110, 25890. 

26581. .26628, 26626.-2 6685, 26627. 
26668. .26862 



Score 57 

.25579, 25545. .25580, 
.25723, 25727. .25822, 
.26036, 26542. .26598, 
.26671, 26654. .26863, 
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Name 
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GI 

Exons 



13346 
28402 
23479 

OJ991111_04 .0125.C3.ol.ts 

25392 
none 

25392. .25448, 25399 .. 254 4 9, 
25853. .26056, 25881.. 26042 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991111_04 .0125.C3 
27671 

TBLASTX : Soybean 

26056 

48 



25544 . .25807, 25545 .. 25808 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13346 
28402 
23479 

OJ991111_04.0125.C3.o7.np 
25395 
4903006 
25395. .25446, 
27555. .27671 

(AB027458) ACE .[Arabidopsis thaliana] 
gi |5903086|gb|AAD55644 .1 |AC008017_17 
thaliana] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991111_04.0125.C3 

27671 
AAT/NAP 
27671 
1272 



25551. .26122, 26575 .. 26957, 27 108 .. 274 31 , 



(AC008017) ACE [Arabidopsis 



Seq. No. 
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Seq. ID 


OJ991111 


_04 .0125.C3 


Gene No. 


28402 


Strand 






Start 


23479 


End 


27671 




Name 


OJ991111 04.0125.C3.o2.tm 


Method 


TBLASTX:: 


Maize 


Start 


25544 


End 


25873 




GI 


none 


Score 


383 




Exons 


25544. .25873, 25544. .25873 








Seq. No. 


13346 


Seq. ID 


OJ991111 


_04 .0125.C3 


Gene No. 


28402 


Strand 






Start 


23479 


- End 


27671 




Name 


OJ991111 04.0125.C3.o7.gp 


Method 


AAT/GAP 




Start 


25552 


End 


26007 




GI 


65707 1.R1084 


Score 


859 




Exons 


25552. .26007 








GI Descrip. 


f 4903006/dbj IBAA77837.il 2. 


Oe-33 (AB027458) ACE 


[Arabidopsis 




thaliana] >gi 5903086 gb AAD55644.1 AC008017 17 


(AC008017) A( 




[Arabidopsis thaliana] ? 








Seq. No. 
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Seq. ID 


OJ991111 


_04.0125.C3 


Gene No. 


28402 


Strand 






Start 


23479 


End 


27671 




Name 


OJ991111 04.0125.C3.ol.tm 


Method 


TBLASTX:: 


Maize 


Start 


25955 


End 


26974 




GI 


none 


Score 


85 




Exons 


25955. .26023, ' 25956 .. 26024 , 


26000. .26137, 26028 


. .26123, 




26029. .26124, 2654 9.-26965, 


26572. .26973, 26576 


. .26974 
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Seq. ID OJ991111_04 .0125.C3 



13976 
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Strand 






23479 




End 


27671 


Name 


OJ991111 04. 0125. C3 
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Method 
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Start 


26011 




End 


26906 


bl 


27472 1.R1084 




Score 
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rjXons 


26011. .26122, 26575' 


. .26906 
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oeq. in o . 


1334 6 
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OJ991111_04 .0125.C3 


Gene No. 






Strand 




Start 


23479 




End 


27671 


LNallie 


OJ991111 04. 0125. C3 


. o2 . ts 


Method 


TBLASTX : Soybean 


C-t- o v-h 
OLdlL 
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^ \J KJ U J 




End 


27424 


P T 


nunc 




Score 


63 


Exons 
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9 61 9 s 

. • Z D 1 Z D , 


26542. .26976, 26576.-26983, 
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974 94 






Seq. No. 


1 J J4 D 




Seq. ID 


OJ991111_04 .0125.C3 


Gene No. 


28402 




Strand 




Of a -r f- 


23479 




End 


27 671 


Name 


O.TQQI 1 1 1 04 01 9 s 


. o4 . tm 


Mpf h nH 


TRT.ASTX • Ma i 7P 


o l ar l 


Z / ± U 0 




End 


274 36 


p t 
bl 


none 




Score 


325 


IT 1 v /~\ o 


97106 9749*3 97107 
Z / 1 U 0 . . Z / ft Z ,3 , Z / 1 U / 


974^6 
. . z / ft o o 






Seq. No. 


1 O ~3 ft O 




Seq. ID 


OJ991111_04 .0125.C3 


Gene No. 


28402 




Strand 




Q+- 3 -r +- 
OLdl U 


23479 




End 


27671 


Name 


O.TQcn 1 1 1 04 01 9S CI 
uu j 31111 u*i • y it, j • v^j 


r>9 f- r- 


Method 


TBLASTX: Cress 


Of 2 rf 


97119 ~~ 
t / lit 




End 


27417 


P T 


none 




Score 


162 




97119 97417 9719R 


. .274 06 






Seq. No. 






Seq. ID 


OJ991111_04 .0125.C4 


Gene No. 


9R 4 0"3 




Strand 


+ 


Of- a r f- 
u Lai L 


6856 




End 


8528 




OJ991111 04. 0125. C4 


o *3 rr c: 


Method 


GENSCAN 


C f- -> r f 


6R S6 

U O -J u 




End 


8528 


bi 


none 




Score 


.87 




6ftS6 70^9 R4Q0 ft 


S9ft 
*J t o 






Qo/r NT a 

oetj. in u . 


1 '^'347 

1 O O 4 / 




Seq. ID 


OJ991111_04.0125.C4 


Gene No. 


28404 




Strand 


+ 


Start 


13612 




End 


15892 


Name 


OJ991111 04. 0125. C4 


.o5.gs 


Method 


GENSCAN 


Of- a v-f- 


13612 




End 


15032 


bl 


none 




Score 


.97 


Exons 


13612. .13839, 13934 


. .14079, 


14 452. .14 554, 14 685 . . 14 87 1 , 




15003. .15032 








Seq. No. 


13347 




Seq. ID 


OJ991111_04.0125.C4 


Gene No. 


28404 




Strand 


+ • 


Start 


13612 




End 


15892 


Name 


OJ991111 04. 0125. C4 


. ol . np 


Method 


AAT/NAP 


Start 


13642 




End 


15892 



13977 



GI 


4455323 




Score 


872 




Exons 


13642. .13855, 13932 


. .14079, 


14412. .14554, 14 685 .. 14 978 , 






15239. .15392, 15726 


. .15892 








GI Descrip. 


(AL035525) aminopeptidase-like protein 


[Arabidopsis thaliai 


Seq. No. 


13347 




Seq. ID 


OJ991111 04.0125 


.C4 


Gene No. 
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Strand 


- 
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347 




End 
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Name 


OJ991111 04. 0125. C4 


. ol . gs 


Method 


GENS CAN 




Start 


347 




End 






bl 


none 




Score 


.85 




Exons 


347. .369, 424 . .574, 


645. .812 






Seq. No. 


13347 




Seq. ID 


OJ991111 04.0125 


.C4 


Gene No. 


28406 




Strand 






otart 


1547 




End 


4741 




Name 


OJ991111 04. 0125. C4 


. o2 . gs 


Method 


GENSCAN 




otart 


1547 
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4/41 




bl 


none 




Score 


.53 




Exons 


1547. .1740, 4558. .4741 








Seq. No. 


13347 




Seq. ID 


OJ991111_04.0125 


.C4 


Gene No. 


28407 




Strand 


- 




otart 


9881 




End 


10354 




Name 


OJ991111 04. 0125. C4 


. o4 . gs 


Method 


GENSCAN 




Start 


9881 




bna 


10354 




GI 


none 




Score 


.79 




Exons 


9881. .10354 










Seq. No. 


13347 




Seq. ID 


OJ991111_04.0125 


.C4 


Gene No. 


28408 




Strand 






Of -irf 

otart 


13645 




End 


14723 . 




Name 


OJ991111 04. 0125. C4 


.ol.tc 


Method 


TBLASTX: Cress 




otart 


13645 




End 


i /icon 
14 D JU 




GI 


* none 




Score 


215 




Exons 


13645. .13836, 13931 


. .14077, 


14449. .145 


29, 14450. .14530 




Seq. No. 


13347 




Seq. ID 


OJ991111_04.0125 


.C4 


Gene No. 


28408 




Strand 






ot art 


13645 




End 


14723 




Name 


OJ991111 04. 0125. C4 


.o2. tm 


Method 


TBLASTX: Maize 




otart 


13645 




End 


14077 




bl 


none 




Score 


zz4 




Exons 


13645. .13836, 13931, 


. .14077, 


13970. .140 


77 




Seq. No. 


13347 




Seq. ID 


OJ991111_04.0125 


.C4 


Gene No. 


28408 




Strand 






Start 


13645 




End 


14723 




"Name • 


OJ991111 04. 0125. C4, 


,o2. ts 


Method 


TBLASTX : Soybean 




Of v-f 

otart 


13645 




End 


14723 




bl 


none 




Score 


175 




Exons 


13645. .13836, 13937, 


. .14077, 


14446. . 145 


62, 14450. .14554, 






14473. .14562, 14682, 


. . 14723 








Seq. No. 


13347 




Seq. ID 


OJ991111_04.0125 


.C4 


Gene No. 


28409 




Strand 






Start 


14724 




End 


14892 





13978 




Name 


OJ991111 04. 0125. C4. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


14724 






End 


14892 




GI 


none 






Score 


199 




Exons 


14724 . 


.14873, 14726. 


i / q 1 c 
. 14 O / D f 


14791. .14892 




Seq. No. 


13347 






Seq. ID 


OJ991111_04 .0125 
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Gene No. • 


28410 






Strand 






Start 


15000 






End 


15845 




Name 


OJ991111- 04. 0125. C4. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


15000 






End 


15555 




GI 


none 






Score 


81 




Exons 


15000. 


.15095, 15001. 


. 15096, 


15002. .15100, 15002. .15100, 






15212. 


.15403, 15219. 


. 15401 , 


15535. .15555 




Seq. No. 


13347 






Seq. ID 


OJ991111_04 .0125 
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Gene No. 


28410 






Strand 






Start 


15000 






End 


15845 




Name 


OJ991111 04. 0125. C4. 
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Method 


TBLASTX: Cress 




Start 


15225 






End 


15845 




GI 


none 






Score 


212 




Exons 


15225. 


.15389, 15234. 


i cone 

. 15o9b , 


15242. .15400, 15533 .. 15640, 






15534. 


.15665, 15538. 




15726.. .15845 




Seq. No. 
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Seq. ID 
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Gene No. 


28410 






Strand 






Start 


15000 






End 


' 15845 




Name 


OJ991111 04. 0125. C4. 
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Method 


TBLASTX : Soybean 




Start 


15318 






End 


15845 




GI 


none 






Score 


88 




Exons 


15318. 


.15395, 15534. 


.15641, 


15534. .15665, 15538. .15642, 






15726. 


.15845, 15734. 


. 1584 4 








Seq. No. 


13347 






Seq. ID 


OJ991111_04 .0125 


C* A 


Gene No. 


28410 






Strand 






Start 


15000 






End 


15845 




Name 


OJ991111 04. 0125. C4. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


15555 






End 


15845 




GI 


none 






Score 


179 




Exons 
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15556. .15657, 15726. .15845, 
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GI 
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1 

OJ991111 04.0125.C5.ol.np 



Seq. ID OJ991111_04 .0125.C5 

Strand + 

End 4713 
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End 4406 

Score 991 
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GI Descrip. (AL035525) aminopeptidase-like protein [Arabidopsis thaliana] 
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Start 870 End 2488 
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none 










Score 


OOQ 

zzy 


Exons 


o o n 

o /U . . 


i a r i 

lUol , 


O *7 1 

o / 1 . . 


1086, 913. .1086, 1489 


1 CIO 1/1QQ 1 Er> AO 

. . i o / z , i4yy. . i o y / , 




loztf . 


. 1 / / 1 , 


1 o33 


1 1 H *T> 
. . 1 / /3, 


1 o c c. 


"1 Q Q 1 O 

, . i y y i , z 


3UU..Z480, ZJ14..Z4o/, 






. Z4 o o 












Seq. No. 


1334 o 
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Strand 


+ 


Start 


1 










End 


A T 1 O 


Name 


/*\ TO A 1 

OJ991 


111 A /I 

111 U4 


A 1 O C 

. Ulzo 
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tm 


Method 


i b LAo i a : Ma i z e 


Start 


888 










End 


4328 


GI 


none 










Score 
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Exons 
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Zoz3 


. .2906, 


2857. 
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A A C A 
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. 4 13U , 
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. .4118, 
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.4327, 4230. .4328, 4230. .4328 


Seq. No. 
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Seq. ID 


OJ991111_04.0125.C5 


Gene No. 


28411 










Strand 


+ 


Start 


1 










End 


4713 


Name 


ATQQ1 

ojy y i 


111 A A 

111 U4 


A 1 O c; 
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. LO . Ol . 


gs 


Method 


GENSCAN 


.„ t Start 


9U4 










End 


4412 


GI 


none 










Score 


.84 


h2 Exons 


904 . . 


1086/ 


1484 . 


. 1769, 


1867. . 
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. Z 1 4 4 , 


O O *7J *7 

Zo3 / 


. .2904, 


3026. 


.3103, 4230. .4412 


!•={ Seq. No. 


13348 










Seq. ID 


OJ991111_04.0125.C5 


! S¥ ; Gene No. 


28411 










Strand 


+ 


Start 


1 










End 


4713 


hl\ Name 


OJ991 


111 04 


. 0125 


. . OZ . 


tc 


Method 


TBLASTX: Cress 


Til Start 


1021 










End 


1773 


GI 


none 










Score 


71 


.ssi Exons 

9 


1 A O 1 

1UZ 1 . 


1 A Q C 

. lUo O , 


i / on 

14 o U 


. .1581, 


1499. 


.1591, 1639. .1773, 1652. .1771 


" ; Seq. No . 


1334 o 










Seq. ID 


OJ991111_04.0125.C5 


M 1 Gene No. 


28411 










Strand 


+ 


i*\ Start 


1 










End 


4713 


r = = Name 


A TQQ1 

uj y y i 


111 A A 

ill y 4 


A 1 O c: 
. U 1Z0 


. Co . Ol . 


tc 


Method- 


TBLASTX: Cress ' 


.= c[ Start 


1 A A O 

lyUo 










End 


4400 


rr GI 


none 










Score 


66 


Exons 


1 Q A O 

i yuy . 


O A 1 O 

. ZUlo , 


O *3 A A 
Z3UU 


. .2488, 


2311. 


.2484, 2627. .2746, 2629.-2748, 




4 zz y . 


/no 
. 4 3 /z , 


A O *3 A 

4z3U 


. .4397, 


4305. 


.4400 




Seq. No. 


13348 










Seq. ID 


OJ991111_04.0125.C5 


Gene No. 


28411 










Strand 


+ 


Start 


1 










End 


4713 


Name 


ojy y i 


111 A /I 

111. U4 


. Ulzo 


.CS.ol. 


gp 


Method 


AAT/GAP 


Start 


A O CO 
4 Z 










End 


4713 


GI 


none 










Score 


890 


Exons 


4262 . 


.4713 












Seq. No. 


13349 










Seq. ID 


OJ991111_04 .0125.C6 


Gene No. 


28412 










Strand 


-f 


Start 


1320 










End 


6098 


Name 


OJ991 


111_04 


.0125 


.C6.ol . 


gs 


Method 


GENSCAN 


Start 


1320 










End 


6098 



13980 






GI 


none 








Score 


. 9 




Exons 


1320. . 1502, 


1607 . 


. 1752, 


2800 . 


.2902, 3038. .3224, 3341. .3369, 






3602 . . 3724, 


4004 . 


. 4108, 


4192 . 


.4308, 4729. .4842, 4999. .5163, 






5916. . 6098 














Seq. No. 


13349 








Seq. ID 


OJ991111_04 .0125. C6 




Gene No. 


28412 








Strand 


+ 




Start 


1320 








End 


6098 




Name 


OJ991111_04 


.0125. 


C6.0I. 


np 


Method 


AAT/NAP 




Start 


1332 








End 


6098 




GI 


4455323 








Score 


1200 




Exons 


1332. . 1528, 


1588. 


. 1779, 


2782. 


.2902, 3038.. 3310, 3560.. 3724, 






4192 . . 4308, 


4729. 


.4842, 


5916. 


.6098 






GI Descrip. 


(AL035525) - 


aminopeptidase-like protein 


[Arabidopsis thalian 




Seq. No. 


13349 








Seq. ID 


OJ991111__04.0125.C6 




Gene No. 


28413 








Strand 






Start 


6564 








End 


6787 




Name 


OJ991111_04 


. 0125 . 


C6.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


1341 








End 


2878 




GI 


none 








Score 


195 




Exons 


1341 . . 1517, 


1604 . 


. 1750, 


2788. 


.2877, 2789.. 2878 


o 

01 


Seq. No. 


13349 








Seq. ID 


OJ991111_04.0125.C6 


!. J 


Gene No. 


28413 








Strand 


- 


II if 


Start 


6564 








End 


6787 


y\\ 


Name 


OJ991111 04 


.0125. 


C6.o2. 


ts 


Method 


TBLASTX : Soybean 


l ZT 


Start 


1341 








End 


3076 


i 1 1 


GI 


none 








Score 


162 




Exons 


1341 . . 1505, 


1610. 


. 1750, 


2789. 


.2902, 27i 


39. .2905, 2791. .2907, 


"if I 




2799 . .2912, 


3035. 


.3076 










Seq. No. 


13349 








Seq. ID 


OJ991111_04 .0125.C6 




Gene No. 


28413 








Strand 




"i . \ 


Start 


6564 








End 


6787 




Name 


OJ991111_04 


.0125. 


C6.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1341 








End 


1750 


: :J 


GI 


none 








Score 


211 


i 2 z 't 


Exons 


1341 . . 1505, 


1604 . 


.1750 








.: 3; 

; * 


Seq. No. 


13349 








Seq. ID 


OJ991111_04.0125.C6 




Gene No. 


28413 








Strand 






Start 


6564 








End 


6787 




Name 


OJ991111_04 


.0125. 


,C6.o4 . 


ts 


Method 


TBLASTX : Soybean 




Start 


3076 








End 


3380 




GI 


none 








Score 


183 




Exons 


3076. . 3225, 


3077. 


.3226, 


3345. 


.3380 






Seq. No. 


13349 








Seq. ID 


OJ991111_04.0125.C6 




Gene No. 


28413 








Strand 






btart 


OJ Dfl 








End 


6787 




Name 


OJ991111 04 


.0125. 


,C6.o3. 


tm 


Method 


TBLASTX : Maize 




Start 


3077 








End 


3229 




GI 


none 








Score 


191 




Exons 


3077. .3229, 


3079. 


, .3228 










Seq. No. 


13349 








Seq. ID 


OJ991111_04 .0125.C6 



13981 




Gene No. 


28413 








Strand 




Start 


6564 








End 


6787 


Name 


OJ991111 04 


.0125 


.C6.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3365 








End 


6099- 


GI 


none 








Score 


82 


Exons 


3365 . .3436, 


*3 *3 £T f 

3366 


. . 3437 , 


O C T O 

35 /2 . 


.3766, 3574. .3726, 3979. .4110, 




4003 . . 4110, 


4 004 


. .4111, 


>i n n n 

4 007 . 


.4126, 4192. ..4311,. 4197. .4310, 




4723 . . 4842,' 


4728 


. .4847, 


>l T O O 

4 728 . 


.4841, 5900. .6097, 5907. .6098, 




5907 . . 6098 , 


r a r\ o 

5908 


/"Ann 








Seq. No. 


1334 9 








Seq. ID 


OJ991111_04.0125.C6 


Gene No. 


28413 








Strand 




Start 


6564 








End 


6787 


Name 


OJ991111 04 


. (J 12b 


. Co . Ol . 


tc 


Method 


TBLASTX: Cress 


Start 


3572 








End 


4842 


GI 


none 








Score 


202 


Exons 


3572 . . 37 66, 


35/4 


O T O O 


A r\ n *D 

4 003 . 


.4134, 4004. .4111, 4021. .4119, 




4 1 92 . .4 311, 


4194 


. . 4310, 


yt TOO 

4 /23 . 


.4842, 4728. .4841 


Seq. No. 


13349 








Seq. ID 


OJ991111_04 .0125.C6 


Gene No. 


28413 








Strand 




Start 


6564 








End 


6787 


Name 


OJ991111 04 


. 0125 


. Co . ol . 


ts 


Method 


TBLASTX : Soybean 


Start 


3650 








End 


4316 


GI 


none 








'Score 


93 


Exons 


3650 . . 3766, 


4003 


. . 4134, 


4004 . 


.4111, 4023. .4118, "'4192. .4311 




4194 . .4316 












Seq. No. 


13349 








Seq. ID 


OJ991111_04 .0125.C6 


Gene No. 


28413 








Strand 




Start 


6564 








End 


6787 


Name 


OJ991111 04 


. 0125 


. C6 . o3 . 


ts 


Method 


TBLASTX : Soybean 


Start 


4777 








End 


6098 


GI 


none 








Score 


58 


Exons 


4777 . . 4821, 


5882 


. . 6073, 


C O O 

5883 . 


.6098, 5925.. 6098 


Seq. No. 


1334 9 








Seq. ID 


OJ991111_04 .0125.C6 


Gene No . 


Zo 4 1 J 








Strand 




Start 


6564 








End 


6787 


Name 


OJ991111_04 


.0125 


.C6.o2. 


np 


Method 


AAT/NAP 


Start 


6564 








End 


6787 


GI 


296134 9 








Score 


170 


Exons 


/— r~ r~ A /"TOT 

6564 . .6787 












GI Descrip. 


/7\T r\T*>1 il A \ 

(AL02214 0 ) 


LTR retrotransposon like protein [Arabidopsis 




thaliana] 












Seq. No. 


13350 








Seq. ID 


OJ991111_04 .0125.C7 


Gene No. 


O O /I 1 A 

284 14 








Strand 




Start 


1 








End 


1171 


Name 


OJ991111_04 


.0125 


.C7.ol. 


np 


Method 


AAT/NAP 




i 








End 


1171 


GI 


4388829 








Score 


1004 


Exons 


1. . 1171 












GI Descrip. 


(AC006528) 


putative retroelement pol polyprotein [Arabidop; 




thaliana] 












Seq. No. 


13350 








Seq. ID 


OJ991111_04 .0125.C7 



13982 



# 



□ 



\'\\ 



L J. 



Gene No. 28414 

Start 1 

Name OJ991111JD4 . 0125 . C7 . o2 . tw 

Start 2 

GI none 

Exons 2.. 220, 90.. 221, 251.. 361 

Seq. No. 13350^ 

Gene No.- 28414 " 

Start 1 

Name OJ991111_04 . 0125 . C7 . o2 . ts 

Start 3 

GI none 

Exons 3. .224, 5. .223, 236. .412, 

Seq. No. 13350 

Gene No. 28414 

Start 1 

Name OJ991111_04 . 0125 . C7 . o2 . tm 

Start 11 

GI none 

Exons 11. .244, 242. .409 

Seq. No. ■ 13350 

Gene No." 28414 

Start 1 

Name OJ991111_04 . 0125 . C7 . ol . gs 

Start 31 

GI none 

Exons 31.. 1030 

Seq. No. 13350 

Gene No. 28414 

Start 1 

Name OJ991111_04 . 0125 . C7 . o2 . tc 

Start 275 

GI none 

Exons 275. . 553 „ 

Seq. No. 13350 

Gene No. 28414 

Start 1 

Name OJ991111JD4 . 0125 . C7 . ol . tw 

Start 371 

GI none 

Exons 371.. 580, 572.. 916, 690. 



Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
. End 
Score 
237. .413 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 

917 



1171 

TBLASTX: Wheat 

361 

81 



OJ991111_04.0125.C7 
1171 

TBLASTX: Soybean 

413 

109 



OJ991111_04.0125.C7 
1171 

TBLASTX: Maize 

409 

110 



OJ991111_04.0125.C7 

1171 
GEN SCAN 
1030 
. 64 



OJ991111_04.0125.C7 
1171 

TBLASTX: Cress 

553 

189 



OJ991111_04.0125.C7 
1171 

TBLASTX: Wheat 

917 

101 



Seq. No. 13350 

Gene No. 28414 
Start ' 1 

Name OJ991111_04 . 0125 . C7 . ol . tm 

Start 485 

GI none 

Exons 485.. 916, 597.. 917 

Seq. No. 13350 

Gene No. 28414 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 



OJ991111_04.0125.C7 
1171 

TBLASTX: Maize 

917 

135 



OJ991111 04. 0125. C7 



13983 





Start 


1 


End 


1171 






Name 


OJ991111 04.0125.C7.ol.ts 


Method 


TBLASTX : Soybean 






Cf a vf 


602 


End 


1094 






PT 

ox 


5509260 


Score 


70 






T /"v w«k c? 


602.. 1093, 606.. 7-58, 715.. 882, 804.. 1094 


















Seq. No. 


13350 


Seq. ID 


o.tqqi ill qa 

\JU 7^1111 U 1 • U X ti «J . 


.C7 




Gene No. 


28414 


Strand 








o Lai U 


1 


End 


1171 






Name 


OJ991111 04 .0125.C7.ol. tc 


Method 


TBLASTX ■ Cress 






Q+- ^ y +■ 

O LCtl L 


698 


End 


967 






C T 


none 


Score 


79 








698. .967, 707. .901, 786..9S3 










13351 


Seq. ID 


OJ991101_09.0131 


.CI 




Gene No. 


28415 


Strand 








Start 


1 


End 


496 






LNcUUt: 


O.TQQ1 1 01 09 01^1 CI ol no 


Method 


AAT/NAP 






Of a yf 


1 


End 


496 








6957519 


Score 


213 






/™\ C? 


1. .496 










C T Pio opri n 


(AC022288) putative gag-pol 


polyprotein [Arabidopsis thaliana 


: ~l 

'he? 


Seq. No. 


13351 


Seq. ID 


OJ991101_09.0131 


.CI 




Gene No. 


28415 


Strand 






: a ! ; 


Of-} v-+- 


1 


End 


496 




| h'f 


Name 


OJ991101 09 0131 CI ol tw 


Method 


TBLASTX: Wheat 




: t 


otall 


32 


End 


343 




i ;5 


bl 


none 


Score 


72 




W 




32. .343, 38. .322 








rli 


Seq. No. 


13351 


Seq. ID 


OJ991101_09.0131 


.CI 


is 

.; = : 


Gene No. 


28415 


Strand 








Of a rt~ 


1 


End 


496 • 






Name 


OJ991101 09.0131.Cl.ol.tm 


Method 


TBLASTX: Maize 






Cf a r f 
o Lai t 


206 


End 


481 








none 


Score 


84 




! : sF 
L J 




206. .481, 236. .427 










C c^rr No 


13352 


Seq. ID 


OJ991101_09.0131 


.C4 




Gene No. 


28416 


Strand 








Start 


1 


End 


690 








OJ991101 09.0131.C4 .ol.np 


Method 


AAT/NAP 






Cf 3 v-f 

OLdl L 


1 


End 


690 






ox 


2443320 


Score 


691 






Exons 


1. .690 












(D85597) polyprotein [Oryza 


australiensis] 






Sea No 


13352 


Seq. ID 


OJ991101_09.0131 


.C4 




Gene No. 


28416 


Strand 








Start 


1 


End 


690 






Name 


OJ991101 09.0131.C4.ol.tw 


Method 


TBLASTX: Wheat 






Start 


19 


End 


428 






GI 


none 


Score 


45 






Exons 


19. .117, 28. .117, 35. .151, 


124. .288, 


125. .427, 126. .428 





13984 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13353 Seq. ID 

28417 Strand 

1 End 331 

OJ991101_09 . 0131 . C5 . ol . np Method AAT/NAP 

1 End 331 

2443320 Score 368 
1..331 

(D85597) polyprotein [Oryza australiensis] 



OJ991101 09. 0131. C5 



13353 Seq. ID 

28418 Strand 

1221 End 

OJ991101_09.0131.C5.ol.gs Method 

1221 End 

none Score 

1221. .1303, 1341. .1512, 2879. .2941 



OJ991101_09.0131.C5 

2941 
GENSCAN 
2941 
.53 



13354 



Seq. ID OJ991101_09.0131.C6 



28419 Strand + 

1 End 3452 

OJ991101_09. 0131.C6.ol.np Method AAT/NAP 

1 End 3452 

6069646 Score 85 

1..60, 746. .902, 3413. .3452 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 


13355 








Seq. ID 


OJ991101_09. 


0131. 


.C7 


Gene No. 


28420 








Strand 








Start 


3623 








End 


6196 






Name 


OJ991101 09 


.0131 


.C7.ol. 


np 


Method 


AAT/NAP 






Start 


3600 








End 


6196 






GI 


3451068 








Score 


336 






Exons 


3600. .3781, 


5482 


. .5560, 


5691 


..5844, 6088. .6196 






GI Descrip. 


(AL031326) ; 


putative protein 


[Arabidopsis thaliana] 






Seq. No. 


13355 








Seq. ID 


OJ991101__09. 


0131, 


.C7 


Gene No. 


28420 








Strand 








Start 


3623 








End 


6196 






Name 


OJ991101 09 


.0131 


.C7.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


3605 








End 


3785 






GI 


none 








Score 


69 






Exons 


3605. .3784, 


3623 


. .3766, 


3645 


. .3785 








Seq. No. 


13355 








Seq. ID 


OJ991101J39. 


0131. 


.C7 


Gene No. 


28420 








Strand 








Start 


3623 








End 


6196 






Name 


OJ991101 09 


.0131 


.C7.o2. 


gs 


Method 


GENSCAN 






Start 


3623 








End 


5809 






GI 


none 








Score 


.86 






Exons 


3623. .3781, 


4434 


. .4480, 


4991 


..5075, 5627.. 5809 






Seq. No. 


13355 








Seq. ID 


OJ991101_09. 


0131. 


■ C7 


Gene No. 


28420 








Strand 









13985 



# * 



Start 


3623 






End 


6196 




Name 


OJ991101_09. 


0131 ,C7 . ol . 


ts 


Method 


TBLASTX : Soybean 




Start 


3630 






End 


3785 




GI 


none 






Score 


139 




Exons 


3630 . . 3785, 


3632 . . 3784 










Seq. No. • 


13356 






Seq. ID 


OJ991101_09.0131 


.C8 


Gene No. 


28421 






Strand 


+ 




Start 


210 






End 


619 




Name 


OJ991101_09. 


0131. C8 .ol. 


gs 


Method 


GEN SCAN 




Start 


210 






End 


619 




GI 


none 






Score 


. 98 




Exons 


210 . .619 












Seq. No. 


13356 






Seq. ID 


OJ991101_09.0131 


.C8 


Gene No. 


28422 






Strand 






Start 


1487 






End 


3922 




Name 


OJ991101_09. 


0131 . C8 . o2 . 


gs 


Method 


GENSCAN 




Start 


1487 






End 


3922 




GI 


none 






Score 


.73 




Exons 


1487 . . 1625, 


2092 . . 2219, 


2626 


..2702, 3561. .3661, 3876. .3922 


Seq. No. 


13356 






Seq. ID 


OJ991101_09.0131 


.C8 


Gene No. 


28422 






Strand 






Start. 


1487 






. End 


3922 




Name 


OJ991101 09. 


0131. C8 .ol. 


tm 


Method 


TBLASTX: Maize 




Start 


2049 






End 


2223 




GI 


none 






Score 


72 




Exons 


2049. .2222, 


2067 . .2204, 


2083 


. .2223 






Seq. No. 


13356 






Seq. ID 


OJ991101_09.0131 


,C8 


Gene No. 


28422 






Strand 






Start 


1487 






End 


3922 




Name 


OJ991101 09. 


0131.C8.ol. 


np 


Method 


AAT/NAP 




Start 


2055 






End 


2227 




GI 


629592 






Score 


136 




Exons 


2055. .2227 












GI Descrip. 


hypothetical 


. protein - 


rape 


gi | 6065752 | emb | CAB58175 . 1 1 


(X74225) 




putative pod-specific dehydrogenase SAC25 [Brassica napus] 


Seq. No. 


13356 






Seq. ID 


OJ991101_09.0131 


.C8 


Gene No. 


28422 






Strand 






Start 


1487 






End 


3922 




Name 


OJ991101 09. 


0131.C8.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


2073 






End 


2223 




GI 


none 






Score 


135 




Exons 


2073. .2222, 


2080. .2223 










Seq. No. 


13357 






Seq. ID 


OJ991101_09.0131 


.C9 


Gene No. 


28423 






Strand 


+ 






9392 






End 


10747 




Name 


OJ991101 09. 


0131.C9.o3. 


gs 


Method 


GENSCAN 




Start 


9392 






End 


10278 




GI 


none 






Score 


.92 




Exons 


9392. .9394, 


10103. . 10278 








Seq. No. 


13357 






Seq. ID 


OJ991101_09.0131 


.C9 



13986 



# 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



28423 Strand + 

9392 End 10747 

OJ991101_09 . 0131 . C9 . o3 . np Method AAT/NAP 

9583 End 10747 

539029 Score .51 

9583.-9693, 9908.. 10032, 1008 6 .. 10235, 10656.. 10747 
cysteine-rich extensin-like protein 1 precursor - common tobacco 
gi 1 310923 (L13439) cysteine-rich extensin-like protein-1 
[Nicotiana tabacum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13357 
28424 
1 

OJ991101_09.0131.C9.ol.np 
1 

3451068 



Seq. ID OJ991101_09.0131.C9 



Strand 
End 

Method 

End 

Score 



3148 
AAT/NAP 
3148 
413 



1..83, 378.-457, 881. .917, 988. .1233, 3040. .3148 
(AL031326) putative protein [Arabidopsis thaliana] 



13357 
28425 
5074 

OJ991101_09.0131.C9.o2.np 
5074 
6815062 

5074. .5309, " 5364. .5384, 
6668.. 7226, 7321.. 7555 

(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 
sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991101_09.0131.C9 

7555 
AAT/NAP 
7555 
2626 



5683.. 6022, 6100.. 6198, 6280.. 6624, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13357 
28425 
5074 

OJ991101_09.0131.C9.o2.gs 

5669 

none 



Seq. ID OJ991101_09.0131.C9 
Strand 

End 7555 

Method GENSCAN 

End 7489 

Score .95 



5669.. 6022, 6100.. 6198, 6280.. 6521, 6942.. 7226, 7321.. 7489 



13357 
28425 
5074 

OJ991101_09.0131.C9.o2.tm 

5939 

none 



Seq. ID OJ991101_09.0131.C9 
Strand 

End 7555 

Method TBLASTX : Mai ze 

End 68 67 

Score 67 



5939.. 6037, 6280.. 6390, 6399.. 6575, 6667.. 6693, 6700.. 6867, 
6700. .6867 



Seq. No. 13357 

Gene No. 28425 

Start 5074 

Name OJ991101_09 . 0131 . C9 . ol . tm 

Start 6907 

GI none 

Exons 6907.. 7137, 
7298. .7387 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991101_09.0131.C9 
7555 

TBLASTX: Maize 

7387 

157 



6920. .7135, 7136. .7195, 7160. .7234, 7165. .7233, 



13987 



Seq. No. 13358 

Gene No. 28426 

Start 1210 

Name OJ991101_09 . 0131 . CIO . ol . gs 

Start 1210 

GI none 

Exons 1210.. 1388, 1682.. 1772 



Seq. ID OJ991101_09. 0131. CIO 
Strand 

End 1772 

Method GEN SCAN 

End 1772 

Score .65 



Seq. No. 13359 
Gene No. 28427 
Start 199 

Name OJ991101_09 . 0131 . Cll . ol . gp 

Start 199 
GI 454488 
Exons 199.. 305, 464.. 491 

GI Descrip. 4249382/gb | AAD14479 | 4.0e-18 (AC005966) Strong similarity to 

gi_3337350 F13P17.3 putative permease from Arabidopsis thaliana 
BAC gb_AC004481. [Arabidopsis thaliana] 



Seq. ID OJ991101_09.0131.C11 

Strand 

End 4 91 

Method AAT/GAP 

End 4 91 

Score 171 



Seq. No. 13359 

Gene No. 28428 

Start 495 

Name OJ991101_09 . 0131 . Cll . ol . tm 

Start 4 48 

GI none 
Exons 



Seq. ID OJ991101_09. 0131. Cll 
Strand 

End 1311 

Method TBLASTX : Maize 

End 1258 

Score 2 92 



448. .726, 453. .734, 466. .726, 471. .728, 810. .995, 820. .990, 
1205.. 1258 



Seq. No. 13359 

Gene No. 28428 

Start 495 

Name OJ991101_09 . 0131 . CI 1 . ol . ts 

Start 474 

GI none 

Exons 474. .671, 475. .669 



Seq. ID OJ991101_09. 0131. Cll 
Strand 

End 1311 

Method TBLASTX : Soybean 

End 671 

Score 133 



Seq. No. 13359 

Gene No. 28428 

Start 4 95 

Name OJ991101_09 . 0131 . CI 1 . ol . gs 

Start 495 

GI none 

Exons 495.. 734, 819.. 992, 1205.. 1311 



Seq.. ID OJ991101_09. 0131. Cll 
Strand 

End 1311 

Method GENSCAN 

End 1311 

Score .61 



Seq. No. 
Gene No. 
Start 
Name 
-Start 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



13360 
28429 
1 

OJ991101_09. 0131.C12.ol.np 

■1 

4432814 



Seq. ID OJ991101_09.0131.C12 
Strand 

End 2662 

Method AAT/NAP 

End 2300 

Score 181 



1..59, 961. .1017, 1746. .2021, 2127. .2300 
(AC006593) unknown protein [Arabidopsis thaliana] 



13360 
28429 
1 

OJ991101_09.0131.C12.ol.gs 



Seq. ID OJ991101_09.0131.C12 
Strand 

End 2662 

Method GENSCAN 



13988 



# # 



Start 


1 T A C 

174 6 


End 


o c c o 

2 662 




GI 


none 


Score 


A A 

. 94 




Exons 


1/46. .2021, 2127. .25oo, 262/.. 


2 Oo2 






Seq. No. 


13361 


Seq. ID 


OJ9911U1 Oy.Ulol. 


CI 5 


Gene No. 


28430 


Strand 


+ 




Start 


348 


End 


3515 




Name 


OJ991101 09.0131.C13.ol.gs 


Method 


f~* T~l il-i f> /"I 7\ XT 

GENSCAN 




Start 


348 ' 


End 






GI 


none 


Score 


. 4 2 




Exons 


348. .371, 569. .675, 1095. .1312, 1899.. 


21U1, 2121. .222o, 






2256.. 2356, 2437.. 2574, 3375.. 


3515 






Seq. No. 


13361 


Seq. ID 


ATflfll 1 ft1 AG A 1 "3 1 

ujyyuui uy.uioi. 




Gene No. 


28431 


Strand 






Start 


1632 


End 


3118 




Name 


OJ991101 -09.0131.C13.ol.np 


Method 


7\ 7\ m / VT 7\ D 




Start 


1632 


End 


olio 




GI 


5852093 


Score 


1 AA 
1UU 




Exons 


1632. .1740, 3067. .3118 








GI Descrip. 


(AL117264) zwhl6.1 [Oryza sativa] 






Seq. No. 


13362 


Seq. ID 


/^TAAIIAI AA A 1 O 1 

ojyyiiui uy.uioi. 


C14 


Gene No. 


28432 


Strand 






Start 


1 


End 


552 




Name 


' OJ991101 09.0131.C14 .ol.np 


Method 


AAT/NAP 




Start 


1 


End 


518 




GI 


2565009 


Score 


'398 




Exons 


1. .518 








GI Descrip. 


(AC002983) putative zinc finger protein [Arabidopsis thaliana 


Seq. No. 


13362 


Seq. ID 


OJ991101_09.0131. 


C14 


Gene No. 


28432 


Strand 






Start 


1 


End 


552 




Name 


OJ991101 09.0131.C14.ol.gs 


Method 


GENSCAN 




Start 


122 


End 


518 




GI 


none 


Score 


.88 




Exons 


122. .518 








Seq. No. 


13362 


Seq. ID 


OJ991101_09.0131. 


C14 


Gene No. 


28432 


Strand 






Start 


1 


End 


552 




Name 


OJ991101 09.0131.C14.ol.tw " 


Method 


TBLASTX: Wheat 




Start 


357 


End 


552 




GI 


none 


Score 


137 




Exons 


357. .518, 358. .519, 358. .552, 


449. .526 






oeq . no . 


13363 


Seq. ID 


OJ991101_09.0131. 


C15 


Gene No. 


28433 


Strand 


+ 




Start 


1 


End 


4482 




Name 


OJ991101 09. 0131. C15. ol.np 


Method 


AAT/NAP 




Start 


1 


End 


4482 




GI 


6056374 


Score 


1420 




Exons 


1..64, 169. .240, 331. .396, 493. .558, 630. .674, 813. .874, 





958. .1337, 1422. .1602, 1676. .1831, 1916. .2034, 2158. .2368, 
2544. .2775, 2857. .3007, 3095. .3319, 4331. .4482 
GI Descrip. (AC009894) Similar to serine/threonine kinases [Arabidopsis 



13989 



thaliana] 





Seq. No. 


13363 








Seq. ID 


OJ991101_09.0131.C15 




Gene No. 


28433 








Strand 


+ 




Start 


1 








End 


4482 




Name 


OJ991101 09 


n i o i 

. 0131 , 


. C15 . ol 


.gs 


Method 


GENSCAN 




Start 


a r n 

958 








End 


3391 




GI 


none 








Score 


.85 




Exons 


958 . . 1337 , 


14 22. , 


1 C /I O 

. 154 8, 


1676 . . 


1834, 1916. .2034, 2158. .2368, 






2595. .2775, 


2857, 


. .3007, 


3095. 


.3391 






Seq. No. 


1 "D "D f O 

13363 








Seq. ID 


OJ991101_09.0131.C15 




Gene No. 


28434 








Strand 






Start 


3722 








End 


6022 




Name 


a mm 1^1 n n 

ojyyiioi 09 


. Ul 31 , 


, Clo . o4 


. tm 


Method 


TBLASTX: Maize 




Start 


one 

oOb 








End 


1064 




GI 


none 








Score 


99 




Exons 


805 . . 873 , 8 


r\ —? of 

07 . . bt 


3/1 n r o 

54, 963 


. .1064, 964. .1011 




Seq. No. 


13363 








Seq. ID 


OJ991101_09.0131.C15 




Gene No. 


28434 








Strand 






Start 


3722 








End 


6022 




Name 


A THAI 1 /M /"\ S\ 

OJ99ll0l_09 


. 0131 , 


, C15 . o2 


. ts 


Method 


TBLASTX: Soybean 




Start 


1020 








End 


1782 




GI 


none 








Score 


201 




Exons 


1020 . . 1337, 


1193 , 


. . 1336, 


1235. 


.1342, 1400. .1468, 1422. .1514, 


fi\ 




1494 . . 1556, 


1563 , 


, . 1601, 


1675. 


.1782 




:l\ 


Seq. No. 


13363 








Seq. ID 


OJ991101_09.0131.C15 




Gene No. 


28.4 34 








Strand 




i I! 


Start 


3722 








End 


6022 




Name 


OJ991101 09 


. 0131 , 


. C15 . o2 


. tm 


Method 


TBLASTX: Maize 




Start 


1067 








End 


1556 


3 

"I 


GI 


none 








Score 


282 


\% 


Exons 


*in/"T 

1067 . . 1327 , 


1068 , 


, . 1337/ 


1070. 


.1339, 1191. .1337, 1418. .1546, 






1422 . . 1556 












._) 


Seq. No. 


13363 








Seq. ID 


OJ991101_09.0131.C15 


;«i 


Gene No. 


28434 








Strand 






Start 


*D t n o 

3722 








End 


6022 


-! 


Name 


/"\-rnniini nn 

OJ991101 09 


n i o 1 

. 0131 . 


. C15 . o2 


.tc 


Method 


TBLASTX: Cress 




Start 


i i i n 

1110 








End 


1697 




GI 


none 








Score 


216 




Exons 


linn loOT 

1110 . . 1337 , 


1166. 


i o *5 n 

, . 1330, 


1419. 


.1550, 1422.. 1556, 1560.. 1601, 






1562 . . 1603, 


1674 . 


, . 1697 










Seq. No. 


13363 








Seq. ID 


OJ991101_09.0131.C15 




Gene No. 


28434 








.Strand 








3722 








End 


6022 




Name 


OJ991101 09 


.0131. 


,C15.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


1675 








End 


3004 




GI 


none 








Score 


46 




Exons 


1675. .1719, 


1719. 


, .1811, 


1915. 


.2034, 2148. .2369, 2149. .2370, 






2150. .2368, 


2157. 


, .2369, 


2542. 


.2775, 2543. .2773, 2557. .2775, 






2567. .2797, 


2857. 


, .3003, 


2858. 


.3004, 2873.. 3004 




Seq. No. 


13363 








Seq. ID 


OJ991101_09.0131.C15 



13990 



Gene No. 


28434 








Strand 




btart 


99 
O / Z Z 








End 


6022 


Name 


A7QQ1 1 f!1 HQ 

uj y y l iu i u y . 


n i 9 1 
Ulol 


pi c ~ 9 

. bio . oo 


. tc 


Method 


TBLASTX: Cress 


OH irf 


i y 4 o 








End 


2370 


GI 


none 








Score 


107 


Exons 


1 Q/IC 9 H ^ "7 

iy40 . . zuj / / 


1 QQQ 

i y y o 


on 9 e 

. . ZUO O , 


O 1 CL A 
Z 1 04 . 


.2369, 2155.. 2370 


Seq. No. 


13363 








Seq. ID 


OJ991101_09.0131.C15 


Gene No. 


28434 








Strand 




oiart 


0 / ZZ 








End 


• 6022 


Name 


n tq qi 1 m no 
ujyyiiui uy . 


n i 9 i 

U101 


pi t; ~9 
. blO . OO , 




Method 


TBLASTX: Wheat 


Start 


1 q en 
• iyou 








End 


2352 


P T 


none 








Score 


68 


Exons 


i y ou . . z u si o , 


z 1 4 y 


. . ZjjZ, 


000 £ 
Z Z Z O . 


.2351 




Seq. No. 










Seq. ID 


OJ991101_09.0131.C15 


Gene No. 


28434 








Strand 




Start 


3722 








End 


6022 


Name 


ATQQiini no 
u j yyiiui uy. 


U 1 0 1 


pi ^ /-\ i 
. bl 0 . Ol . 


. t. s 


Method 


TBLASTX: Soybean 


OH 1 v+- 

b car r 


zUU / 








End 


3274 


bl 


none 








Score 


42 


Exons 


iUU / . . zUoj/ 


zUUo 


. . z u o 4 , 


z 1 4 y . 


.2370, 2157. .2369, 2527. .2772, 




Z 0 0 1 . . Z / / 0 , 


Z O 0 4 


. . jUUj, 


Z O 0 0 . 


"30 07 9 f 
.OUU/, Z C 


\&i ^nm "31 ^oi a 

JO/ . .OUU/, O 1 0 Z . . OZ / ft 


Seq. No. 


1 *3 *3 C "3 

lOO DO 








oeq . i u 


buyyiiui uy.uioi.bio 


Gene No. 


28434 








C 4- v ^ r*» r\ 

oLiana 




Start 


3722 








CjUU 


£n o o 


Name 


ojyyiiui uy . 


Ulol 


. do . OZ , 


. tw 


Mo +■ \~\r\r\ 
L JC LI1UU 


1 D -LjrAO 1 A . Wilca L 


Start 


o c c c 
ZOOO 








End 


3007 


bl 


none 








Score 


74 


Exons 


ZOOO . . Z OZO , 


Zb4Z 


. . Z / ZO , 


9 1 A 1 
Z / 4 1 . 


.2773, 2E 


J24..2952, 2857. .2952, 
















Seq. No. 


13363 








Seq. ID 


OJ991101_09.0131.C15 


Gene No. 


28434 








Strand 






^i oo 








End 


6022 


Name 


uj y y i iu i u y . 


m 9 1 
Ulol 


. bio . Ol , 


. tc 


Method 


TBLASTX: Cress 


otart 


ZjD4 








End 


3007 


P T 


none 








Score 


275 e 


Exons 


oc^/i one 




Oil 0 
. . Z 1 1 Z f 


z o y f± . 


.2773, 2E 


J54..3006, 2858. .3007 


Seq. No. 


13363 








Seq. ID 


OJ991101_09.0131.C15 


Gene No. 


28434 








Strand 




OLdlt 


0 / Z.£ 








End 


6022 


Name 


uj yyiiui uy. 


Ulol 


. bio . 04 , 


4- r~< 


Method 


TBLASTX: Cress 


O +- r= -v-4- 

otart 


oU o U 








End 


3316 


P T 
bl 


none 








Score 


209 


Exons 


oUoU . . OOl 0, 


9n q c; 

ouyo 


. . oolo 








o tr q . IN u . 


± oo oo 








Seq. ID 


OJ991101_09.0131.C15 


Gene No. 


28434 








Strand 




Start 


3722 








End 


6022 


Name 


OJ991101 09. 


0131 


.C15.o3. 


. tm 


Method 


TBLASTX: Maize 


Start 


3092 








End 


3295 


GI 


none 








Score 


202 


Exons 


3092. .3295, 


3092 


. .3283, 


3106. 


.3294 





13991 




Seq. No. 13363 

Gene No. 28434 

Start 3722 

Name OJ991101_0 9 . 0131 . C15 . ol 

Start 3104 

GI none 

Exons : 3104.. 3319, 3106.. 3315, 

Seq. No. 13363 

Gene No. 28434 

Start 3722 

Name OJ991101_09 . 0131 . C15 . o2 

Start 3722 

GI none 

Exons 3722.. 3838, 3969.. 4131, 



Seq. ID OJ991101_09 . 0131 . CIS 
Strand 

End 6022 

.tw Method TBLASTX : Wheat 

End 3341 

Score 259 
3181.. 3324, 3198.. 3341 

Seq. ID OJ991101_09.0131.C15 
Strand 

End 6022 

.gs Method GENSCAN 

End 6022 

Score .73 
4408. .4452, 5946. .6022 



Seq. No. 13364 Seq. ID 

Gene No. 28435 . Strand 

Start . 1592 End 

Name 0 J9 9 1 1 0 1_0 9.0131.C16.ol.gs Me t hod 

Start 1592 End 

GI none Score 

Exons 1592. .1682, 1973.. 2358 



OJ991101_09.0131.C16 
+ 

2358 
GEN SCAN 
2358 
. 67 



Seq. No. 13364 Seq. ID 

Gene No. 28436 Strand 

Start 2736 End 

Name OJ991101J39 . 0131 . C16 . ol . np ' Method 

Start 2736 End 

GI 5734709 Score 

Exons 2736.. 3024, 3056.. 3621 

GI Descrip. (AC008075) Contains PF| 00069 Eukaryotic protein kinase domain. 
[Arabidopsis thaliana] 



OJ991101_09.0131.C16 
+ 

3621 
AAT/NAP 
3621 
84 



Seq. No. 13364 Seq. ID 

Gene No. 28437 Strand 

Start 2499 End 

Name OJ991101_09 . 0131 . C16 . ol . tm Method 

Start 1 ' End 

GI none Score 
Exons 



OJ991101_09.0131.C16 
3843 

TBLASTX: Maize 

459 

194 



1..255, 3. .182, 289. .357, 370. .459 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13364 
28437 
2499 

OJ991101_09.0131 .C16.ol.tw 
292 
none 

292. .489, 297. .473, 370. .552, 496. .552 



Seq. ID OJ991101_09.0131.C16 
Strand 

End 3843 

Method TBLASTX : Wheat 

End 552 

Score 184 



Seq. No. 13364 Seq. ID 

Gene No. 28437 Strand 

Start 2499 End 

Name OJ991101_09 . 0131 . CI 6 . o2 . np Method 

Start 2499 End 

GI 5917666 Score 

Exons 2499.. 2521, 3677.. 3843 



OJ991101_09.0131.C16 

3843 
AAT/NAP 
3843 
43 



13992 



GI Descrip. (AF159297) extensin-like protein [Zea mays] 



Seq. No. 


13365 








Seq. ID 


OJ991101 


_09.0131.C17 


Hono Mo 


28438 








o l J- a i i \ji 






Q +- -a f 
O Lai L 


336 








PnH 


?1 ^R 




Name 


OJ991101 09 


.0131 


.C17.ol 


.np 


t~ h oH 


A AT /NAP 

rtrt 1 / INrt.IT 




O Lai L 


336 ' 










j \j y o 






4680203 








Score 


X «J ~J X 




HjAUJIo 


336.. 383, 1602.. 


3098 










GI Descrip. 


f AF114171 ) 


TNP2- 


like protein 


[Sorghum 


bicolor] 




Cp/^ Mo 


13365 








Seq. ID 


\J Zf y X -L v J. 


oq m ^1 pi 7 




28438 








O Ll CI 1 1 v_i 


-J. 






336 








End 


31 3ft 

•J X ~J (_> 




Name 


OJ991101 09 


.0131 


.C17.o2 


.gs 


M^T" h oH 


\J J_j Vi O \^rt.lN 




Cf art* 
O Lai L 


24 68 ~~ 








End 


3138 




O X 


none 








Score 


. 7 8 




V von ^ 


1 U U . • ~J \J Zs f 


2985 


. .3138 










Seq. No. 


1 JJDJ 








Seq. ID 


OJ991101 


_09.0131.C17 


Conp Mo 


28439 








Strand 


+ 




OLal L 


5123 








End 


S4 1 4 




Name 




.0131 


.C17.o2 


.np 


Method 


AAT /MAP 

rtrt 1 / lN.rt.IT 




otarL 


JIlJ 








End 


Sd 1 4 
D H x 4 




OT 

ox 


DJJ^JOO 








Score 


1UD 




Exons 


SI 9 ^ S4 1 4 














lax UcSCIip. 


l, rt.IT U U U O J / y 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


X _> -J U J 








Seq. ID 


OJ991101 


_09.0131.C17 




28440 








Strand 






O LclX U 


3499 








End 


5365 




Name 


OJ991101 09 


.0131 


.C17.o2 


tw 


Method 


TBLASTX: 


Wiled u 




1914 _ 








End 


2305 




v3 X 


none 








Score 


79 






1914 2051 


1940 


. .2065, 


2048. 


.2230, 2056.. 2223, 


7011 99RQ 




2204 2305, 


2229 


. .2288 










Seq. No. 


13365 








Seq. ID 


OJ991101 


_09.0131.C17 


UC11C INVJ. 


28440 








Strand 






Cf art 


3499 








End 


5365 




Name 


OJ991101 09 


.0131 


.C17.ol 


tw 


Method 


TBLASTX: 


VVi 1C CI l_ 


u Lai L 


2S67 _ 

*J \J / 








End 


2927 




GI 


none 








Score 


100 




F 1 von <5 


2567. .2659, 


2568 


. .2666, 


2569. 


.2670, 2684.. 2770, 


?fiRS 9771 




2689. .2772, 


2771 


. .2824, 


2816. 


.2911, 28 


21. .2922, 


2823. .2927 


Qpn KfO 


13365 








Seq. ID 


OJ991101 


09 m ^1 PI 7 


(TI ono XT /-\ 


28440 








Strand 






uLal L 


3499 








End 


5365 




Name 


OJ991101 09 


.0131 


.C17.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


2569 
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